
Supplementary Table 2: Physical position of endmost markers (Start_gen and End_gen) 

on linkage groups, total size of chromosomes in the zebra finch assembly (Chr_size) and the 

physical coverage of the genetic map for each linkage group / chromosome.

Linkage group Start_gen End_gen Chr_size Coverage

Tgu1 2885178 118449302 118548696 0.97

Tgu1A 200887 72765859 73657157 0.99

Tgu2 114638 145059783 156412533 0.93

Tgu3 325839 112342784 112617285 0.99

Tgu4 358444 65137292 69780378 0.93

Tgu4A 3986914 19904657 20704505 0.77

Tgu5 3013077 60582518 62374962 0.92

Tgu6 1292473 35197270 36305782 0.93

Tgu7 817561 37990366 39844632 0.93

Tgu8 3352148 27912306 27993427 0.88

Tgu9 676890 25801458 27241186 0.92

Tgu10 1081423 19957180 20806668 0.91

Tgu11 23474 19486031 21403021 0.91

Tgu12 4239652 21132751 21576510 0.78

Tgu13 153221 16942742 16962381 0.99

Tgu14 2017286 16390787 16419078 0.88

Tgu15 100445 12372189 14428146 0.85

Tgu16 na na 9909 na

Tgu17 1648269 10808981 11648728 0.79

Tgu18 3285767 10463339 11201131 0.64

Tgu19 767843 11039476 11587733 0.89

Tgu20 856680 14518664 15652063 0.87

Tgu21 674172 4969333 5979137 0.72

Tgu22 na na 3370227 na

Tgu23 2121066 5553985 6196912 0.55

Tgu24+Tgu24A 4852994 7957163 8021379 0.39

Tgu25+Tgu25A 386547 594129 1275379 0.51

Tgu26 780540 3158776 4907541 0.48

Tgu27 845226 2907816 4618897 0.45

Tgu28 1509366 2966874 4963201 0.29

Tgu29 na na na na

Tgu30 na na na na

Tgu31 na na na na

Tgu32 na na na na

Tgu33 na na na na

Tgu34 na na na na

Tgu35 na na na na

Tgu36 na na na na

Tgu37 na na na na

Tgu38 na na na na

TguZ 109168 72614482 72861351 1.00

Total 43182519 976128419 1019369935 0.92


