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Figure S3 de Wit et al.

Figure S3: Heatmaps showing miRNA expression levels. Color heatmaps show 
the relative read frequencies for all miRNAs (knwon and novel). Colorbar shows 
the representative colors for the percentages. A) Heatmap shows miRNAs that 
are not conserved in any of the other three species. Data is sorted by read 
frequency. B) Heatmaps show miRNAs that are conserved in at least one other 
species. Data has been clustered using hierarchical clustering (euclidian 
distance). 
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