Supplemental Figure 7: Sequences and context of SDR7

Named SDR7 elements of Nostoc punctiforme
Replicon _Site  Ctx SDR and flanking regions

SDR7.1
Npun.chrom  345780F TAAGGCTGGGCTTTATTGTATAGTTTTGCTTAAGT
Npun.chrom 6719494F AAGGCTCTTTAGATACATT T e o RIS NI VN R @ oo eaF e CATGTGTAGTTTTGCGTAAGT
Npun.chrom  6369006F CAGGTAAATGAAGTACACAGEIE EEElelo VS RI NT VSR IE0 0P \6GAT TG TCTGTACCTCACCCAA
Npun.chrom 4689139F TATATATTTTTATCCATGTCEIR EEEelo VAR i) VAR KE0 000 P \6GACATAATTTCTCAGATAGGT
Npun.chrom 5934971F GGCAAAGATATACACGAAAGEIF EEEElo VI RIS NI VAR KE00 o0 6CTGAAAATCTTTCTTTTCGGC
Npun.chrom 61058048 GCTGAAAACCTTATTCTCAGEIR e EElo VRIS e VAR Ie0 00076 TGAATACAATTATACCAATTT
Npun.chrom  7595082F CGGGCTTTGTAGTTAAAATTE O Y ARIT NIV R0 e PNoC TGAACATAGGGCTTCCCATT
TTGGAAAAACCACATCTGTCEIR e RIS N VR0 0oV G AGTGAGGCTCTATTATCATCA
AACCACATCTGTTATCTGT Tl EE e NI NI N iC oo eap 6 T TGCATGGTCTATTTACCTGA

Npun.chrom 4054593F
Npun.chrom 7577333B
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Other SDR7 elements in Nostoc punctiforme and other cyanobacteria
Npun.chrom 8020870B C GTATTTGAAGCACATCTGTCERRAACIEIElo7.V.N HESTNKELV N N EEoee{eg VNOACCGTGGTCTATTTAAGGAGC
Npun.chrom 103460F PP AGCCGAAACCCTATATTCAG—AGCGTATAGTTTTGTGTAAGT

Npun.chrom 2121867B D  ATAGAAAATAGACCCACGGTERpAClelclelel VAN IA@ANKCT-N M icleleT o3 V-6,
Npun.chrom 2136830F PA ATAGAAAATAGACCCACGGT' CAEAATTGCCECTAC

CC-ATATAATTTTGCGTAAGT
CC-ATATAATTTTGCGTAAGT

Npun.chrom 8184551B PP GCCCAAACCGTTATTTTC—CGTGTAGTTTTGCGTAAGT
Npun.chrom 5878296B C  TTTAGAAAACCATATATGTCEIINCEEET RIS M N nicleo o \8AGCACAGGTGTATTTATCATC
Npun.chrom 1389858B PA  TGAGACTGCACTTTATTCACEIINCEAC SR WiAIYNRIce [oeaice-AATTTGTAGTTTTACGTCAAT
Npun.chrom 1248520F C  GCCAAAACTCTGATTTTCAGEIL CE e NRITNie V URico oo mIAGTGCGTGTATTTTTGCATAAA
Npun.chrom ~ 607140F D GCCAAAACCCTGATTCTAAACGIACCEEUNVNRITNITAN RIACCCTIYE - AGCGTGTAGTTTTGCGTAAGT
Npun.chrom 5282390B PP CCCGAAACCTTTATTTTCAGEI CEEEO N NRIT MO N Lo eoeTIIe--GCGTGTAGGTTTGCGTGAAC
Npun.chrom 6747317F PP ACTCAAACCTTAATTTTCCGALIAGT Selo NN RITN VN RIE oA IASC-GCCTGTAGTTTTGCATTATT
Npun.chrom 6276680B C  AGCCCAAACTTGATTTTCTGEIINCE o VN MANI VN Rl eoeir\6C-GCATATAATTTTGCGTAAGT
Npun.chrom 6552944F PP CCGAAAAGAAAAATTTTCAGELINCACE VRIS NIE VAR ICeoeear e -AACGTCCAATTTTGCGTAAGT
Npun.chrom 5067514B D CCGAAAAGAAGGATTTTCAAGIENE- oY NRIo WAV RIcT o076 -AGCAACTAGTTTTGCGTAAGT
Npun.pNpC ~ 72409B PA ACTGAAAAGTTGATTATTCGCHTTTCGTTATGTTGTGCGTAAG
Npun.chrom 7452281F PA  CAAATAATAGCTAAAACCCTAINCEEE ORI NIE VN RIET O 0P 6A-ATCTTTAGTTTGGCCTAAGA

- cecach
Npun.chrom 2080397F o GGGTAACATTTAAATTCCT TAUTEEEICI VN NIY KTV REcIee(e[0ANGA-GCAGTTATTTTTGCCTAAGT
Npun.chrom 5149061B o TGTAAAAATACGTATACGCASIIAEEA GCAATTCAT_. TTGCCC TE -GCGTATAGTTTTGAGCAAGT

Npun.chrom 1785200F PP ACTAATGGTCTATCCCATTAEyAclelelc[e/V.y Ruo NN/ V- miciefe; ATTTCATAGCTTGATGCATAA
Npun.chrom 2741240F PP  CATTGATGTGAGGCACACCCRpAelelelclo VN RioNiclY-Nmiclele TRV \TACCTTGCAATTTAACATTGTA
Npun.chrom 7373542B C ATTAATTATTTACTAGACAACICACEIO VN NI NNCTVNNICCEeIV®TTTAGCAACTTATTAGGGATA
Npun.chrom  870242F o ATAGTAAATAAACTTACACT Ear.\cielelelor VN IO NNCTVACIIEIO TGV CAATATGTATTGTATGTAGTTT
Npun.chrom 4831554F PP AAAATAGCAAAAAACTACATALFNEEElET AN NI NIC N RIeT MV CATGTAATTTTGTGTAAGTTTT
Npun.chrom  631595B D  ATGTCAATTAACTAGACATA GTAGGGGC@ATTCATGAATTHC[ICCTAC
Npun.chrom 5714432B PP TAATTCTATGTGAGATTCAG' \GCAATTCATGAATTGCCCCTACIYYIRVYNYYYN 7YY N /N aur
Npun.chrom 1196261F PP GﬁggnGCAATTCATGAATTGCCCCTAC AATACGTTAATTTTTTCTACG
Npun.chrom  348028F Cc CGCTAACTGGTAGCATTTCTq CAATTCAE@@CCCCTAC AGTCCCATAAGCACAGCTTCA
Npun.chrom 5169861B Cc AGCCTAATTAATACTTTGGGCTCAAAATGTTTATAAACCTT
Npun.chrom 53133F PA  GTATTTGAACTACATCTGTCELIAEEA GCAATT“ATGAATTGI]CCCTAC
Npun.chrom 3592272B Cc CATCTTAACTAACAATAGAA GTAGGGG“AATTCAT‘AATT‘CCCCTAC
Npun.chrom 3371518B Cc TCTCAAGCCCTGATTTTCAGA TAGGGGIAA TTuATGAATT (o[0{e(eaV.\ACGCCCAATAGTAAATTAAGTA
Npun.chrom 7408743F PP CGCTTTATTTAGATAGGGAGA TAGGGGuAATTCAIDAATTGCCCCTAC GCCTGTAGTTTTGTATTGCA
Npun.chrom 1272546B PP TAGTAGAGCAATATGACCTTCTGAAAATCTCTGTTTGTGTA
Npun.chrom 1612683B Cc GCTTTCTGCTTTAGATAAAGARElcielelorV N NI NIV N mIclooelea Vo T TGAAAACTAGGGTTTAGATT
Npun.chrom 4218546B D GTAGGGGCAATTEATGAATTGCCC ATAGCGTGGTCTATTGGCAATCAT
Npun.chrom 2916304B  PA TTTGAGAAACCAGATCCGTC 'CACACAGATTTATTTCCCATC
Npun.chrom 2010053B PP GTAGGGGHAATTCATGAATTG@QM AACGGCTGGTCTATTTATCTG
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Tery.chrom  6127249F
Tery.chrom  605681B

lyn-027 58236B
lyn-009 88992B
lyn-024 40675B

PP

PP

TAGGGGCAATTCAT.AATTGCC @V\®TTACCAAAGCGAAATATGACT
AGTTGAAAATTTAAC-TTTTTLeleee TTACTAAGGCGAAACATGACT

GAAGAGAGAAGAATTTACGGC.G AARIGNICTVNRECO oo VNOAGTCCCAAATTCTATGTTAAA
CCGTTAATCAACTGTTTATCCCCGGTCACGGGTGACGGCTT
TTAGTGTTTACTGTTTCTAGG VO TTTTTTTAGGGATCACTTTTG

Supplemental Figure 7: Sequences and contexts of SDR7 elements. All instances of SDR7 in any genome of a
cyanobacterium listed in Figure 5 of the main text are indicated. Conventions are as described in Supplemental
Figure 1. In addition, deviations from SDR7.1, highlighted in gray, use red letters if the mutation is compensatory
with the corresponding location elsewhere in the element, blue letters if base pairing may be maintained through
G-T hydrogen bonding, green letters if base pairing may be maintained through G-T hydrogen bonding of a
polynucleotide corresponding to the inverse strand, and black letters otherwise. Runs of at least four thymidines or
four adenosines are rendered in blue or green letters, respectively.
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