Supplemental Figure 6: Sequences and context of SDR6

Named SDR6 elements of Nostoc punctiforme (and instances in other cyanobacteria)

Replicon _Site  SDR and flanking region
SDR6.1

Np.chrom 4170008B GCATAAAAGAAAGGCGCAGGCGAATTTA
Np.chrom 3117953B TTCAGATAATAAAAG |11 1CCCCTCCEr
Np .chrom 7206996F CAAAGTTTCTGATTTAAGGAAGCCTC
Np.chrom 1247019B  GGAATGGGAGTGGGGAATGGGAGCATAC I
Np.chrom 4586590F

Np.chrom 20540F

Np.chrom 45914778

Np.chrom 7281943F

Np.chrom 5929834F

Np.chrom 6650760F

Np.chrom 733374B

Np.chrom 2294296F

Np.chrom 1996726F

Np.chrom 6123831B

Np.chrom 1111642F

Np.chrom 7161430B

Np.chrom 5958003F

Np.chrom 3424300F

Np.chrom 4998118B

Np.chrom 6135422F

Np.chrom 5615524B

Np.chrom 5891968B

Np.chrom 6104303B

Np.chrom 6265417F

Np.chrom 3180203F

Np.chrom 6158872F

Np.chrom 21456948

Avar .pAvC 133252F

nod-006 782178

nod-054 19356F

nod-109 9900B

SDR6.2

Np.chrom 676336F  TATFCCCCATFCCCCATACTTCGGE | i
Np .chrom 3134517F  AAGGGAATTGGGATATCCCTTCGG® | 1
Np.chrom 2144776B

Np.chrom 4961977B

Np.chrom 5179194B

Np.chrom 62204448

Np.chrom 8021933B

Np .chrom 2645359B CTTGTGTGATAGCAAAGCGTAAAGCE |1

Avar .chrom 6322662B
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CCGTCECCATFCTTCAATFCECATGCTTAACCCTGTTGTGTCACTTTA
(¢cGCTACGCTCAGGGAAAGECCL TCAACACAAGTGTTTTTCACATCCACC
AGAGAGACGTTATGCGAACGGCTCAGACTCCTCTGTTTATAATTTGTC
6cACTACGCTCAGTAACCGGGGGAGCAGGGGAGGCAGAGGGAGAAATAAG
e ACTACGCTCAGTAACCGGGGTAGGCAGAGGAAGCAGGCGGAGAATAAC
€ ACTGCGCTCAGTACAAGGGGGECAGGCGGAAAGACTGAGACGGGGCTT
5cGCTGCGCTCAG TCABEEMBECABCEATEEATCGCATTCATCATCTTAC
[$EACATGGTTCGACTCCGCTCACCAGCCGCTCAGTCARBABEECEECEAN
$EACAAGGCTCAGTG TTCTTGTTTCAATTCGCT
SEACAAGGCTCAGTG ACCAACCTACCTAATCCA
S EACTGCGCGGTAGTTGAGCGCAGTCGAAACTCAGTACAAGTFCCCAATT
0 € ACTGCGCGGTAGTTGAGCGCAGTCGAAACTCAGTACAAGTFCCGAATT
0 ACTGCGCGGTAGTTGAGCGCAGTCGAAACTCAGTACAAGTFCCCCATT
0 € ACTGCGCGGTAGTTGAGCGCAGTCGAAACTCAGTACAAGTFCCCTATT
S EATTACGCGGTAGTTGAGCGCAGTCGAAACTCAGTACAAATGACTAATG
ACTCAGTACAATTCCCAATTCE

TGCTCAGTACAAATGTCCGATGT

A TAGCGGAGCTTTCGCTTTAGCGAT

€ ACTGCGCTCAGTACAAGTTCCCAATTCCCTATTCCCACATTTATGTCT
S € ACTGCGCTCAGTACAAGTTCCCCATTCCCTACTACCCACTTTATGCAA
0 € ACTACGCTCAGTACAAGTTCECCATTCCCCATTCCCCATTCCECAATA
S ACTGCGCTCAGTACAAGTTCECCATTCCCCATTCCCCATTCCCCACTS
e ACTGCGCTCAGTACAAGTFSCCCAATTCCCAATTCCCCATFCCETCAA
€ ACTGGGCTTAGTACAAGTFSCCCATTFCCCAATFCCCCATTCCCAATCT
56 ACTGCGCTCAGTACAAGTFCCCAATTCCCAATFCCCCATCAGAGATCC
5 ACTACGCTCAGTACAAGTFSGEAATTCGTAATFCGTAGTTAAAAGGGC
cGCTACGCTCAGTAACCATAAATAAATTTAGGGGCTTGTATCCTTTTCT

TAGCTTGCTTCCCCGTAGGAGTACGCTAACGCGGTT
TGGTTCATTCTTTCGTAAGTTGTGCGTAAGTCCTAATTAATACTTAAT
TGGTTCATTCTTTCGTAACTTGTGCGTAAGTCCTAGATCACTCAAAAC
TGGTTCATTCTTTCTTAACTTGTGCGTAAGTCCTACTGACTACAAACT

CECTCAGTACAAGTFCCCAATFCCCAATGACTTTATACGTAATTACGGAA
OCTCAGGGCAAGTGGGCATTGGGAATTGGGTTGGAAGGAGGGCGAGTTA
OCTCAGGGCATGGGGGATTGATTTTTTTTCATCTCCCCCCCACGCCCTC
0ECTCAGGGCAAGTGGGAATTGGGAATTGGGAATTGGGAAGAATTCAATT
(O[ECTCAGGGCAAGTGGGAATTGGGCATGAAAAAGAGACAAGGAAGAGGGG
0[ECTCAGGGCAAGTGGGAATTGGGAATTGGGCATGAAGAAGAGACAAGGA
0[6CTCAGGGCAAGTGGGAACTTGTACTGAGCGAAGCCGTTGGCGTAGCCT
(OCTTAGAGCGAGTCCGCGAACGTCTGAACACCTTTATCACGTTCAATTG

GGTGATACCTTCGGTAAGCTATCTCTATTCEETETCEEEAACEETACEOEEI T AGCARGCTATEOCE TAGGCTITAREC T AACGCACTTATTTTGGCATAGACTACACCAAGGCTCCTAAAGCTTT
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SDR6.3

Np.chrom 65104698 AACTAATTCGTAATTCGTAATEBACEETCCCGGGCTCGCTACCECTACGCTCIA \CETAATTCGTAATTTGTAAGTGGTCTAAATCCCAACTTACTTTTATTACG
Np.chrom 5044606F GAATTAGGATTAATTCGTAAT-- -—-—-GGGCTTTGCCCCGCTACGCTCF. \CETAATTCGTAATTAATTTTTCCCTATTATCTATGCTCCTCTTCCCTGTC
Np.chrom 1978097F AGGAACTAACCAATTTGTAA TGTAGACTCGTTACGGCTATGCTCF.) (CCTAATTCGTAATCTAAGAGGCATCAGATTCAAGTTGAGTTTCCATTTCT
Np.chrom 1332408B TGCGCTAACGTAATTCGTAA TGCGGACTTGCTACCGCTACGCTC I - \CETAATTACGATTATTTGATTCGTTTAATTCCTTCGTGAACCAATTCAAC

SDR6.4 (Interrupted by SDR4)

Np.chrom  5385189B GTAATTCGTAATI
Np.chrom  5011587F ACGACTGGCTAT!
Np.chrom  4958865F CACTCIIJAGEE
Np.chrom  4409877B GCGCCGCTCILL

(©cCTACGCTAACGTAATTCGTAATTACAAATTACCCGTGAGTTGGTTCAA
\@cCTACGCTATCGGTGTCGCCAATTATTGAATAACTGTAAATACTTGATG

(©cCTACGCTATCGGTGTCCCATTCTTAAACCGCAAACTAAATATAGAAAT
(9 6CTACGCTATCGGTATCGCTTTTAGGAATGCGGATACTAATAGGATTTA

SDR6 with copy number 3 or greater in other cyanobacteria, except as previously noted)

Anabaena PCC 7120

A7120.chrom 1634934B ———GCTAACGCCAACGCAATTCGCAACGATG.CCCGCTCT@TCT@TC—G C, O CCAATTTGCAATAACTTTTCTTAACATCTAT-CTCAGGCATGACATTAATTT
A7120.chrom 4757303F GATATAACGGAGATAAGATTTATTGCG CCCTGCGGGACGCTCCGCG G A OCCGTGTCAGTTGTCAGTTG--TCAGTTGTTATTTGTCAGTGGTTGAAAGG
A7120.chrom 6174485B ——-TTGTTTGGGAGCTTTTTTATTGTG CCCTGCGGGACGCTCCGCTTA: G ﬁ (OCCGTGTCAGTTGTTGAAAGGATCTGCTGGT-TTAATACCCCATCCCAAGAAT

Anabaena variabilis ATCC29413

Avar.chrom  553251F  AAATCATGATGAAGAAAGGTCAAGTCGEICTCTGCEAGACECTACECE
Avar.chrom 11816938  GCTGGGGATTGGTAATTGGTCAAGTCG ICTCTACGAGACGCTACGCG
Avar.chrom 39947058  CATCGCCAAAGGCGCATAGTCAAGTCGE  ICTCTACGAGACGCTACGCG

O ECTCCAATTCAAAATTCAAAATTCAAAATACCCTACGGTCAATAGTCAATA
O ECTCCAATTCAAAATTCAAAATTCGTCTTGAAAAGTTTCCTACGGCGGGAA
O ECTCCAATTCAAAATTCGTCTTGAAAAGTTTCCTACGGCGGGAAACCCCTC

Avar .chrom 4381291B CACAAAATCTTTATATGCGTCAAGTCG 919TAC§E§A§§§TAC§§§ 0 ECTCCAATTCAAAATTCAAAATTCAAAATTCAAAATTCAAAATTAAAGACC
Avar .chrom 6172312F TGCGGCAAGCCGCAAAGCGTCAAGTCG CTCTACGAGACGCTACGCG OCCTCCAATTCAAAATTCAAAATTCAAAATTCAAAATTAAAGACCTCCCGGA
Nodularia spumigenia CCY 9414

nod-001 254184F 1 CGCCAACGTGTCCTTCGTGTC CTCCCAA-GGGGAGACGCTT-CGCGG A GGTTCGTTTTTCCATAA-TTTTGCGTAAGTCCTGATCCCTTCAAAATCC
nod-006 7081F PP CCCTTGGCGCTAGCCTCTCC TGGGAGAAGGGGAGACGCTT-CGCGG! R GGTTCGTTTTTCCATAA-TTTTGCATAAATCCTGCTAATAACTAATAAA
nod-016 4663F PA GAAACCTTCTTAACTTCTCC TGGGAGAAGGGGAGACGCTT-CGCGG! R GGTTCGTTTTTCCATAA-TTTTGCGTAAGTCCTGCATAACTACGATTGA
nod-027 31993F D GACGCTAACGCGAA .TC CTCCCAAA-GGGAGACGCTAGCGCCA ﬂ GGTTCATTCTTCCGTGACTTGTGCGTAAGTCCTAAATCAAATAGTAGT

nod-034 2582B PP TTCCCTTCTTCCTTTGTGTC CTCCCAA-GGGGAGACGCTAGCGCCA R GGTTCGTTGCTCATATAAAACGCGATTTATCGCGTCTCCAAAAAATAA

nod-039 3785F PA TATCTCTAAAACTCTCCTTC CTCCCAA-GGGGAGACGCTAACGCGG A GACCTTCGTGTCCTTCTCCCAAGGGGAGACGCTAACGCGGTAAGCGAA

nod-039 3854F PA CTTTACGTGACCT TC CTCCCAA-GGGGAGACGCTAACGCGG A GGTTCATTCCTTCATGACCTGTGCGTAAGTCCTATTTTAGATCAAAGC

nod-051 32055F D AGACGCTAGCGCGAA [IGTC = CTCCCAA-GGGGAGACGCTT-CGCGG A GGTTCGTTTTTTCCTAA-TTTTGCATAAGTCCTGTTTAAATTTAAAAAA
nod-113 9220B PA TATCTCTTAAACCTTCTTTC CTCCCAA-GGGGAGACGCTAAAGCGG A O CTGTTCTTCTCCCAAGGGGAGAGGCTAGCGCCAACGTTCCTTCTCCCAAA

nod-003 47107F PP AGCCCATACAATAAGCTTTTTGACCH | CTCTGCGAGACACTACGTGE! C; [FEACTAAGCTCAGGGTAAACTTTTGACTTTTGACTTTTGACTTTTAACTTC

nod-050 34808F PP TTTATGTATATGTTGCCAAAAAACCE | CCCTACGGGACGCTACGCGE C ¢¢GCATAGCTCTGGGTAAAAGATTTGGGTCTTGGGAATCAGGACTCCTGCC

nod-059 18073B C TTCCTAAGTATAGGGTGGGCATACTAIIGGCTAACGCCACGCTACGCGE C 0 cGCAAGCTCAGTACAAGTCTTGCCTGCCCTTTATAGCTGGTCCGTGGGGA

Low copy instances of SDR6

Np.chrom 1770956B P TTGTGCTGGTAATGATCGTTTGCGTTCT CTGGAATAGCCATCTCGATTGCTTTGAGCA
Np.chrom 2034242F TTGTGCTGGTAATGATCGTTTGCGTTCT CTGGAATAGCCATCTCGATTGCTTTGAGCA

Np.chrom 1888171B C AAGTCGCTGAGTAAATAATTCGTAATA® iCTCTACGAGAGECTECEEEE FEACTACGCACAGTACAAGTTCGTAATTCGTAATTAATTACACTGGTATA
Np.chrom 7840472F D AGAATAACTGATAACTAATGACGAATA |CTCTATAAAAGACTGCACCC T ©EACTACGCGGTAGTTGAATCTCGACTTCGCTCGATTTCCGCGCAGTCAA
Np.chrom 5750632F P TTGTCATTCCAATAGCCATGACCAATACAACTCTTGEAGAGGCTACEECT A A ACTACGCGCTAGTTGAATCTCGACTTCGCTCGATTTCCGCGCAGTCGA
Np.chrom 5106373F P CTAATGCCCCATFCCCAATTCCCAATAL | ICTCTACGAGAGGCTGCECCE A e ACTGCGCTTAGTACAAGTFCCCAATTCCCAATAACTAACAGGGTTTAA
Np.chrom 6775082F D GCAGAGGCAAGTTAACACTCCGACTCCTTTCTCTACGAGAGGCTGCEECE TEACTGCGCTACCTCGGCTCCTCCCTTCTCTACGAGAGGCTGCGCTCAGS
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12993508
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78361B PP
14066F C

24738F PA
4731B C
1085F D
7434F PA
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2169F D
9407F PP
233054F PP
132251B D

TCTACAAGACGCTGCACGAACGATATA® " i(CTCTACGAGAAGCTEEEECT FEACTGCGCTCAGTACAAGAAGCTCAGTGACCATCGTAGATATCGCATCT
AGCAATGCCCAATACTTCGGCTTCGCC: | CTCTACGAGAGGCTGCGCAC 6 cGCTACGCTCAGGACABGCTCAGTACAAGTGCCCAACGACCCATACCCA
TCATTTGTTAAAAACCAATGCCCCATA 1 |CTCTACGAGAGGCTCEGCCE G 1 CTCTACGAGACGCTACGCGTTAGCGAAGCTTTCGCTTTAGCGAT
TGGGATTTAAGCGATTAATGCCCAATACA-CTCTTGGAGAGGETGETGEC - CG | |[CTTTAC-AGACGCT-CGCGTTAGCGAAGCTTTCGCTTTAGGGATA
ACTAAGACCAATGACCAATGACTAATACAACTCT TAGAGAGGCTGEECCE € ACTACGCGGTAGTTGGGCGCAGTCGAAACTCACTACAAGTGACCAATT
GGCTCTGGTTAATACCAATTCAGAATACAACTCT TGEAGAGGCTATGCTTAGE ©cGCTGCGCCCTTCTCCTGTCGCAGACGCTATGCGTAGCTTGCTTCCACA
CTTTCTCCTTTGCCTTTTTAACCAATACAACTCT TGEAAAGGCTGEGTEC ¢ e ACTACGCGETAGTTGAATCTCGACTTCGCTCGATTTCCGCGCAGTCGA
TAGCGTAGCGTAAAGCCTGCGGCATGGL: | CTCTACGAGAGGCTGCEECE CTTAGAGTGACGCAGAAGCGTCATAGCCCGTCGTAGACATCGCTATAA
ACAGCGTCACCGATAGCGTTTGCGTAGCGTCTCTATGAGAGEETGCEECE CTTAGAGCGAGTCATCGAGCGTCATAGCCCATTGCGAACATCGCATTG
CCGTGCGGGACGCTACGCGAACGACTT | CTAATGEAGACGCTECGCE 6cCTCAGGGCAAGTGGGCATTGGGTATTAAATTCTTGCTCACACTGTAAT
TTCCAAAGAGACAGGCTAGCGCTTTTCE | CTCTACGAGAGGCTGCEECE GA-ACGCTCTGCGAACGCAAAGCGTCTTGTAAAGAAGGGAGTTTCCCCA
ACAATTCAATAGTCTCTAAGCGTAGCC: | CTCTACGAGAAGCTGCGECE 6 cGCTECGCTCAGGAACCACTCGTCGTAGACATCGCTTTCTTTGTTGGTT
TACAGATAGCGATGTCTACTTTTTGGG0CTOTCACBCTCCTEOGTCECTCTAAGTG ©cCTACGCTATCCGTGTCGCTGACACTACTAAGAAAGTGCGTTAGCGTAG
CGTTGCTCITAAG | TACTCCTACGGAAAAGCGAGCTACGCGTAGTGTCTCGTAGAG CTACACTATCGTAAATCTAAAATTCGTAGTCAAGAGTCCAAAGTCCGA
TGTTAAATAATTCGTAATTCGTAATTCGTAATGACGCTCCTGCGTCGCTCTAAGCE 6.c-CTGCGCTAACGTAATTCTAATGAAGCTTGCGGACTTGCTACCGCTAC
GTCAAGCTGGAGACGTTTCAGTTAGCTCAGGTCAGAATTAAGACACTCT ACTGCGCTATCAGCTAGCATGCACTGAGTTTGTCGAAGTCGAAGTGTC
GGAGCGGAGCCGGAGACTCCGAAAGCTCCGGTCAGAATCAAGATACTCTC ACTCCGAAGCATCCCTTTTTCAGTCACAATACCCAACTAAATCCTGTTA
TCGACCTAAGAGTACGAAAACTTGCTCTAACAAGCTAGGCGTAGCATCT CTATTAGTGGCGGGTTAAATCCCCCACTAAATAGCGTCGTTCCTCTCT

GTCTTAAAGACGCTCTCTGCGAGACGCTAAAAGCGAACG! 06 -CTGCGCTATCAGTGGAGATTCAGACCCGCCACTGAATTGTTGCACCA
TAGCTATCCGCTAACAGGAGTCAGAATACAAGACGCTCA ©6-CTGCGCCATCCGCTTTTTCGTTCAAAATTCATGTCTGTTTTCTGGCGA
CATAGACTCATTGCAATTACCAGACTTACCACTAATTGCGCTGG ATICECTTGCGCTCCTCTTCAGTTTGGGTATTAGTGATCGCTTCTTCGATTGC
GTTTAAATCCAATTCCCAATTCGCAA CTACGCTCZA G ECAATTCGCAATTAAATACAGCCACTAGGGGCGTTAGCGTAGCGGGACACA
--TGAGAATATAAATCCAATTCGCAA CTCCGCTCLEY S ECAATTCGTAATAAATAGTAGGGTGGGCAATGCCCACCAAAACGCAATTTT

AAGGTGATACCTTCGGTAAGCTATCTCTATTCCTTCGGAACGCTACGCGG CTAACGCACTTATTTTGGCATAGACTACACCAAGGCTCCTAAAGCTTT
GACAACCTGAGTACGTCAGTCAAGTCGE | | CTCTACGAGACGCTACCCG CTTCAATGAAAAATTAAAGACAATTAGTGTGGGCTTGTTGATTTCAGC

GCGTGTCGAAGACAGACGCTACGTG  TCGGCGCAGCCTCTCCGACAGGAG CTCCAATTCAAAATTATTTTTATTCTTCCTAACAGAATTTTGCATTTT
CTTCGGGTGACGCTCCTGCGTCGCTCI,AG  TTCGCGTAGCGTCTC-G-TA-GAG CTACGAAGATCGGAAGTTTCAACTCGACGGGAACCGGAGCCACTCCGG
TCG  CTCTGGGAGACGCTACGTG ~ TTGGCGCAGCCTCCCCGACAGGAG CTCCGAATTCAAAATTACGCCTGATGTTGATTAAACGAGTTACTGGTT

CTCCCAAGGGGAGACGCTA-CGCGGTARGCGTTCGCGGAGCGTCTCGTAGAGAAG A GETGTTCTTCTCCCAAGGGGAGAGGCTAGCGCCAACGTTCCTTCTCCCAAA
CTCCCAAAGGGAGAGGCTAACGCC CGTTCGCGCAGCGTCTCGTAGAGAAG A CETGGTTCGTTTCTCCGTTGCTTGTGCGTAAGTCCTAATTCATCTAATTTG

CCATAAGCGTATCGCTAAAGCGAAAGCTCCGCTAACGCGGAGCGTCTCGTAGAGAAG - TGGTTCATTCTTTCGTAACTTGTGCGTAAGTCCTGAATAAATTACGCAA
TTTGGGAGAAGGGGAGACGCTACGCGGTAAGCGTTCGCGGAGCGTCTCGTAGAGAAG Ti CEl8GTAGCGTGTCGCAGACAAGCCTCTCGTAGAGAAGGCTTTACGTGGTTAG
GCGTTGGCGCTAGCCTCTCCCCTTCTCCCAAAGGGAGAGGCTACGCGE A CETGGTTCGTTTTTCCATAA-TTTTGCGTAAGTCCTGTCCATAACACGATGG
AGTGAATAATTACTAATTCGTCATGC]ICCCTTTGCCAGAGCTACGCTC (CCTAATTCGTAGTTAAGTTATATGTAATCAGTGGGAGTTGGAACTCGCCAC
GTAATTCATAATTCGTAATTCGTAATGGTGATCCACCCCACTGCGCTCTCAGG GASCTAATTTGTGATTAAAAAGGTAGTCTAAACCAGTAAATTACCGAATTATA

ACTAGCTACGCATCCACAGGGTGTCGTGACTCAAATAACGGCTACCCTAGCCG (©CACTGCGCTCAGGGTGGTCTGGTCAGTACGGCTTGCTTGATTACTCTTAC
GTGTTCTCTGTGTCCTCTGTGGTA! | GCGCTACGCGCACGCTACGCG ATASCTTTTTCCTTAATTATCCCTAATTCCTGAGAAAATATGGTTCAGTTATAA
AGGAAGCTTGATACCCATGTTCCGTCTCTCTACAAGACGCTGCGCGE (CECTCCACAGCAAGAGGGAAGGGCTTTGCTCCCCCTGCTTCTTCGGTCAAA
GCCCAAAGTGAGAGGCTAGCGCCATAAGCGTTCGCGGTAGCGTGCCGGAG! lSCGGTTCGTTCCTCATATAAAAATAAAATATAATGAATTTAGCAGTAATT

Supplemental Figure 6: Sequences and contexts of SDR6 elements. All instances of SDR6 in any genome of a cyanobacterium listed in Figure 5 of the
main text are indicated. Conventions are as described in Supplemental Figure 1, except that the coordinate listed under site is the low order coordinate of the
sequence shown (including the sequence flanking the SDR element).
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