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Number of features

TOP 20 MOTIFS
Elk.1.M00025
RCGCANGCGY_NRF.1.M1018
Staf.M00264
ACTWSNACTNY_unknown.M1122
GCGNNANTTCC_CREL.M1065
CREB.M00113
STAT1.M00224
c.Ets.2.M00340
CAGCTG_AP.4.M1032
NF.muE1.M00651
CGTSACG_PAX.3.M1087
NF.1.M00806
GTTGNYNNRGNAAC_unknown.M1060
Tax_CREB.M00115
CCGNMNNTNACG_unknown.M1123
YTCCCRNNAGGY_unknown.M1131
myogenin_NF.1.M00056
p53_decamer.M00761
Pax.8.M00328
Xvent.1.M00445


