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Figure S1: Northern analysis of known and candidate miRNAs. The presence of a 
number of randomely chosen candidate miRNAs was con�rmed by Northern 
blotting. Out of this set of 19, of which one was known miRNAs in C. briggsae 
(cbr-miR-61), 17 (89%) showed a distinct band around the expected size (ca 22nt).A) 
C. remanei, B) C. briggsae, C) P.paci�cus. Negative blots are shown in D. Probe 
sequences are described in the supplemental �les. 
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