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TOP 20 MOTIFS
Elk.1.M00025
Tax_CREB.M00114
CTAWWWATA_RSRFC4.M1045
MEF.2.M00233
GGATTA_PITX2.M1110
SRF.M00152
Tst.1.M00133
STAT5A_homotetramer.M00460
Brachyury.M00150
RYTAAWNNNTGAY_unknown.M1150
AREB6.M00414
SRY.M00148
NRSF.M00256
CAGNYGKNAAA_unknown.M1177
HNF.4alpha1.M00411
MAZR.M00491
TGGAAA_NF.AT.M1072
TATA.M00216
RNCTGNYNRNCTGNY_unknown.M1171
Rb_E2F.1_DP.1.M00740


