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taccgattctgaggtagtggcaaaagtgggctgagtgctagaaatttttgaatgttccttgtgataagccatagaggtaaaccattttt gDNA
taccgattctgaggtagtggcaaaagtgggctgagtgctagaaatttttgaatgttceccttgtgataagccatagaggtaaaccattttt intronR
taccgattctgaggtagtggcaaaagtgggctgagtgctagaaatttttgaatgttccttgtgataagccatagag--————————-—--—- intron 4a
gattttccagttctgtcatttaaacttgttagtgtcattagatttttgtttgtttacgtttgtttagagggtaacaaaactactctcat gDNA
gattttccagttctgtcatttaaacttgttagtgtcattagatttttgtttgtttacgtttgtttagagggtaacaaaactactctcat intronR 4

intron 4a

ctctctcaggtaGAGAAAGAGGCTGAAGCTAAAGGTGTAGCTATGGGTCAAGCGCTAGACATAGCTATTCCTCCTCCACGGCAGCTA
ctctctcaggtaGAGAAAGAGGCTGAAGCTAAAGGTGTAGCTATGGGTCAAGCGCTAGACATAGCTATTCCTCCTCCACGGCAGCTA
————————— GTAGAGAAAGAGGCTGAAGCTAAAGGTGTAGCTATGGGTCAAGCGCTAGACATAGCTATTCCTCCTCCACGGCAGCTA

gDNA
intronR 4
intron 4a

D sJ
Predicted SJ sequence: ttttgaatgttccttgtgataagccatagag| gtaGAGAAAGAGGCTGAAGCTAAAGGTGTAG
SJ microread coverage: tttgaatgttccttgtgataagccatagaglgt

ttgaatgttccttgtgataagccatagag|gta
cttgtgataagccatagag| gtaGAGAAAGAGG
tgtgataagccatagag| gtaGAGAAAGAGGCT
gtgataagccatagag| gtaGAGAAAGAGGCTG
gtgataagccatagag| gtaGAGAAAGAGGCTG
tgtgataagccatagag| gtaGAGAAAGAGGCT
agag | gtaGAGAAAGAGGCTGAAGCTAAAGGTG
ag| gtaGAGAAAGAGGCTGAAGCTAAAGGTGTA
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