
 Structure-based alignment - ALL pdb structures:  
pdb = X-ray 
pdb = template complex structure 
pdb = NMR structure 
 
 
                                ttttttttttttt                       tttttttttttttt                   ttttttt 
1fbv RING                    EMGTFQLCKICAENDK-------DVKIEPCGHLM-----CTSCLTSWQESEGQ-------------------GCPFCRCEIKGTEPIVV 
                                ttttttttttttt                       tttttttttttttt                   ttttttt 
2c2c Ring-like               DIPDYLCGKISFELMR-------EPCITPSGITY-----DRKDIEEHLQRVGH-------------------FNPVTRSPLTQEQLIPN 
Sec struct                        bbb     bbb        bbbb   bbb     aaaaaaaaaa                                  bbb 
 
Consensus RING                      CslCbp         ppshhbsCsH      aCbpClppbbp                       pCPbCc 
1bor NMR                    EEEFQFLRCQQCQAEA-------KCPKLLPCLHT-----LCSGCLEASGM-----------------------QCPICQAPWPLGADTPAL 
1chc                         MATVAERCPICLEDPS------NYSMALPCLHA-----FCYVCITRWIRQNP--------------------TCPLCKVPVESVVHTIESDSEFGDQLI 
1e4u                   MSRSPDAKEDPVECPLCMEPLEI-----DDINFFPCTCG---YQICRFCWHRIRTDENG-------------------LCPACRKPYPEDPAVYKPLSQEELQRI 
1f62                              ARCKVCRKKGEDD----KLILCDECNKA-----FHLFCLRPALYEVPDGEW----------------QCPACQPAT 
1fbv                         EMGTFQLCKICAEND-------KDVKIEPCGHL-----MCTSCLTSWQESEGQ-------------------GCPFCRCEIKGTEPIVV 
1g25                           MDDQGCPRCKTTKYRNPS--LKLMVNVCGHT-----LCESCVDLLFVRGAG-------------------NCPECGTPLRKSNFRVQLFED 
1iym                         AMDDGVECAVCLAELEDGE---EARFLPRCGHG-----FHAECVDMWLGSHS--------------------TCPLCRLTVVV 
1jm7         MDLSALRVEEVQNVINAMQKILECPICLELI-------KEPVSTKCDHI-----FCKFCMLKLLNQKKGPS-----------------QCPLCKNDITKRSLQESTRF(24) 
1ldj         KKRFEVKKWNAVALWAWDIVVDNCAICRNH-(17)-EECTVAWGVCNHA-----FHFHCISRWLKTRQ--------------------VCPLDNREWEFQKY 
1rmd                        (21)KSISCQICEHIL-------ADPVETSCKHL-----FCRICILRCLKVMGS-------------------YCPSCRYPCFPTDLESPVKS(37) 
1u6g_MolB                (16)WDIVVDNCAICRNHI—(16)EECTVAWGVCNHA-----FHFHCISRWLKTRQ--------------------VCPLDNREWEFQKY 
1v87     GSSGSSGEPEQVIRKYTEELKVAPEEDCIICMEKLA(15)PMVVGRLTKCSHA-----FHLLCLLAMYCNGNKDGSL---------------QCPSCKTIYGEKTGTQP(14) 
1weo              GSSGSSGPKPLKNLDGQFCEICGDQ---IGLTVEGDLFVACNECG--FPACRPCYEYERREGTQ-------------------NCPQCKTRYKR(23) 
1wfk                     GSSGSSGMESRCYGCAVKF---TLFKKEYGCKNCGRA-----FCNGCLSFSALVPRAGNTQQK-------------VCKQCHTI(25) 
1wim                         GSSGSSGCKLCLGEYP----VEQMTTIAQCQCI-----FCTLCLKQYVELLIKEGLETAI------------SCPDAACPKQGHLQEN(27) 
1x4j       GSSGSSGQLPSYRFNPNNHQSEQTLCVVCMCDF----ESRQLLRVLPCNHE-----FHAKCVDKWLKANR--------------------TCPICRADSGPSSG 
1z6u                        (41)QSFMCVCCQELV-------YQPVTTECFHN-----VCKDCLQRSFKAQVF-------------------SCPACRHDLGQNYIMIP(19) 
2ckl                         SLHSELMCPICLDMLK------NTMTTKECLHR-----FCADCIITALRSGNK-------------------ECPTCRKKLVSKRSLRPDPNFDALISKIY 
2csy               GSSGSSGGSEEEEIPFRCFICRQAF-------QNPVVTKCRHY-----FCESCALEHFRATP--------------------RCYICDQPTGGIFNPAKELMAKLQKSGPSSG 
2csz                          HYSDRTCARCQESL--GRLSPKTNTCRGCNHL-----VCRDCRIQESNGTW--------------------RCKVCSGPSSG 
2ct2                               ECPICMESFTE---EQLRPKLLHCGHT-----ICRQCLEKLLASSINGV-----------------RCPFCSKITRI(20) 
2d8t                       TAPSLTVPECAICLQTH-------CVPVSLPCKHV-----FCYLCVKGASWLGK--------------------RCALCRQEIPE(10) 
2hod_MolA                       SELMCPICLDM------LKNTMTTKECLHR-----FCADCIITALRSGNK-------------------ECPTCRKKLVSKRS 
1vyx                        MEDEDVPVCWICNEE-------LGNERFRACGCTGELENVHRSCLSTWLTISRNT------------------ACQICGVVYNTR 
2d8s                GSSGSSGTSITPSSQDICRICHCEG    DDESPLITPCHCTGSLHFVHQACLQQWIKSSDTR------------------CCELCKYEFIMETKLSGPSSG 
 
 
ALL RING Sequences (classified into groups) and pdb structures 
 
 
Consensus RING                              CslCbp         ppshhbsCsH      aCbpClppbbp                       pCPbCc 
CLASS 01                                    CxxC              hxxxCxx      a*xxC                              CPxC 
1f62                                      ARCKVCRKK----GEDDKLILCDECNKA-----FHLFCLRPALYEVPDGEW----------------QCPACQPAT 
1wfk                            GSSGSSG MESRCYGCAVKF---TLFKKEYGCKNCGRA-----FCNGCLSFSALVPRAGNTQQK-------------VCKQCHTI (25) 
1weo                     GSSGSSGPKPLKNL DGQFCEICGDQ---IGLTVEGDLFVACNECG--FPACRPCYEYERREGTQ-------------------NCPQCKTRY(25) 
RING001 NM_023005     BAZ1B      (1182) ENARCKVCRKKG--- EDDKLILCDECNKA-----FHLFCLRPALYEVPDGEW----------------QCPACQPAT (248) 
RING002 NM_152494     DCST1       (641) LCRRCVVCQAPETPES---YVCRTLDCEAV-----YCWSCWDDMRQ-----------------------RCPVCTPRE (18) 
RING003 NM_170606     MLL3     D1   (x) EDANCAVCDSPGDL----LDQFFCTTCGQH-----YHGMCLDIAVTPLKRAGW----------------QCPECKVCQ (x) 



RING004 NM_016483     PHF7          (x) GEESCILCCEDLSQQS---VENIQSPCCSQAI---YHRKCIQKYAHTSAKHFF----------------KCPQCNNRK (x) 
RING005 NM_006910     RBBP6         (x) DELLCLICKDIM-------TDAVVIPCCGNS----YCDECIRTALLESDEH------------------TCPTCHQND (x) 
RING006 NM_013282     UHRF1         (x) RVCACHLCGGRQDPD----KQLMCDECDMA-----FHIYCLDPPLSSVPSEDEW---------------YCPECRNDA (x) 
RING007 NM_152896     UHRF2         (x) HSCSCRVCGGK----HEPNMQLLCDECNVA-----YHIYCLNPPLDKVPEEEYW---------------YCPSCKTDS (x) 
RING008 NM_015565     ZNF294        (x) GVEDCMICFSVIHGFNYSLPKKACRTCKKK-----FHSACLYKWFTSSNKS------------------TCPLCRETF (x) 
RING009 NM_182521     ZSWIM2        (x) SEDICSICQELLLEKKLP-VTFCRFGCGNS-----IHIKCMKILANYQSTSNTSML-------------KCPLCRKEF (x) 
RING010 MAP3K1        4214        (700) EEQMCPICLLGML—-DEESLTVCEDGCRNK-----LHHHCMSIWAEECRRNREPL--------------ICPLCRSKW (1016) 
RING011 XP_292796.3                 (x) QIIRCPVCLKDL-------EEAVQLKCGYA-----CCLQCLNSLQKEPDGEGL----------------LCRFCSVVS (x) 
RING012 NM_170606     MLL3_D3       (x) NQDMCVVCGSFGQG--AEGRLLACSQCGQC-----YHPYCVSIKITKVVLSKGW---------------RCLECTVCE (x) 
RING013 NM_003482     MLL2_D1    (1100) MQDMCVVCGSF(8)----   LACSQCSQC     YHPYCVNSKITKVMLLKGW---------------RCVECIVCE (4106) 
RING014 NM_170606     MLL3_D2       (x) ECKVCQNCKQSG----EDSKMLVCDTCDKG-----YHTFCLQPVMKSVPTNGW----------------KCKNCRICI (x) 
 
CLASS 02                                    CxxC                  CxH      axxxC                              CPxC 
RING015 NM_018124     RFWD3         (x) EGDTCTICLEQWTNAGD--HRLSALRCGHL-----FGYRCISTWLKGQVR-------------------KCPQCNKKA (x) 
 
CLASS 03                                    CxxC                  Cxx      aHxxC                              CPxC 
RING015 NM_170606     MLL3_D4       (x) LQMKCVFCHKTGAT-----SGCHRFRCTNI-----YHFTCAIKAQCMFFKDKTM---------------LCPMHKPKG (x) 
RING016 NM_003482     MLL2_D3    (4812) LLTKCSLCQRTGAT-----SSCNRMRCPNV-----YHFACAIRAKCMFFKDKTM---------------LCPMHKIKG (397) 
 
CLASS 04                                    CxxC                CxxxH      hCxxC                              CPxC 
RING017               Q5JST9        (x) SIFQCPVCLDYAL------PPILQCERGHL-----VCRSCHSKLT------------------------SCPTCRGPL (x)  
RING018 NM_003031     SIAH1         (x) SLFECPVCFDYVL------PPILQCQSGHL-----VCSNCRPKLT------------------------CCPTCRGPL (x) 
RING019 NM_005067     SIAH2         (x) SLFECPVCFDYVL------PPILQCQAGHL-----VCNQCRQKLS------------------------CCPTCRGAL (x) 
 
CLASS 05                                    CxxC               HxxxxH      hCxxC                              CPxC 
RING020 NM_002392     MDM2        (439) AIEPCVICQGRPKN-----GCIVHGKTGHLM----ACFTCAKKLKKRNK--------------------PCPVCRQPI (9) 
RING021 NM_002393     MDM4        (432) LLKPCSLCEKRPRD-----GNIIHGRTGHLV----TCFHCARRLKKAGA--------------------SCPICKKEI (9) 
 
CLASS 06                                    CxxC                  CxC      hCxxC                              xxxC 
RING022 NM_006605     RFPL2         (x) EASSCPVCSDYL-------EKPMSLECGCA-----VCLKCINSLQKEPHGEDL-----------------LCCCSSMV (x) 
 
CLASS 07                                    CxxC                  CxH      aCxxC                              CxxC 
2csy                      GSSGSSGGSEEEE IPFRCFICRQAF-------QNPVVTKCRHY-----FCESCALEHFRATP--------------------RCYICDQPT GGIFNPAKELMA(10)  
2d8t                              TAPSL TVPECAICLQTH-------CVPVSLPCKHV-----FCYLCVKGASWLGK--------------------RCALCRQEI PE(10) 
2csz                                 HY SDRTCARCQESL--GRLSPKTNTCRGCNHL-----VCRDCRIQESNGTW--------------------RCKVCSGPS SG 
RING023 10425        ARIH2        (134) PPHHCAVCMQFVRK-----ENLLSLACQHQ-----FCRSCWEQ--------------------------HCSVLVKDG (317) 
 
CLASS 08                                    CxxC                  CxC      aCxxC                              CPxC 
1wim                                GSS GSSGCKLCLGEYP----VEQMTTIAQCQCI-----FCTLCLKQYVELLIKEGLETAI------------SCPDAACPK QGHLQEN(27) 
1e4u                          MSRSPDAKE DPVECPLCMEPL-----EIDDINFFPCTCG---YQICRFCWHRIRTDENG-------------------LCPACRKPY (18) 
RING024 NM_182757    IBRDC2        (25) PLITCKLCLC----EQSLDKMTTLQECQCI-----FCTACLKQYMQLAIREGCGSPI------------TCPDMVCLN (221) 
RING025 NM_014746    RNF144         (x) PLVSCKLCLGEYPVE----QMTTIAQCQCI-----FCTLCLKQYVELLIKEGLETAI------------SCPDAACPK (x) 
 
CLASS 09                                    CxxC                  CxH      aCxxC                              CPxD 
RING026 54467        ANKIB1       (445) DTSLCDICMCSISVF----EDPVDMPCGHD-----FCRGCWESFLNLKIQEGEAHNI------------FCPAYDCFQ (704) 
RING027 NM_153371    LNX2          (45) DDLVCHICLQPL-------LQPLDTPCGHT-----FCYKCLRNFLQEKD--------------------FCPLDRKRL (599) 
RING028 NM_015009    PDZRN3         (x) PDLKCALCHKVL-------EDPLTTPCGHV-----FCAGCVLPWVVQEG--------------------SCPARCRGR (x) 
RING029 NM_004295    TRAF4          (x) RRLLCPLCGKPMR------EPVQVSTCGHR-----FCDTCLQEFLSEGVF-------------------KCPEDQLPL (x) 
RING030 NM_001033910 TRAF5          (x) ERYKCAFCHSVL-------HNPHQTGCGHR-----FCQHCILSLRELNTVP------------------ICPVDKEVI (x) 
RING031 NM_145803    TRAF6          (x) SKYECPICLMAL-------REAVQTPCGHR-----FCKACIIKSIRDAGH-------------------KCPVDNEIL (x) 
RING032 NM_206835    TRAF7          (x) VKLCCQLCCSVF-------KDPVITTCGHT-----FCRRCALKSE------------------------KCPVDNVKL (x) 



RING033 NM_031229    UB7I3          (x) EPAECPVCYSVLAPG----EAVVLRECLHT-----FCRECLQGTIRNSQEAEV----------------SCPFIDNTY (x) 
RING034 NM_020901    NP_065952.1    (x) DAESCPICLNAFRDQ----AVGTPENCAHY-----FCLDCIVEWSKNAN--------------------SCPVDRTLF (x) 
RING035 NM_172071    RC3H1          (x) DFLSCPICTQTFDETI---RKPISLGCGHT-----VCKMCLNKLHRK----------------------ACPFDQTTI (x) 
RING036 NM_033228    NP_150231.1    (x) KVLECGVCEDVFSLQGD--KVPRLLLCGHT-----VCHDCLTRLPLHGRAI------------------RCPFDRQVT (x) 
RING037 MNAB         NM_018835      (x) EFLSCPICYNEFDENV---HKPISLGCSHT-----VCKTCLNKLHRK----------------------ACPFDQTAI (x) 
RING038 NM_015089    PARC           (x) RPDHCPVCVSPLGCD----DDLPSLCCMHY-----CCKSCWNEYLTTRIEQNLVLNC------------TCPIADCPA (x) 
RING039 NM_014248    RBX1           (x) VVDNCAICRNHIMDL-(16)TVAWGVCNHA-----FHFHCISRWLKTRQ--------------------VCPLDNREW (x) 
 
CLASS 10                                    CxxC                  Cx*      a*xxC                              CPxH 
RING040 NM_147128    ZNRF2          (x) DAGECAICLEELQQG----DTIARLPCLCI-----YHKGCIDEWFEVNR--------------------SCPEHPSD (x) 
RING041 NM_005744    ARIH1        (181) QDMPCQICYLNYPN-----SYFTGLECGHK-----FCMQCWSEYLTTKIMEEGMGHTI-----------SCPAHCDI (319) 
RING042 NM_032268    NP_115644.1    (x) DAGECVICLEELLQG----DTIARLPCLCI-----YHKSCIDSWFEVNR--------------------SCPEHPAD (x) 
 
CLASS 11                                    CxxC                 PCxC      hHxxC   W                          CxxC 
RING043 NM_152598    RNF190         (x) EGDLCRICQIAGGSP----SNPLLEPCGCVGSLQFVHQECLKKWLKVKITSGADLGAVK----------TCEMCKQGL (x) 
RING044              MARCH1        (57) TQDICRICHCEGDE-----ESPLITPCRCTGTLRFVHQSCLHQWIKSSDTR------------------CCELCKYDF (159) 
RING045 NM_001005415 MARCH2        (58) DGPFCRICHEGAN------GECLLSPCGCTGTLGAVHKSCLEKWLSSSNTS------------------YCELCHTEF (133) 
RING046 NM_178450    MARCH3        (65) DRPMCRICHEGSS------QEDLLSPCECTGTLGTIHRSCLEHWLSSSNTS------------------YCELCHFRF (133) 
RING047 NM_020814    MARCH4       (157) RTPLCRICFQGPE------QGELLSPCRCDGSVKCTHQPCLIKWISERGCW------------------SCELCYYKY (198) 
RING048 NM_017824    MARCH5         (9) LDRSCWVCFATDEDDR---TAEWVRPCRCRGSTKWVHQACLQRWVDEKQRGNSTARV------------ACPQCNAEY (206) 
RING049 NM_005885    MARCH6         (4) EEDICRVCRSEGTP-----EKPLYHPCVCTGSIKFIHQECLVQWLKHSRKE------------------YCELCKHRF (851) 
RING050 NM_022826    MARCH7       (547) EGDLCRICQMAAASS----SNLLIEPCKCTGSLQYVHQDCMKKWLQAKINSGSSLEAVT----------TCELCKEKL (93) 
RING051 NM_145021    MARCH8        (75) SQDICRICHCEGDD-----ESPLITPCHCTGSLHFVHQACLQQWIKSSDTR------------------CCELCKYEF (161) 
RING052 NM_138396    MARCH9       (105) RTPQCRICFQGPE------QGELLSPCRCDGSVRCTHQPCLIRWISERGSW------------------SCELCYFKY (187) 
 
CLASS 12                                    CxxC                 PCxH      aHxxC   W                          CPxC 
RING053 NM_001144    AMFR2        (336) NNDDCAICWDSM-------QAARKLPCGHL-----FHNSCLRSWLEQDT--------------------SCPTCRMSL (261) 
RING054 NM_016494    NP_057578.1    (x) AELKCPVCLLEFEEE----ETAIEMPCHHL-----FHSSCILPWLSKTN--------------------SCPLCRYEL (x) 
RING055 NM_014648    DZIP3       (1143) EEEPCVICHENLSP-----ENLSVLPCAHK-----FHAQCIRPWLMQQG--------------------TCPTCRLHV (17) 
RING056 NM_024539    NP_078815.3    (x) DGDSCAVCIELYKPN----DLVRILTCNHI-----FHKTCVDPWLLEHR--------------------TCPMCKCDI (x) 
RING057 NM_014819    PJA2           (x) QEQCCPICCSEYIKD----DIATELPCHHF-----FHKPCVSIWLQKSG--------------------TCPVCRRHF (x) 
RING058 NM_144726    NP_653327.1    (x) HNDICAICYQDM-------KSAVITPCSHF-----FHAGCLKKWLYVQE--------------------TCPLCHCHL (x) 
RING059 NM_194460    NP_919442.1    (x) SGLECPVCKDDYALG----ERVRQLPCNHL-----FHDGCIVPWLEQHD--------------------SCPVCRKSL (x) 
RING060              Q5JUT8         (x) QEMCCPICCSEYVKG----EVATELPCHHY-----FHKPCVSIWLQKSG--------------------TCPVCRCMF (x) 
RING061 NM_005667    RNF103         (x) HCTECVVCLENFENG----CLLMGLPCGHV-----FHQNCIVMWLAGGRH-------------------CCPVCRWPS (x) 
RING062 NM_014372    RNF11          (x) KIRECVICMMDFVYG----DPIRFLPCMHI-----YHLDCIDDWLMRSF--------------------TCPSCMEPV (x) 
RING063 NM_017610    RNF111         (x) TEEKCTICLSILEEG----EDVRRLPCMHL-----FHQVCVDQWLITNK--------------------KCPICRVDI (x) 
RING064 NM_016120    RNF12          (x) ALKTCSVCITEYTEG----NKLRKLPCSHE-----YHVHCIDRWLSENS--------------------TCPICRRAV (x) 
RING065 NM_024787    RNF122         (x) YGQTCAVCLEDFKGK----DELGVLPCQHA-----FHRKCLVKWLEVRC--------------------VCPMCNKPI (x) 
RING066 NM_007282    RNF13          (x) EYDVCAICLDEYEDG----DKLRILPCSHA-----YHCKCVDPWLTKTKK-------------------TCPVCKQKV (x) 
RING067 NM_018434    RNF130         (x) DFDHCAVCIESYKQN----DVVRILPCKHV-----FHKSCVDPWLSEHC--------------------TCPMCKLNI (x) 
RING068 NM_139175    RNF133         (x) NGDSCVICFERYKPN----DIVRILTCKHF-----FHKNCIDPWILPHG--------------------TCPICKCDI (x) 
RING069 NM_173647    RNF149         (x) DAENCAVCIENFKVK----DIIRILPCKHI-----FHRICIDPWLLDHR--------------------TCPMCKLDV (x) 
RING070              RNF150         (x) DFDNCAVCIEGYKPN----DVVRILPCRHL-----FHKSCVDPWLLDHR--------------------TCPMCKMNI (x) 
RING071 NM_152470    RNF165         (x) TDEKCTICLSMLEDG----EDVRRLPCMHL-----FHQLCVDQWLAMSK--------------------KCPICRVDI (x) 
RING072 NM_015528    RNF167         (x) QYDVCAICLDEYEDG----DKLRVLPCAHA-----YHSRCVDPWLTQTRK-------------------TCPICKQPV (x) 
RING073              RNF24          (x) LHELCAVCLEDFKPR----DELGICPCKHA-----FHRKCLIKWLEVRK--------------------VCPLCNMPV (x) 
RING074 NM_022453    RNF25          (x) PHGQCVICLYGFQEK----EAFTKTPCYHY-----FHCHCLARYIQHMEQEL(15)-----TKQKAVGVQCPVCREPL (x) 
RING075 NM_194332    RNF38          (x) EQTLCVVCMCDFESR----QLLRVLPCNHE-----FHAKCVDKWLKANR--------------------TCPICRADA (x) 
RING076 NM_017763    RNF43          (x) SAPVCAICLEEFSEG----QELRVISCLHE-----FHRNCVDPWLHQHR--------------------TCPLCMFNI (x) 
RING077 NM_014901    RNF44          (x) EQTLCVVCFSDFEAR----QLLRVLPCNHE-----FHTKCVDKWLKANR--------------------TCPICRADA (x) 



RING078 NM_183043    RNF6           (x) LGKICSVCISDYVTG----NKLRQLPCMHE-----FHIHCIDRWLSENC--------------------TCPICRQPV (x) 
RING079 NM_032431    SYVN1          (x) MDNVCIICREEMV------TGAKRLPCNHI-----FHTSCLRSWFQRQQ--------------------TCPTCRMDV (x) 
RING080 NM_014455    ZNF364         (x) MGLECPVCKEDYTVE----EEVRQLPCNHF-----FHSSCIVPWLELHD--------------------TCPVCRKSL (x) 
RING081              ZNRF3          (x) STSDCAICLEKYIDG----EELRVIPCTHR-----FHRKCVDPWLLQHH--------------------TCPHCRHNI (x) 
RING082 NM_181710    ZNRF4          (x) HNDLCAICLDEYEEG----DQLKILPCSHT-----YHCKCIDPWFSQAPRR------------------SCPVCKQSV (x) 
 
CLASS 13                                    CxxC                  CxH      aHxxC   a                          CPxC 
RING083 NM_018320    RNF121         (x) SDSVCAVCGQQI—(8)-IIENTYRLSCNHV-----FHEFCIRGWCIVGKKQ------------------TCPYCKEKV (x) 
RING084 NM_006768    BRAP         (259) ELPKCTVCLERMDESV---NGILTTLCNHS-----FHSQCLQRWDDT----------------------TCPVCRYCQ (285) 
RING085 NM_001002246 ANAPC11       (18) NDENCGICRMA-(12)-DDCPLVWGQCSHC-----FHMHCILKWLHAQQVQQ-----------------HCPMCRQEW (4) 
RING086 NM_002504    NP_002495.2    (x) EKYECMVCCELVRVTA---PVWSCQSCYHV-----FHLNCIKKWARSPASQADGQSGW-----------RCPACQNVS (x) 
RING087 NM_207343    NP_997226.1    (x) APATCKLCLMCQKLVQP--SELHPMACTHV-----LHKECIKFWAQTNTND------------------TCPFCPTLK (x) 
RING088              Q569I2         (x) GASSCEICHEVFKS-----KNVRVLKCGHK-----YHKGCFKQWLKGQS--------------------ACPACQGRD (x) 
RING089 NM_014245    RNF7           (x) ECDTCAICRVQVM(12)EDCVVVWGECNHS-----FHNCCMSLWVKQNN--------------------RCPLCQQDW (x) 
RING090 NM_173662    RNF175         (x) SDNICAVCGQKIIVEL--(8)TYQLSCNHV-----FHEFCIRGWCIVGKKQ------------------TCPYCKEKV (x) 
RING091 NM_005879    TRAIP          (x) IRALCTICSDFFDHS----RDVAAIHCGHT-----FHLQCLIQWFETAPSR------------------TCPQCRIQV (x) 
RING092 NM_021729    VPS11          (x) QKTKCSICNSALE------LPSVHFLCGHS-----FHQHCFESYSESDA--------------------DCPTCLPEN (x) 
RING093 NM_030936    RNF32          (x) SVQPCPICKEEFEL-----RPQVLLSCSHV-----FHKACLQAFEKFTNKK------------------TCPLCRKNQ (x) 
 
CLASS 14                                    CxxC                  CxH      aHxxC                              CPxC 
1x4j              GSSGSSGQLPSYRFNPNNHQS EQTLCVVCMCDF----ESRQLLRVLPCNHE-----FHAKCVDKWLKANR--------------------TCPICRADSGPSSG 
1iym                                AMD DGVECAVCLAE---LEDGEEARFLPRCGHG-----FHAECVDMWLGSHS--------------------TCPLCRLTVVV 
1v87            GSSGSSGEPEQVIRKYTEELKVA PEEDCIICMEKLA(15)PMVVGRLTKCSHA-----FHLLCLLAMYCNGNKDGSL---------------QCPSCKTIYGEKTGTQP(14) 
1ldj                KKRFEVKKWNAVALWAWDI VVDNCAICRNH-(17)-EECTVAWGVCNHA-----FHFHCISRWLKTRQ--------------------VCPLDNREWEFQKY 
RING094              Q75MM6         (x) PDEDCIICMEKLST---(18)GHLTKCSHA-----FHLLCLLAMYCNGNKDGSL---------------QCPSCKTIY (x)   
RING095 23220        DTX4         (554) PDEDCTICME----(17)DLVGKLSRCGHV-----YHIYCLVAMYNNGNKDGSL---------------QCPTCKTIY (148) 
RING096 NM_004416    DTX1         (406) PDEDCTICMERLVTA(15)LVGRLGRCGHM-----YHLLCLVAMYSNGNKDGSL---------------QCPTCKAIY (145) 
RING097 NM_015057    MYCBP2         (x) ADDMCMICFTEALSA----APAIQLDCSHI-----FHLQCCRRVLENRWLGPRITFGFI----------SCPICKNKI (x) 
RING098 NM_005055    RAPSN          (x) TELYCGLCGESIGEKN---SRLQALPCSHI-----FHLRCLQNNGTR----------------------SCPNCRRSS (x) 
 
CLASS 15                                    CxxC                  CxH      aHxxC                              CxxC 
RING099 NM_015303    KIAA0804    (1251) KQDYCSICLQQYKRRQEMADEIIVFSCGHL-----YHSFCLQNKECTVEFEGQTRW-------------TCYKCSSSN (115) 
RING100 NM_014396    VPS41          (x) EENICESCLSP---(8)-PFSVVVFHCRHM-----FHKECLPMPSMNSAAQ------------------FCNICSAKN (x) 
 
CLASS 16                                    CxxC                  CxH      lHxxC                              CxxC 
RING101 NM_003482    MLL2_D2     (1227) SLVTCPICHAPYV------EEDLLIQCRHCERW--MHAGCESLFTEDDVEQAADEGF------------DCVSCQPYV (3977) 
 
CLASS 17                                    CxxC                  CxC      lHxxC                              CxxC 
RING102              RFPL1          (x) EASSCPVCSDYL-------EKPMSLECGCA-----VCFKCINSLQKEPHGEDL----------------LCCCCSMVS (x) 
RING103 NM_006604    RFPL3          (x) EASSCPVCSDYL-------EKPMSLECGCT-----VCLKCINSLQKEPHGEDL----------------LCCCCSMVS (x) 
 
CLASS 18                                    CxxC                 PCxH      lCxxC                              CPxC 
1fbv RING                           EMG TFQLCKICAENDK-------DVKIEPCGHL-----MCTSCLTSWQESEGQ-------------------GCPFCRCEIKGTEPIVV 
1bor                               EEEF QFLRCQQCQAEA-------KCPKLLPCLHT-----LCSGCLEASGM-----------------------QCPICQAPWPLGADTPAL 
RING104 NM_001167    BIRC4        (445) EEKLCKICMDRN-------IAIVFVPCGHLV----TCKQCAEAVD------------------------KCPMCYTVI (9) 
RING105 NM_033341    BIRC8        (184) EEKLCKICMDRH-------IAVVFIPCGHLV----TCKQCAEAVD------------------------RCPMCSAVI (9) 
RING106 NM_001166    BIRC2        (566) EERTCKVCMDKE-------VSVVFIPCGHLV----VCQECAPSLR------------------------KCPICRGII (9) 
RING107 NM_001165    BIRC3        (552) EERTCKVCMDKE-------VSIVFIPCGHLV----VCKDCAPSLR------------------------KCPICRSTI (9) 
RING108 NM_023076    NP_075564.2    (x) RAKQCVACRERA-------HGAVLRPCQHHI----LCEPCAATAP------------------------ECPYCKGQP (x) 
RING109 NM_194271    NP_919247.1    (x) DDSLCRICMDAV-------IDCVLLECGHMV----TCTKCGKRMS------------------------ECPICRQYV (x) 
RING110              NP_588609.1    (x) RENCCSLCCDEV-------ADTQLKPCGHSD----LCMDCALQLE------------------------TCPLCRKEI (x) 



RING111 NM_006568    CGRRF1       (269) NSKDCVVCQNGT-------VNWVLLPCRHTC----LCDGCVKYFQ------------------------QCPMCRQFV (20) 
RING112 NM_015246    MGRN1        (273) NSNECVVCLSDL-------RDTLILPCRHLC----LCTSCADTLRYQAN--------------------NCPICRLPF (256) 
RING113 NM_032015    RNF26          (x) ERKKCVICQDQS-------KTVLLLPCRHLC----LCQACTEILMRHPVYHR-----------------NCPLCRRGI (x) 
RING114 NM_052916    RNF157         (x) NSAECVVCLSDV-------RDTLILPCRHLC----LCNTCADTLRYQAN--------------------NCPICRLPF (x) 
RING115 NM_002675    PML            (x) QFLRCQQCQAEA-------KCPKLLPCLHT-----LCSGCLEASGM-----------------------QCPICQAPW (x) 
RING116 BIRC7        NM_139317    (247) EERTCKVCLDRA-------VSIVFVPCGHL-----VCAECAPGLQ------------------------LCPICRAPV (9) 
RING117 CBL          867          (376) TFQLCKICAEND-------KDVKIEPCGHL-----MCTSCLTSWQESEGQ-------------------GCPFCRCEI (483) 
RING118 CBLC         NM_012116    (346) TFELCKICAESN-------KDVKIEPCGHL-----LCSCCLAAWQHSDSQ-------------------TCPFCRCEI (81) 
RING119              Q68CY2         (x) TFQLCKICAEND-------KDVKIEPCGHL-----MCTSCLTAWQESDGQ-------------------GCPFCRCEI (x)  
RING120 NM_015436    RCHY1          (x) SRQNCPICLEDIHTSR---VVAHVLPCGHL-----LHRTCYEEMLKEGY--------------------RCPLCMHSA (x) 
RING121 NM_032588    TRIM63         (x) KQLICPICLEMFT------KPVVILPCQHN-----LCRKCANDIFQAANPYWTSRGSSVSMSGGRF---RCPTCRHEV (x) 
RING122              Q7Z4K7          x) EELKCPVCGSLF-------REPIILPCSHN-----VCLPCARTIAVQTPD(112)---------SSSSITCPQCHRSA (x) 
RING123 NM_000381    MID1           (5) SELTCPICLELF-------EDPLLLPCAHS-----LCFNCAHRILVSHCATNESVESITAF--------QCPTCRHVI (604) 
RING124 NM_032546    NP_115935.3    (x) KQLICPICLEMFS------KPVVILPCQHN-----LCRKCANDVFQASNPLWQSRGSTTVSSGGRF---RCPSCRHEV (x) 
RING125 NM_184086    NP_908974.1    (x) KQLICPICLEMFT------KPVVILPCQHN-----LCRKCASDIFQASNPYLPTRGGTTMASGGRF---RCPSCRHEV (x) 
RING126 NM_152616    TRIM42         (x) NHLNCPMCSRLR-------LHSFMLPCNHS-----LCEKCLRQLQKHAEVTENFFIL------------ICPVCDRSH (x) 
RING127 NM_025188    TRIM45         (x) GKTHCPLCLGLF-------KAPRLLPCLHT-----VCTTCLEQLEPFSVVDI(20)-----SLQSQIGILCPVCDAQV (x) 
RING128 NM_018700    TRIM36         (x) RELICPACKELF-------THPLILPCQHS-----ICHKCVKELLLTLDDSFNDVGSD(34)--RTTVFPCPGCEHDV (x) 
RING129 NM_012210    TRIM32         (x) EVLECPICMESFTEEQ---LRPKLLHCGHT-----ICRQCLEKLLASSINGV-----------------RCPFCSKIT (x) 
RING130 NM_005762    TRIM28         (x) LLEHCGVCRERLRPE----REPRLLPCLHS-----ACSACLGPAAPAAANSSGDGGAAGDGTVV-----DCPVCKQQC (x) 
RING131 NM_152617    RNF168         (x) SECQCGICMEIL-------VEPVTLPCNHT-----LCKPCFQSTVEKASL-------------------CCPFCRRRV (x) 
RING132              RNF169         (x) EESGCAGCLEPP-------GEAAALPCGHS-----LCRGCAQRAADAAGP-------------------GCPRCRARG (x) 
RING133 NM_173557    RNF152         (x) SLLECQICFNYYSPR----RRPKLLDCKHT-----CCSVCLQQMRTSQKDV------------------RCPWCRGVT (x) 
RING134 NM_025058    TRIM46         (x) KELLCPVCQEMY-------KQPLVLPCTHN-----VCQACAREVLGQQGYI(56)---------QVIMFPCPACQGDV (x) 
RING135 NM_052978    TRIM9          (x) EELKCPVCGSFY-------REPIILPCSHN-----LCQACARNILVQTPES(73)-----APVPRNSCITCPQCHRSL (x) 
 
CLASS 19                                    CxxC                 PCxH      lCxxC                              CxxC 
RING136 NM_020774    MIB1_D2      (861) KIEECVVCSDKK-------AAVLFQPCGHMC----ACENCANLMK------------------------KCVQCRAVV (102) 
RING137 NM_080875    MIB2_D1      (885) EAAECLVCSELA-------LLVLFSPCQHRT----VCEECARRMK------------------------KCIRCQVVV (85) 
RING138 NM_014948    UBOX5          (x) LGPECASCKRVFSPYFKK-EPVYQLPCGHL-----LCRPCLGEKQRSLPM-------------------TCTACQRPV (x) 
RING139 NM_020774    MIB1_D1      (814) TLEECMVCSDMK-------RDTLFGPCGHIA----TCSLCSPRVK------------------------KCLICKEQV (149) 
RING140 NM_022064    RNF123         (x) EEDLCPICYAHP-------ISAVFQPCGHK-----SCKACINQHLMNNK--------------------DCFFCKTTI (x) 
 
 
CLASS 20                                    CxxC                  CxH      lCxxC                              CPxC 
1z6u                               (41) QSFMCVCCQELV-------YQPVTTECFHN-----VCKDCLQRSFKAQVF-------------------SCPACRHDLGQNYIMIP(19) 
2ct2                                       ECPICMESFTE---EQLRPKLLHCGHT-----ICRQCLEKLLASSINGV-----------------RCPFCSKITRI(20) 
1g25                                  M DDQGCPRCKTT--KYRNPSLKLMVNVCGHT-----LCESCVDLLFVRGAG-------------------NCPECGTPLRKSNFRVQLFED 
RING141 NM_020774    MIB1_D3      (958) EQTMCPVCLDR--------LKNMIFLCGHG-----TCQLCGDRMS------------------------ECPICRKAI (7) 
RING142 NM_024544    NP_078820.1    (x) LKSACVVCLSSF-------KSCVFLECGHVC----SCTECYRALPEPK---------------------KCPICRQAI (x) 
RING143 NM_015435    RNF19          (x) DFIECPLCLLRHSKD----RFPDIMTCHHR-----SCVDCLRQYLRIEISESRVNI-------------SCPECTERF (x) 
RING144 NM_178167    ZNF598         (x) EGGSCVLCCGD--------LEATAGRCDHP-----VCYRCSTKMRVLCEQR------------------YCAVCREEL (x) 
RING145 NM_017999    RNF31          (x) LAQECAVCGWALPHN----RMQALTSCECT-----ICPDCFRQHFTIALKEKHITDM------------VCPACGRPD (x) 
RING146              RNF182         (x) DELECKICYNRYNLKQ---RKPKVLECCHR-----VCAKCLYKIIDFGDSPQGVI--------------VCPFCRFET (x) 
RING147 NM_006510    RFP            (x) QETTCPVCLQYF-------AEPMMLDCGHN-----ICCACLARCWGTAETNV-----------------SCPQCRETF (x) 
RING148 NM_001005373 LRSAM1       (670) QASECVVCLERE-------AQMIFLNCGHVC----CCQQCCQPLR------------------------TCPLCRQDI (10) 
RING149 NM_080875    MIB2_D2      (964) ERITCPICIDS--------HIRLVFQCGHG-----ACAPCGSALS------------------------ACPICRQPI (8) 
RING150 MNAT1        NM_002431      (x) DDQGCPRCKTTKYRNPS--LKLMVNVCGHT-----LCESCVDLLFVRGAG-------------------NCPECGTPL (x) 
RING151 NEURL        NM_004210      (x) WSDECTICYEHA-------VDTVIYTCGHMC----LCYACGLRLKKALHA-------------------CCPICRRPI (x) 
RING152 NHLRC1       NM_198586      (x) SLLECKVCFEKFGHRQQ--RRPRNLSCGHV-----VCLACVAALAHPRTLAL-----------------ECPFCRRAC (x) 
RING153 NM_031297    NP_112587.1    (x) EPLECPTCGHSYNVTQ---RRPRVLSCLHS-----VCEQCLQILYESCPKYKFI---------------SCPTCRRET (x) 



RING154              NP_112587.1    (x) EPLECPTCGHSYNVTQ---RRPRVLSCLHS-----VCEQCLQILYESCPKYKFI---------------SCPTCRRET (x) 
RING155 NM_001005207 TRIM37         (x) EVFRCFICME---------KLRDARLCPHCSKL--CCFSCIRRWLTEQRA-------------------QCPHCRAPL (x) 
 
 
CLASS 21                                    CxxC                  CxH      aCxxC   W                          CPxC 
1chc                                MAT VAERCPICLEDPS------NYSMALPCLHA-----FCYVCITRWIRQNP--------------------TCPLCKVPVESV(15) 
RING156 NM_000465    BARD1         (45) KLLRCSRCTNILR------EPVCLGGCEHI-----FCSNCVSDCIGT----------------------GCPVCYTPA (687) 
RING157 NM_016561    BFAR          (29) SEFSCHCCYDIL-------VNPTTLNCGHS-----FCRHCLALWWASSKKT------------------ECPECREKW (373) 
RING158 NM_007296    BRCA1         (19) KILECPICLELI-------KEPVSTKCDHI-----FCKFCMLKLLNQKKGPS-----------------QCPLCKNDI (1795) 
RING159 NM_024814    CBLL1        (104) PVHFCDKCGLPIK------IYGRMIPCKHV-----FCYDCAILHEKKGDK-------------------MCPGCSDPV (339) 
RING160 NM_178502    DTX3         (159) QESTCPICLGEIQ------NAKTLEKCRHS-----FCEGCITRALQVKK--------------------ACPMCGRFY (141) 
RING161 NM_138287    DTX3L        (556) EKGICVICMDTIS------NKKVLPKCKHE-----FCAPCINKAMSYKP--------------------ICPTCQTSY (137) 
RING162 NM_152271    LONRF1_ D2   (474) SDFECSLCMRLF-------FEPVTTPCGHS-----FCKNCLERCLDHAP--------------------YCPLCKESL (295) 
RING163 NM_198461    LONRF2       (201) TDFECALCMRLL-------FEPVTTPCGHT-----FCLKCLERCLDHAP--------------------HCPLCKDKL (264) 
RING164 NM_013446    MKRN1        (276) KDMVCGICMEV---(8)ERRFGILSNCNHT-----YCLKCIRKWRSAKQFESKIIK-------------SCPECRITS (144) 
RING165 NM_014160    MKRN2        (233) QDKVCSICMEV---(8)ERRFGILSNCNHT-----YCLSCIRQWRCAKQFENPIIK-------------SCPECRVIS (121) 
RING166 NM_005664    MKRN3        (306) MDKVCGICMEV---(8)DRRFGILSNCNHS-----FCIRCIRRWRSARQFENRIVK-------------SCPQCRVTS (139) 
RING167              MKRN4          (x) KDKVCGICMEV---(8)EHRFGILSNCNHT-----FCLKCIRKWRSAKEFESRIVK-------------SCPQCRITS (x) 
RING168 NM_001013734 NP_001013756.1 (x) AELSCPVCLDFF-------SCSISLSCTHV-----FCFDCIQRYILENHDFRA----------------MCPLCRDVV (x) 
RING169 NM_019038    NP_061911.2    (x) AEIQCTRCGRRVSRSS---GHHCELQCGHA-----FCELCLLMTEECTTI-------------------ICPDCEVAT (x) 
RING170              NP_065921.2    (x) DLLECPVCLERLD------ASAKVLPCQHT-----FCKRCLLGIVGSRNEL------------------RCPECRTLV (x) 
RING171 NM_020914    NP_065965.3    (x) GIQPCSICLGDA-------KDPVCLPCDHV-----HCLRCLRAWFASEQM-------------------ICPYCLTAL (x) 
RING172 NM_138700    NP_619645.1    (x) EEGVCPICQESL-------KEAVSTNCGHL-----FCRVCLTQHVEKASASGVF---------------CCPLCRKPC (x) 
RING173 NM_172016    NP_742013.1    (x) VEASCSVCLEYL-------KEPVIIECGHN-----FCKACITRWWEDLERDF-----------------PCPVCRKTS (x) 
RING174 NM_178556    NP_848651.2    (x) EELTCFICLDYF-------SSPVTTECGHS-----FCLVCLLRSWEEHNTPL-----------------SCPECWRTL (x) 
           
CLASS 22                                    CxxC                  CxH      aCxxC    W                         CxxC 
RING175 NM_024778    NP_079054.3    (x) DGFKCRKCHGFL-------SDPVSLSCGHT-----FCKLCLERGRAADR--------------------RCALCGVKL (x) 
RING176 NM_194439    NP_919420.1    (x) NWVFCNRCFQPPHRT----SCFSLTNCGHV-----YCDACLGKGKKN----------------------ECLICKAPC (x) 
RING177              Q7Z337         (x) AKYLCSACRNVL-------RRPFQAQCGHR-----YCSFCLASILSSGPQ-------------------NCAACVHEG (x) 
RING178 NM_145725    TRAF3          (x) DKYKCEKCHLVL-------CSPKQTECGHR-----FCESCMAALLSSSSP-------------------KCTACQ    (x) 
RING179 NM_018683    ZNF313         (x) GRFTCPVCLEVY-------EKPVQVPCGHV-----FCSACLQECLKPKKP-------------------VCGVCRSAL (x) 
RING180 NM_152271    LONRF1_D1    (118) GLLRCLGCRGFL-------SEPVTVPCGHS-----YCRRCLRRELRA----------------------RCRLCRDRL (651) 
RING181              Q3C1W6         (x) RELTCPICMNYF-------IDPVTIECGHS-----FCRPCFYLNWQDMAVL(57)----------DKSLLCLLCSNSQ (x)  
RING182              TRIM48         (x) RELTCPICMNYF-------IDPVTIDCGHS-----FCRPCFYLNWQDIPILT-----------------QCFECIKTI (x) 
RING183 NM_020358    TRIM49         (x) GELICPLCMNYF-------IDPVTIDCGHS-----FCRPCFYLNWQDIPFL-----------------VQCSECTKST (x) 
RING184              XP_062300.5    (x) RELICPICMNYF-------IDPVTIDCGHS-----FCRPCFYLNWQDMAVLA-----------------QCSKCKKTT (x) 
RING185              XP_208060.3    (x) RELICPICMNYF-------IDPVTIDCGHS-----FCRPCFYLNWKDSPFLV-----------------QCSECTKST (x)  
 
CLASS 23                                    CxxC                  CxH      aCxxC                              CPxC 
2ckl                                SLH SELMCPICLDMLK------NTMTTKECLHR-----FCADCIITALRSGNK-------------------ECPTCRKK(21) 
1rmd                               (21) KSISCQICEHIL-------ADPVETSCKHL-----FCRICILRCLKVMGS-------------------YCPSCRYPCFPTDLESPVKS(37) 
1jm7                MDLSALRVEEVQNVINAMQ KILECPICLELI-------KEPVSTKCDHI-----FCKFCMLKLLNQKKGPS-----------------QCPLCKNDITKRSLQESTRF(24) 
RING186 NM_022457    RFWD2          (x) NDFVCPICFDMI-------EEAYMTKCGHS-----FCYKCIHQSLEDNN--------------------RCPKCNYVV (x) 
RING187 NM_017831    RNF125         (x) TSFDCAVCLEVL-------HQPVRTRCGHV-----FCRSCIATSLKNNKW-------------------TCPYCRAYL (x) 
RING188 NM_030963    RNF146         (x) TVPECAICLQTC-------VHPVSLPCKHV-----FCYLCVKGASWLGK--------------------RCALCRQEI (x) 
RING189 NM_145051    RNF183         (x) LEAECPVCWNPFNNTF---HTPKMLDCCHS-----FCVECLAHLSLVTPARRRL---------------LCPLCRQPT (x) 
RING??? NM_198853    TR50C          (x) DWLQCPICLEVF-------KESLMLQCGHS-----YCKGCLVSLSYHLDTKV-----------------RCPMCWQVV (x) 
RING190 NM_033229    TRIM15         (x) ELPACTLCAGPL-------EDAVTIPCGHT-----FCRLCLPALSQMGAQSSGKIL-------------LCPLCQEEE (x) 
RING191 NM_003141    TRIM21         (x) EEVTCPICLDPF-------VEPVSIECGHS-----FCQECISQVGKGGGS-------------------VCPVCRQRF (x) 
RING192 NM_003449    TRIM26         (x) EEVTCSICLDYL-------RDPVTIDCGHV-----FCRSCTTDVRPISGSRP-----------------VCPLCKKPF (x) 



RING193 NM_007028    TRIM31         (x) EEVICPICLDIL-------QKPVTIDCGHN-----FCLKCITQIGETSCGFF-----------------KCPLCKTSV (x) 
RING194 NM_178125    TRIM50A        (x) DWLQCPICLEVF-------KEPLMLQCGHS-----YCKGCLVSLSCHLDAEL-----------------RCPVCRQAV (x) 
RING195 NM_198924    TRIM50C        (x) DRLQCPICLEVF-------KESLMLQCGHS-----YCKGCLVSLSYHLDTKV-----------------RCPMCWQVV (x) 
RING196 NM_016271    RNF138         (x) DDFYCPVCQEVLK------TPVRTTACQHV-----FCRKCFLTAMRESGA-------------------HCPLCRGNV (x) 
RING197 NM_178532    RNF180         (x) DSYICAVCLDVYF------NPYMCYPCHHI-----FCEPCLRTLAKDNPSST-----------------PCPLCRTII (x) 
RING198 NM_001008274 NP_001008275.1 (x) QELSCPLCLQLF-------DAPVTAECGHS-----FCRACLGRVAGEPAADGTV---------------LCPCCQAPT (x) 
RING199 NM_000448    RAG1           (x) KSISCQICEHIL-------ADPVETNCKHV-----FCRVCILRCLKVMGS-------------------YCPSCRYPC (x) 
RING200 NM_019062    RNF186         (x) CDLECLVCREPYSCP----RLPKLLACQHA-----FCAICLKLLLCVQDNTWSI---------------TCPLCRKVT (x) 
RING201 NM_007212    RNF2           (x) SELMCPICLDMLK------NTMTTKECLHR-----FCADCIITALRSGNK-------------------ECPTCRKKL (x) 
RING202 NM_001007278 RFP2           (x) EDLTCPICCSLF-------DDPRVLPCSHN-----FCKKCLEGILEGSVRNSLWR----------PAPFKCPTCRKET (x) 
RING203 NM_002931    RING1          (x) SELMCPICLDMLK------NTMTTKECLHR-----FCSDCIVTALRSGNK-------------------ECPTCRKKL (x) 
RING204              RKHD1          (x) LARECVVCAEGE-------VMAALVPCGHNL----FCMDCAVRICGKSEP-------------------ECPACRTPA (x) 
RING204 NM_016626    RKHD2          (x) RKHDCVICFENE-------VIAALVPCGHNL----FCMECANKICEKRTP-------------------SCPVCQTAV (x) 
RING206 NM_032246    RKHD3          (x) GSRDCSVCFESE-------VIAALVPCGHNL----FCMECANRICEKSEP-------------------ECPVCHTAV (x) 
RING207 NM_178841    RNF166         (x) AQYTCPICLEVYH------RPVAIGSCGHT-----FCGECLQPCLQVPSP-------------------LCPLCRLPF (x) 
RING208 NM_030961    TRIM56         (x) DFLACKICLEQL-------RAPKTLPCLHT-----YCQDCLAQLADGGRV-------------------RCPECRETV (x) 
RING209 NM_173082    SHPRH          (x) NPEPCPICARQLG------KQWAVLTCGHC-----FCNECISIIIEQYSVGSHRSSI------------KCAICRQTT (x) 
RING210 NM_003071    SMARCA3        (x) SDEECAICLDSL-------TVPVITHCAHV-----FCKPCICQVIQNEQPHA-----------------KCPLCRNDI (x) 
RING211 NM_173084    TRIM59         (x) EELTCPICYSIF-------EDPRVLPCSHT-----FCRNCLENILQASGNFYIWRPLRIPL--------KCPNCRSIT (x) 
RING212 NM_014868    RNF10          (x) EVPSCPICLYPP-------TAAKITRCGHI-----FCWACILHYLSLSEKTWS----------------KCPICYSSV (x) 
RING213 NM_006978    RNF113A        (x) IPFKCFICRQSF-------QNPVVTKCRHY-----FCESCALQHFRTTP--------------------RCYVCDQQT (x) 
RING214 NM_178861    RNF113B        (x) IPFRCFICRQAF-------QNPVVTKCRHY-----FCESCALEHFRATP--------------------RCYICDQPT (x) 
RING215              PCGF5          (x) PYITCYICKGYLI------KPTTVTECLHT-----FCKTCIVQHFEDSN--------------------DCPRCGNQV (x) 
RING216 NM_001011663 PCGF6          (x) PYILCSICKGYLI------DATTITECLHT-----FCKSCIVRHFYYSN--------------------RCPKCNIVV (x) 
RING217 NM_032673    PCGF1          (x) EHIVCCLCAGYFV------DATTITECLHT-----FCKSCIVKYLQTSK--------------------YCPMCNIKI (x) 
RING218 NM_007144    PCGF2          (x) PHLMCALCGGYFI------DATTIVECLHS-----FCKTCIVRYLETNK--------------------YCPMCDVQV (x) 
RING219 NM_006315    PCGF3          (x) AHITCRLCSGYLI------DATTVTECLHT-----FCRSCLVKYLEENN--------------------TCPTCRIVI (x) 
RING220 NM_005180    PCGF4          (x) PHLMCVLCGGYFI------DATTIIECLHS-----FCKTCIVRYLETSK--------------------YCPICDVQV (x) 
RING221 NM_002617    PEX10          (x) RNPLCTLCLEER-------RHPTATPCGHL-----FCWECITAWCSSKA--------------------ECPLCREKF (x) 
RING222              Q8N7D0         (x) VDDICSICQAEF-------QKPILLICQHI-----FCEECMTLWFNREK--------------------TCPLCRTVI (x) 
RING223 NM_020165    RAD18          (x) DLLRCGICFEYFN------IAMIIPQCSHN-----YCSLCIRKFLSYK--------------------TQCPTCCVTV (x) 
RING224 NM_015431    TRIM58         (x) EDARCPVCLDFL-------QEPVSVDCGHS-----FCLRCISEFCEKSDGAQGGVY-------------ACPQCRGPF (x) 
RING225 NM_152267    RNF185         (x) STFECNICLDTA-------KDAVISLCGHL-----FCWPCLHQWLETRPNRQ-----------------VCPVCKAGI (x) 
RING226 NM_006778    TRIM10         (x) DEVNCPICQGTL-------REPVTIDCGHN-----FCRACLTRYCEIPGPDLEESP-------------TCPLCKEPF (x) 
RING227              TRIM2          (x) QFLICSICLERY-------KNPKVLPCLHT-----FCERCLQNYIPAHSLTL-----------------SCPVCRQTS (x) 
RING228 NM_006458    TRIM3          (x) QFLVCSICLDRY-------QCPKVLPCLHT-----FCERCLQNYIPAQSLTL-----------------SCPVCRQTS (x) 
RING229              RNF151         (x) SNFVCSVCHGVL-------KRPARLPCSHI-----FCKKCILRWLARQK--------------------TCPCCRKEV (x) 
RING230 NM_007218    RNF139         (x) INDVCAICYHEFT------TSARITPCNHY-----FHALCLRKWLYIQD--------------------TCPMCHQKV (x) 
RING231 NM_183399    RNF14          (x) KLFLCSICFCEKLGS----ECMYFLECRHV-----YCKACLKDYFEIQIRDGQV---------------QCLNCPEPK (x) 
RING232 NM_016422    RNF141         (x) DEEECCICMDG--------RADLILPCAHS-----FCQKCIDKWSDRHR--------------------NCPICRLQM (x) 
RING233 NM_194359    RNF41          (x) EDLICPICSGVLE------EPVQAPHCEHA-----FCNACITQWFSQQQ--------------------TCPVDRSVV (x) 
RING234 NM_006913    RNF5           (x) ATFECNICLETA-------REAVVSVCGHL-----YCWPCLHQWLETRPERQ-----------------ECPVCKAGI (x) 
RING235 NM_003958    RNF8           (x) NELQCIICSEYF-------IEAVTLNCAHS-----FCSYCINEWMKRKI--------------------ECPICRKDI (x) 
RING236 NM_005802    TOPORS         (x) PDSKCPICLDRFD------NVSYLDRCLHK-----FCFRCVQEWSKNKA--------------------ECPLCKQPF (x) 
RING237 NM_032322    RNF135         (x) DDLGCIICQGLL-------DWPATLPCGHS-----FCRHCLEALWGARDARRW----------------ACPTCRQGA (x) 
RING238              RNF187         (x) AEAACALCQRAP-------REPVRADCGHR-----FCRACVVRFWAEEDGPF-----------------PCPECADDC (x) 
RING239              Q8N5G9         (x) TDMYCPICLHQA-------SFPVETNCGHL-----FCGACIIAYWRYGSWLGAI---------------SCPICRQTV (x) 
RING240 NM_182985    RNF36          (x) MELHCPLCNDWF-------RDPLMLSCGHN-----FCEACIQDFWRLQAKET-----------------FCPECKMLC (x) 
RING241 NM_025236    RNF39          (x) QLATCPLCGGSF-------EDPVLLACEHS-----FCRACLARRWGTPPATGTEASPT-----------ACPCCGLPC (x) 
RING242 NM_145214    TRIM11         (x) EEATCAICLDYF-------TDPVMTDCGHN-----FCRECIRRCWGQPEGPY-----------------ACPECRELS (x) 
RING243 NM_001024940 TRIM17         (x) EEATCSICLDYF-------TDPVMTTCGHN-----FCRACIQLSWEKARGKKGRRKRKGSF--------PCPECREMS (x) 



RING244 NM_005082    TRIM25         (x) EELSCSICLEPF-------KEPVTTPCGHN-----FCGSCLNETWAVQGSPY-----------------LCPQCRAVY (x) 
RING245 NM_015066    TRIM35         (x) EELLCAVCYDPF-------RDAVTLRCGHN-----FCRGCVSRCWEVQVSP------------------TCPVCKDRA (x) 
RING246 NM_033017    TRIM4          (x) EELTCPICLDYF-------QDPVSIECGHN-----FCRGCLHRNWAPGGGPF-----------------PCPECRHPS (x) 
RING247 NM_138800    TRIM43         (x) KELTCVICLNYL-------VDPVTICCGHS-----FCRPCLCLSWEEAQSPA-----------------NCPACREPS (x) 
RING248 NM_033452    TRIM47         (x) GPFSCPICLEPL-------REPVTLPCGHN-----FCLACLGALWPHRGASGAGGPGGAA---------RCPLCQEPF (x) 
RING249 NM_032765    TRIM52         (x) EEAVCAICLDYF-------KDPVSISCGHN-----FCRGCVTQLWSKEDEEDQNE(119)----LPGQFTCPQCRKSF (x) 
RING250 NM_152620    TRIM60         (x) EESSCPICLEYL-------KDPVTINCGHN-----FCRSCLSVSWKDLDDTF-----------------PCPVCRFCF (x) 
RING251 NM_018207    TRIM62         (x) DELLCSICLSIY-------QDPVSLGCEHY-----FCRRCITEHWVRQEAQGAR---------------DCPECRRTF (x) 
RING252 NM_173547    TRIM65         (x) EKLTCAICLGLY-------QDPVTLPCGHN-----FCGACIRDWWDRCGK-------------------ACPECREPF (x) 
RING253 NM_018073    TRIM68         (x) EEVACPICMTFL-------REPMSIDCGHS-----FCHSCLSGLWEIPGESQNWGY-------------TCPLCRAPV (x) 
RING254 NM_203294    TRIM7          (x) GEATCSICLELF-------REPVSVECGHS-----FCRACIGRCWERPGAGSVGAATRAPPFPL-----PCPQCREPA (x) 
RING255 NM_030912    TRIM8          (x) EELICPICLHVF-------VEPVQLPCKHN-----FCRGCIGEAWAKDSGLV-----------------RCPECNQAY (x) 
RING256              XP_371714.1    (x) AEASCPICLDYL-------KDPVTISCGHN-----FCLSCIIMSWKDLHDSF-----------------PCPFCHFCC (x) 
RING257              XP_373039.1    (x) AEAKCSICLDYL-------SDPVTIECGHN-----FCRSCIQQSWLDLQELF-----------------PCPVCRHQC (x) 
RING258              TRIM38         (x) EEATCSICLSLM-------TNPVSINCGHS-----YCHLCITDFFKNPSQKQLRQETF-----------CCPQCRAPF (x) 
RING259 NM_201627    NP_963921.1    (x) EEAVCAICLDYF-------TDPVSIGCGHN-----FCRVCVTQLWGGEDEEDR(123)---------CFTCPQCRKSF (x) 
RING260 NM_019592    RNF20          (x) ARLTCPCCNMRK-------KDAVLTKCFHV-----FCFECVKTRYDTRQR-------------------KCPKCNAAF (x) 
RING261 NM_014771    RNF40          (x) ARLTCPCCNTRK-------KDAVLTKCFHV-----FCFECVRGRYEARQR-------------------KCPKCNAAF (x) 
RING262 NM_152550    SH3RF2         (x) DLLECPVCFEKLD------VTAKVLPCQHT-----FCKPCLQRVFKAHKEL------------------RCPECRTPV (x) 
RING263 NM_000318    PXMP3          (x) SGKECALCGEWP-------TMPHTIGCEHI-----FCYFCAKSSFLFDVYF------------------TCPKCGTEV (x) 
RING264 NM_002938    RNF4           (x) GTVSCPICMDGYSEIVQNGRLIVSTECGHV-----FCSQCLRDSLKNAN--------------------TCPTCRKKI (x) 
RING265 NM_033034    TRIM5          (x) EEVTCPICLELL-------TQPLSLDCGHS-----FCQACLTANHKKSMLDKGES--------------SCPVCRISY (x) 
RING266 NM_001003818 TRIM6          (x) EEVTCPICLELL-------TEPLSIDCGHS-----FCQACITPNGRESVIGQEGER-------------SCPVCQTSY (x) 
RING267 NM_007148    ZNF179         (x) ELPTCSICLERL-------RDPISLDCGHD-----FCIRCFSTHRLPGCEPP-----------------CCPECRKIC (x) 
RING268 NM_152577    ZNF645         (x) PIHFCDKCDLPIK------IYGRIIPCKHA-----FCYHCANLYDKVGYK-------------------VCPRCRYPV (x)  
RING269 NM_015905    TRIM24         (x) LLDTCAVCHQNIQS-----RAPKLLPCLHS-----FCQRCLPAPQRYLMLPAPMLG(24)-----VGVIRCPVCSQEC (x) 
RING270 NM_015906    TRIM33         (x) LLDTCAVCQQSLQSRRE--AEPKLLPCLHS-----FCLRCLPEPERQLSVPIPGGSNGDIQQVGVI---RCPVCRQEC (x) 
RING271 NM_207396    NP_997279.1    (x) HPLVCPLCHVQY-------ERPCLLDCFHD-----FCAGCLRGRATDGRL-------------------TCPLCQHQT (x) 
 
 
 
 
 
 
 
 
 
 


