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AUC (Max=0.931 for 27 motifs)

Number of features

TOP 20 MOTIFS
SCGGAAGY_ELK.1.M1020
RCGCANGCGY_NRF.1.M1018
GGGCGGR_SP1.M1023
E2F.1.M00430
zlab_bidirect_SP1
GTGACGY_E4F1.M1037
CCGNMNNTNACG_unknown.M1123
CGGAARNGGCNG_unknown.M1098
NF.muE1.M00651
STAT3.M00225
NF.Y.M00287
TGCTGAY_unknown.M1109
ACTAYRNNNCCCR_unknown.M1021
GCGSCMNTTT_unknown.M1181
Tel.2.M00678
TMTCGCGANR_unknown.M1025
Tax_CREB.M00114
Olf.1.M00261
GCGNNANTTCC_CREL.M1065
AP.4.M00927


