Supplemental Figure 10. Novel C. remanei miRNAs.

block990 [novel_cloningOK_randfoldOK]

Hairpin parameters

no 0.001 | no |no| 0.45/0.50 19/22/0.88 0.0 | 0.0 6 0 1 0 28 5 3arm 1 nd 0.20 2 8 1 na na

Families

|Member of family miR-34 (seed GGCAGUG): cbr-mir-34, block990 novell

miRBase
reads  fimily seed
seed = 000 @ —ommm oo GGCAGUG—=—————=———————————————————————————————— 8 miR-34
clonin
len frequegcies
EM464
——————————————————————————————————————————————————————————— TGGCAGTGTTGAAAGACGTC-———=——=————=—=———————————————~— 20 6
——————————————————————————————————————————————————————————— TGGCAGTGTTGAAAGACGTCAT —————————————————————————— 22 1
——————————————————————————————————————————————————————————— TGGCAGTGTTGAAAGACGT———————=——————=———————————————~— 19 1
cremanei tgcaggcggcctgatgccgtctttcatcaacttccactcgttcacatgacaaaaaacagTGGCAGTGTTGAAAGACGTCatcaggtttgttttacttaaagecttgceca
R R I i I I S S I S I I R I R S S S I S R I R S I I I I I S I I I I I S S R I I S e S R I b R I R e S I S I R I R I I I S R I b S I b 2 b i S
————————————————————————————————————————————————————————————————————————————————————————————————————————————————————— NM 060965
cremanei O O O O G G G G O O G G P G G G O G G G G e G G G O O G G G (o ))))))))))) D)) )) ) )))))) ) e )))))) . 942{1%1
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cremanei|chromosome:chrUn:63363025:63363131:—1|Opposite_strand|Intronic_coding|NM_060965|spr-5 ## {Repeats: no}l

block1727 [novel_cloningHIGH_mirtron_randfoldOK]

Hairpin parameters

no 0.002 | no |noj| 0.26/0.32 19/22/0.89 0.0 ] 0.0 | 25 0 1 0 6 6 3arm 1 0 0.18 2 37 1 na na

Families

IMember of family miR-50/62/90 (seed GAUAUGU): cbr-mir-90, cbr-mir-50, block1727 novel!

miRBase famil
reads Teed Y
seed = 0@mmmmmmm o oo GAUAUGU-—=—=——————————————————————— 37 miR-50/62/90
clonin
len frequencies
EM464
—————————————————————————————————————————————————————————————— TGATATGTAA----TCTAGCT----TACAG———-——-— 22 25
—————————————————————————————————————————————————————————————— TGATATGTAA-—---TCTAGCT----TAC—-——————- 20 7
—————————————————————————————————————————————————————————————— TGATATGTAA-—--TCTAGCT--——--TA-———————- 19 4
—————————————————————————————————————————————————————————————— TGATATGTAA----TCTAGCT----TACA-—————-— 21 1
cremanei GGCTATAGTTAGGTGGGTTAGATCCCATATCCTTC——===—==—==———— CGCGTAATGGAAATGATATGTAA----TCTAGCT----TACAGGTACCT
ppacificus @ —-mmmmmmmmm——— = GTTCCCGCACCCTTCTTTACATATCGTCTCGCTCGAGCGAGACGATATGTAAAGACCCTAGGGAAGATAAGGGAAC--
*  kkkk * ok k ok kK * k% * Kk kK kkkhkkkkkkk * Kk ok kx * * * Kk kK
SSSSSSSSSSS55555>+++++++++++++++ +4+++++++++H +++++++ FH++H+>>>>>>>>>>> NM 171786
SSSSSSSS5555555> >+ 4+ttt 4+ B A e S L +++++++ FHt+HE>>>>>>>>>>> NM 077717
cremanei [ G O G QPP (COCCCCCCCCa . e 0 (Cevnnn )))))e)))))) L) ))))))) ))).))))) . 92%?90
ppacificus (CCCCCCa oo (OOt Caaa))IIIIIIIIIIIII)) eee ) ))) eeennnn )))))) 942?80

cremanei|chromosome:chrUn:111447780:111447855:-1|Same_strand|UTR_coding|NM_171786|ugt-50 ## {Repeats: no}
ppacificusjchromosome:chrUn:174340307:174340382:-1|intergenic

block2421 [novel_cloningOK_randfoldOK]
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Hairpin parameters

no 0.001 | no |no| 0.47/0.55 19/22/0.83 0.0] 03] 10 0 1 0 16 5 3arm 1 nd 0.23 2 12 1 na na

Clusters

|Located in cluster 5: block2421_novel, block2422 candl

Families
|Member of family miR-71 (seed GAAAGAC): cbr-mir-71, block2421 novel|

"u -
. jchv
= C C'A .
| S 6Ly-y-u-cAC CA 6
T A-gh
reads miRBase family seed
S I I e e e e e EVANENCoooooosooooooooooooooooooooons 12 miR-71
len cloning frequencies
EM464
————————————————————————————————————————————————————— TGAAAGACTGATGGGTCCTGGG-—————=————=———~— 22 7
————————————————————————————————————————————————————— TGAAAGACTGATGGGTCCTGG-——=—=—=—————-—-~ 21 3
————————————————————————————————————————————————————— TGAAAGACTGATGGGTCCT———=—=—=—=—=———-—-— 19 2
cremanei GTTGTTATATGTTCACAGTTCCCACAGGGCTTTCCACACTCATTGAGAAGCGTTGAAAGACTGATGGGTCCTGGGAACAGATATTACAACA
cbriggsae @ -—-—-——- AAAGGAT--—=-==————— ACATTGCAATAAACATGAATTGAGGA-TGTAGAAAGAC-AATGTATACCTAG-—===—==—=——=————
*x kK *x * *x k * * * * Kk x *kkkkkx K * Kk kkhkkkkkk * Kk x * ok *
R L o e A L R e i 1V (OIS wacT o))
cremanei COCCCeee e COCCC COCe e COCCCOCe e COCCCa e (0eeae e ))))))))))))))))-)) ) ))))) e ))))) . 1.000 -33.50
cbriggsae oo (O O O O O P (C((eeeeean ) ))) e ) )))))))))) .. 0.992 -11.02

cremaneijchromosome:chrUn:2910785:2910875:1 |Same_strand|Intronic_coding|NM_057309|slou ## {Repeats: no}
cbriggsaejchromosome:chrX:15746922:15747052:-1)Same_strand|Intronic_coding|NM_001030307

sblock45 [novel_cloningHIGH_multiarm_DicerOK_randfoldOK]

Hairpin parameters

0.0 | 0.0 2 0 1 0 25 2 5arm 1 nd 0.18 2
no 0.001 | no |no| 0.45/0.55 19/22/0.93 00| 00| a8 0 1 0 32 5 3arm 1 nd 0.15 > 54 1 2 1

Families
IMember of family lin-4 (seed CCCUGAG): cel-mir-237, cbr-lin-4, sblock45 novel!
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seed m--=m-c----TT T CCCUGAG=—====——=——~~—~~—~~——~——~———~————————————————
seed = ——————————————————————————————————————————— ACGGCAA——————— =~~~ ———————————.
———————————————————————————————————————————————————————————————————————————————————————— TCCCTGAGTTC-ATGCCBTTC-———=——=————————————————————!
———————————————————————————————————————————————————————————————————————————————————————— TCCCTGAGTTC-ATGCCGTT—————————————————————————————
—————————————————————————————————————————— AACGGCAARAACTAC-AGGTAG -~ === === === — - — -
cremanei  ---------- TTGCTGATTTATGTTTTG-—————— GAGACTGAACGGCAAAAACTAC-AGGTAGCAGACATA-TTACTAGC-———-——— TCCCTGAGTTC-ATGCCGTTCAGTTTTTT————-— GAAAGCATTAGTTC(
cbrenneri -------- GCTTGCTTGAGAGAATCCAGGGGTACGGTCATAGTGCAACCAAA -~~~ —— === === === === === - - == TCCCTGAG—========———~ AATTTCTTATTTGCAAT--—----— CTTC¢
cjaponica --AGTAGAACCGCCTG----AAATTGAGCTGTACCGACACTTAACAGCCGGAACAACTCAACAACTTACTTATTTACTGGTTTGTGAGTCCCTGAGTTCTATTTCGTGCAGTGTTTTTCTCAATACAGCTCTATTTC:
ppacificus AAACAAGAAGAGGCTGAGGAARAATAAG-————————————~— GACAATCGGAACCT——=————————————————————————————— TCCCTGAGTTT-————————~— AGTCTCGTTT-—————————————————
* * * * * * Kk ok ok kk ok ok * kK x *
cremanei CCCCCCCOC. ceeeeee( CCCCCCCCCCeCt . 0ot € Ot 000 en . ))-)) ))))))))) ))))))))))))))) )))))))))))
cbrenneri OO G G G O O G O O O G O O O O ))) ) )))))) ) )-))))))) ))))

CCCCCCCCa .
(..

cjaponica

ppacificus ((((.

cremanei |[chromosome:chrUn:103840413:103840526:-1}{Repeats: no}

cbrenneri|chromosome:chrUn:18512601:18512680:1 intergenic

cjaponica |chromosome:chrUn:130573784:130573927:1 |intergenic

ppacificusjchromosome:chrun:103937040:103937193:-1|Opposite_strand|Intronic_coding|NM_004535

sblock79 [novel_cloningHIGH_multiarm_DicerOK_randfoldOK]
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Hairpin parameters

0.0 | 0.0 5 .
no 0.001 | no |no| 0.41/0.50 18/22/0.98 00| 0.0 > : 384 1 2 2
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Clusters
ILocated in cluster 7: sblock79 novel, sblock80 novel, sblock81 novel, cel-mir-65, cbr-mir-64, block2522 novel|
Families

IMember of family miR-64 (seed AUGACAC): cel-mir-65, cbr-mir-64, cel-mir-63, block2522_novel, sblock79_novel, sblock80_novel, sblock81 novel|

seedl Esssssssssssssssrsssssnssnsn AUGACAC-——=————~—— -~~~ - - T T - ——————
seed  ——-———————————————————————————— UGACACU - === ===~ ==~~~ —— T ———————————.
Sl A S S S S S = = = = o GACUACG-=——=—~——~——~—~—~———~———~———~—————————————:
seed  ————————————————————————————= UAUGACA—————— =~~~ -~ ———————————
————————————————————————————— TATGACACTGETTECETAGCATG==s===sss——e—— e ————————————————— === —————— == === ————— == === ———— === === ———— = === ===
————————————————————————————— TATGACAC TG T TG G T AGC A T - — = = — = = — = = —
————————————————————————————— TATGACACTGETTECETAG=====ss=s====s—=======ss—————=—=——————===—————————— === ————— == === ———— === == ————— = === ===
————————————————————————————— TATGACAC TG T TG G T AG  — = = — == — = = — = = m o
—————————————————————————————— ATGACACTEITECETAGCATGA=======ss======sscc=—====—————=—=—————————= === ——————— = === ———— === — == ————— = == == =
————————————————————————————— A TGACAC TG T TG G T AG A = = == — = = — = — o
————————————————————————————————————————————————————————————————————————————————————————————— TGACTACGCTCAGTGGA--—--ATACC-—-——=——=—————————.
—————————————————————————————— ATGACACTEIMECENAGCAT========c=c========c==========c=============c=====—=======—ooco=s=====—=—========c======
—————————————————————————————— ATGACAC TG T TG G T AG A T G == == = == = — = m o o -
————————————————————— A=======TANGACACTETIEUENAGCAT===s=ss=cs=s==s=ccccc=c=====sc=========—======—===—==—====———===—======—=—========—======
cremanei ----- CAGAAGGCCTCGCCGAA--—-——-—~— TATGACACTGTTGCGTAGCATGA---CCAATGAGACTCTACAAAAGAGTGAATG-——-—— GATCTGACTACGCTCAGTGGA----- ATACCCGGCG--AGTGCCTTCT-
cbriggsae ———-——-————--—mm o TATGACACTGTTT————AAATGA -~ —— === = — — = — — oo AACAGGACTTTCTCTAAC--—-—-—-—— ACACCGGGTTCCTGCTCATTTCA
cjaponica TTTTCCACGAAATTTCTTGAAGCGCATTTTATGACACAGTTG----ARATGAGTGCGACCGTAACCCTATTAAAAAATGGATGGGATACGGTAGCACTCCTTTCAACTGTGTCATAAAATGTGCTTCGATGCATTTC
*khkhkkhkkhkk Kkhkk * Kk k k * ok Kk * * Kk * * Kk k

cremanei SCeeeeeeceeeeee. . LS O O O O N e A G R G (CCoane CCCCCenn )1 ) eea)) )))))))))))))))) .. )))-)))) ) )))))))

cbriggsae SCOCCeeeee .. CCCee( B G P (G G ))))))))))))))))

cjaponica . (((CCCCCCCCCC . CCCCCCCCCCCCCCCCCeeeeeec( CCC OO OO0 0 000 eaannn )))))))))))))))))))))))))))))N)N)NNIIINIINID))) ) ))))

cremaneijchromosome:chrUn:10328652:10328760:1 |{Repeats: no}
cbriggsaejchromosome:chrlll:218627:218775:-1 Same_strand|Intronic_coding|NM_001102902 ## Opposite_strand|Intronic_coding|NM_001077612
cjaponica|chromosome:chrUn:31496648:31496788:-1|Same_strand|Intronic_coding|NM_064705

block1645 [novel_cloningOK_randfoldOK]
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Hairpin parameters

no 0.003 | no |no| 0.36/0.36 22/22/1.00 0.0 | 0.0 5 0 1 0 28 7 3arm 1 nd 0.23 2 5 1 na na
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E o =

| JuUGa T L y-aU C6A-6Cu-c% Y y-g-Acu-G-aaaG
G-A-U-C6G-U-G-A-G A-U-U-C-C-A-U""~U-U-U-G-U-G-U-C-U-AU-U-U-CG-A-G G-Agt-0-0-0. . A
u-U-U-A-G-U-A-U-0-0 0-GA-6-Gcl-6,) uﬁfh-c-tahw Act A
1 GHU,A b ' o 7 il
ST Bt oottt CAUCCAU-——=—————————————————————————————————————
————————————————————————————————————————————————————————————————————————————————————————— TCATCCATCTCTGABRATTAGAC-—————————=———————————————:
cremanei —-—————-—————- GATCGGTGAGTTGAA---TTCCATTTTTGTGTCTATTTTCCGAGCTGCGTTGACTGAAAAGAATTTCGAG--——— TCATCCATCTCTGAAATTAGAC-ACGAATTGTCGGAGTATGTTTATGA'
cbriggsae GGTTCCGGCTTGGATGCCGGCGAGTTGGAAAACCGGAAGACGGCGC———===——=—————————————— CGAAGAGATTCGAGC---—-- TCATCCATTTTTCAACACTGCTGACACAGCGACGGGTCGAGAACC-——-
celegans  ————mmmmmmmm—mmmm—— oo AAAAACTGAAA-—————=——————————————————— AAAATTGGATGAAATTTGAGAAATTTTCATCCATTTTTTTCAGTTTTT——————————————————————————
cbrenneri ----- TGGTTTTTTTGTCTGCAA----AATAATTGGAATTATGTGT——--———=-=-————-—— GGTAGATCCGAAGGGCATCTAGG---—— TCATCCAT-GATCCAATTATTTGATAACAGGACAAA-———————————-
ppacificus ———--—--—-——-———-—- GGATGATTTTARAGATGGCACTTGTG-~——=—-——-—————=——————————~— CAGGAACATTACAAA-—--- CCATCCAT---TAAAAATATTC——————————————————————————.
* * * * Kk ok ok k ok k *
cremanei OO O P O O O O QPP CCCOCC- 0O e O (e e w (OOl )) ) )))-2)))))))))))))) )N ) ) )))) ) ))))))
cbriggsae (((CCCCCCCCCa. COCCCCCC OO (00 (o (Cnn (CCCeeaa)))) ) ))))) )N )))) ) e )))))))))))))))
celegans e CCCC OO CCaea))=))))))))))))))))))))))))
cbrenneri  ....... (O O O N PP OO O O O O P O O O G G QP CCCCCCCCCeea))a)))) e )))-))) D)D) ) e )))))))
ppacificus CCCCC OO e CCCCC i ))))) . ))))) ) ))))))))))

cremanei |chromosome:chrUn:105689030:105689146:-1}{Repeats: no}

Opposite_strand|Intronic_coding|NM_001027419 ## Same_strand|Intronic_coding|NM_181874 # #
Same_strand|Exonic_coding|NM_077275

celegans |chromosome:chrIll:11153220:11153376:1 Same_strand|Intronic_coding|Y47D3A.29
cbrenneri|chromosome:chrUn:102193689:102193783:1 |intergenic
ppacificusjchromosome:chrUn:156932186:156932342:1 |intergenic

cbriggsae|chromosome:chrX:3584522:3584627:1

sblock80 [novel_cloningHIGH_multiarm_DicerOK_randfoldOK]

Hairpin parameters

(7) 602 0 1 0 28 6 5arm 1 nd 0.22 3 707 1 1 1

no 0.001 | no |no| 0.33/0.53 18/23/0.93 ° 0 1 0 57 9 3arm 1 nd 0.19 >

Clusters
ILocated in cluster 7: sblock79 _novel, sblock80_novel, sblock81 novel, cel-mir-65, cbr-mir-64, block2522 novel!
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Families

IMember of family miR-64 (seed AUGACAC): cel-mir-65, cbr-mir-64, cel-mir-63, block2522_novel, sblock79

novel, sblock80_novel, sblock81 novel|

30

reads
e I e e 686
seed - — T — T —————————— CACCUUU-===———————————————————————————————————— 9
BEEEl |eoeosssososooosoooooooosooooosooo e e 9
seed  ——-———————————————————————————— GACACAG———————~—— =~ """ ———————— 2
seed | —m--—-——-——-—————————————————— UGACACA-——————— =~ =~~~ ——————— 1
len
———————————————————————————— CATGACACAGATTAAAGGAT GT G === == = = = = = = = = = o o o - - 03
———————————————————————————— CATGACACAGATTARAGG— —— = — = — = — = — = = = = ————_ 3§
———————————————————————————— CATGACACAGATTAAAGGAT GT == === = = = = = = = = = = = = o o =20
———————————————————————————————— ACACAGATTAAAGGATGT GA—— —— = — = — = — = = = o o))
———————————————————————————————————————————————————————————————————————— A-CACCTTTAGCCGTGTCAGAC—========—=——=—=——————————— 2]
———————————————————————————— CATGACACAGAT TAAAGGA - —— == = == = = = = = = o = 10
———————————————————————————————————————————————————————————————————————— A-CACCTTTAGCCGTGTCAG-—-——-——————————————————————— 19
————————————————————————————— ATGACACAGAT TAAAGGAT GT GA === == = = = — = = = = — = = - )3
———————————————————————————— CATGACACAGATTARAGGAT G~ — = — = — = — = = = = = o o ————_ 0]
—————————————————————————————— TGACACAGATTARAGGA T — —— — = — = — = — = = = = = o -8
———————————————————————————— CATGACACAGAT TAAAGGAT — = == = == = = = = = = = o o o = 2
—————————————————————————————— TGACACAGATTARAGGATGT G-~ ——— = — = = = = = = = o o o o 0]
cremanei TCCCACCGGAAAAGAACACAAAGCCATGCATGACACAGATTAAAGGATGTGACACTTAACAACAAGTAGATCA-CACCTTTAGCCGTGTCAGACATGGCTTGTTCGGAGTACGGTAGAGGA
cbriggsae ——————-————————————— oo CATGACACTGATGTTTAAACACTGC---CCATGGGAAAACACTCA-TGCAGATAAACGGGTCARA -~ ——————————————————— o
celegans —-—-——=—-—-——m—m—mmm—— oo CATGACACGGGGAAAAGTAAGCCGTTCT-————- GAAAACCAGCG-AGGTTTCGAATGTTTAACAAGTGACATA-—————-—=————=————-
cbrenneri ———-—--—m oo CATGACACCG--TCGGAAAGGCGATCGTTCACTCTACAGTAGGCG-ATTCTCTCGATGTGCTTCAAG-—————=—=—==—=———————————
cjaponica ——-——-——mm—mmmmm oo CATGACACATGTCTAGA-————=-——=== TCGTAATGAAAGCATCACAGCCTGCGCAGACACTTACGGTGGAGTGTTG-——————==—=———-~=
* Kk ok ok Kk kkk *
cremanei  (((. ((((..... CCCCCe e COCCCU e e OO L e 1)) <)) 1)) ) ) e 1)) .. 13208,
cbriggsae (e (OO (L CCCCCaeanns 1))) ) 9:8%%
celegans (Ot (OO0 (G000 1)))))))))))))) 1)) ) 9:9233,
cbrenneri COCOC 00 G O 1)) -))) ) - 9:2%
cjaponica CCCCC e (e CCCCCCCCa e (e ) e 1) ))))))))))))))) 0;%61,

cremanei

chromosome:chrUn:10328768:10328887:1

{Repeats: no}

cbriggsae

chromosome:chrX:7081897:7082056:1

Opposite_strand|Intronic_coding|NM_153821 ## Same_strand|Intronic_coding|NM_001087279

celegans

chromosome:chrX:9065601:9065760:-1

Opposite_strand|Boundary_coding|F47E1.4

cbrenneri

chromosome:chrUn:18699017:18699176:1

intergenic

Cjaponica

chromosome:chrun:51553290:51553449:1

Opposite_strand|Intronic_coding|NM_015753 ## Same_strand|Intronic_coding|NM_001021294

miRBase
family see

miR-64
novel
novel
novel
novel

cloning .
frequencie

EM464
602
42
35

E R R R R WO o O

90f13



sblock81 [novel_cloningHIGH_multiarm_DicerOK_randfoldOK]

Hairpin parameters

548 0 1 0 14 4 5arm 1 nd 0.13 1

0.0 | 0.0
no | 0.001 | no |no|0.32/0.48 19/23/0.99 ooli10l 3 o 1 o 14 5 3arm 1 nd 0.09 1 579 1 1 2
Clusters
|Located in cluster 7: sblock79_novel, sblock80_novel, sblock81 novel, cel-mir-65, cbr-mir-64, block2522 noveI!
Families
IMember of family miR-64 (seed AUGACAC): cel-mir-65, cbr-mir-64, cel-mir-63, block2522 novel, sblock79 novel, sblock80 novel, sblock81 novel!
miRBase
reads fémily seed
T e e e e e e e AJCACAC s e s e e e T e S ST S S S DS S S e e ) S DD S S DS D DS S D S S S S S S S S S S S 566 miR-64
SRREl |sossssssosoosooosoosooooooooos CACUCAA=SSsssososos o oo e o e o e O O O O O O S oo oo oo oo oo oo oo oS Soo oo oo S Os OO oo oo oo oo 6 novel
T e e e e e e AUGUAIG-—rmremmos s s oo s E e s S e e S s S S 3 novel
T e I e e e e 3 novel
SEEEl  |ssssssssssoosoooooooosoososos ACACUC Ao oo s s s oo s oo oo oo o oo s oo o oo oo oo s oo oo oo oo OO OO S oSO S CO oSS oSS S S S S S SS SoSS oo 1 novel
clonin
len freque%cies
EM464
————————————————————————— CATGACACTCAAGCATACCATG G- = — == === = = = = = o o ——————— 03] 548
————————————————————————— CATGACACTCAAGCATACC AT G= == = = = = = = m e = D) 9
————————————————————————————— ACACTCAAGCATACCATGGA = — == == = == = = = o o == 2() 6
————————————————————————— CATGACACTCAAGCATACC = == — == = = = o = ] 4
————————————————————————— CATGACACTCAAGCATACC AT = === = = = = —— — m e = D] 3
—————————————————————————————————————————————————————————————————————— CATGTATGGTTAGTGTTATCAT————=———=—==——=——————————————— 20 2
—————————————————————————— ATGACACTCAAGCATACCAT G= = == = == = — — m o e = 2] 2
————————————————————————— CATGACACTCAAGCATACC A== — = — == = o o == 0() 2
———————————————————————————— GACACTCAAGCATACCAT GG A= = === == = m = D] 1
—————————————————————————— ATGACACTCAAGCATACCAT GG A= — == == = = = = = = = — = 03 1
—————————————————————————————————————————————————————————————————————— CATGTATGGTTAGTGTTAT———————=———=——=——=—————————————— 19 1
cremanei -----—---—--- GGGGCCTCGCCGATCATGACACTCAAGCATACCATGGAC—--TGACTTTCAGCAGAATCCATGTATGGTTAGT GTTATCATCGGCGAGTGCCCCC-—————————————
celegans ——-—-—--———————= ATCCAGATATAATGACAC-————————-——— GAAT----—- CGTTCAATTGGGTC----TCTGATAAAAGCAA--AACGAACGGTATCCGTGTCATTG-——-———
cbrenneri TCGCTGTTTCTCCGGCCTTGCCGATTATGACACTTAAGCATA-GGTGGACCATCGAAGATCA-TAGGCTCCAGCTATGATAAGTGGAATAGTCGGCGAGAGCCTGGAGCATTCCATTCGA
Kk kkkkkkk *  x * * k * * * * kk x ok * * * x * *
cremanei O O O G G G G G G G G G G G G G G O O O G O O G G G ¢ [ )))-2)))))))))))))))))))) ) ))))))))))))) . 35%0%0
celegans ..., OO (. (( CCCCCa (O e )) e 1)) ) ) e 0:3%4,
cbrenneri ......... N O O O O o O O O O 20000 ) I D)) D)) e 0:386,
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cremanei|chromosome:chrUn:10328912:10329003:1 |{Repeats: no}
celegans |chromosome:chrV:7533985:7534057:-1 Opposite_strand|Exonic_coding|C54F6.3
cbrennerijchromosome:chrUn:123880705:123880822:1|intergenic ## {SimpF: trf,trf}

block2522 [novel_cloningHIGH_randfoldOK]

Hairpin parameters

no | 0.001 | no |noj0.33/0.47| 18/24/0.99 0.0 | 0.0 | 529 0 1 0 25 9 5arm 1 nd 0.26 3 568 1 | na] na
Clusters
|Located in cluster 7: sblock79_novel, sblock80_novel, sblock81 novel, cel-mir-65, cbr-mir-64, block2522 noveI!
Families

IMember of family miR-64 (seed AUGACAC): cel-mir-65, cbr-mir-64, cel-mir-63, block2522 novel, sblock79 novel, sblock80 novel, sblock81 novel!

reads r%éar]iD’Tieseed
seed = —--------o--—oo-—————————- AUGACAC -~ === - m o s oo 564 miR-64
seed @ ———-——-——-——-——-——-——————————— CACUGUA-————————————————— - ———— 4 novel
len %%33&2%@%
EM464
————————————————————————— TATGACACTGTAACATGTCCT GG === === == = = = = = = = = e o~ )3 529
————————————————————————— TATGACACTGTAACATGTCCTGG T~ —— == — = — = = = = = = = = = o o ——_ 0] 24
————————————————————————— TATGACACTGTAACATGT CCT G === = = == = = = = — = = = )0 5
————————————————————————— TATGACACTGTAACAT GTCCT —— == — = — = — = — = = = = = 0] 5
————————————————————————————— ACACTGTAACATGTCCT GG == === == = — = = = o e = 19 4
————————————————————————— TATGACACTGTAACAT G~ —— == — = — = — = — = = o ——————— 18 1
cremanei  ACGGACCCAAAGGACCCCACCCGGCTATGACACTGTAACATGTCCTGGTAATAGCAGAGATTCTGAATCC--—-AGACATGTAAAGTTTCATTGCTGGTGGTCTCCTGAATTGTATTGT
cbriggsae =—-—=—-——===—==———m——— o TATGACACT--TGTACTTCCATGTGTGAGGAGACARATGTACTCACTAGGGCAGGTAAG-~~TCATT~=—==—=====— === === ———— =
ppacificus ————-—-—-—-——m oo ATGACACTGACATACTGC-—————-——— GGTTACTTGACGAATCCCTTGGAATGATAGCG-~TCATT——————————————————————————
* Kk ok ok ok kK Kk * * * * *  x*% * * % * Kk Kk k%
cremanei  ((((((avee CCCCoa 0O OO0 00 e (OO Caeans ((Ceennn 1)) ) ) - ) I ) ) e 1)) 13899,
cbriggsae P S S G A S R R S RS RS S DS RO RS DR B I 9:2%4,
ppacificus COCCC OG0 (oo 1)) ). 9:878,

cremanei !chromosome:chrUn: 10329302:10329416:1 I{Repeats: no}
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) . . . ._1 |Opposite_strand|Intronic_coding|NM_001011629 ## Same_strand|Intronic_coding|NM_007492 # #
cbriggsae|chromosome:chrV:11490457:11490611:-1 Same._ strand|Boundary_coding[NM_001028559
ppacificusjchromosome:chrUn:20322976:20323130:-1|intergenic

sblock123 [novel_cloningHIGH_multiarm_DicerOK_randfoldOK]

Hairpin parameters

0.0 | 0.0
no 0.001 | no |no| 0.45/0.57 18/22/0.98 0.0l 0.0

5arm 1 nd 0.14 1
3arm 1 nd 0.10 1

o o

624 1 1

reads
seed  m=-==--—--—--—- -~ TS AACCCAA-=—=——=—=—=——~———=—-——=————-————————=——- 611
seed  —---—--—-——-——-—--—-—-—--——-—-— GUCUGUG-=——=————— =~~~ ——— -~ - ———— 7
seed s ACCCAAU-—=————————————————————=—————=—- B
seed  ——-—— - - ————————————————— CAACCCA-———————————————————————————————— 3
len
—————————————————————————————————————————————————————————————————— CAACCCAATGTCACGGACTG-———————————————-———- 20
—————————————————————————————————————————————————————————————————— CAACCCAATGTCACGGACT-——————-——-——-————-——-19
—————————————————————————— AGTCTGTGATACTGTGGTAGC-————————=——————————— - = ————————21
——————————————————————————————————————————————————————————————————— AACCCAATGTCACGGACT--——-——-——-—--—-———-——- 18
—————————————————————————————————————————————————————————————————— CAACCCAATGTCACGGACTGAA-—————=————=————=—— 22
————————————————————————————————————————————————————————————————— GCAACCCAATGTCACGGACTG-——-————————-——————- 21
——————————————————————————————————————————————————————————————————— AACCCAATGTCACGGACTGA-————————————-—————= 20
—————————————————————————————————————————————————————————————————— CAACCCAATGTCACGGACTGA-——————————-——————- 21
————————————————————————————————————————————————————————————————— GCAACCCAATGTCACGGA-=—===—==———————---—-—--—---18
—————————————————————————— AGTCTGTGATACTGTGGTAG=——————————=————————————— = —————————— 20
————————————————————————————————————————————————————————————————— GCAACCCAATGTCACGGACT-—-—-—-————————-——————- 20
cremanei CACTCAATTTGAGTAGGAAGAACTTCAGTCTGTGATACTGTGGTAGCAATCGGTACAGTAGTCTTGCAACCCAATGTCACGGACTGAAGTTGAAAACTTGAAAGTG
cbriggsae ——---—------—--- TCAGCCACTTCGGTTGTGGTTATACAAACAGAAGTTGAT——===—-—-=——~ ATAACCCAA--TCACGAA--——————- AATGGCTGA-=—---
cjaponica CCCAAAATTTCAG--ACAAAAATATCGATTTTTAAAAAATTTTCAGAAA-AAATTCAATATTTTTAAAACCCAATATTTTTGTCTG-————~- AACTGTTGGG-—--—
* * * Kk * * * kK * Kok ok ok ok ok ok * * * * *
cremanei  ((((...((..((C...nn CCCCCeeeeeeeeeeee. oo e oo (. )))))))-)))))))))))))))))))))) )))-)))))) _38690

miRBase family
seed

novel
novel
novel
novel

cloning
frequencies

EM464

O
)

EFHEEEREPRPRNNDOoYOO
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cbriggsae O O O O O o O O O O O P N S G G I G N IR I D R ))))))))) ) -)))) <2))))))) %2%900
cjaponica (((((...(CCCC CCCCCCCCCCa oo CCCCCCCCCe e (CCe ee))) e e )))))))) ) e e s 5

cremanei|chromosome:chrUn:105689755:105689860: 1}{Repeats: no}
cbriggsaejchromosome:chrX:10977030:10977093:1 Opposite_strand|Intronic_coding|NM_027552 ## Same_strand|Intronic_coding|NM_011438
cjaponicajchromosome:chrUn:92512297:92512389:1 |Same_strand|Intronic_coding|NM_001025854
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