Supplemental Figure 12: Intergenomic comparisons of sequences carrying SDR

ID#  Replicon® Coord Dir  Gene’ Size® Has element”  Lacks element” Interp'n®
SDR1
1.01 Np.chrom 1021297 F NpR0867 Np AT7,Av,Nod,Ter Rec
1.02 Np.chrom 1021335 F NpR0867 Np AT7,Av,Nod,Ter Rec
1.03 Np.chrom 1381406 F NpF1158 Np AT,Av Rec
1.04 Np.chrom 2686161 B NpF2183 24+21+24 Np Np New
1.05 Np.chrom 4531003 F NpF3593 Np A7,Av,Nod Rec
1.06 Np.chrom 4549647 F NpR3609 Np A7,Av,Nod Rec
1.07 Np.chrom 4618473 B NpR3667 24 Np A7,Av,Nod,Ter New
1.08 Np.chrom 4736580 F NpR3761 Np A7,Av,Nod,Lyn,Ter ?
1.09 Np.chrom 4750549 F NpF3765 Np A7,Av,Nod Rec?
1.10 Np.chrom 4987565 F NpR3970 Np A7,Av,Nod Rec
1.11 Np.chrom 5893843 F NpR4754 Np A7,Av,Nod,Lyn,Ter ?
1.12 A7120.chrom 1236435 F <AlI1059 A7 Av ?
1.13 A7120.chrom 1353787 F <Alr1147 AT Av ?
1.14 A7120.chrom 3314884 F Alr2719 24 A7 Av,Nod New
1.15 Nod-010 45423 F 11744 Nod Np,A7,Av,Lyn,Ter Rec?
1.16 Nod-022 33047 B 12753 24424 Nod A7,Av,Cwat,Lyn New
SDR2
Np.chrom 3693049 B Npf2990 Np,Av
2.01 N N Rec
p.chrom 3693084 F >Npf2990 p Av
1.15 Np.chrom 3319523 F NpF2675 Np Np,A7,Av,Lyn,Ter Rec?
2.02 Np.chrom 4044392 F NpF3251 Np A7,Av,Nod Rec
1.06 Np.chrom 4549615 B NpR3609 Np A7,Av,Nod Rec
2.03 Np.chrom 6123447 F NpF4944 Np A7,Av,Nod,Ter Rec
2.04 Np.chrom 6728311 F NpF5449 Np AT7,Av,Nod Rec
2.05 Np.chrom 7097535 B NpR5741 Np AT7,Av,Nod In place?
2.06 Np.chrom 7162815 F NpR5797 Np,A7,Av Conversion
2.07 Av.chrom 1468466 B Avall93 Av A7 Rec
2.08 Av.chrom 2542885 F Ava2053 Av A7 Rec
2.09 Av.chrom 3631277 F Ava2924 Av,~A7,~Nod Np ?
210 Av.chrom 3641114 F >Ava2936 Av A7,Nod Rec
' Av.chrom 3641147 F >Ava2936 Av A7,Nod Rec
2.11 Nod-072 4299 B 11149 A7,Av,~Np,Nod Ter,Lyn ?
SDR3
3.01 Np.chrom 960360 B <NpF0818 Np A7 Rec
3.02 Np.chrom 1617621 F <Nprl329 Np A7 Rec
3.03 Np.pNpB 22526 F pNpBR028 Np Np Rec
3.04 A7120.chrom 5552422 F <Alr4649 AT,Av
SDR4
4.01 Np.chrom 1281458 B Npr1070 Np,Nod,Av? ?
4.02 Np.chrom 2688364 B NpF2183 Np ?
4.03 Np.chrom 5119792 B Npfa077 18 Np AT7,Av New
4.04 Np.chrom 7114150 F NpF5754 21 Np A7,Av,Nod,Ter New
4.05 A7120.chrom 1406403 B <All1193  21+2-2 A7 Av New
A7120.chrom 2408953 F 21 A7 Av New
4.06 A7120.chrom 2408973 B <All2013 21 A7 Av New
4.07 A7120.chrom 3521116 F All2883 21 A7 A7,Av,Ter New
4.08 A7120.chrom 3521556 B AlI2883 21 A7 Av New
4.09 A7120.chrom 5782116 F Alr4852 AT7,Av
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ID#  Replicon® Coord Dir  Gene® Size® Haselement’  Lackselement’” Interp'n®

SDR5

5.01 Np.chrom 477016 F NpRO377 21 Np AT7,Av,Nod New
5.02 Np.chrom 566640 F NpR0464 21 Np A7,Av New
5.03 Np.chrom 708225 F NpF0596 18 or 21 Np Nod,A7,Av New
5.04 Np.chrom 1253854 F NpF1055 21 Np A7,Av,Nod New
5.05 Np.chrom 1355627 F NpR1136 21 Np A7,Av,Nod New
5.06 Np.chrom 1455749 B NpF1215 21 Np Av,Ter New
5.07 Np.chrom 1570740 B NpR1294 21 Np Nod New
5.08 Np.chrom 1589455 B NpF1309 21 Np Nod,A7,Av New
5.09 Np.chrom 1688474 B NpF1384 21 Np A7,Av,Nod New
5.10 Np.chrom 1693017 B NpF1388 21 Np A7,Av,nod, Ter,Lyn New
511 Np.chrom 2188862 F NpR1778 21 Np A7,Nod.Lyn New
5.12 Np.chrom 3695259 F NpF2993 21 Np Av,Nod,Lyn New
5.13 Np.chrom 3836560 F NpR3078 21 Np A7 New
5.14 Np.chrom 4345877 B NpF3461 21 Np AT7,Av,Nod,Ter New
5.15 Np.chrom 4386626 F NpR3491 18 Np A7,Av,Nod New
5.16 Np.chrom 4522840 F NpR3590 21 Np A7,Av,Nod New
5.17 Np.chrom 5032964 B NpR4009 21 Np AT7,Av,Nod,Lyn,Ter New
5.18 Np.chrom 5529346 F NpR4444 21 Np,Nod A7,Av New
5.19 Np.chrom 7351944 B NpF5954 21 Np,A7,Av,Nod Ter New
5.20 Np.chrom 7880219 F NpR6379 21 Np A7,Av,Nod,Ter New
521 Np.pNpD 43308 F pNpDF035 0 Np,Av -

5.22 A7120.chrom 331264 F allo293 21 A7,Av Np,Nod New
5.23 A7120.chrom 849183 F allo729 21 AT Av New
5.24 A7120.chrom 1210797 F alr1039 21 A7 Av,Np,Nod,Lyn New
5.25 A7120.chrom 1618401 F alr1362 21 A7 Av,Np New
5.26 A7120.chrom 3838065 B alr3170 21 A7,Av Np New
527  A7120.pAlpha 13273 F all7016 21? A7 Np New?
5.28 Avar.pAvB 50020 F AvaB0036 21 Av A7,Np New
5.29 Nod-003 76230 F 14910 21 Nod A7 New
5.30 Nod-009 54029 F 06964 21 Nod Np New
531 Nod-024 15395 B 23613 21 Nod Np,A7,Av New
5.32 Nod-048 29937 B 06064 21 Nod Np,A7,Av,Lyn,Ter New

®Replicons are either the chromosome (chrom), a plasmid (pXXX), or a contig from an incompletely sequenced genome. Organisms
are from those indicated in Fig. 5, abbreviated: Nostoc punctiforme (Np), Anabaena PCC 7120 (A7120, A7), Anabaena variabilis
(Avar, Av), Nodularia CCY9414 (Nod), Trichodesmium erythreum (Ter), and Lyngbya PCC 8106 (Lyn).

*The gene shown is the location of the indicated instance of an SDR element, except in those cases where the gene is preceded by
"<", indicating the region upstream from the gene, or ">", indicating the region downstream from the gene.

“The apparent size in nucleotides is given in cases where the appearance an SDR element is interpreted as an insertion. Multiple
numbers are the sizes of the components of a nested SDR element.

“The indicated organisms either have or do not have copies of the SDR element in the indicated conserved region.

®Instances are interpreted as having arisen by a new insertion, by recombination (rec), or mutation in place. In one instance (labeled
"conversion") attention is drawn to an instance where one set of flanking heptameric tandem repeats was apparently converted to
another set.
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Intergenomic comparisons of sequences carrying SDR1

SDR1 sequences are highlighted in yellow
Sequences in reverse orientation are in red type
Genes ending in "-R™ are inverted, and with coordinates beginning at the end of the gene

SDR1: Example 1.01 and 1.02 (npr0867)

alrl612-R 339 CCACTTCACTAGCGCAGGTATCAGAAAGTTTCGTACTAAAACTGGCGACG
Ava4223-R 339 CCACTTCACTAGCGCAGGTATCAGAAAGTTTTGTACTAAAACTGGCGACG
NpRO867-R 339 CAACTTCACTTGCGGTAGTGTCAGCCAGTTTGGTACTGAAACTCGCTACA
n94147?14228-R 351 CGACTTCGCTAGCAGTGGTATCAGAAAGCTTAGTACTAAAACTCGCCACA
Tery_3558-R 336 CTACCTCACTAGCACAAGTATCAGAAAGCTTAGTACTAAAACTAGCTACA

alriel2-R 389 TAACCGAGTAACAAGAGGGACTGGGGA-——————— e
Ava4223-R 389 TAACCGAGTAACAGTAGTGACTGGGGA-——————————————
NpRO867-R 389 TAGCCTAGTAATAATAGGGACTGGAGACTTGTACTGAGCGCAGCCGGAGT
n94147?14228-R 401 TAGCCTAACAACAGTAACAACTGAGGA-—————— e
Tery_ 3558-R 386 TAACCTAACATTAGTAACAATGGTAAA-————— e
consensus 401 ** ** * * * % *  * *

alrl612-R 416 -CTGGGGACTAGGGA-——————————— TTGGGGACTGG
Ava4223-R 416 -CTGGGAACTAGGGA-——————— e TTGGGAACTGG
NpRO867-R 439 ATTGGGAACTAAAGACTTGTACTGAGCAAAGTCGAAGTATTGGGAACTAG
n9414?14228-R 428 -TTAGGGATTAGAGA-—-—————————— CTGGGTACTGG
Tery_ 3558-R 413 -TTTTCTATAGGAAA-—————— - ATTATTCGG
consensus 451 * * * *

alrl612-R 441 GTGAAAAAAGACCAGCATTTATAATTCCTATGCCTACAGCACACAGCGCC
Avad4223-R 441 GTGAAAAAAGCCCAGCATTCATAATTCCTACGCCCACAGCACACAGCGCC
NpRO867-R 489 GTAAAATAAATCCCGAATTTATTATCCCTACTCCCAAGGCACACAGCGCC
n9414?14228-R 453 GTATGAGTAATCCTGAATTGAGAATCCCTACTCCCAAAGCACACAAAGCC
Tery 3558-R 436 GTATAACAGACC------- AATGACCCAAACTCCCATAGCACAGATAGCA

SDR1: Example 1.03 (npf1158)

all12918 1 ATGAAGAGTAAAAGCAAGATGAATAACCAGGGTGCAGA-————————m—
Ava0982 1 ATGAAGATTAAAAGCAAGATGAAGAACCAGCGTGCAGA-———————————
NpF1158 1 ATGAGGAATAAA—-CAATTGAATA TGGTCGTGGTCG
all2918 39 —————m——mmmmmm G GGTCAGGA-—————— AGAGAAGCCG
Ava0982 39 ————mmmmmmmmmmme o G G G AGAGAAGTCG
NpF1158 49 CCGAGCGCAGCCGAGGTG GA GGGCAAGAAGTTCTGCTC
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SDR1: Example 1.04 (npf2183)

NpF2183-R
NpF2181-R
consensus

NpF2183-R
NpF2181-R
consensus

NpF2183-R
NpF2181-R
consensus

NpF2183-R
NpF2181-R
consensus

11703
2112

11653
2062

11603
2022

11553
2022

AAATCACATAAGCCAAATTAGTTGCTTGTGTCTCAGATATTAGATTATCC
AAATCACGTAAGCCAAATTAGTTGCTTGCGTCTCAGTGATGAGATTATCC

*AhIrhkAiAIrkh FhIAAAIXxAhIkihihkihirhiihit dxdhiixix ECE R = o e

TGACTTAACTGAGAAATAAGCTGCCAGTCAGCATCTAAACCTTGTACTGA
TGACTGGACTGAGAAATAAGCTGCCAGTCAGTATCCAAAC—————————-

R R R R R R R AR R e R e e o R e

GCGGCTTGCCCTGAGCGGAGCEETTCGCGTAGCGTCCCGTAGGGAACGGA

GCCGAAGTGAAGCTGTGCAGTATGCTCAGGCAGTCTGTCGAGGAGTTTCT
————————— CAGCTTTGCTTGATGTTGGGACAGTCTATCAAGGAGTTTCT

*khkk Khkk *k*k * R = o o R I o e

SDR1: Example 1.05 (npf3593)

NpF3593
n9414711624
all2951
Ava0951
consensus

NpF3593
n9414711624
all2951
Ava0951
consensus

NpF3593
n9414?11624
all12951
Ava0951
consensus

1448
1451
1403
1403

1498
1501
1453
1453

1548
1509
1479
1479

AGAAGGAAAGGAGTTTGAAGGCTGCGGAACAGTTAGAAATTAATTATTCA
GGAAGGGTAGTACTCCTAAAGCTGCGGAACAGGTAGAGATTAAGTATTCA
GTAAGGGAACAACCGCTAAAGCTGCCGAGCAAATAGAAATCAATTATGTA
GTAAGGGAACAACTGCTAAAGCTGCCGAGCAAATAGAAATTAATTATGTA

*x*k*x * * ** FkhkIxkkhk Fk *k *xhk*kdx Fhk Kk Fhkk *

GTCCAAAATCCAAAACTTGTACTGAGCGAAGTCGAAGTATCTAAAATCCA
ACGGATAA- === m
GTCGATAATTCATCA—————mm oo GCTAACAACCA
GTCGATAATTCATCA——————————mm e GCCAACAACCA

* **x

GAATTCAGATGTTACCGACAGACTTACTGATGCATCGCCAAAACGGAGAG
--—GAAGAATGTTACCGACGGATTTACTGAGTCATCGCCAAAACGGAGAG
G---GGAAATGCTACCAACGGAACTCCTCAGCCATCGCCTAAACGGCGAA
G---GGAAATGCTACCAACGGAACTCCTAAGCCATCGCCTAAACGGCGAA

*khkk Khkkkhk Kk KXk * X% * ECE R o o o
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SDR1: Example 1.06 (npr3609)

alr5125-R
Ava2341-R
NpR3609-R
n9414?14323-R
consensus

alr5125-R
Ava2341-R
NpR3609-R
n9414?714323-R
consensus

alr5125-R
Ava2341-R
NpR3609-R
n9414714323-R
consensus

alr5125-R
Ava2341-R
NpR3609-R
n9414714323-R
consensus

545
545
542
548

594
594
591
593

608
608
641
607

646
646
691
643

TCCCGACGGACAATTTCTGTAAATGCAGGTTCGAGATGAAGGGAGTGGG
TCCCGACGCACAATTTCTGTAAATGCAGGTTCGAGATTGAGGGGGCGGG
TCTCGGCGGACAATTTCTGTAAATGGTGACTCAGGGTTTAGTGAGGAGT
TCCCGCCGCACAACTTCTGTAAACGCAGGTTCAGGATTAAC----CCCT

E S & = R ok ke S S S S o o S * **x *x * *

GAGTAA- ——— oo GGAGTGGG-——————————-
GAGTGG=——————————m oo GGAGTGGG-——————————~—
cAGTAG I T G/ G TGGGCTTGCCGTGAGC
AACTGT————————————mmmmm e — TGACTGTT-———————————

*x

____________ GAGTGGGGAGTTTTTTTGAGTTGGTTGAATCCTTCGGT
____________ GATGGGGGAGTTTTTTTGAGTTGGTTAAATCCTTCGAC
GTAGCCGAACGGGAGTGCTGAGTTTTATTAGCTTTTGTAAATCCTTCAGC
____________ AACTGTTAACTGTTCACTGAC--ACTAAATCCCTCCGC

* * * X X% * Fhxkikkk Fk

AATGGTTTCAATTAACTGTTCTTCCGGTAAATTACCCACAGCTACAGCCG
AATAGTTTCAATTAACTGTTCTTCCGGTAAATTACCTACAGCTACAGCCG
AACGATCGCAATTAATTCTTCTACAGGCAAATTGCCCACAGCTACAGCAG
TACAGTTGCAATTAACTCTTCCACAGGTAAATTACCCACAGCTACAGCCG

* * *khkkkkikk K *k*k * Fhk FhkE Ik Kk FhkIAIAAkAAAkAAA A KX

SDR1: Example 1.07 (npr3667)

al 14690
Avalo77
NpR3667
n9414721160
Tery_ 2053
consensus

al 14690
Avalo77
NpR3667
n9414721160
Tery_ 2053
consensus

101
101
101
101
101

143
143
151

TTCAACGGTTGACTGATTTATATAGAGAACGATTACAGCCCA-——————~—
TTCAACAGTTGACTGATTTATATAGAGAGCGATTACAGCCCA-——————-
TTCAACAGCTAACGGATTTATACCGCGATCGCCTCAAACCCATACTTCGG
TTCAACAGCTAACGGATTTATATAGCGATCGCCTCCAACCCA-——————-
TTGACCAGTTGACCAATTTATATCGCGATCGCCTCAAACCTA-——=———~—

**x * X KX K **k

EaE = = * **k Xk * * **x *

—————————————— ACACACGCATATTAGACATGATGAGTAGTTGGGT
—————————————— ACACACGCATATTAGACATGATGAGTAGTTGGGT

CTACGCTCAGTACAAGACACCCGCATTCTTGATATGATGAGCAGTTGGGT

______________ ACACCCTTATACTAGACATGATGAGCAGTTGGGT
______________ ATACTCGAATTTTTGATATGATGGGTAGCTGGGT

EE = *x EE = S & = o o o S S e
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SDR1: Example 1.08 (npr3761)

alr3638
Ava3186
NpR3761
n9414°718228
Tery_3645
18106729900
consensus

alr3638
Ava3186
NpR3761
n9414718228
Tery_3645
18106729900
consensus

alr3638
Ava3186
NpR3761
n9414718228
Tery 3645
18106729900
consensus

alr3638
Ava3186
NpR3761
n9414718228
Tery_3645
18106729900
consensus

alr3638
Ava3186
NpR3761
n9414718228
Tery_ 3645
18106729900
consensus

467
1862
1868
1868
1901
1868

517
1912
1918
1918
1951
1918

538
1933
1968
1939
1979
1946

556
1951
2018
1969
2014
1981

559
1954
2068
1981
2017
1984

GCCATCCCGTGGTGGAACAGTCCTTACCTGCGGGCTTCTTTGTGCCAAAT
GCCATCCGGTAGTGGAACAGTCCTTACCTGCGGGGTTCTTTGTGCCAAAT
GTCATCCGGTGGTGGAACAGTCTTTACCTGCGGGTTTCTTTGTGCCGAAT
GTCACCCGGTGGTGGAACAGTCTTTACCGGCTGGGTTTTTTGTGCCGAAT
GTCATCCGGTGGTAGAAAAATATTTACCTGCTGGGTTTTTTGTACCAAAT
GACATCCCGTTGTAGAAAAGTTACTTCCGCCGGGATTTTTTGTGCCGAAT

* Xk Xk Xk Xk Xkkhk KX X * **x * KXk Kk KhkAkkk Xk Khk

TCTACAGAGTTAGGGAATAT T—m——— oo oo
TCCACCCAGTTGGGGAGTAAT —— - ——m oo
TCGACTCAATTAGGTCAAGAGTCATTAGTCAGTAGTCATCTGTCATTAGC
TCTACGCAATTAGGGAGGGAG———— === === —mm o e
ACTGCTATATTGGGAAGTAAAAATTTAG————————————m oo
ACCGCGCAGTTAGGCAGTCGAATACCGG————————————mm oo

* * **x X%k

---------- GAAGAAACT-TCCCCACTC——————————mmmmmmmmmm o
---------- GAAGAAACC-CACCAACT T————— oo
AGATAATCAAG TA  CTCTACGAGAGGCTGCGCCAA
--------- GAAAGGAACCACAGAGGCGC-——----AGAGGGCGCG-——-

**x *

ACTACGCTCAGTACAAGTGACCAAGG
------------------------ GAGGAAAGA-————————————-CCG

GATTTAATTATTCTCACTGGGCCTAATGCTAGTGGTAAAAGTTGTTACCT
GACTTAATTATTCTAACTGGACCAAATGCCAGTGGTAAAAGTTGTTACCT
GATTTGATTATCCTCACCGGGCCAAATGCTAGCGGCAAAAGTTGTTATTT
GATTTAGTAATTTTGACTGGACCGAATGCGAGTGGTAAGAGTTGTTATTT
GATTTAATTATTTTAACTGGTCCTAATGCTAGTGGTAAAAGTTGTTATTT
GATTTAATTATTTTAACCGGGCCGAATGCCAGTGGAAAAAGTTGTTATTT

**x KKk * *x EE = = S S = = = S S = S e *
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SDR1: Example 1.09 (npr3765)

alr3547
Ava3526
NpF3765
L8106?724835
consensus

alr3547
Ava3526
NpF3765
L8106?724835
consensus

alr3547
Ava3526
NpF3765
consensus

alr3547
Ava3526
NpF3765
L8106?724835
consensus

1007
1007
1049

959

1057
1057
1099
1009

1077
1077
1149

1127
1127
1199
1157

GTTTACTCAATCAAGTATTTATGAATCTTCTCAGCAATGCTATTGATGCT
GTTTACTCAATCAAGTATTTATGAATCTTCTCAGCAATGCCATTGATGCT
GGTTACTCAATCAGGTATTTATGAATATTTTGGCGAATGCTATTGATGCT
GACAATTAAGCCAAGTGTTTATGAACTTAATTGCAAATAGTATTGATGCT

* * * * **x Kk FAkAkAAkAAL * * **x*x R R ko e
TTGGAAGAAGCTATAGT CA=mmm—mmmm o A
TTAGAAGAATCCACAGT CA=mmm—mmmmmmmmmmmmmmm A
ATAGAAG CTTGTACTGAGCGTAGTCGAAGTA
TTGGAAGAACAGATGAAAA . . .

* Fhkikk

ATATTCAGGAATGGTAACCAAGCCACAAATTATCATTCGGACAGAAATTA
ATATCCGGGAATGGTAACTAAGCCACAAATTATCATTCGGACAGAAATTA
C GGTAAGGGATAAAGGAAAAATTTTTATTCGGACTCAACTCA

* * *x * FhikIkk K FhxhkAIhkLk **x K *

TAGATGATCAGCAAGTAGTAATTCGCATTGCTGACAACGGGATAGGAATC
TAGGTGATCAGCAAGTAGTAATTCGCATTGCTGACAATGGGATAGGAATT
CTGATGAAAATCAAGTAATTATTCGTATTTCCGATAATGGCCCGGGAATT
- . .CTAAAGACTACCTTTCCATTAAAATTTCTGATAATGGTTTAGGAATT

* * * * * *x*x *kk K* Kk Kk KXk *khhkx

SDR1: Example 1.10 (npr3970)

alr0312-R
Ava4706-R
NpR3970-R
n9414?01832-R
consensus

alr0312-R
Ava4706-R
NpR3970-R
n9414?01832-R
consensus

alro312-R
Ava4706-R
NpR3970-R
n9414?01832-R
consensus

alr0o312-R
Avad4706-R
NpR3970-R
n94147?01832-R
consensus

alr0312-R
Ava4706-R
NpR3970-R
n94147?01832-R
consensus

1043
1043
1037
1037
1051

1093
1093
1087
1087
1101

1102
1102
1137
1096

1109
1109
1187
1096
1201

1125
1125
1236
1116
1251

GCGACACCAGCAATGATGATTCCTCGCTGTGATTGTAACCATTCTGGAGG
GCGACACCAGCAATGATGATTCCTCGCTGAGATTTTAACCATTCTGGGGG
GCAACACCTGCAATAATAATGCCGCGATCGCATTCTTTCCACTCTTGGGG
GCTACACCGCCGATGATTATTCCTCGCTCAGATTTTAACCACTGTGGGGG

*Kk KAAXAX * Kk Kk Kk KKk KKk X E = = *khkk X K K* X%
AATGGAGAG — === = —— = m oo
AATGGACAG = === = ——— —m oo
AATGGGGAACTTGTATTGAGCGCAGTLETTGGCGCAGCCTCTCGTAGAGA

AATCGGGAA-————————mm oo DT

*kk Kk X

SR . Y
mrTTGOGAA = — == —m oo
AGTATGGGGAACTTGTACTGAGCGCAGTLETTGECGCAGCCTCTCGTAGA
------ TGATGA=————————————— - ————__GGGAGTGGGG-
------ TGATCA-————————————— e _GGGAGTGAGG-
GAABTATGGGGAACTTGTACTGAGCGCAGTCGAAGTATGGGGAATTGGG-
------ ——ZCTGGCGAA—————————— -~ - ___TGGGTAATAGGGT
** * **x * * *x
TAGTATCTGTTATTCCCGCAAAAAATTCTTCTGGGTGAAACTTAGCCAGT

TAGTATCTGTTATTCCCGCAAAAAATTCTTCTGGGTGAAACTTAGTCAGT
TAATACTTGCTATTCCTGCGAAGAAGTCTTCTGGGTGGAACTGGGACTGT
TAGTATGTGCTATTCCTGCAAAAAAGTCTTCTGGGTCGAACTGTGACTGT

**x ** *khk KEAIrkE A Fhk Fhk Fhk FThxErIAIAAhAAAL *khkk * * X%
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SDR1: Example 1.11 (npr4754)

alr5127
Ava2372
NpR4754
n9414709271
Tery_4190
18106706150
consensus

alr5127
Ava2372
NpR4754
n9414709271
Tery_4190
18106706150
consensus

alr5127
Ava2372
NpR4754
n9414709271
Tery 4190
18106706150
consensus

alr5127
Ava2372
NpR4754
n9414709271
Tery_4190
18106706150
consensus

alr5127
Ava2372
NpR4754
n9414709271
Tery_ 4190
18106706150
consensus

801
801
801
801
795
798
801

851
851
851
851
845
848
851

895
901
900
898
859
881
901

927
951
939
930
891
912
951

959
1001
989
974
902
926
1001

TTTACCTAAATCCCAATTACCAGGAATCCAAGCGTTAATTCAAGTTGCGG
ATTACCTAAATCTCAATTACCAGGAGTCCAAGCATTAATCCAAGTTGCAG
TTTACCCAAATCCAACTTAGCTGGGATACAGGCGTTGATTCAGGTAGGTG
TTTACCCAAGTCTAATTTACCAGGAATCAAGGCGTTAATTCAAGTAGCTG
TTTACCCCATTCCCAGTTAGCGGGGGTACGAGCATTAATTCAAGTATCTG
ATTAATGAGTTCCCAAATTGAGGGAGTTCAGGCGTTAATAGAAGTTGCAG

*x*k *x * * *x * ** Kk K% * *%x *

GAGTACAAGCCA-CAGGT TGT -—-T T-CTAAG
GAGTACAAGCGATCAATTCAAAATTCAAAATACCCTTCGGGAACGCCAAG

GCGTGCAAGCG AGG-AGA G

GGTTACAGGTGAGGGAAGA

ATGTTAAAG - ——— = — oo CACAA

GATTGAGTGGTTCTCAGG————————————————— TTTCTGAATCCTCAA
* * *

GGTGTAGGGAA----AGACAAACTAATACTCCCTGT-—————=——————-
GGCGAACAAAATTCAAAATTAATCAATAATGACTCTAATAAGGATTTAAC

GA—————— AATTGCCAATACTTCGAC
GCGCAGGGAAATTTGAAAGAAACTAAGAATCA-—————————————— -
AAACAGAGGAGATTGAAGGGAA-TAGAAAAAA- - - = ——————————————

—————————————————— CCAATCCCCAGCCACCACCCCTAAAACTCTCA
TTATGGTGTCCCCAATCCCCAATCCCCAGTCCCCAATCCCCAATCCCTCA
TTCGCTCAGTACAAGTCCAAAATCCAAAATCCAAAATCCAAAATCGCTCA
AG---GAAACCTTCTGCTTCATCTGCGAAAAGTTTAA
--------------------------------------- AAAATCTCTGA
———————————————————————————————————— TTTTAAAACAATCA

*x * *

AGCCAGAAGATATCGGTTTTCGTTTGGGGCCGCGTATCAATGCGGTGGGG
AACCAGAAGATATTGGCTTTCGTTTAGGGCCGCGTATCAATGCAGTTGGT
AGCCTGAAGATATCGGGTTTCGCTTGGGACCACGAATTAATGCTATCGGT
AGCCTGAAGATATTGGCTTTCGCTTGGGGCCACGCATTAATGCTATTGGT
AACCAGATGATATTGGCTTTCGTCTTGGTCCCCGTATTAATGCAGTGGGA
AACCCGAAGATATTGGCTTTCGGTTAGGGCCTAGAATTAACGCAGTTGGA

EE = S & S o o = = S e * Xk X% * *k* KXk K% * *x
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SDR1: Example 1.12 (intergenic sequence right of all1059)

A7.chrom 1236361 CCTTCTAGCTCTGGTATGAATGGTCATTGGTCAGT--TGTCAGTGTTTCT
Av._chrom 4674777 CCTTCTAGCTCTGGTATGACTTGTAAGGGTATAGGGGTATAGGGGTATAA

consensus

FEhIAAAAAAAAAXAAAdhkhidk * k% * * *x * * EE =

A7 .chrom 1236411 TCCTCCTGCTCTAGGCTGGTGAGCGACTTGCCTTGAGCGGAGTCGAAAGG
Av._.chrom 4674827 AATAAATGTTTGCAACCCTTACACCCTTAAACCCTTACACCCCTACACCC
*

consensus

**x * * * * * * *

A7 .chrom 1236461 AATTT-AACTACTGCCTTC--TACCTC-TTAAGAGTTCTTAGTCTAGTCA
Av.chrom 4674877 AGCCTCAACAGACAACCTGGGTGCGTAGTTCTAAGTTATTAGTCGAGTCG

consensus

* * **kx * * * * * *x *hkk FhiAkikkkhk Kkhkkk

SDR1: Example 1.13 (intergenic sequence right of all1147)

A7 .chrom
Av.chrom
consensus

A7 .chrom
Av.chrom
consensus

A7 .chrom
Av.chrom
consensus

1353714
5522619

1353764
5522669

1353814
5522719

TTTAAACGCAGAGGGGTGATGAGGTAGGCGCGGAGGTACGCGGAGAGTTA
ACGACTGGTGAACCCGAAGGGAGGTAGGCGCAAAGGTACGCGGAGAGTTA

* * * * R o R R R kR e

TACAAAATCTTTCTTTGCGTCTCTGG--CTACTGA-GCGAAGTCGAAGTA
TACAAAATCTCTCTCTGCGCCTCTGCGCCCACCGAAGTTTGCTCAACGGG

EAE R = e o A e e * *k Fk * **x K *

TG-———————————- CGC——————- CTCTGCGTGAGATAAAAAAAGGAATT
TGGAACCCCCACACCGCAACTTCTCTCTGCGTGAGATAAAAAAAGGAAAT

*x *xxk FAhkIAAhkAIAAAIAAAIkhAXxhAdxhidxhid *

SDR1: Example 1.14 (alr2719)

alr2719
n9414?12753
AvaB0285
consensus

alr2719
n9414?12753
AvaB0285
consensus

alr2719
n9414?12753
AvaB0285
consensus

525
423
588
701

575
473
638
751

625

TGAAGGGAAAATAAAGACTGTCACTGTTAGTAAAACACCATCAGGTAAAT
TGAGGGAAAAATCAAGACTGTAACTGTATGCAAAACAACATCAGGTAAAT
TGAGGGAAAAGTTAAGACTGTAGCCCTATCTAAAAACTGTTCTAATCAAT

*khk*k F*Khk FFxk K FXxIxLIikhk *x*x*Xx * * **kx

ACTTGGCATCTATCCTGACTGAAGTAGAGGGTGTTTCGACTCCGCTCAAC
ATTTCGCATCTATCCTGACTGAAGTAGAAGG———————————————————
ACTTTGCGGCTATTCTTTTTGATGATGGTAA-———————— o

* **x Xk *x*k*x Kk **x*k * *

ACAAGTGAAAAGCCTG---CTATTACGGAGGGGAAGATTTACGGTATTGA
————— AGAAAATCCAA---CTATTACATTCGGTAAGATCTATGGTATTGA
————— AGACAAACCAGAATCAAATACAGAAGGTAAAGCGATAGGTATTGA

**x *k X% * * * * **x *x R R

Suppl. Fig 12 (Intergenomic Comparisons) - 9



SDR1: Example 1.15 (nod 11744)

alr4733
Aval940
NpF2675
n9414?11744
Tery_ 0866
Cw?1994
consensus

alr4733
Aval940
NpF2675
n9414711744
Tery_ 0866
Cw?1994
consensus

alrd733
Aval940
NpF2675
n9414?11744
Tery_ 0866
Cw?1994
consensus

alr4733
Aval940
NpF2675
Nn9414711744
Tery_ 0866
Cw?1994
consensus

601
601
601
601
601
601
601

651
651
651
651
651
651
651

700
679
701
701
688
689
701

727
703
715
751
700
697
751

ATAGGTTTATTGCATCCCGATTATCCAGGGTTTTTTGAATCCCCACGCGA
ATAGGTTTATTGCATCCCGATTATCCAGGGTTTTTTGCATCCCCCCGCGA
ATCGGATTACTCCACCCCGATTATCAAGGATTTTTTGAATCCCCCCGCGA
ATGGGTTTACTTCATCCCGACTATCAGGGATTTTTCACGTCCCCCCGTGA
ATGGGTTTACTCCATCCAGACCACCATGGTTATTTTGAGTCTCCCCGAAA
ATGGGGTTACTCCATCCCGACTATGATGGTTATTTTACTTCTCCCCGTGA

** Kk Kkhkk K* Kk Kk k% * **x K *kx ** Xk Xk *

ATATTTGGCATGGTATCAAAAG-AGGGAAGA

ATATTTGGCATGGTATCAAACCCA= = —mm——mm oo
GTATTTGGAATGGTATAAAACCCAT TSI IR Ne eI
ATATTTGAAGTGGTATAAAAATCAGAGAATCAGCAAAATTTCCCACTCCC
ATATCTTGAATGGTATCGCCAACAGAAA————————————— CCAACT---
CTATTTAAACTGGTATCAACAAGAAAAATCTAGTAATCA- - ————————

*xk*k * EaE

T ] — AAAAAAACCCTGTT
———TCCCC—mmmmmmmmmmmmmmm GCAACGTCGCCACAAATCCAGTT
------------------------------------ AAAACCGATT
CACTCCCCCGGTTACTGAGCGGAGTCGAAGTAACTCCCCACTCCCCAGTC
~—=TCCCC—mmmmmmmmmmm oo CACCCCAGTT
------------------------------------------- TCCTCTT
*

GTTGGTATTCTTCTTTACCGTAAACACGTCATTACCAAACAACCCTATAT
GTTGGTATTCTCCTCTACCGTAAACACGTCATCACCAAACAACCCTATAT
ATCGGTATTCTCCTCTACCGAAAACACGTCATCACAAAACTACCCTACAT
ATCGGGATTTTACTCTACCGCAAGCACGTAATTACCAAACAACCATATAT
GTCGGTATTCTACTCTACCGCAAACACGTCATTACCAAACAACCTTATAT
GTAGCTGTTCTTTTATACCGTAAGCACGTTATCACTAAACAGCCTTATAT

* * **x * * Fhihkikk Kk FhkiAIxhk Kk Kk Khkkhk ** Kk k%

SDR1: Example 1.16 (nod 12753)

alr2719
n9414712753
Cw?4348
AvaB0285
18106712460
consensus

alr2719
n9414712753
Cw?4348
AvaB0285
18106712460
consensus

alr2719
n9414?12753
Cw?4348
AvaB0285
18106712460
consensus

1168
1042

898
1201
1024
1401

1218
1092

948
1251
1074
1451

1222
1142

952
1257
1080
1501

CATGACAGGGATGGAAACGCAGCTATAAATATTAGAGCCGAAGGCATCAG
CATGACCGTGATGGAAACGCAGCGCTCAATATTAGAGCCGAGGGGATCAG
CATGATAGGGATGAGAACGCCAGCAAGAACATTAGAGCAGAGGGGATCAG
CACGACAGGGATGTGAACGCAAGCATTAACCTCAGAGATGAGGGTCTACG
CATGACAGAGACATAAACGCCGCGATCAATATCAGAGAAGAAGGTTTACG

**x *x * *x *khkkXx *x * *kkhXk ** Kk * *

--ATAAAGGCGGAAGGTTCAGCCGTCTCTGCTGTAGGAGGGGAGGTAAGT

GGATCAAGGCGGAAGGTTCAGCCGTCTCTGCTGTAGGAGGGGATGTCAGA

--TTATCGGTCTTGGGAACCAGGACTGCTGCTGAAGGAGGAGAAGTCAGA

GACCTCTGGAACGGGGGATAAAGCCTGTCGCCCAGATGTAAGTCGTAGTA

GAGCC--AGTGCGGTCTTGATGGTCT-CCGTCGAAGATCGACTGGCTTGG
* * *
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Intergenomic comparisons of sequences carrying SDR2a

SDR2a sequences are highlighted in white type against a dark cyano background
Sequences in reverse orientation are in red type
Genes ending in "-R™ are inverted, and with coordinates beginning at the end of the gene

SDR2a: Example 2.01 (npf2990 and downstream region)

AvaC0135 1083R AGGGGGAGATAAAACTCCTCAC-—=————————— e ———
NpF2990 1052R AGGGGGAGATAAAACTCCTCACTCT T e ereclelcry T vy eclolcyen)

| <
AvaC0135 1061R -—————————- LESBIA TACAGACGCGATTAATCGCGTCT(s{egicicioamuoie]
NpF2990 1002R CTACTTCTAATTCTT egpA®AterAeciscr-y mpAvAyieclocaiaiCCTGGCTTCTG

SDR2a: Example 2.02 (npf3251)

alr3055 677 TACAAGAAATCAAGTTAGAGATACCCAACCCAGAAAACCCACAACTCAGC
Ava0856 677 TACAAGAAATTAAGCTAGAGATACCCAACCCAGAAAACCCACAACTCAGC
NpF3251 680 TGCAAGAAGTCAAACTCGAAATACCCAATCCTCCCCACTCCCCACTCCCT
n9414?07404 680 TAAACGAAATCAAACTAGAACTACCCA---TTCCCCACTCCCA-——-———-

alr3055 712 ACCAACAACAAGCCAAA-——————————— CGCCTCAGCACTTGCCCTAGT
Ava0856 712 ACCAACAACAAGGCAAA-——————————— CGCCACAACACTTTCCCTAGT
NpF3251 715 TCTCCCCACTCAGCACTCACTTTAGT
n9414?707404 709 -~ - ----- - b b —————— - ACTCAATTTAGT
consensus 751 alaied Fkxx

alr3055 750 TGTAGGATTACCAGACCGTTGTCACCGCCATCGTCCAGATTGGGTGCGGG
Ava0856 750 TGTAGGATTGCCAGACCGTTGTCACCGCCATCGTCCAGATTGGGTGCGGG
NpF3251 765 GGTAGGATTACCCGATCGCTGTCATCGTCATCGTCCAGATTGGGTACGTG
n9414707404 717 GGTAGGCTTACCTGACAGATGTCATCGTCGCCGCCCTGATTGGGTACGGG
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SDR2a: Example 2.03 (npf4944)

all5136
Ava2380
NpF4944
n9414700410
Tery 0767
consensus

all15136
Ava2380
NpF4944
n9414?700410
Tery_ 0767
consensus

all5136
Ava2380
NpF4944
n9414700410
Tery 0767
consensus

901
829
829
814
829
901

951
879
879
864
879
951

977
905
929
911
902
1001

CGTTCTGTAGAAATGCGCCCAGGAAAACCCCTCACTGTCGCCACCTTCCC
CGTTCTGTGGAAATGCGCCCAGGTAAACCCCTCACCGTCGCCACCTTTCC
CGATCTGTGGAAATGAGACCAGGGAAACCCCTTACTGTCGCCACTTTCCC
CAGTCTGTAGCCATCAGTCCCGGTAAACCCCTCACCGTCGCCACTTTCCC
CATTCTGTAGCGGTTAAACCAGGAAAACCATTAACAGTAGCAAGTTTTCC

* ke * ** Kk KAkkkXk * Xk Xk Xk * ** Xk

TA=mm e CACCCCCAGCCCCCATTTATTTGG
CA=mm e e CACCTCCAGCCCCCATCTACTTCG
TA eSS el®IC TCCTCATTCAGCCCTATACTTTG
CACTCCCCACTCCCCA---CTCCCCACTCCCCACTCCCCAATTTACTTTG
TA=—m e ATACTAAATGTT--TATATTTTG

* * *kx XKk X

GTTTACCAGGAAACCCTGCGGCTGTTTTGGTAACATTTTGGCGATTTGTG
GTTTACCAGGAAACCCGGCGGCTGTTATGGTAACATTTTGGCGATTTGTC
GTTTACCAGGAAACCCTGCGGCTGTGTTGGTGACATTTTGGCGGTTTGTG
GTTTACCGGGAAATCCTGTTTCGGCTTTAGTAACTTTCTGGAGATTTGTG
GTTTACCAGGAAATCCTGTTTCGGCTTTAGTGAGTTTTTGGCGGTTTGTG

*khkkkiik Fhikikk Xk X * * * **k * **k Kkik Kk KkhkkkXx

SDR2a: Example 2.04 (npf5449)

all5137
Ava2381
NpF5449
n9414207866
consensus

al 15137
Ava2381
NpF5449
n94147?07866
consensus

all5137
Ava2381
NpF5449
n9414?07866
consensus

1565
1553
1526
1550

1621
1609
1582
1606
1901

1663
1651
1627
1639
1951

AGGCAGTAATGCAAAGAGAAACCACAAGGACAACCACTACTGACACCCCC
AGGCAGTACTGCAAAGAGAAACCACAAGGACAATCACTACTGAAACCGCT
GCGTCGTCATGCAGCGCGAAACAGTGCGAACCTTCAAAGCTGAAACTTCG
GCGTCGTCATGCAACGCGAAACAACACGAACTCTCAGCGCCGAACACCTG

* *x *x*x*x * Fhkkikk * * *x * *x

ACAAAAAAATCACTCCCCACTC---CCAACTCCCCACTCCCCACTCCCAT
ACAAAAAAATCACTCCCCACTC---CCAACCCCCCACTACCAATTCCCAT
ATTAAAAAAT CAST TSN AT NS SeRisC T CCCCACTCCCAT
CAAAATAAATCACTGCTGACAG--—--———————-— CCCTGAGTAATCCTAT

E R = = ** *x

CATCCCTATTGGTAGTCGGATACAATACCGCATCCAAAACTTAGGCGATC
CATCCCTATTGGTAGCCGGATACAATACCGCATCCAAAACTTAAGCGATC
TGTGCCTATCGGTAGTCGAATGCAATATCGAGTGGAAAACCAGAGCGATC
TGTACCCATTGGTAGTCGGATGCAGTACCGATTGCAAAATCAGAGCGATC

* F*k Kk FhkiAIkk Kk Kk Kk Kk K%k * *khkk EaE =

SDR2a: Example 2.05 (npr5741)

NpR5741
n9414710653
alril2s
Ava4689
consensus

NpR5741
n9414?10653
alril2s
Ava4689
consensus

1148
1097
1103
1103
1151

1198
1147
1153
1153
1201

GTCATTCCCTAGAAGAAATTGACGAAACCCAAAT T EapaerNerNoclelc N nIC

CANICG
SAINICG
** * **x*x X *

**x K **k * Fhkkik

NS TCCCAACACCAAAGGAATGAAGCCCACCAATCTCTAGAAAC
A TCTC®CTGTCAGCAACAACGGGATGAAGCACAACAAGCTTTAGATGC
NJTETTYAI TGTCAGCAGCAACGGGATGAAGCACAACAAGCTTTGGAAAA
NITETTYALTGTCAGCAGCAACGGGATGAAGCACAACAAGCTTTGGAAAA

*x * * *k Kk KEIAk Fhk FThxEAIkEALA KXk KFxk Kk X X%k
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SDR2a: Example 2.06 (npr5797)

NpR5796

alr38iil

aval892
consensus

NpR5796

alr38ii

aval892
consensus

1066
1068
1068

1020
1018
1018

TGAGAAGTTCATTAAA----AACTCCTCACTCCTAATTCTT{egpaleZAerNele
TCAGATGTAAACAGAGGATTTACAT T VMG TACAGACG
TCAGATGTAAATCCTGTGTTTACAT T SROIIG TACAGACG

* *kxk XXk *

*x E S I = = S o E R = e e

| <
TNV RS CaIICTGCTTTTAACTTGCCAAATATTCACCCATGTTGG

C
CGATTAATCGCGTCT|
CAATTAATCGCGTCT]

--CTAACTTGCCAAATACTCACCCATGTTGG
--CTAACTAGCTAAATACTCACCCATGTTGG

B R R e e e e e e

FhAAKk Kk KAIxAA KhkAAAAkhAhAiAiix

SDR2a: Example 2.07 (aval193)

A7120.asl4244
A29413B.Avall93
consensus

A7120.as14244
A29413B.Avall93
consensus

A7120.as14244
A29413B.Avall93
consensus

268
268

318
318

368
348

d
ATATTAATTACTCTGGTTGGGTTGGCATGAAAAAACGATTCGAGATGGTG
ATATTAATTACTATCGTTGGGTTGGCATGAAAAAATGATTCGA

FAEIEAXAAIAAAXAAKX * FXAAXAAAAXAAXAAAAAAAXXKh dhxddhiiiix *

CAGGGGGGAGAAGAAAACCAA

----------------- GTACAGACGCGATTAATCGCGTC Tiopmme

k=

TAAATAATTTAAGCGGGTGTATAAGAAAAAG%ATGAAAAAAGGAAf?
ATAA-TAATTTAAGCGGGTGTATAAGAAAAAGTATGAAAAAAGGAATT

KAk KEE ATEXEIXIXTEAIXAAXXAAXXAAXAXAAIATXAAIAXAAIAXAAIAXAIAXAIAhAddhAdhix

SDR2a: Example 2.08 (ava2053)

Npun._NpF0612
nod.n9414?707384
A7120.alr4784
A29413B.Ava2053
consensus

Npun._NpF0612
nod.n9414?07384
A7120.alr4784
A29413B.Ava2053
consensus

Npun.NpF0612
nod.n9414?07384
A7120.alr4784
A29413B.Ava2053
consensus

Npun.NpF0612
nod.n9414?707384
A7120.alr4784
A29413B.Ava2053
consensus

1295
1295
1211
1295

1

1345
1345
1261
1345

1387
1364
1311
1395

1411
1388
1325
1445

GCGCTTTATTGCACCCTGACGGCACGCCTGCTACCCTGCTTAGTGCGTAA
GTGCTTTATTGCATCCTGACGGTACACCCGCTTCTTTGCTAAGTGCTTAG
GTGCCTTGCTTCACCCCGATGGTACTCCCGCCTCTTTATTGAGTGCGTAA
GTGCCTTGCTGCACCCCGATGGTACTCCCGCCTCTTTGTTGAGTGCATAA

* **x **k * Fk Kk Kk Kk Kk Kk Kk * * * Fhkkikkk Xk

-------- .\ [ c S | T

TCAGTACTAAGTACTAAGTCAAAAGTCCAGAGTCCAGAGTTTTG

TCAGTACTAAGTACTAAGTCAAAAGTCCAGAGTCCAGAGTTTTG
*

* *

TGACTAATGACTA
TATCTAAA-———-
AGACAA———— == oo T

A PMIGTACAGACGCGATTAATCGCGTCT|
*

**x * *xx

| >
ATGACAAAGGACAACTTCTATGACTATTACAGTCGAATCTCTAAAACGTC

———————————— AACCTGTATGGCTATTCAAGTCGAATCTCAAAAGCGCC
ACAATTA---—- AACTAATATGGCTCTGACAGTCGAAACTAAAAAAAGAC
ACAATTA--——- AACTAATATGGCTCTGACAGTCGAAACTAAAAAACGCC

*x*x *khk*k*k Xk * *khkkkhhk Xk *xx * *
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SDR2a: Example 2.09 (ava2924)

A7120.alr0522 890 ----——- TTACAACGCTCTTAGAAATTCTCCGGCGCAGAGCATCTATTTE-
A29413B.Ava2924 890 ------ TTACAACGCTCCTAGAAATTCTTAGACGCAGAGCAGCTATCTC-
nod.n9414?13290 884 AAACATTTACAACTTTGCTAGAAATTCTCCGGCGACGAGTTGCTAGTTAA

Npun.NpR3812 992 CCCAATTTACAAAACTTTTGGAGATGCTAAAAAGACGAACTACACT]TAG

consensus Fhkhkk * Kk KKk kK KKk o *

A7120.alr0522
A29413B.Ava2924
nod.n9414713290

Npun.NpR3812 1042 ————CTCATC———CCACGCCTAAAAATAACGC TATTTTACAGACATTGG
consensus * Kk x * **x

SDR2a: Example 2.10 (Ava2936 downstream)

>alr0534 810 TCGTTATATTCCTGGTAACAAGACCACTTGAGGC T GT——————-
>Ava2936 810 TCGTTATATCCCTGGTAACAAGACCACTTGAAGCCAT GTACAGACG
>n94147?13260 810 CCGTTACATCCCTGCAAATCCCACAAATTAAGACCTGAGTGCTGAGTTAC

>alr0534 853 —————————mm—TCACTCACAAC T mmmmmm e mmm oo

>Ava2936 860 GATTCATCGCATT GTACAGACGCGATTCATCGCGTCT(ele
>n94147?13260 860 AGGAGTTTGCACGTGGGTTGAATCAGC... ...CAAACTCA

>alr0534 865 CAAATTATGTCAATCCCATTACTTGAATACAA

>Ava2936 910 ACCAAACTATGTCAATCCCATTACTTGAATACAA
>n94147?13260 1087 AATGACAATTCCTTTACTCGAATACAA

SDR2a: Example 2.11 (n9414?711149)

alr2764 1083 GTTGGAACAGTTAATGGCAGCGATGGTTTCTACCACTGCACCAACAGATA
Ava0016 1083 GTTGGAACAGTTAATGGCAGCGATGGTTTCTACCACTGCACCAACAGATA
NpR5095 1086 ACTAGAACAGTTGATGGCAGCAATGGTTTCCACCACTGCACCTATAGATA
n9414711149 1077 GCCAGAACAGTTAATGGCAGCGATGGTTTCTACAACTGCACCAACGGATA
Tery_ 1022 1074 TCCAGAGCAATTAGTAGCAGCAATGGTTTCTACAACAGT-CCCATTAGAG
18106711307 1086 TCCTGAACAGTTAATGGCGGCGATGGTTTCGACAACCGTTCCCATTGGGG

alr2764 1133
Ava0016 1133

CRPACTA TN Ca NN AN I ICCACCAGGGGAATAAGTGACGAGGTT
CRPAETA TN NN AN ICCACCAGGGGAATAAGTGACGAGGTT
NpR5095 1136 GTAAAGACATGAIHHATCGAGTTTCGCCCAAGGGAATCAGTGACGAGGTT
n9414°11149 1127 AR/ NECHECTNRAVAV- NI CHiCINNICCACTAGGGGAATGAGTGAAGAGGTT
Tery 1022 1124 CIN NN APV NAATTTCAGAACTAACTCATATATTGTTGATATTACTAC
18106711307 1136 AAGCCAAAA CAAAGCCFAAATCATAAAAATTAAGGATAGGGAATGATCA
consensus 1151 ' >|
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Intergenomic comparisons of sequences carrying SDR3

SDR3 sequences are highlighted in white type against a purple background
Sequences in reverse orientation are in red type
Genes ending in "-R™ are inverted, and with coordinates beginning at the end of the gene

SDR3: Example 3.01 (npf0818 upstream sequence)

<n9414714192-R -107 TTAACACGGCAAAAAGCCGACTTTATCCGTGATTTAACACTTCCAAAAAT
<alrl348-R -119 TTAACACAGCGAAAAGCCGGCTTAGTCAGTGATTCTACACTTAATTAAAC
<Ava5043-R -120 TTAACACGGCGAAAAGCCGACTTAGTCAGTGATTCTACACCTAATTAAAC
<NpFO0818-R -109 TTACCACGGC-AAAAGCCGGCTTTGTCAGTGATGTAACACTTAACAAAAC

*

<n9414?14192-R  -157 CGGCTTTTT-TATAGTTGTTTGTCG-—=———————————mmmmm = A
<alrl348-R -169 CAGCTTTTTGGATTTG N
<Ava5043-R -170 CAGCTTTTTGTATTTG AATCm e
<NpF0818-R -167 CAGCTTTTTGGATTTG VNEE T TAGCGGTAGCGGGGCGTTTAGCCC

<n9414?14192-R -182 GACGCGA-TAAATTGCGTCTATCAGGAAGT-ATCCAGTC-——=——————-

<alrl348-R -194 AA AA GGGGATTGGGGAGTTATTCTTTCTTCATTTTGAA
<Avab043-R -195 AA ATAAGCTGTTCTGCTTTTG-AGTTGCAAAATCCATCGTGAGGG
<NpF0818-R -217 A C ACTTAAGTAAAGTATAGAGTGACCGAGGACTCAA
consensus * * * * *

SDR3: Example 3.02 (npr1329 upstream sequence)
<NpR1329  -111R AATGCCTACGAAGTTAGCTGACGGGCTAGGGCTGAGAGATGCCCTTCTTT
<all3036 -111R AATGCCTACGAAGTTAGCTGACGGGCTAGGGCTGAGAGATGCCCCTCTCT

<NpR1329 -161R TTA AAC TTAGCGGTAGCGGGGCGTTTAGCCC
<all3036 -161R GGC Y 7
<NpR1329 -211R TAACTC———————mmmmmmemme TTCACTTCTCACTTTTA
<all3036 -182R --T TCAGTATTTAGCTAGATTTAATGTTTAACTCTTGACTCTTT

NpR1329 -243R ACTCCTCACTTTCTATGAGATACGCCCCACAATTTGGTTCCTCCGCTCCA
all3036 -230R AGTTGACACTCTCTGTGAGATACGCCCCACAAATTGGTTCCTCCGCTCCA

* * Fhkkh Khh KhEkrhrAhAAhkAAhhkk Fhhdrkhrrkhrrhhrrix
consensus
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SDR3: Example 3.03 (pNpBR028)

pNpAF278-R
pNpBRO28-R
consensus

pNpAF278-R
pNpBRO28-R
consensus

PNpAF278-R
pNpBR0O28-R
consensus

-51
-96

-1
-46

341
341

TGGTGCAACAATTCAGTCATAGGTCTGAATTCCAGACTGGTAGCGAATCT

TGGTGCAACAATTCAGTCATAGGTCTGAATCCCAGACTAAGAGCAAGTCT

R R e e R e e R R e e R e e e R e e e b R b **x*x X XXk

la

AAGAGCGTCTTG CTCCTGA—————————— e ——

AAGAGCGCCTTG ONeloRNE T TAGCGGTAGCGGGGCGTTTAGCCC

KEEAEAAAKXA FAAIAAAAAXAAAIAAAAAAKX ¢

iy C CTCTTTATAACAATTCCAGGAATTGTTTTTAACTC
C CTCTTCATAACAATTCCAGGAATTGTTTTTAACTC

FKEAXEIAIAXEIAIAXTEAXAITAXAXAAXXA FTEXEAXXAXTXAAITXAAITXAAXATXAXThAdhidhiddx

SDR3: Example 3.04 (alr4649 upstream sequence)

ava2015
asr4648
consensus

<Ava2014
<alr4649
consensus

<Ava2014
<alr4649
consensus

<Avaz2014
<alr4649
consensus

<Avaz2014
<alr4649
consensus

-149
-159
201

-109
-109

-59
-59

342
342
351

TAA
TAAAATATATAGGACTTACGCAC

R SRR R S S S Sk S S S R R R R R R R S R R R X

...146 nt of mini-transposon sequence
TGA

between asr4648 and alr4649 ...
ATTAGCGATAGCGGG
TGA ATTAGCGATAGCGGG

R o R e o R R R AR R R AR R R e S e R R AR AR R R S e e

AATATAT
CGTAAGTCCCAATATAT

* **x *
GCGTTCAGTCC TGATAAGCAATCGCTTTGCACTTTCTTCTC
GCGTTCAGCCC| TGATAACCAATCGTTTTGCACTTTCTTCTC

FAEIEIAAAKXAA KAAAXAAAXAAAAXAAAXAAA *Ahdxhxkhdh dhdxXxhdixhhhixihiiix

AGGGTGCCTGTGATATCAAAAACAAGCTTGCGCTTTAGTCAACCCTCCAG
AGGATGTCTGTGAAATCAAAAACAAGCTTGTGTTTTAGTCAACCCTTCAG

*AhE KEx AEXEAIAXAA KEAAXAAXAXAAAXAAAXAAAX * dAXxXxAXAxAXxkxAdxikit *kk

TTTGTAGTT
TTTGTAGTT

FTEAEXEIAEITEAIAXAEAXAXAAXAXAAXAXAAXAXAAIXAAIAXAAITXAIATAAIAXAXAhA X dxdxidiik
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Intergenomic comparisons of sequences carrying SDR4

SDR4 sequences are highlighted in black type against a cyano background
Sequences in reverse orientation are in red type
Genes ending in "-R™ are inverted, and with coordinates beginning at the end of the gene

SDR4: Example 4.01 (Region upstream of npr1070)

<NpR1070 -106 ATATATCCT----CCTCGGCGGGTTGTTAAAAAATAGGTACTCTTCGGGA
<n9414?00965 -105 AGCTGGGCTAAGAGCGTAGCCCCTGGGCAATGACGAATTAGTATTAACAA
<Avalllé -102 AAAAGTGCT--GAGTGGAAAATATTACTCATTACTCAGCACTTATTACTG

<NpR1070 -60 TATCTCTTAGCGTAAGTCT| cTTGGCGTAGCCTTTCGTAGAA - “ACAAG
<n9414?00965 -55 TATCCCTACGGGGAAGCAA, TACGCGTAGCATCTCGCAGAT \ /f—————
<Avalll6 -54 -ATTACTCAACATTCATTTATTTTAT-TAGCGTCTCGAATACAAG-——--

consensus **x Fk *hkkk K khkk Kk Kk Kk

| >

<NpR1070 -10 GATAATAAAAGTGGTTCAAACTAGTCTAAATCCTCAAATAAATCCAGC--
<n9414700965 -10 GATAATAAACATGAATCAACCTAGTCTTAGTCCCGGTATAAATCAGGTTA
<Avalll6 -10 GATCATCAAAGTGGTTCAAACTAATCTAAGTACAAATATAAACAGCGC--

*kk Kk Kk Kkk KkKKk Kkkk KAk Kk Kk X ok kkk *
consensus

SDR4: Example 4.02 (npf2183)

NpF2181 7094R TCTCTTTGCCACAGTGCAAAATCTGCATATTGAATCGGCAGTGGCGCTAA
NpF2183 4262R TGTCTTTGCCACAGTGCAAAATCTGCATACTGAATCGGCAGTGGTGCTAA

consensus B e e R R AR R o e e o e S

NpF2181 7044R AGTCGAGCTTTT-—————— e
NpF2183 4212R AGGTGTACCCTTTCGGGGAAGCAA: TACGCATAGCGTCTCGTAGAG
consensus FrROOK Kk kX

NpF2181 7031R ----ACCTTGAGAATAAGCATTGTAAAGTGTTGCTAGTTCTTGGAGAAAC
NpF2183 4162R GTTGATCTTGAGAATAAGCGTTGTACAGTGCTGCTAGTTCTTGAAGAAAT

SDR4: Example 4.03 (npf4077)

all10403 1 ATGGGTAAATCCTCCTCCGACCACCAAAAGCCTGTCTCTC——==—==——-
Ava2842 1 ATGGGTAAATCCTCCGCCGACCACCAAAAGCCTGTCTCTC——-——————-
NpF4077 1 ATGGGCAAACCCACCGCAGATTCCCTCCGGGCGG CTCTACGAGACGC
all10403 36 ———————- GTAAAAAGGATGGTAGATTAGTTTGGAATCATTCTACCCACA
Ava2842 36 ——————- GTAAAAAGGATGGTAGATTAGTTTGGAATCATTCTACCCACA
NpF4077 51 TACGCGAA® CAAAAAGCTGCCAGACTGGTTTGGAATCACTCGACACACC

all10403 83 TTCCCGGCCTGATACCTATTTTAGAACGCCTGTGTCAACAAGATGGCATT
Ava2842 83 TTCCCGGCCTGATACCGATTTTAGAACGCCTGTGTCAACAAGATGGCATT
NpF4077 101 TTTCTGGTCTTATCCCAATTTTAGAACGTCTTTGTCAGCAGGATGGTATC
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SDR4: Example 4.04 (NpF5754)

alr4044 195 TGGACGAGTACCTTCTGACTCAGGTTATCGCATTTATGTTGACCAGTTAA
Aval661l 195 TGGACGAGTACCTTCTGACTCAGGTTATCGCATTTATGTTGACCAGTTAA
NpF5754 195 TGGACGTGTACCTTCAGATTCAGGCTATCGCATTTATGTTGACCAGCTAA
n9414?07736 195 TGGACGAATACCTTCAGACTCAGGCTATCGGATTTATGTTGACCAGTTAA
Tery_0712 201 TGGAAGAATTCCATCGGACTCAGGTTACCGAATATATGTTGACCAATTAA

COI"ISGI"ISUS *k*x * EEE & S S = = S = S = e S o * *
alr4044 245 TTACCCCCTCTCTGE f————————————————————— CACTACACGA
Aval661l 245 TTACCCCCTCTCTAf f————————— e —— CACCACACGA
NpF5754 245 TTACACCTTCTCTG: cTTCGCGCAGCGTGTCGCAGAC CGCTACGCGG

n9414?07736 245 TTACACCTGGTTTGE t—————=——————————————— TGCGGCGCGA

Tery 0712 251 TTAGACCTT-—-—————— ==

consensus *ox Fx

alr4044 274 GCAGAAGTTTTAGCAAAAGAGGTAGAATCAGCCCTACAACAGCATCTGCA
Aval661l 274 ACAGAAGTGTTAGCAAAAGAGGTAGAATCAGCCCTACAACAGCATTTGCA
NpF5754 295 ACAGAAACTTTAGGGCGAGAAATAGAGGTGGCATTGCAAAAACATCTCCA
n9414?07736 274 ACGGATGTTTTAGCCAAAGAGGTAGAACTGGCGCTGCAAAATCGCCTCCA
Tery_ 0712 260 -CAGAAAATCTAGCTTTTGAAATTGAAGAGCTTTTACAAAAGCAACTAAA

consensus * K Fxx *h K Kk * kkk Kk ok E

SDR4: Example 4.05 (Region upstream of all1193)

<all1193 -413 ACTAGGCTTCAGTTCGTAGTAAGGACTCTAGTCCTTGTT, STTCGCGGAGCATC
<ava0614 -391 GCTAGGCTTCATTTCTTAGTAATGAATTTAGTCTTTGTT, f-————=——m=———-

Fhkhkhhhkhhkhk Khkhk Khkkhkhk khk K khkhkhk hkkhkik
consensus

<al 11193 -363 TCGCCCAGAG: : TAAAGTTCTCACTACAAACATTTAATTATTTAC

<ava0614 -350 -------- AGG: TAAATTTCTCACTACGAATATTTCATTATTTAC

SDR4: Example 4.06 (Region upstream of all2013)

all2013 -235 ACTCAGCGTACCTCC CTCTACAAGAGGCTGCGCCAA®CGGTTCACCA
Ava0005 -107 ACTCAGCGTACCTCCE [ l-=—==—————— o ———— TEGGTTCACCA

ko = Y Fkk kKA hkAkh
consensus

all2013 -185 GTCGCCTGC cTTCGCGTAAGCGTCTCGTAAGAG GAAACCCTCCCGC
Ava0005 -78 GTCGCCTGGET-—=—====—==———— - ——— CEEGAAACCCTCCCGC
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SDR4: Example 4.07 (all2883)

all2883
Aval021
NpF2889
Tery_3802
consensus

all2883
AvalO21
NpF2889
Tery_3802
consensus

all12883
AvalO21
NpF2889
Tery 3802
consensus

al 12883
Aval021
consensus

al 12883
Aval021
consensus

102
66
150
48

572
533

622
572

CAGTTGCTTAGAAACAAGTACTCTGGCAATGGTGCTGGAGATTTTTGAGC
CAGTTGCTTAGAAACAAGTACTCTGGCAATGGTGCTGGAGGTTTTTGAGC
TAGCTGCCTCCAGACATCTTCTTTGGCAGTGGTGCTGGAGATTTTTGAGC
AGTTTGCTTAGATACAGAAAATTTGCAAGTAGTATGGTCAATTTTCTCTA

**k*k * * *kx * **x * * X% * Bk =

AACAGCAATGCGATGGG cTTCGCGTAGCGTCTCAAAGAG - - c/CCCCGCC

AACAGCAATGCGATCGCET—====—=—— === === ——— CCGCCCGCC

AAGAGCAGTGCGAT ————— e
GAGAAAAATGTAAC—————— e
* * * **x *

TTGGGCGATCGCTTGGTGATAGTAAATGAGCAGCAATGCCCCGTTGGGTT
TTTGGCGATCGCTTGGTGATAGTAAATGAGCAGCAATGCCCCGTTGGGTT
————————— CGCTTGGTAGTAGTGAATCAGCAGCAATACCCCATCGGATT
————————— GAGTTAGTAATAGTAAATCTTCAACACCAACCACTAGGATT

*k KAk Khkkkhk Kkhkk ** Kk *x * **k *%

SDR4: Example 4.08 (all2883)

CTGGTTTGAGGGGATCACCTATGGGGGGTGGAACGCE ICTCTACAAGAG

CTGATTTGAGGGGATCACCTATGGAGAGTGGAACGCEGA--————————=

Fh*x FhEIIIxIIAIxIhIrkkhhkihhdkihidk * FxIxhIixhikikk

GCTGCGCCAA® cCGACGTTCATTGCGGGATGTCGCCCGTTCTCTGCGAGA
CTACATTCATTGCAGGATGTCGCCCGTTCTCTGCGAGA

E o I IR e e S e e e R R R e R e

SDR4: Example 4.09 (alr4852)

alr4852
Ava2126
consensus

alr4852
Ava2126
consensus

alr4852
Ava2126
consensus

alr4852
Ava2126
consensus

alr4852
Ava2126
consensus

301
301
301

351
351
351

366
401
401

406
451
451

456
501
501

TGGGAGCGTGAGTCTATAATTGAGAATGCAGCAAGTGTGAAGTTAATTGT
TGGGAGCGTGAGTCCATCATTGAGAATCCAGCAAGTGTGAAGTTAATTGT

AR R R Rk R o S AR o o R R R R R R R R R R R R R R R R A

TGAAGTTGTCAGCAC—————————m—m oo
TGAAGTTGTCAGCACGGCAGTTGCTTCAAGCCGGGAAACCCGTCCAACGC

R R R R R R R

—————————— TAATTGGCGTGATGATTATTACAAAAAATGTGCTGATTA
ACTGCCTCACTAACTGGCGTGATGATTATTACAAAAAGCGTGCTGATTA

R R R e R R R AR R R A (AR R R e e R e e

TTCGCGTAGCGTCTCGAAGAG - - “AGATGGGTATACCTGAATACTGGAT
TTCGCGTAGCGTCTCGAAGGG - - “AGATGGGTATTCCTGAATACTGGAT

AEEXAAAIXAAXAAXAAXAAXAXAKAAXA AAXAAAAAAAAAAXKA dXxddxdxhhhiihiii

TATAGACTACGCAGGTTTGGGTGGACGAGCTTTTATTGGCAACCCTAAGC
TGTAGACTATGCCGGCTTGGGTGGACGAGCTTTTATTGGCAACCCTAAAC

K KEAEIAEXEAAX Khk Fh AXAIAXAAXAXAAXAXAAXAXAAXAXAAXAXAAXAAAXAAAXAXA*dx *
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Intergenomic comparisons of sequences carrying SDR5

SDR5 sequences are highlighted in pink
Sequences in reverse orientation are in red type

Genes ending in "-R™ are inverted, and with coordinates beginning at the end of the gene

SDR5: Example 5.01 (npr0377)

138 GTATGCAGTCGTCAAAGAACTAATTGATGCAGGTGGGGATATCAACGCTC
141 CTATGCAGTTGTTAGAGAGCTAATTGATTTAGGGGCAAATATTAATGCTA
201 TGATGCCGTCGTCAAAGAACTAATTGATTTAGGTGTAGATATCAATGCTA
198 TAATTCCGTCGTCAAGGAATTAATTGATTTAGGTGTGGATATCAATGCTA

R

NpRO377
n9414?14960
all1426
Ava3944
consensus

NpRO377
n9414?714960
all1426
Ava3944
consensus

NpRO377
n9414714960
alll1l426
Ava3944
consensus

**x K Xk Xk * *x *kxk*x * *khkk Kk Khkk

188 AAAAT CAATGCTTTGTGG
191 AAAATCAT GAATAATGCTTTATGG
251 GAAACAACEAC—————————mmmmmmme o AATAATAATGCTTTGTGG
248 GAAACAACEAC———————— e AATAATAATGCTTTGTGG

*kx E e = o S = S

238 TTTGCTTGCTTTGGTAATCACTACGATTTAATTAATTTACTGTTGGCTGC
220 TTTGCTTGTTTCGGAAATCATTACGAGTTAATTAGCTTGCTGCTAGCCGC
280 TTTGCTTGTTTTGGCAATCATTATGACTTAATTCATCTGCTACTGGCTGC
277 TTTGCTTGTTTTGGTAATCATTATGATTTAATTCATCTGCTACTGGCAGC

FhIkkkhkkkhk Fk Fkhk FhkkEhk Fhk K*k FxIkAikk * **x ECE = S

SDR5: Example 5.02 (npr0464)

al 12438
Ava0371
NpRO464
consensus

al 12438
Ava0371
NpRO464
consensus

155 AACTCCTAGATGATGCCCTAGCANJ-——---———-———————————
155 TACTCTTAGATGATGCCCTAGCAGNJ-———————————————————
155 AGCTTCTAGATGATGCCCTAGCEENS

*x AR R R e R R R AR R

189 TCCTGTGAAGTATACATTGTAGATGTGAAGGTGCAGGTAGAACCGGGGCG
189 TCCTGTGAAGTATACATTGTAGATGTGAAGGTGCAGGTAGAGCCGGGGCG
205 ACCTGTGAAGTATACATTGTAGATGTGAAAGTGCAGTTAGAACCGGGGCA

FEhIrIxIIrIrIIrdhrdxdhhrdxdhrdxdhhrdhhhdhihidhkh dkhdxdxid *Fxdxk dxdihiix

SDR5: Example 5.03 (npf0596)

NpF0596
n9414719202
alr4447
Aval372
consensus

NpF0596
n9414?19202
alr4447
Aval372
consensus

NpF0596
n9414?19202
alr4447
Aval372
consensus

451 GTGCGCGGCTGTATGGAGATCATTGGTGAT
451 GTGCGTGGTTGTACAGAAATAGTTGGCTAT
451 GTGCGTGGTTGTCTAGAAATAATAAGTGCC
451 GTGCGCGGTTGTCTAGAAATCATCAGTGCC

*khkkkkik *k Fkk **x ** * *

501 TGAACGCAGTCGAAGTG TTTGATCGTATATGCG
S —— TTTTGATACTATCTGCT
482 — e ACAAETATTTGATATTGTTTGTG
482 —m oo GC TTTAATATTGTGTGTG

* *k*k XXk * * X%

551 TAGCCTGCGGTACAGCTACCACACTTACTGGGATTGCGCTTTCATTGCAT
506 TGGCTTGTGGTACAGGTACTACATTAGCTGGTACTGCACTTGCGCTCAAT
509 TAGCTTGTGGTACAGCCACCACCCTAGCAGGTATCGCTCTGGCACTGGAA
509 TAGCTTGTGGTACAGCCACTACTCTAGCAGGTATCGCTCTGGCGCTGGAA

* Xk Kk FhAkkhkhk **x Kk * * X% * ** Kk * * *
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SDR5: Example 5.04 (npf1055)

all1413
Ava3962
NpF1055
consensus

alll1413
Ava3962
NpF1055
consensus

1 GTGCTATTTCACATTTTG
1 GTGCTATTTCACATTTTG
1 GTGCGTTTTCAATTTTTG

E = = E = = E R = e *

29 GTCAATGGCTATCACCGTTGTCTCTGTGCCAAAAGCTACAGCCCAGATAC
29 GTCAATGGCTATCACCGTTGTCTCTATGCCAAAAGCTACAGCCCAGATAC
50 TTCAATGGCTATAGCCGTTGTACCTGTAGCAAAAGCCACAGCCCAGATTC

R R EaE e e **x * FhIdxkiixdx FhIAIxIxhixikkiikik *

SDR5: Example 5.05 (npr1136)

AGACATATCATCTCTAAAAGAACAAGTAATAATTAACAAAGATTACC
AGACATATCATCTCACAAAGAACAAGTAGTAATTAACAAAGATTACC
AAATATTTCCGCACCAGCAGAACAAGAAGTAATCAATTGGGAACATC
AAATACCACCTCACCATCAGAACAGGCGGTAGTGAATCGGGATTATC

**k K Fkk *x

alr4064
Avale42
NpR1136
n94147?06099
consensus

alr4064
Avale4d2
NpR1136
n9414?06099
consensus

alr4064
Aval642
NpR1136
n9414?06099
consensus

1050
1050
1050
1050

* X * * * * R R = = * *

1097
1097
1097
1097

CAGGCATCATCCTAGAGCAATAA
CAGGCATCATTCTAGAGCAAEAA
CTGGTATAGTTTTGCAAAEEEN]
TTGGTATTCTTGTGCAGAABEAA- ——————— o -

**x *x * * *

1126
1126
1147
1126

CTCCAACTCCAGTTACAACAACCCTTACATTCATTATAA
CTCCAACTCCAGTTACAACAGCCCTTACATTTATGA---
CTACAACCCCAGCTACAAAAAACATTAAAATCGTATTAA
CTGCAACCGCAACTGCAAAAATTATCACATTGA-————-

E = o *x * Kkk * * * X *

SDR5: Example 5.06 (npf1215)

151 GAAGTTGCTGAGAAGTTTGCCCACGAGGGGTATGTAE®TG
151 GAAGTTGCTGAGAAATTTGCCAAAGAAGGCTATGTT]
151 GAAGTAACAGAAAAAATTGCTAAAGAAGGTTATGTG

*khkkXx

Ava4152
NpF1215
Tery_ 2503
consensus

Ava4152
NpF1215
Tery_ 2503
consensus

* X% **x *Kh*k*x * Xk Xk Khkkhkkk XKk *

———————————— TE®TCCTGCACTTTATCAACGAACTGCTCCCGGTTTCG
CCGACTTTATTTCAACGCACTGCTCCTGGTTTTG
TCCCTCAATTTACCAACGTCAAGCTCCTGGTTTTG

** *x * * * *khkkXx *Ahkhkkkh KAhkkkkhk K

SDR5: Example 5.07 (npr1294)

NpR1294
n9414?06964
consensus

NpR1294
n9414?06964
consensus

448 GAAGATGCAGGTTACGGCGAATCTCGACAGTTTAACA
451 GAAGATGCTGGCTATGGTGAATCTCGGCAGTTTAACCE®E—————————-

FhIhkkhkkkhk Fkhk Kk Kk FIxIxEAhAIkihhk FAxIxhIAIkhAAAk Fhkk

A CTGGTGTAATCTTAGGTGTGGCACTAGGCAGAC
——————————— A CTGGTGTAGTATTGGGTGTGGCTGTGGGTAGGC

FErIAAAAAAAAAXXKh K Kk *hxkxhhikii * *kx XKk X

498
492
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SDR5: Example 5.08 (npf1309)

al 12509
Ava0441
NpF1309
n9414?10877
consensus

al 12509
Ava0441
NpF1309
n9414710877
consensus

al 12509
Ava0441
NpF1309
n9414?10877
consensus

551
551
551
551

601
601
601
601

630
630
651
630

ACTTGGATTTGTCTTCCCAAGAGGTAGATTCAGAGTCACAAGGCGTATTT
ACTTGGATTTGTCTTCCCAAGAGGTAGATGCAGAGTCACAAGGCGCATTT
ATATGAACCTACCAGCTCAAGAGGCACAAACAGAATCGCAAGCGATGTTG
ATTTGAATTTACCCCCAGAAGAAGCTGATACAGACTCACAAGCAGCTTTT

* **x * * * * **k*k*k * * *hkkk FHIxAAAkkAkikk **
GAATATTTACAAGEBARC-————————— oo GATATCATCCT
GAATATTTACAGGEBAN -~~~ GATGTCATCCT
GAATTTTTACGGGEEELNE Fe8GCGATGGT
ACTTATTTACGCGETARJ-———————————————————— ©EleCGGATTCT

* Fhkikk *x * *x *

CAGTTTAGATGATGAGTTAGATCCGGCGATCGTGGGACAGAAAGCCGCTA
CAGTTTAGATGATGAGTTAGATCCGGCGATCGTGGGACACAAAGCCGCTA
TTCTTTAGATGAAGAGTTGGATGCTGCTATTGTCGGAGAAAAGGCGGCTA
GACTTTAGATGACGAGTTAGATGCTACGGTGTTTGGAGAAAAAGCAGCTA

*AhhkkAhAkhkkkik *Xxkkhk XXk X * * * *kkhk K Xk Xk Xhkhkk

SDR5: Example 5.09 (npr)

NpF1384
n9414?19954
alr3216
Ava4876
consensus

NpF1384
n9414719954
alr3216
Ava4876
consensus

601
601
601
601

CTGACTTCTGACTGTAAGTTTCATCAGTTTCAAGAAAGCCEATN]

TTAACTTCTGATTGTAAGTTCCATCAGTTTCAGGAAAGCCERELY -
CTGACTTCTGACTGCAAGTTCCATCAGTTTCAAGAAAGCCEOEN|—-——-
CTAACTTCTGACTGCAAATTCCATCAGTTTCAAGAAAGCCIESIN |-~

* KhkAXAAXA Kk Kk Kk KAAXkAAkAAkAh KXhAkAkAXihA Kkhkk

TCTTATTTTAATAGATGCGGGACATTATG
CATCTAATTTTAATTGATGCGGGACATTATG
GGTTTAATTCTCATCGACGCTGGACATTATG
GGTTTAATTCTCATCGATGCTGGACACTATG

EE S = = S = = = S

*Kkx

SDR5: Example 5.10 (npf1388)

Tery_ 0146
18106715295
NpF1388
alrll117
Ava4699
Nn9414?12408
consensus

Tery 0146
18106715295
NpF1388
alrli1l7v
Ava4699
n94147?12408
consensus

363
357
375
378
378
378

377
371
389
392
392
392
401

TTCCGTTAATGAAATTTATATT
TAGCGTTAATGAAATTTATGT
TAGCGTCAATGAAATTTATGT
TAGTGTGAATGAAATTTATATC
TAGTGTCAATGAAATTTATATT
TAGTGTGAATGAAATATATATT

* E e = o = * *

AATGGCAGGAGAAAGTCAAAACCCTAGTTAATGTCCACAGTTCAGTTTAT
AATGGAAACAACATCTCAAAACCGTTGTCAACGTTCATAGTTCAGTTTAC
ATTTTCAGAAACAGCTAAAAACCATAGTGAATGTTCATAGTTCTGTTTAC
AATTTCGTCATAGTGTAACTACCGTTGTAGACGTTCACAGTTCAGTTTAT
AATTTCGTCATAGTGTAACTACAGTTGTAGATGTTCACAGTTCAGTTTAC
AATTTCGCCAAAATATCAATACAGTTGTAGATATTCATAGTTCAGTTTAT

* * * **x * *khkhk Fhikikk Fhhkikk
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SDR5: Example 5.11 (nprl1778)

NpR1778
18106716799
all7583
n9414?20535
consensus

NpR1778
18106716799
al 17583
n94147?20535
consensus

*hIkkikkkik *Kkx KXk Xk X% * *xhk*k Fhkk

TCTCGTAGCTCTGGCGGTTCGGGATTGGGATTAGCGA
TCTCGGAGTACAGGAGGTTCAGGTTTAGGATTAGCAA
TCTCGTAGCACTGGCGGTTCTGGTTTGGGATTAGCGA
TCTCGTAAAACTGGCGGTTCTGGATTAGGATTAGCGA

* Fhk FhkiAIkk Kk Kk FhkAAikAAAk X

*khkkkkiikkix X

SDR5: Example 5.12 (npf2993)

n9414?14670
18106712825
AvaC0132
NpF2993
consensus

n9414?214670
18106712825
AvaC0132
NpF2993
consensus

683
683
686
686

712
712
715
715

GTGATGTCCCCCAGTCCCTG
GAGATATACCCCAATCTCTC
GTGATGTCCCGGAATCATTGC
GTGATGTCCCGGAATCATTGC

* **kk K K%k * **x *

AAATTAATCTCTTTAGATATGGGGGCTTTAATCGCCGGGGCGAAATTCCG
AAACTGATCGCATTAGATATGGGAGCCTTAATTGCCGGAGCAAAATTCCG
AAACTAATAGCTTTAGACATGGGTGCGTTAATTGCCGGAGCCAAATACCG
AAACTAATAGCTTTAGACATGGGTGCGTTAATTGCCGGAGCCAAATACCG

**k*k KX K% * FhkAAkk FhAkAkkhk Kk KhkAkkkh Khkhkkkh Kk KAk k Xhk

SDR5: Example 5.13 (npr3078)

al15323
NpR3078
consensus

al15323
NpR3078
consensus

1286 T
1334 T

*

1315 G
1384 C

TACTAATCAAAATAATTTTATTARG
TACAGAACGAAATAATTTT

*x*k * F FxIxIAIEkAAAkkAKk

TAGAAGTTGCCCGTGCTGGCGGCTGTGCTTTTTTGCCAAAATATCTGCC
TTGAGGTTGCACGAGCTGGCGGTCGTGCTTTTTTGCAGAAATCCATGCC

EE = S o = o S S e e B R e e E = = E = =

SDR5: Example 5.14 (npf3461)

all1327
Ava3794
NpF3461
n9414703688
Tery_ 4783
consensus

alll1327
Ava3794
NpF3461
n9414703688
Tery 4783
consensus

298
298
301
301
286

342
342
351
346
335

GATAATGGCATATTTAGCGGTGTACTATCTCAAAGTCC
GATAATGGCATATTTAGCGGTGTATTAGCTCAAAGTCG
GATAATGGTATCTTTAGCGGCGTACTTAGTCAAAGTCCG

GACAATGGTATTTTTAGTGGAAT-TTTGGAAAATTTTGAAATACAAAATA

*kx Fhkkkhk Kk FhIkikk Kk * * * *

GTTGTGGAGCTAACTAATTCCCAGTATTGGC
GTTGTAGAACTAACTAATCCCCAGTATTGGC
GCCGTTGAACTTACAAATCTTAACTATTGGC
TAACACCGTTGAACTGACAAACCCTAATTATTGGC
TAGTTACCCTTACTAATTCTGAGTATTGGC

*x ** Kk K% ECE = =
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SDR5: Example 5.15 (npr3491)

al 10293
Ava3067
NpR3491
n9414713485
consensus

al 10293
Ava3067
NpR3491
n9414713485
consensus

* Fhkkk

**xk*k *Kk KX Fk*k * *

————————— CAGAAAATTACCAG---TAATCCTTGGCAATGGCAACCCTC
————————— CAGAAAATTACCAG---TAATCCTTGGCAATGGCAACCGTC

CTACCAGCAGTAATCCTTGGCAATGGCAACCGTC
————————— GAAACAATTACCAA---AAATCCTTGGCAATGGCAACCTGC

AR R R R R R R R AR R AR R R *

* *k Fhkikk

SDR5: Example 5.16 (npr3590)

NpR3590
n9414?16092
al 13010
Ava0901
consensus

NpR3590
n9414?16092
all13010
Ava0901
consensus

1262
1283
1259
1259

1312
1312
1288
1288

TAATATTGAGTCGGCAAGCAGERIAS
TAATGCTGAGTCGCCAAGCCGEAGAA -~ ———————————————————

TAATGTTGAGTAGGCAAGCAGEGEN] -~ ——————————=—==—=——— AAG
TAATGTTGAGTAGGCAAGCAGETEA-————————————————=——— AAG

*kxk*k *khkkkkik K Fhikkk Xk X%k

ACAGGAGAAGCCAACGCACTAGTAAATTTAGGTTACAGCGAAGTCATGCA
ACAGCAGAAGCCAATGCTCTGGTAAACTTAGGTTACAGCGAAGTCATGCA
ACAGGCGAGACTAATGCACTGGTAAATCTAGGTTACAGCGAAGTGATGCA
ACAGGCGAGACTAATGCACTGGTAAATCTAGGTTACAGCGAAGTGATGCA

*x*k*x *x * Xk Xk Xk Fhkhkkk RS R R kS e o o o S Rk

SDR5: Example 5.17 (npr4009)

alr4112
Ava0793
NpR4009
n9414?06859
18106728541
Tery_ 4482
consensus

alr4112
Ava0793
NpR4009
n9414?06859
18106728541
Tery 4482
consensus

275
275
278
278
272
272

TTGGCGAAATGGAACTCGCTTGGCGACATTTAAA-———————————————
TCGGCGAAATGGAATTGGCTTGGCGACATTTAAA-———————————————
TTGGGGAAATGGAACTCGCTTGGCGAAATTT]
TCGGCGAAATGGAACTCGCTTGGCGATATTT
TGGGAGAAATGGAACTCGCATGGCGAAATCTTAA-———————————————
TAGGGGAAATGGAGTTAGCGTGGCGATATCTCAA-———————————————

* *khk KhkAkkkhkhkhk EE = S & o = S S

————— G TTTGCCTTGGGTAGGAATTACCGGCACTAACGGCAAAACCAC
————— GE®CTTGCCTTGGGTAGGAATTACCGGCACTAATGGCAAAACCAC
TACCTTGGGTAGGAATTACAGGTACTAACGGTAAAACTAC
————— AGE®TTCCCCCTGGGTGGGTATTACTGGCACGAATGGTAAAACCAC
————— CG TGTACCTTGGGTGGGAATCACTGGAACGAATGGAAAAACAAC
————— GETTCCTCCTGGGTGGGTATTACCGGTACTAATGGCAAAACTAC

* FhAAkk Kk Kk Kk Kk Kk Kk Kk KAkAkA KXk
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SDR5: Example 5.18 (npr4444)

91 CAGAGTGCAGATGCAGCCCACAAAATTGCACCATTGACTTTTACATCTAG
91 CAAGATACAGATCCAGAGCATATCATTTCACCACTGACTTTTACATCTAA
91 CAAAGTACAGATACAGTTCACCAAATCGCCCCGCTAAATTTTATCTCGAC
CAAAGTACAGATGCGGTTCATCAGATCGCTCCCTTGGTCTATGAAGACTC
TATAGCCAAGATGTAGAACATGGTATTGCTTCTCTGAGTTATGACTCTGA

*khk*Xx * *x *x * * *

NpR4444
n94147?11072
all11003
18106700265
Tery 1824
consensus

NpR4444
n9414?711072
all11003
18106700265
Tery_1824
consensus

NpR4444
n9414?711072
all11003
18106700265
Tery_ 1824
consensus

301
211

* *

CCCACAAGAATETN] GO TAATCTTA
TCCCCAAGAAEENIC CISI® 6 CAATCTCA
ACCAGAAGAGE®INI-——————————————————————— AAACAAGCTCA
GGCTACTGAAEBAT-——————————————m e TEAGCGGCTAA
ACCGCAGATGEEEAY -~ ~~--=============- TAATTTAA

141
141
141
351
261

188
191
167
377
287

AAGAGATTATTCTGTCCTTACCAAGAACCAAAATCATTACCGAAAGCCAA
AAGCAATCATACAATCCTTACCCAGAACCAAAATAATCACCGAAACAGAA
AAAGTGTAATTCAATCTTTACCTCGCACTAAAATCATTAGCGAAAGTCCC
AAACGATTATTCAAAATATGGATAATGCCAAAATTATTCGTGAGAGTAAA
AACAAATAATTGAATCAATGCCTCGAACTAATATTGTAAAGGAAGAAGAG

*x * ** * **x **k * *x

SDR5: Example 5.19 (npf5954)

1198 GAAGATTTTCGAGCGGCTTTGGTGTTAATGATCCAAGCAAATELNIACCES
@

al 10937
Ava0514
NpF5954
n9414704395
Tery_0595
consensus

all10937
Ava0514
NpF5954
n9414704395
Tery_ 0595
consensus

1171 GAAGATTTTCGCGCGGCTTTGGTGTTAATGATCCAAGCAAATIEZYRA
1201 AATGATTTTCGTGCGGGTTTGGTGTTCATGGTACAGGCCAECANS

1195 CAGGATTTCCGCGCAGGTTTGTTATTCATGGTACAAGCAAEGENIGCIE
1168 CAAAAATTTTTTGCGGGGTTTGTGTTTATGGTTAAGGCAAEIEY|————-

**x * *x * *k Fkkik X * **x *

* * **

CCEAEC®AAACTAGCTGAAAAATCCATTAAACAGCTAG
CCEAEC®AAACTAGCTGAAACAGCCATTAAACAGCTAG
Sl AATTCAGCCGAAGCATCCATAAAACAATTGG
OE®AAGTCGGCTGAAGCATCTTTGAAAAAGCTGG
———————————————— [E[6CGTGTAGCTGAAGACTCTCTGAAAAAATTAG

*Kkx **k Kkk * * *xk X * *

SDR5: Example 5.20 (npr6379)

all0443
Ava2856
NpR6379
Nn9414?22308
Tery_5036
consensus

al 10443
Ava2856
NpR6379
n9414722308
Tery_ 5036
consensus

AACCATTACTAGCCCTAGCAGTGGCGCTGTACACCAAAGEEIN]--———-
AACCATTGCTAGCTCTAGCAGTGGCTCTGTATACCAAAGESEN|-—————
AACCTTTATTGGCTTTGGCAGTGGCACTGTATACGCAAGESE NS
AACCTTTATTAGCCTTAGCAGTGGCAATGTATAATCAAGE NI —————
AACCACTTTTAGCAATAGCAGTAGCTCTTTACGCTCAAGEGENJ-—————

* KAk kkhk Kk * *x E o = = S o

672
713
659
692
701

CAACAGGGTATATCTTTAGGAGAAGCCGCACT
CAACAGGGTATATCTTTAGGAGAAGCCGCACT
CAACAAGGATTAAGCTTGGGAGAAGCTGCACT
CAAAAAGCCCTATCAATGGGAGAAGCAGCTCT
——————————————— AAAGAACAAAGTCTGGCAAAGGGAGAAGAAGCCCT

**x * EaE = = ** *x
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SDR5: Example 5.21 (pnpDF035)

AvaC0167
pNpDF035
consensus

AvaC0167
pNpDF035
consensus

351
351

401
401

TGCGGGTGAAATTGGGGCT(E[¢E A ATCGCHEA
TGGGGGTGCGATTGGGGCTEEINIGL TCG AUTEOTA

*Kk KhhkkX R R e o e e e e o I S e e S E = = = = S o

AATTATTTGGCGAAGACCCAGAACTGCAAATTAAAGAAGATTTACGCGGC
AATTATTTGGTGAAGACCCAGAACTGCAAATTAAAGAAGATTTACGCGGC

FEEAEXEAXEAXAXAAR AEAAXXAXAXAAXAXAAXAXAAAXAAAAAAAAAAAAAAXAAAXA AKX XA*x

SDR5: Example 5.22 (all0293)

CAGAATCTACATGGCTTACCAAACATTCTCTCAGCAATATTGACTATCAA
CAGAATCTAGCTGGCTTACCCAACATTCTCTCAGCAATCTTGACTATCAA
TAGATTCAACTTGGCTAACCAAGAGTTCACAAGAAAATCCTGACTATCAG
CATATTCTAGCTGGGTTAGCCACAGTTCTGAGAATAATTCTGACTACCAG

* X **x *

al 10293
Ava3067
NpR3491
n9414713485
consensus

al10293
Ava3067
NpR3491
n9414713485
consensus

3767
3767
3854
3791

3817
3817
3904
3841

**k*k * X * *x*x *xx Rk o

FE8CAACACACAACTGTTTGAAAA
GACAACACACCACTTTTTGAAAA
--------------------- ®E6CACAGCACCACTTTTTGAAAA
--------------------- SEOATCTGCACCACTGTTTGAAAA

E = e & S S S

SDR5: Example 5.23 (all0729)

all0729
Ava4631
consensus

all0729
Ava4631
consensus

2769
2769

ATCAGCTTTCTGGTGTGGGTAAAGTGATAGTAGAAATT
ATCAGCTTTCTGGTGTGGGTAAAGTGATAGTAGAAATT

R e R AR T Rk R R S e S R R R AR R R R ok R e e

GCGAGCAGAAGAAGCGCTCAAAGAAAGCAT
CAACGAGCAGAAGAAGCTCTCAAAGAAAGCGT

E xS I e S e e e e I S S e e S e

SDR5: Example 5.24 (alr1039)

GGTTTCTCAGTATGCAGCTTTGGGAGCATTACAAGCAAAACCAGAGTATT
GGTTTCTCAGTATGCAGCTTTGGGAGCATTGCAAGCAAAACCAGAATATT
AATTTCCCAATATGCAGCTTTAGGGGCATTGCAAGCGAAAGAGGAGTATT
TGTTTCTCAGTATGCAGCATTAGGAGCATTACAAGCCAAGCCAGAGTATT
GATCTCCCAATATGCAGCAATAGGGGCGTTGAAAGCCGGATTAAATTATT

* **x Fk Xk

alri039
Ava3695
NpF0585
n9414?00875
18106705056
consensus

alrl1039
Ava3695
NpF0585
n94147?00875
18106705056
consensus

alri039
Ava3695
NpF0585
n9414?00875
18106705056
consensus

804
804
948
804
801

854
854
998
854
851

904
883
1027
883
880

* Fk Kk FhkIIkikhkikk *xk*Xx * Fhkkhk

TACAGGATCATATTGG

TACAAGATCATATTCAG

TGCAGAGTAATATAGGT

TACAGAAAAACATTGGTE®T

GTCAACCGAAAATT.
*

* **

GTCAGACAAATAGTATTCGACTACCTCAAGCAACTGCAAGGCTTATGTAA
GTGAGGAAAATAGTATTCGACTACCTCAACCAACTCCAAGGCTTATGTAC
GTGCGGCAATTAGTACTCGACTCTCTTAACCGCCTAGAAGGTTTATGTAG
GTCCGAGAAATAGTCATAGATGCCCTCAAACCCCTAGAAGGTTTATGTAG
GTACGACAGTTCCTGTTAGAACAACTTAGTCAATTGGATTCATTTTGTAC

**x * * * * * *x **x X * * * **x KhxkXx
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SDR5: Example 5.25 (alr1362)

alrl362
Avad024
NpF1319
consensus

alrl362
Avad024
NpF1319
consensus

648
648
651

698
677
680

TCCATTAGATACAGTAGAGCAAATGC
TCCATTAGATACAGTAGAGCAAATGC
TCCCCTTGATACAGTAGAACAGATGC

*kx * KAIXAAAAAAkKA Kk dhAhAiAkx

TTAAAATCCAGCAGTAGTAAATCGGAAATTGTTGTGTATCCTGAT

A TTAAAATCCAGCAGTAGTAAATCGGAAATTGTGGTATATCCTGAT
Al
A TTAAAGTCTAGTAGCAGCAAATCTGAGATCATCGTCTACCCCGAT

EE S = o = o = S S e S S

* *khk Xk Kk Kkk

SDR5: Example 5.26 (alr3170)

alr3170
Ava3868
pNpAR143
consensus

alr3170
Ava3868
pNpAR143
consensus

1305
1305
1383

1355
1355
1412

GGGAATGTTGACTAATATT
GGGAATGTTAACTAATATT
GGGGATGGTTACTAACATCACTE

E o e S S S = = S *x

Comm e e

E o = =

AACAAGCAGAAGCTTCATTGCAAGAAAGCAAGGAACGTTTAGACGGAATT
AACAAGCAGAAGCTTCATTGCAAGAAAGCAAAGAACGTTTAGACGGAATT
AACTAGCAGAAGCTGCACTGCAAGAAAGCAAACAACGTTTAGATGGAATT

Fhh FKAIAAAAAAAA Kk dAxAAAAAdhikiihix E R = e o o o e S

SDR5: Example 5.27 (all7016)

all7016
NpF5271
consensus

all7016
NpF5271
consensus

al 17016
NpF5271
consensus

all7016
NpF5271
consensus

401
395

451
445

501
478

551
503

TCACCGATTTGAGTTCTATTTGCTTGCACCTATCTGTTTGGGCTGCAACA
TTATAGATTTGAGTGCGCTTTGTCTGCACATTTCTACTTGGGTGGCAAGG

* * R e R *khk*k *khkkkkik K Fhkk *Ahkikx EaE = =

GTTGATTCACAATCTACTGCCACAGCAAAGTCGCACCACTATCCTTTTCA
GTAAAATCGCAACATCC-————————m oo ACTACTATTACA

*x

* **k Fkk * * * **x *x

TTAACACCTCGTGAGTTAC
TTTAACGCCTCGTGAAATGC

KhhAk KhAAAAhXx * *

* *x *

AAATTGCTCAGTTGGTTGCTTTGGGGCTAACTAACGCAGAAATTGGGCAT
AAATTGCTCAGTTGGTGGCTCAAGGACAAACCAATGCAGAAATTAGTGCT

R R e e *Khk * Khkh Kk KhkAXAAAAA X *

SDR5: Example 5.28 (AvaB0036)

alr7200
AvaB0036
pNpBR212
consensus

alr7200
AvaB0036
pNpBR212
consensus

201
201
201
201

234

251

234

251

AACTTTACATCCAATTAACCAGTATCAGE®N)--————-———————————-
AACTTTACAAACAGTTGACCAGTATCAG(E®erNs
AAGTTTACAAAGAGTTGACCAGTATCAAEBAN|-————————————————

ECE I = ECE = = e e S S

CAAAAACCGACGCGAAAATTACTTTGAAATTCTCCAATTCTGG
CAAAAACCGACGCGAACATTACTTTGAAATTTTGAGGTTTTGG
CAAAAGCAGGCGCGAACATTACTTTGAAATTCTCCGATTCTGG

Rk o e S I aaa  IE E  E E ** *kx%k
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SDR5: Example 5.29 (nod 14910)

alro6si
n9414?14910
consensus

alroesi
n9414?14910
consensus

1 ATGAATAACTGGACTTTAGAACAAACTGCATTTCGGT
1 ATGAATAACTGGACTGTAGAACAAATTGCCTTTCGGT

FErIEAAAIAAAXAAAXAKAA dhdxXxhhhkikh *khk *hdhixhhikiik

41 ——————————— A CTTTCTGTACGTCTTGAACGATTAGCACAGAACT
51 CTTTCTGTACGTCTTGAACGATTGGCACAGAACT

R R S S R S S o S S SR R S R R R A o I AR R Rk

SDR5: Example 5.30 (nod 06964)

NpR1294
n9414?06964
consensus

NpR1294
n9414?06964
consensus

448 GAAGATGCAGGTTACGGCGAATCTCGACAGTTTAAC
451 GAAGATGCTGGCTATGGTGAATCTCGGCAGTTTAACCE®E-—————————-

FhEAAAAkAA Kk Kk KAk KAAAAAkAk dhAAAkixkhkh Xhk

498 A CTGGTGTAATCTTAGGTGTGGCACTAGGCAGAC
492 —————m - A CTGGTGTAGTATTGGGTGTGGCTGTGGGTAGGC

* X%k Xk *

*AhAkhkAAkhkAAkhAhAkXxkki K Xk FhhAXxihhik

SDR5: Example 5.31 (nod 23613)

NpF2705
n9414723613
alr2463
Ava0395
consensus

NpF2705
n9414723613
alr2463
Ava0395
consensus

251 CTGTTCTCGGCAATATTTCC
251 CGGTTTTAGGAAATACTTCG
245 CCATTCTCGGAAATATTTCT]
245 CCATTCTAGGTAATATTTCT]

* ** K Kk Fhkhkk KXk Khkk

280 CCGTTGGTAGTTCATTTTGATGAAGAAAATTCCATCCTTGTCCGCAACTA
301 CCATTAATACTACATTTTGACGAGTCAAATTCGCTCATTGTTCGTAATTA
274 CCTTTGGTGGTACATTTTGATGAGGAAAATTCCATCCTCGTTCGCAGTTA
274 CCTTTGGTGGTACATTTTGATGAGGAAAATTCCATCCTCGTTCGCAGTTA

**x KKk * ESE = = o = S EE = = = **x K* KXk Kk X *x

SDR5: Example 5.32 (nod 06064)

alll106
Ava3710
NpF2869
n94147?06064
18106717447
Tery 3794
consensus

alll1106
Ava3710
NpF2869
n9414?06064
18106717447
Tery_ 3794
consensus

699 ACGGGGAGAACCTATGCTAATGTTTGAGAEEEry]
711 ACGAGGAGAACCTGTGATGATGTTTGAGCEEerN
708 ACGGGGAGAACCTGCGATGATGTTTGAG
714 ACGGGGCGAACCTGCGATAATGTTTG
714 ACAAGGTTTACCCGCTTGGATGTTTGAAACTECA-———————————————

*x *x *x*k R R

735 ACGGGGAGAACCCATGCTAATGTTTGAGAE®EN|-———————————————

769 ————- CCTAGTCGCTTTGGTATTCTACCCCGTCATGGCGACAATAGT
733 ————- CCTAGTCGCTTTGGTATTCTACCTCGTCATGGTGACAATAGT
745 ————- CCCAGTCGTTTTGGAATTGTACCGCGTCATGGTGACAACAGT
758 CCCAGTCGCTTTGGCATTATCCCCCGTCATGGCGACAACAGT
748 -——-- ACACCGAGTCGGTTTGGTATTGTTCCTCGTCACGGGGATAATAGC
748 ————- GTECCCAGTCGTTTTGGTATTTTACCTCGCTGTGGAAACAATGAA

KKk KhAkAAh KAk XkAhk KXkhkkh X KKk KXk *x * *x
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