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 Supplemental Figure 11: Selected PU elements in Escherichia coli 

 

        Site    Ctx PU element and flanking region 

PU-Y(G)  (75) 
 2289267B C GACAAAGTGCGCTTAGTTTATGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACAAAATTGTGTAAATTCAATA 
 1814188F C TACATAGTGCGCTTTGTTTATGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACAAAACTGTGCAAATTCAATA 
 3068004F PA TATCAATGTGCGCTTTGTCATGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACAAAAACCTGCAAATTCAATA 
 698627F PA GACAAAGTGCGATTTGTTCATGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACAAAAGCATGAAAATTCAATA 
 3637211F C GACATAGTGCGCTTTGTTCATGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACAAAAACATGCAAATTCAATA 
 814851B C GACAAAGTGCGCGTTGTTTATGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACAAACCGCGCAAATTCAATAT 
 714531B PA GACAAAGTGTTCGTTGTTTTTGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACAAAATCGCTTAAATTCAATA 
 4407155F PP GACAAAATGCGCTTTGTTCATGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACATAATCACGCAAATTCAATA 
 3267788B C TGTTGAGTGCGCTTTATTCATGCCGGATGCGGCGT-GA-ACGCCTTATCCTGCCTACAAAAGCACGCAAATTCAATA 
 2712349B C GACAAAGTGCGCTTTATTCATGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACAAGATCGTGCAAATTCAATA 
 3510569B PP GGCAAATTGCGCTTTGTTCATGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACAAAGTAATGCACATATTGCA 
 3674187B C GGCAAAGTGTGCTTTGTTCATGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACAAATCCTTGCGAATTCAATA 
 2682183B C GTCAATGTGCTCGTTGTTCATGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACAAAACTTTGCAAATTCAATA 
 2547532B C GACCAAGTGCGCGTTGTACACGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACGAAATCGTGCTAATTCAATA 
 609384B  PP GACAAAGTGCGCGTCGTTCATGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACAAAAATCTTGCCAATTCAAT 
 2943961B PP GACTAAGTGCGCGTTGTTCATGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACAAATCATGCAAATCCAAAAT 
 4125954F PA GACAACGTGCTCGTTGTTTATGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACAAGTTCGTGCAAATTCAATA 
 4078022F C GACAACGTGCGCGTTGTTCATGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACAAAGTCGTATAAATTCAATG 
 138743B  C GACAACGTGCGCGTTGTTCATGCCGGATGCGGCGT-GA-ACGCCTTATCCAGCCTACAAAATTGTGCAAAATCAATG 
 707104B  PA TTGGATTGTTTGCTGTTTCTTGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACAAAAGCACGCAAACTCAATA 
 5616B    C AGCGTTAAGTTTGCAGTCAATGCCGGATGCGGCGT-GA-ACGCCTTATCCTGCCTACAAAAGCATGCAGATTCAATA 
 1952432F I CCGTAAAGGTCTGGTATTACTGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACAAAACCTTGCTAATTCAATA 
 3875588F PA GCCCTTTTCTTATAGCTTCTTGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACAAAATCATGAAAATTCAATA 
 356687F  C GTTACAGCGAGCTTAGTTTATGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACGTAGAGCACTGAACTCGTAG 
 356887F  C TGTCTGCCAGCTGTAGTTTATGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACGTAGAGCACTGAACTCGTAG 
 4552508B PA GGTGCGGTTAATCAAATTTTTGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACAACGGGCAATTTTACGGCCC 
 338960F  I GCGTCTGACCTACATGTTCATGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACGAATGGCGCAAGAATCTGTA 
 631318B  PA TAACCATGTTGCTGAAAGAGTGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACAAATGCTATCAACGCGCTCG 
 4233424B I GCGTCGCATCAGGCATCGGTTGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACATATCGACGATGATTAACCG 
 757654F  PP GCGTCGCATCAGGCAACCAGTGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACAAGTCATTACCCGTAGGCCT 
 2840424F I AGATTTAGAGTAGGTAACAGTGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACATGTCGCACGAACCATGAAG 
 507786B  C ATCAGGCAATGGTGCTCGGATGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACGAGATGAAGCGATGTTTTGG 
 2234651F C ATCCGGCATTTGGCTCCTGTTGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACAAAACCACACAGATCATGAT 
 2131435F PA GGCTTATGAGCTGGTTTGCTTGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACGGGGCGGTGCGAATGCAGGC 
 339053F  PP CATCAGGCATTTGTCACCATTGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACGAATGGCGCAAGAATCTGTA 
 339239F  PP CATCAGGCATTTGTCACCATTGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACGAGTGGCGCGAGAATTGTAG 
 4455188B C CATCAGGCACTATGCTCAAATGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACGCATACTATATCTGGCTAAG 
 4612462B C ATCAGGCATTATGCGCCGACTGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACGGTTCGGCACAGACTTGTAG 
 4612361B C ATCAGGCATTGTGCGCCAACTGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACGGTTCGGCACAAACCTGTAG 
 4612260B I ATCAGGCATTGTGCGCCAACTGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACGGCACGTTAAACAACGTATA 
 410335B  C TCAGGCATCGGAGCACTTATTGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACGGTTCTGGCACCTTTTGTAG 
 4216439B PA ATCAGGCATCGTGCACCGATTGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACAGTCAGCAACGGTTGTTGTT 
 374234F  PP ATCAGGCATCTGCGCACGACTGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACGGATGGCGCGGGAATTTGTA 
 374335F  PP ATCAGGCATCTGCGCACGACTGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACGGGTGGCGCGAGAATTTGTA 
 374133F  PP TATGCCCATCCCAGCACGACTGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACGGATGGCGTGAGAATTTGTA  
 376692B  C TGCGTTGATAATAGCACGACTGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACACTTCGCCCGTAAGCCGTAG 
 376592B  C CATCAGGCATGGCGCACGACTGCCGGATGCGGCGT-GA-ACGCCTTATCCGGTCTACACTTCGCCCATAAACCGTAG 
 4025572B C TTTGAGCGGGTTTAACCACTTGCCGGATGCGGCGT-GA-ACGCCTTATCCGGTCTACCGATCCGGCACCAATGTAGG 
 2671777F I TCGATCGGCGTTAGGAAAGATGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCATTTAATAAATTACAGCCACTCTA 
 740156F  C GTCAGGCAATCGAGCCCAGATGCCGGATGCGGCGT-GA-ACGCCTTATCCAGCCTACAAATTTGTGCAAATTCAATA 
 3096414F I CTGGCTGAGTAAACTTGTATTGCCGGATGCGGCGT-GA-ACGCCTTATCCAGCCGACATGTGGCAGCGGTTGTAGGT 
 1083937B PA ATCAGGCATCAGTGCACGATCGCCGGATGCGGCGT-GA-ACGCCTTATCCAGCCTACCAAACCCGCACTGATTGTAG 
 410439B  C TCTCGGTGCTCATTACTTATTGCCGGATGCGGCGT-GA-ACGCCTTATCCGCCCTACGCGGTTCTGGCACATTTTGC 
 3734206F C ATCAGGTAACGCTGCGTGGTTGTCGGATGCGGCGT-GA-ACGCCTTATCCGACCTACCCGCCAGGCATGATAAAACG 
 2660390F PA GCGTCGCATCAGGCAACGGCTGTCGGATGCGGCGT-GA-ACGCCTTATCCGACCTACGGTTCTGTTCACTGTAGGCC 
 2660481F PA GCGTCGCATCAGGCAACGGCTGTCGGATGCGGCGT-GA-ACGCCTTATCCGACCTACGGTTCTGTTCACTGTAGGCC 
 111526B  C CATCAGGCATCTTGTGCAAATGTCGGATGCGGCGT-GA-ACGCCTTATCCGACCTACAAAAACAAATTTATCAATGA 
 173535B  C AGTTGTGATCCAGCATGGTTTGTCGGATGCGGCGT-GA-ACGCCTTATCCGACCTACGATTCGGGGCCGTTTGTAGG 
 3080805B C CGGGTAAAACGTGCCATTAATGTCGGATGCGGCGT-GA-ACGCCTTATCCGACCTACGTTCGGCACCCGTAGGCCGG 
 72167B   C GATTACGGGTTAGTATGCACTGTCGGATGCGGCGT-GA-ACGCCTTATCCGACCTACGGGTAGTGCGTTTTGTAGGC 
 2595686F PA GTCTGGTGTGCCGGATGTTTTGTCGGATGCGGCGT-GA-ACGCCTTATCCGAACTACGTCCGACAAACAAATTTCGT 
 248281B  C ATCCAGCATTGGTGCACAACTGCCGGATGCGGCGT-GA-ACGCCTTATCCGTCCTACCGTTCAGGCACAAGTTTGTA 
 844833F  PA TGACAACGTGCGGGCTTTTTTGCCGGATGCGGCGT-GA-ACGCCTTATCCGTCCTACAAGTTCATGCAATTTTAATA 
 2116525B PP GCGTCGCATCAGGCACTGAATGCCGGATGCGGCGT-GA-ACGCCTTATCCGTCCTACGGTTCTGTGCTCGGGTCTTG 
 4631137F C ATCAGGCATCGTGCACCGAATGCCGGATGCGGCGT-GA-ACGCCTTATCCGTCCTACAAATACCCGTAATTTCAATA 
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 1112684B PA TTTTATTGGCTCGTTGTTTTTGCCGGATGCGGCGT-GA-ACGCCTTATCCGACCCACAAAGTCTTGCAAAATCAATA 
 4482386B PP GCGTCAGGCAAGGCTGTTATTGCCGGATGCGGCGT-GA-ACGCCTTATCCGACCTACACAGCACTGAACTCGTAGGC 
 2441790F C TAATCTGCTCTCGCAGTGTTTGCCGGATGCGGCGT-GA-ACGCCTTATCCGACCTACGTGTGACGTGTAGGCCTGAT 
 4604619B PP AATTATCTCGCCGAATACCGTGTCGGATGCGGCGT-GA-ACGCCTTATCCGACCTACAAAACCTGCACGTTAGCCCT 
 3137623B C CATCAGGCATTGTGCACGATTGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTGGATGGCTTGCTGCGACGAACA 
 3214646F D TCTCAGGCATCATTACTCAACGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCCTACGTGTGAGATGAGTCCACGTT 
 2566240F PA CGGCAATTGCACCGCGCCACTGGCGGATGCGGCGT-GA-ACGCCTTATCCGCCCTACATGTGCAATCCCGTAGGCTG 
 3229353F PP CGGCAACTGCACCGCGCCACTGGCGGATGCGGCGT-GA-ACGCCTTATCCGCCCTACATGTGTGTTCCCGTAGGTCG 
 1550074F C GACAACGTAGGCTTTGTTCATGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCATGAAAACCCTTCAAATCCAATAG 
 1550252F C GACAACGTAGGCTTTGTTCATGCCGGATGCGGCGT-GA-ACGCCTTATCCGGCATGAAAACCCTTCAAATCCAATAG 
 consensus                             * **********-**-*************    

                                                                
PU(A)  (55) 
 4371265B C GATAACGTGATCGTTGGTCATGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACAAATTCTCAAGCATTCAATC 
 3596465B C ATATCGAGTACGTTGCTTCATGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACAAGATCCAAAGAAATCAGTA 
 1067621B C GACAACGTACGCATTGTTCATGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACAAAACAGTGCAAATTCAATA 
 831556B  C GACAAGTGCTTGTTGTGAAATGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACAAAAGCATGCAAATTCAATA 
 2536536F C AAAAAAGTGCGCTTTGTTTATGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACAAAATCGTGCTAATTCAATA 
 3328461F C GACAAAGTGCGCTTTGTTTATGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACAAAATCGTGCAAATTCAACA 
 898898F  C GACAAAGTGCGCGTTGTTTATGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACAAAAGCGTGCAAATTCAATA 
 1999971F PA TGACAAATTGCGCTTTATGTTGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACAAAAATGTGCAAATTCAATA 
 2653035B PP GTTAACGGCGTAAACTAATATGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACAAATTCTGCAAATTCAACAA 
 4315969B PP GTTTTGCAGAATTGAGCCGGTGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACAAATGCGCTCCCCGTAGGTC 
 2833117B C GTGTTGCATTTGGACACCATTGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACACATGCGTCCCCGTAGGTCG 
 216035B  C CATCAGGCGTTGAGCACCATTGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACAAAAAACGTGCAAATTCAAA 
 247438B  I ATCAGGCACCTGCGTACAACTGCCGGATGCGGCGT-AA-ACGCCTTATCCGTCCTACAAAATCGTCTCTTCCGTCAA 
 4101559F C CATCAGGCATCCTGCTCAAATGCCGGATGCGGCGT-AA-ACGCCTTATCCTGCCTGCAAATGCGAAGTTTAACTCCG 
 3982222F C GGCGGCCGCCTGCGGTTGATTGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACATGATCGTGCAAATTCAATA 
 4458468B PP TTCACTCTGAGCTAAGCAAATGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACATTTGGCAATTGCTCCAGGT 
 4283305B PP GCGTCGCATCAGGCATTGATTGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACATTCGGCAAGGGTTACCCGA 
 1133853B PA ACAAAGTGCATATGTCTTCTTGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACAAGTGCTCGCAAAATCGATA 
 25742B   PA CTCTTATATTTAAGGATTTTTGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACGATTTCGCAGCAATCTGTAG 
 4247415B PA ATAATGACAACCTGTTTTTATGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACATTTGACAGCCGTTGTAGGC 
 4061563B C TATTTCTTCTGATGTGAAACTGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACGGTTGATACGGTTTTCGTTG 
 2345161F I TGTAAGATCTGATATTGAGATGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACGGCTCGGTTTGTAGGCCTGA 
 3232692B PP CGGTAAGATTGGGAGTTACCTGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACGTTCAGCACGTTACTCCAGG 
 805151B  C AGTAAGAGCAATTAACTATTTGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACGGTTCGATGCGATTTGTAGG 
 4025473B C ATCAGGCATCATGCACCAATTGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACGGTTCGGACTATTTGTAGGC 
 4025473B C ATCAGGCATCATGCACCAATTGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACGGTTCGGACTATTTGTAGGC 
 2314884F C TATCTGGCATTTGCACCGATTGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACGATTCCCATTATTTCAACAA 
 4323953F PA CATCAGGCAGTCGGCACCATTGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACGGAGGGTGCGGGAATTTGTA 
 4324253F PA CATCAGGCAGTCGGCACCGTTGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACGGAGGGTGCGGGAATTTGTA 
 4323853F PA CATCAGGCAGTCGGCACTGTTGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACGGAGGGTGCGGGAATTTGTA 
 4324153F PA CATCAGGCAGTTGGCACTGTTGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACGGAGGGTGCGGGAATTTGTA 
 4324053F PA CATCAGGCAGTCGGCACCGTTGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACGGATGGTGCGGGAATTTGTA 
 374436F  PP ATCAGGCATCTGCGCACGACTGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACGGATGGCGCGGGAATTTGTA 
 2338363B C CACTGTCTAGTCGGCACGGTTGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACGGGGAGCATTTGTAGGCCTG 
 507988B  C ATTTGGCATCGACGCATGACTGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACGGTTCAGGCACAGGTTTGTA 
 507887B  C ATCAGGCAATGGTGCTCGGATGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACGGTTCAGGCACAAGTTTGTA 
 550680B  C GTTAACTGGTGCTCTATTCTTGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCCTACCGATCCGGTACCCATTGTAG 
 2509408B C AGCGTCGCATCTGGCACTATTGGCGGATGCGGCGT-AA-ACGCCTTATCCGCCCTACGCGTTAAAGAGCCGGTTTGT 
 2566140F PA CCCTGTTAGTTGTTATTTATTGGCGGATGCGGCGT-AA-ACGCCTTATCCGCCCTACATGTGCAATCCCGTAGGCTG 
 3229253F I AAGCAATAATTTGCAACTGCTGGCGGATGCGGCGT-AA-ACGCCTTATCCGCCCTACATGTGCAATCCTCCTGGCCG 
 836830F  C GCGTCGCATCAGGCATCTGTTGCCGGATGCGGCGT-AA-ACGCCTTATCCGTCCTACGAATTACTTATAAATTACCG 
 3390260F PA GCGTCGCATCAGGCAACGGCTGCCGGATGCGGCGT-AA-ACGCCTTATCCGACCTACGGTTATGTTCCGTTTGTAGG 
 3390169F PA GCGTCGCATCAGGCAACGGCTGTCGGATGCGGCGT-AA-ACGCCTTATCCGACCTACGGTTATGTTCCGTTTGTAGG 
 2428930F PA TTGCGGCATCGGGCAATGCGTGTCGGATGCGGCGT-AA-ACGCCTTATCCGACCTACGGTTCTACCCCTGCGTAGGC 
 4294024B C AGCGTCGCATCAGGCGTTGATGTCGGATGCGGCGT-AA-ACGCCTTATCCGACCTACAAAATCACGCTAAATCAGGC 
 2792071B PA CTTCCTGTTCACGTACAGATTGTCGGATGCGGCGT-AA-ACGCCTTATCCGACCTGGATCCCCGTAGGCCGGACAAG 
 4006400B C GAGGCATGCGTGAAAAATAATGTCGGATGCGGCGT-AA-ACGCCTTATCCGACTTACTCTGAAGACGCGTCTGGCAT 
 3295051B C TTCTGATTTGAGGGAAAACATGTCGGATGCGGCGT-AA-ACGCCTTATCTGACCTACGGTTTGTATCGTTGTAGGCC 
 1689492B C GACAAAGTGCGCGTTTTTTATGCCGGATGCGGCGT-AA-ACGCCTTATCCAGCCTACAAAAACTCATAAATTCAAAG 
 3590566F PA ACAGATTGCTCATCGTTTCATGCCGGATGCGGCGT-AA-ACGCCTTATCAGGCCTACAAGATCGTGCAAATTCAACA 
 4216537B PA CCTCATCAGGAGCAGAGAATTGCCGGATGCGGCGT-AA-ACGCCTTATCCAGCCTACGTTCGGCAACGGCTGTAGGC 
 3201145F I TGAATGAGTATTGGGCATTTTGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCTACATGTCAACGACAGTTGTAGGC 
 1532886F I GAAAATAATTTATGTCAGGTTGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCATACATTAGCCCGGTTGTAGACCT 
 3672383F I GAAAACGCAGCCTTAAAATAGGCCGGATGCGGCGT-AA-ACGCCTTATCCGGCATACGATTTTATTCGGCCTGGCTC 
 2314998F C CATCTGGCATTTGCACTGAATGCCGGATGCGGCGT-AA-ACGCCTTATCCGTCCTACGAATCCCGCGATTTCCTGAC 
 consensus                           * ************-**-**********   * *   
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PU-Z1 (47) 
 2652971F PA TTCAACGTTCGGGGCGCAAATGCCTGATGCG--CTA----CGC-TTATCAGGCCTACAAGGGATTCGCAATTTGTTG 
 3772238F PP ATGGAGAAGGTGGGGTTAATTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACAGGATGCATCACAATTTGTT 
 3148669B C ATCCGGCATTAGGTGCTCAATGCCTGATGCG--CTA----CGC-TTATCAGGCCTACAAAATCTATTGCAACATGTT 
 844904B  PP CGTCTCTTAATAAGACACATTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACAGGATATCTGGCAACTTATT 
 3875658B PP TGGCGCTAACCATGCGAGCGTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACGAAAATCTTGCAATGTATTG 
 3596399F C TTTGATTTCAAAAGTGATATTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACAATGTGTGTTGCAATTTACT 
 3637281B C ACTGATTACAAACGCAAAATTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACATAATCTCTGCAATCTATTG 
 707039F  PP AACAGTTTCAAACGCTAAATTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACATGATCTCTGCAATATATTG 
 4135861B PP CGGGAGTTTGAACGCAAAATTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACGCAATCTCTGCAATATATTG 
 1112619F I CTTCGCAATAAAAACGTAGTTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACATCGTTCCTGCAATTTATTG 
 3738966F I GGCTGAAAGTCACTAAAAATTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACATGATTTCTGCAATATATTG 
 430171F  I AAGTGATTAAAACGTAAAATTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACGTTATTTCAGCAATATATTG 
 2943897F PA CCTCACCCTAAACGCATAAATGCCTGATGCG--CTA----CGC-TTATCAGGCCTACATAACTCCTGCAATATTTTG 
 138678F  C ACTGATGACAAACGCAAATCTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACGCTAGCTGTGCAATCCATTG 
 3267723F C ACTGATGGCAACCGCAAAAATGCCTGATGCG--CTA----CGC-TTATCAGGCCTACGCCATCTCTGCAATATATTG 
 831491F  C CTGATGAACAAACGCAAAACTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACGTGAACTCTGCAATATATTG 
 1550321B C ACTGATGACAAACGCAACATTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACACGTTCACTGCAATCTATTG 
 1550321B C ACTGATGACAAACGCAACATTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACACGTTCACTGCAATCTATTG 
 983633B  C ACTGATGACAAACGCAACATTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACGCGTCCCCTGCAATATTTTG 
 3068074B PP TTTTTCGCCAAAAGCAAAATTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACACGTATCCTGCAATATATTG 
 898968B  C ACTGATGACAAAGGTAAAATTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACATGGCCCATGCAATGTATTG 
 4468443B C TCTGATGACAAACGCAAAATCGCCTGATGCG--CTA----CGC-TTATCAGGCCTACGTGATTCCTGCAATTTATTG 
 2289202F C ATTTATGACAAACGCAAAACTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACGTGGATCGATCAATTTATTG 
 2547467F C AGTGCTGACAAACGCAAAACTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACGTGGAGCCCACAATATATTG 
 2712284F C AGTGCTGGCAAACGCAAAACTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACGTGGCTCATGCAATATATTG 
 3561584F C ACTGATGACAAACACAAAACTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACGTGGTTTATGCAATATATTG 
 714466F  PP ACGTATGACAAACACAGAATTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACGAGGATGGTGCAATATATTG 
 698697B  PP TCTGATGACAAACGCCAAACTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACGCAGCTCCTGCAATATATTG 
 489232B  C GTTGCGGGCAAACGCAAAACTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACACCGCTCCTGCAATATATTG 
 2536606B C ACTGATGACAAACGCAAAACTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACAAGGTTTCTGCAATATATTG 
 1689428F C TCTGAAAACAAACCAGAGATTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACCTTTTCCTGCAACACTTTGA 
 609319F  PA ACTGATGACAAACGCAAAACTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACATGGTCCTGCAATATATTGA 
 3510512F PA AGTGATGATAAAAGCAAAATTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACATTTCCTTGCAATATGTGCA 
 3010528B C ACTGATGACAAACGCCAAATTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACAAGTGCATTGCAATCTATTG 
 2682118F C GATGATCATAAACGAAAAATTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACACGGAGATTGCAATATATTG 
 356938B  C CACAGGTCTGCGGCTGGAATTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACGAGTTCAGTGCTCTACGTAG 
 356738B  C CACAGATCAGCGGCTGGAATTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACGAGTTCAGTGCTCTACGTAG 
 339105B  PA CATCCGGCAGTGGTGGCAAATGCCTGATGCG--CTA----CGC-TTATCAGGCCTACAGATTCTTGCGCCATTCGTA 
 339012B  PA CATCCGGCAATGGTGACAAATGCCTGATGCG--CTA----CGC-TTATCAGGCCTACAGATTCTTGCGCCATTCGTA 
 339198B  PA CATCCGGCAATGGTGACAAATGCCTGATGCG--CTA----CGC-TTATCAGGCCTACAGATTCTCGCGCCACTCGTA 
 339290B  PA GGTTATGACCAACGCCAGACTGCCTGATGCG--CTA----CGC-TTATCAGGCCTACAATTCTCGCGCCACTCGTAG 
 814787F  C ACTGATGACAAACGGAAAACAGCCTGATGCG--CTA----CGC-TTATCAGGCCTACATTTTCTCCGCAATATATTG 
 856818F  C GCTGATGACAAATGCAAAATAGCCTGATGCG--CTA----CGC-TTATCAGGCCTACGCAGTACCTGCAATATATTG 
 3328531B C CTGATGATAAACGCCAAATCAGCCTGATGCG--CTA----CGC-TTATCAGGCCTACAAGAGAATTGCAATATGTTG 
 3099748B PP GGCGATGACAAATGCAAAACTGCCTGATGCG--CTA----CGC-TTATCAGGCCTGGAAAGATGCACGATCGAGTAG 
 4126023B PP AGAGCGGCGCGGAGTGGAATCGCCTGATGCG--CTA----CGC-TTATCAGGCCTACGTCATATTGCAATTTATTGA 
 3674123F I TCGTTGTAATAAGAGTGAAAAGCCTGATGCG--CTA----CGC-TTATCAGGCCTGAATTTCCATACAATATATTGA 
 consensus                           **********--***----***-***********                         
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PU-Z2(G)  (28)  
 2302472F C CATCCAACGCCCGAGCCGGTTGCCTGATGCGACGCTGGCGCGTCTTATCAGGCCTACACCGCTGTGAAGTGCGGCAC 
 2302585F C CATCCAACGCCCGAGCCGGTTGCCTGATGCGACGCTGGCGCGTCTTATCAGGCCTACACCGCTGTGAAGTGCTCCAC 
 2302811F C CATCCAACGTCCGAGCCGGTTGCCTGATGCGACGCTGGCGCGTCTTATCAGGCCTACACCGCTGTGAAGTGCTCCAC 
 2302698F C CATCTAACGCCCAAGCCGGTTGCCTGATGCGACGCTGGCGCGTCTTATCAGGCCTACACCGCTGTGAAGTGCTCCAC 
 2302924F C CATCTAACGCCCAAGCCGGTTGCCTGATGCGACGCTGGCGCGTCTTATCAGGCCTACACCGCTGTGAAGTGCTCCAC 
 2428979B PP ACGCCGAATTAATACGGTCTTGCCTGATGCGACGCTGGCGCGTCTTATCAGGCCTACGCAGGGGTAGAACCGTAGGT 
 2345294B PA GCATTTTACGCCGCATCCTGTGCCTGATGCGACGCTGGCGCGTCTTATCAGGCCTACAAATCCGAGCCGTAGGCCGG 
 4025497F C ATCCGGCAATTGGTGCATGATGCCTGATGCGACGCTGGCGCGTCTTATCAGGCCTACATTGGTGCCGGATCGGTAGA 
 3040418F C ATCCGGCAGTTGTGCTCCGATGCCTGATGCGACGCTGGCGCGTCTTATCAGGCCTACAAAGGCATACCCATTACGCC 
 111434F  C CATCCGACATTCGCACACGATGCCTGATGCGACGCTGGCGCGTCTTATCAGGCCTAAAGGGATTTCTAACTCATTGA 
 500672F  C ATCTGGCATTTGGCTCTCGATGCCTGATGCGACGCTGGCGCGTCTTATCATGCCTACATATTTTTCATATTTTACAT 
 66672B   PP AAAGCGCATCCGGCATTCAACGCCTGATGCGACGCTGGCGCGTCTTATCAGGCCTACGCGCTGCGATTTTGTAGGCC 
 66587B   PP AAAGCGCATCCGGCATTCAACGCCTGATGCGACGCTGGCGCGTCTTATCAGGCCTACACGCTGCGATTTTGTAGGCC 
 5544F    C GGTAACAATCCGGCATTCAGCGCCTGATGCGACGCTGGCGCGTCTTATCAGGCCTACGTTAATTCTGCAATATATTG 
 2303037F C CATCTAACGCCCGAGCCGGTTGCCTGATGCGACGCTGGCGCGTCTTATCAG-CATACCCACATCCGGCATACCATGC 
 3040306F C TTATCGCATCAGGCATTTATCGCCTGATGCGACGCTGGCGCGTCTTATCATGTCTGGGATTTGATGCCTTTATCACA 
 2345206B PA ACGCTGCATCCGGCACCCGGAGCCTGATGCGACGCTGGCGCGTCTTATCAGGCCTACAAACCGAGCCGTAGGCCGGA 
 900002F  PA CGGCACAGGCACCGTGCTGATGTCTGATGCGACGCTGGCGCGTCTTATCAGACCTACAAAACCCCCCGGCGAATGTA 
 216059F  C CATCCGGCAATGGTGCTCAACGCCTGATGCGACGCTGGCGCGTCTTATCATGCCTACAACCCCCCTCATACCTTAAG 
 247462F  PP ATCCGGCAGTTGTACGCAGGTGCCTGATGCGACGCTGGCGCGTCTTATCATGCCTACGAGCCCGCGAATATTTGCGA 
 248204F  C ATCCGGCAGTTATGCGCAGATGCCTGATGCGACGCTGGCGCGTCTTATCATGCCTACAAACTTGTGCCTGAACGGTA 
 2806180F PP ATCCGCCGTTCTGTGCACAATGCCTGATGCGACGCTGGCGCGTCTTATCATGCCTACAAACCACATCGCACATTTCA 
 4486528B C AGTCAGGCGAGATTTGTCTTTGCCTGATGCGACGCTGGCGCGTCTTATCATGCCCACCCCACTGCAATATATTGAAT 
 4038866F C TGCATTGGCGCAGAAAAAAATGCCGGATGCGACGCTGGCGCGTCTTATCCAGCCTACTCTTGCTTATCCGTTCTGCT 
 2833068F C GTGGGCTACTGTGCCTAAAATGTCGGATGCGACGCTGGCGCGTCTTATCCGACCTACGGGGACGCATGTGTAGGCCG 
 3648714F PP AGAAAAGTGCGCTTTATTTATGTCGGATGCGACGCTGGCGCGTCTTATCCGACCTACAAAGTTATGAAAATTCGATG 
 173483F  C AGCGTTTACGCGACAACGGATGCCCGATGCGACGCTGGCGCGTCTTATCGGGCCTACAAACGGCCCCGAATCGTAGG 
 4604560F PA GGTATGCATGCGGGGGCAGATGCCAGATGCGACGCTGGCGCGTCTTATCTGGCCTACGAAGGGCTAACGTGCAGGTT 
 consensus                           * * ************************                          
  
PU-X  (12) 
 4092687B PP GAGTCGCCGCGGGTAAACACTGCCGGATGCGGCGC-GA-GCGCCTTATCCGGCCTACGGGTCGGCAACAGTTGTAGG 
 3112513F PA ACCCGGTGCGCCTTATTTCATGCCGGATGCGGCGC-GA-GCGCCTTATCCGGCCTACGGGCTTACTCGGCAGACATC 
 2217626F PA ATATTCGGTCCGGCGTTTCCTGCCGGATGCGGCGC-GA-GCGCCTTATCCGGCCTACAAAGGGCGCAAACGTCGCGC 
 4092319B PP GCGTCGCATCAGGCATTGATTGCCGGATGCGGCGC-GA-GCGCCTTATCCGGCCTACGGGTCGTGCATCCGACAACA 
 4151415F PA GCACTGGAGTTTGGCAACAGTGCCGGATGCGGCGC-GA-GCGCCTTATCCGGCCTACAGTTGGGCATCGTTTGAGTC 
 4151538F PA GCACTGGAGTTTGGCAACAGTGCCGGATGCGGCGC-GA-GCGCCTTATCCGGCCTACGGTTGGGCATCGTTTGAGTC 
 4151661F PA GCACTGGAGTTTGGCAACAGCGCCGGATGCGGCGC-GA-GCGCCTTATCCGGCCTACGTTTTAATGCCAGCAAAAAT 
 4448947B PA ATCAGGCTTCAGTGCACCATCGCCGGATGCGGCGC-GA-GCGCCTTATCCGGCCTACGAATCGGCATCAGGCATAGC 
 1942222F C AATCTATCGCTGAACACATTTGTCGGATGCGGCGC-GA-GCGCCTTATCCGACCTACGGTTCGGTATCTCTGGTAGT 
 361087B  PP GAAGTCGCTTAAGCAATCAATGTCGGATGCGGCGC-GA-GCGCCTTATCCGACCAACATATCATAACGGAGTGATCG 
 3010458F C AAGTAAGTGCGCTTTGTTGATGCCGGATGCGGCGC-GA-GCGCCTTATCCGTCCTACAAAACATCGCAAATTCAATA 
 4324353F PA CATCAGGCATCTGGCACCGTTGCCGGATGCGGCGC-GA-GCGCCTTATCCGGCTTACCGATCACAATACAATCAGTT 
 consensus                          * ************-**-************ *  ** 
  
  
PU-Z2(T)  (12) 
 4324205B PP CATCCGGCAACGGTGCCGACTGCCTGATGCGACGCTTGCGCGTCTTATCAGGCCTACAAATTCCCGCACCCTCCGTA 
 4324005B PP CATCCGGCAACGGTGCCGACTGCCTGATGCGACGCTTGCGCGTCTTATCAGGCCTACAAATTCCCGCACCCTCCGTA 
 4323905B PP CATCCGGCAATGGTGCCGACTGCCTGATGCGACGCTTGCGCGTCTTATCAGGCCTACAAATTCCCGCACCCTCCGTA 
 4324105B PP CATCCGGCAACAGTGCCAACTGCCTGATGCGACGCTTGCGCGTCTTATCAGGCCTACAAATTCCCGCACCATCCGTA 
 4324305B PP CATCCGGCAACGGTGCCAGATGCCTGATGCGACGCTTGCGCGTCTTATCAGGCCTACAAATTCCCGCACCCTCCGTA 
 757612B  I ACGCCGCATCCGGCACTGGTTGCCTGATGCGACGCTTGCGCGTCTTATCAGGCCTACGGTTTACGCATTACGTTGCA 
 4247348F PP ACGCCGCATTCGGCAACCAACGCCTGATGCGACGCTTGCGCGTCTTATCAGGCCTACAACGGCTGTCAAATGTAGGC 
 3201194B C ACGCCGCATCCGGCAATCAACGCCTGATGCGACGCTTGCGCGTCTTATCAGGCCTACAACTGTCGTTGACATGTAGC 
 1083884F PP ATAAGGCATTTGTGCGCAGATGCCTGATGCGACGCTTGCGCGTCTTATCATGCCTACAATCAGTGCGGGTTTGGTAG 
 4216463F PP ATCCGGCAATCGGTGCACGATGCCTGATGCGACGCTTGCGCGTCTTATCATGCCTACAGCCGTTGCCGAACGTAGGC 
 2537608F PA TCTCTATCCATACGTGGTGTTGCCTGATGCGACGCTTGCGCGTCTTATCAGGTCTACAGGTTACAAACCTTGCCATT 
 3096463B C ACCCCGCATCCGGCAATCAACGTCTGATGCGACGCTTGCGCGTCTTATCAGACCTACAACCGCTGCCACATGTCGGC 
 consensus                          * ***************************   ****              
  
  
 



Suppl. Fig. 11 – PU elements in E. coli 

PU-Z2(GA) (12) 
 2116549F PA ACGCCGCATCCGGCATTCAGTGCCTGATGCGACGCTGACGCGTCTTATCAGGCCTACAGGTCCCGAGCACAGAACCG 
 2116469F PA TTTTGTTCGTTGCCGCTTTTTGCCTGATGCGACGCTGACGCGTCTTATCAGGCCTACAAGACCCGAGCACAGAACCG 
 353915F  PP CATCCGACACCATGCTCAGATGCCTGATGCGACGCTGACGCGTCTTATCAGGCCTACCCACTGTTTTTACACCGATA 
 4243135F PA ACGCCTTATCCGACAACAACTGCCTGATGCGACGCTGACGCGTCTTATCAGGCCTACATACGTTTCGGTTTTGTAGG 
 3706324F PA CCGACAATGGCCGGCACATTTGCCTGATGCGACGCTGACGCGTCTTATCAGGCCTACGTCGAGTCGAACCTCCCTGC 
 2314950B C CATCCGGCATTCAGTGCAAATGCCAGATGCGACGCTGACGCGTCTTATCTGGCCTACTTTAATGTAATTTGTTGAAA 
 4547786B C AGCAAAGTGCGCTTTGTTTATGCCAGATGCGACGCTGACGCGTCTTATCTGGCCTACAAAGGGCTAACGTGCAGGTT 
 244133F  PP ATCCGGCATTTGTGCGCTGATGCCTGATGCGACGCTGACGCGTCTTATCATGCCTACAAATCTGTACGCGAACCGTA 
 2579663F C GGTGATTGCCGGATGCTGATTGCCGGATGCGACGCTGACGCGTCTTATCCGGCCTACAGCGTCTTATCCGGCCTACA 
 4315919F PA TTTTCGCCTCGTGGTTCGGGTGTCGGATGCGACGCTGACGCGTCTTATCCGACCTACGGGGAGCGCATTTGTAGGCC 
 66757B   PP TAGCCGCATCCGGTATGTAACGCCTGATGCGACGCTGACGCGTCTTATCTGGCCTACACGCTGCGATTTTGTAGGCC 
 762005F  PP TCGCCTTCTCCGGCAATTGAAGCCTGATGCGACGCTGACGCGTCTTATCAGGCCTACGGGACCACCAATGTAGGTCG 
 consensus                            * * ************************   *****             
 
 

Supplemental Figure 11: Sequences and contexts of selected PU elements of Escherichia 
coli K12. All instances of PU elements with 24-nt segments with copy number of at least 10 
(Table 2 in the main text) in the genome of E. coli are shown. The elements were expanded to 
their full conserved lengths of 30 to 37 nt, highlighted in blue. Conventions are as described in 
Supplemental Figure 1, except that the coordinate listed under site is the low order coordinate 
of the sequence shown (including the sequence flanking the SDR element). In addition, runs of 
at least four thymidines or four adenosines are rendered in blue or green letters, respectively. 
All 18 instances where the element is given as inside the gene actually overlap the 3' end of the 
gene. 

 
 
 
 
 

 
 
 
 
 
 


