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Supplementary Figure 2
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Supplementary Figure 3
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Supplementary Figure 4

ZYROvs KLTHvs SAKLvs ZYROvs KLTHvs SAKLvs KLLAvs | KLTHv
KLLA KLLA KLLA ERGO ERGO ERGO ERGO DEHA
Coverage % 80x80 85x85 88x87 81x85 85x88 86 x 88 78 x 82 21 x 1¢
No of SB 291 258 244 257 220 195 281 128
Mean size 14 17 19 16 20 23 14 9
Max size 119 142 162 121 152 174 125 20
Median size 11 12 13 11 14 18 11 7
Mean interv. 1 1 2 1 2 3 1 2
Max interv. 9 16 39 14 19 27 22 13
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Supplementary Figure 6

40 4 - 20
KLTH vs. ZYRO
30 - 75
20 - 70
10 -5
D—I 1 0
3 316
40 4 - 40 20 -
SAKL vs. ZYRO SAKL vs. KITH
80 - 70 80 -
oo KitA vs. KITH
60 - AR °
L6
40 40 4 .
-4
20 L, 204 .
0 - T -0 0 - T f ™
3 125 316 3 50 125 31
80 - 20 80 - .
FRGO vs. ZYRO FRGO vs. KILTH
60 - 75 B0
40 o - 70 40 -
20 4 -5 20
0-r 1 -0 0 - ™1
3 125 316 3 31

- 50

r 20

75

r 70

KLLA

vs.

SAKL

80

60

40 -

20

DEHA

vs.

KLTH

r 40

- 30

- 20

70

40 804

30 60

20 40+

F 70 204

ERGO

vs.

KLLA




Supplementary Figure 7
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