
Supplemental Figure 1: Summary of direct and indirect TF-DNA interactions, as inferred by our
analysis of the 237 ChIP-chip data sets. We use the term ‘motif’ to refer to the PBM-derived DNA
binding motif of a TF. We use the term ‘literature motif’ to refer to a TFs DNA binding motif
as obtained from small-scale experiments and reported in the Saccharomyces Genome Database
(Cherry et al. 1998).
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