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Supplemental Figure 5: Sequences and context of SDR5 elements 
 

Named SDR5 elements of Nostoc punctiforme 
Replicon Site Ctxt SDR and flanking region 

SDR5.1 (37) 
Npun.chrom 48136F P AAATTTGGATAGTTTGTGCGTAGGCGTAGCCCGTCGTAGACATCGCCCAGTCATCCAAATTA 
Npun.chrom 74428F D GGCGACTTTGGCATACTGCGTAGGCGTAGCCCGTCGTAGACATCGCGAAAAAATGTTATCCA 
Npun.chrom 174992B P AACCTTTATATAGAAGTGCGTAGGCGTAGCCCGTCGTAGACATCGCACTCCTTATTCTTCAT 
Npun.chrom 508516F P CGTTATCTATAGGTGTTGCGTAGGCGTAGCCCGTCGTAGACATCGCCTGTGACTCCTCTGTG 
Npun.chrom 509418B I GTACAGCAAGTTGAACTACGTAGGCGTAGCCCGTCGTAGACATCGCCCCAACTCGACAACAC 
Npun.chrom 566640F I ATGTATACTTCACAGGTGCGTAGGCGTAGCCCGTCGTAGACATCGGCTAGGGCATCATCTAG 
Npun.chrom 628067B P TTGCCGAATGGTGCAGTGCGTAGGCGTAGCCCGTCGTAGACATCGCCAGATGCGGCGTGGAT 
Npun.chrom 930868F P CAACAGGTACGGTTATTGCGTAGGCGTAGCCCGTCGTAGACATCGCACATTGCTATAAAACC 
Npun.chrom 1040653B C ATTAAGTAAATAAGGATGCGTAGGCGTAGCCCGTCGTAGACATCGCACAAGTAAAATTAGGC 
Npun.chrom 1204133F D TGTTTTTAGTTTAGCTTGCGTAGGCGTAGCCCGTCGTAGACATCGCTCTCTAAATATTCACC 
Npun.chrom 1455749B I GTTGAAATAAAGTCGGTGCGTAGGCGTAGCCCGTCGTAGACATCGCAACATAGCCTTCTTTG 
Npun.chrom 1808709B P TAGGCTTTGGCGGTGGTGCGTAGGCGTAGCCCGTCGTAGACATCGCCTCTGGTGTATTCACA 
Npun.chrom 1966841B D GAAAAATGTGTATATTTGCGTAGGCGTAGCCCGTCGTAGACATCGCCAGCCAAAGTTACAAT 
Npun.chrom 2195937F I GCTCGGTATTGGAAATAGCGTAGGCGTAGCCCGTCGTAGACATCGCAGTATGGTCGATTCCC 
Npun.chrom 2359652F P TATTAGGCTAAAATTGAGCGTAGGCGTAGCCCGTCGTAGACATTGCTTTTTCAGTGAAGAAG 
Npun.chrom 2599252B P ATCTACCAAAATTTTAGGCGTAGGCGTAGCCCGTCGTAGACATCGCTATGAAATTTCTCGTA 
Npun.chrom 3001482F I CTAATACTTAAGCTGCGGCGTAGGCGTAGCCCGTCGTAGACATCGCTTCTATCTTCCTCACT 
Npun.chrom 3322672B C CAACTTCAAGCGTAATAGCGTAGGCGTAGCCCGTCGTAGACATCGCTTTCAATACGGTTCGG 
Npun.chrom 3331049B I GCCTCCGCTTGAAAGTGGCGTAGGCGTAGCCCGTCGTAGACATCGCCTAACTCGCCCTGAAT 
Npun.chrom 3682814B D ACAAGTCTAATAAAGATGCGTAGGCGTAGCCCGTCGTAGACATCGCCCAATGGTTTTACTGT 
Npun.chrom 4064623B P ACCAAGAGCTTACCCAAGCGTAGGCGTAGCCCGTCGTAGACATCGCTAATACGAGGAGAAAC 
Npun.chrom 4068329F D AAGCAAAATTTAATCAAGCGTAGGCGTAGCCCGTCGTAGACATCGCAACATAGAAAGAGACA 
Npun.chrom 4345877B I TTGTAAGTTCAACGGCTGCGTAGGCGTAGCCCGTCGTAGACATCGCCGGACTTTGACTAAGT 
Npun.chrom 4668281B D AGAAAGAAATTTTAGTTGCGTAGGCGTAGCCCGTCGTAGACATCGCAACCCATCAACTAGCC 
Npun.chrom 4997276F I CTAAACGTAATGCAACTGCGTAGGCGTAGCCCGTCGTAGACATCGCTCCAGCTTCGACATTC 
Npun.chrom 5079627B P ACGTGCCTAAAAACACTGCGTAGGCGTAGCCCGTCGTAGACATTGCCAAAACCCTACGAAGG 
Npun.chrom 5635218F P GGCAAAATAAAATGAGTCCGTAGGCGTAGCCCGTCGTAGACATCGCATTTTAGCTTTAGTGT 
Npun.chrom 5717616F C TTCACAACCACATAATAGCGTAGGCGTAGCCCGTCGTAGACATCGCTTGTCGATTTACGCTT 
Npun.chrom 5761874F P CTGATGTCAACAGTTCTGCATAGGCGTAGCCCGTCGTAGACATCGCAAAAGCTTTAATGCAA 
Npun.chrom 5878206B C GCTATAGCTTTTCACCTACGTAGGCGTAGCCCGTCGTAGACATCGCACTACTGGGAACAATC 
Npun.chrom 6276767B C AAGTTTTTACGTAAAGTGCGTAGGCGTAGCCCGTCGTAGACATCGCCTCTTTTTTATTTAGC 
Npun.chrom 6376791F P CCAATTTTATGCTGAGTGCGTAGGCGTAGCCCGTCGTAGACATCGCTCATTGAGCTTTACAC 
Npun.chrom 6523398F I CGGACATCTAACAACACGCGTAGGCGTAGCCCGTCGTAGACATCGCTTCTACCAATCGATGC 
Npun.chrom 7006979B P CTGGTTGTCGAAAATGGGCGTAGGCGTAGCCCGTCGTAGACATCGCACTCCAAAATTACTTC 
Npun.chrom 7230751B D TAAATTCAGGATTCCAGGCGTAGGCGTAGCCCGTCGTAGACATCGCTAAATTATCTTATGAA 
Npun.chrom 7350333B P TTTGGCATTGCTCGGTAGCGTAGGCGTAGCCCGTCGTAGACATCGCCTACGATGGGCGGATA 
Npun.chrom 7768881F I TGAACTACGTTCCTCTAGCGTAGGCGTAGCCCGTCGTAGACATCGCCCGATCAAATTACAAG 
 
A7120:chrom 2360562F I CTTTTACTTCGTCTGGCGCGTAGGCGTAGCCCGTCGTAGACATCGCTTGCAGGCATTTTTTG 
Avar:chrom 3807624B I CAAAAAGTGGTGTGTTGGTGTTGGCGTAGCCCGTCGTAGACATCGCTTGATAGTCAAGATTG 
nod-048 29937B I ATGCCAAAGCGACTGGGGCGTAGGCGTAGCCCGTCGTAGACATCGCTCTCAAACATCATCGC 
 
  
SDR5.2 (9) 
Npun.chrom 2314677F P AAATGAAATGGGACTTTGCGTAGGCGTAGCCCGCCGTAGGCATCGCATCTACGTCGTTATGA 
Npun.chrom 2349751F D GCTTACTATAAATGTGCGCGTAGGCGTAGCCCGCCGTAGGCATCGCGTTTCTTTAGAGACTG 
Npun.chrom 4369994F I GTTAGCCGAGATTCTTTGCGTAGGCGTAGCCCGCCGTAGGCATCGCTCTTTCCGACAAAGGC 
Npun.chrom 4507573B I TTCCTACAATAATCACCACGTAGGCGTAGCCCGCCGTAGGCATCGCACTAATTATCGGCGTA 
Npun.chrom 6617733B C CGACACGATTGGTACGAGCGTAGGCGTAGCCCGCCGTAGGCATCGCTTGTAATCAGTTATGT 
Npun.chrom 7045111B I AAAGTACTTCTGTTGCTGCGTAGGCGTAGCCCGCCGTAGGCATCGCATCTTCACCCTCAATC 
Npun.chrom 8053487F P CTTAAATATATTGATTAGCGTAGGCGTAGCCCGCCGTAGGCATCGCACCTTTTTTATCCGAC 
Npun.pNpA 163326F D TCTTTCGTAATCCCAGAGCGTAGGCGTAGCCCGCCGTAGGCATCGCTACTTACAAAGTTTTG 
Npun.pNpA 179602F C TCTTTCGTAATCCCAGAGCGTAGGCGTAGCCCGCCGTAGGCATCGCTACTTACAAAGTTTTG 
 
A7120:pAlpha 163802F P AAGCAGCAGTGGGTAGTGCGTAGGCGTAGCCCGCCGTAGGCATCGCTCTTGTAGAAGAAGGC 
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SDR5.3 (8) 
Npun.chrom 2137990B D TGGCACTTTTCACATTGGCGTAGGCGCAGCCCGCCGTAGGCATCGCAGCAGGGAACAAAGGA 
Npun.chrom 2402810B D TGGCACTTTTCACATTGGCGTAGGCGCAGCCCGCCGTAGGCATCGCAGCAGGGAACAAAGGA 
Npun.chrom 2575141B D TGGCACTTTTCACATTGGCGTAGGCGCAGCCCGCCGTAGGCATCGCAGCAGGGAACAAAGGA 
Npun.chrom 2854584F D TGGCACTTTTCACATTGGCGTAGGCGCAGCCCGCCGTAGGCATCGCAGCAGGGAACAAAGGA 
Npun.chrom 3878598B P TGGCACTTTTCACATTGGCGTAGGCGCAGCCCGCCGTAGGCATCGCAGCAGGGAACAAAGGA 
Npun.chrom 3881471B P CTAAGCGATGCCTAAGAGCGTAGGCGCAGCCCGCCGTAGGCATCGCTCTTAGGCAATTGCTA 
Npun.chrom 4038723B D TGGCACTTTTCACATTGGCGTAGGCGCAGCCCGCCGTAGGCATCGCAGCAGGGAACAAAGGA 
Npun.chrom 5468832B I GTCAATATTTTGGCACTGCGTAGGCGCAGCCCGCCGTAGGCATCGCATTGTGGGCAGCGAAC 
 
 
 
SDR5.4 (5) 
Npun.chrom 1054910F C TTTATTCGCCAAGGTTAGCGTAGGCGTAGCCCGCCGCAGGCATCGCTTAATCGATTATGGCT 
Npun.chrom 1499084F I ATAGTGGCTTTACGAATGCGTAGGCGTAGCCCGCCGCAGGCATCGTTTTTGCGTACTCCGCC 
Npun.chrom 2313853B D TTACCACAGAAAGCGAACTGTAGGCGTAGCCCGCCGCAGGCATCGCTCTATTAAATTAAGTC 
Npun.chrom 3288694B I GACCTGATTTTGCGGATGCGTAGGCGTAGCCCGCCGCAGGCATCGCTATAGCGAACACCACC 
Npun.chrom 7545493F P TATATCGTCATATTTTTGCATAGGCGTAGCCCGCCGCAGGCATCGCTTGGGAATTAAAAATT 
 
nod-002 192111F C AAATGTACTTTAATTTAGCGTAGGCGTAGCCCGCCGCAGGCATCGCCTGTGCCAGTTGCGTA 
nod-014 2489B C AAATGTACTTTAATTTAGCGTAGGCGTAGCCCGCCGCAGGCATCGCCTGTGCCAGTTGCGTA 
nod-022 934B D AAATGTACTTTAATTTAGCGTAGGCGTAGCCCGCCGCAGGCATCGCCTGTGCCAATTGCGTA 
nod-022 2408F I AAATGTACTTTAATTTAGCGTAGGCGTAGCCCGCCGCAGGCATCGCCTGTGCCAGTTGCGTA 
nod-032 2188F I AAATGTACTTTAATTTAGCGTAGGCGTAGCCCGCCGCAGGCATCGCCTGTGCCAGTTGCGTA 
nod-033 39137B C AAATGTACTGTAATTTAGCGTAGGCGTAGCCCGCCGCAGGCATCGCCTGTGCCAGTTGCGTA 
nod-055 9999F D AAATGTACTTTAATTTAGCGTAGGCGTAGCCCGCCGCAGGCATCGCCTGTGCCAGTTGCGTA 
nod-055 12285F P AAATGTACTTTAATTTAGCGTAGGCGTAGCCCGCCGCAGGCATCGCCTGTGCCAGTTGCGTA 
nod-071 15003B P TCATCCCTTGATAAATAGCGTAGGCGTAGCCCGCCGCAGGCATCGCCTAAAAAGTGTGGAAA 
 

SDR5.5 (4) 
Npun.chrom 179377F I GATAAAGAAAAACTGGTGCGTAGGTGTAGCCCGTCGTAGACATCGCTGGTGATAGTGTCTAA 
Npun.chrom 875710F C AAATTAAAGAGGCAATGGCGTAGGTGTAGCCCGTCGTAGACATCGCGATCTCCAAAATTGAC 
Npun.chrom 1728159B I GCTAATTGTTTCAGAGAGCGTAGGTGTAGCCCGTCGTAGACATCACTGTTTACATGGCGATC 
Npun.chrom 6444283F C TTTTTTAAATAAAAAGTGCGTAGGTGTAGCCCGTCGTAGACATCGCTCGATCGCATTTTATC 
 

SDR5.6 (4) 
Npun.chrom 1253854F I TGCGTTTTCAATTTTTGGCGTTGGCTTTGCCCGCCGTAGGCATCGCCAGTTCAATGGCTATA 
Npun.chrom 4522840F I GCGTTGGCTTCTCCTGTGCGTTGGCTTTGCCCGCCGTAGGCATCGCCTGCTTGCCGACTCAA 
Npun.chrom 5026314F P AAATATTGGGAATATTGGCGTTGGCTTTGCCCGCCGTAGGCATCGCATTTTAGGTATAAGAG 
Npun.chrom 7254207F I CCCAAGAAGGCTTTAATGCGTTGGCTTTGCCCGCCGTAGGCATCGCCGAAGGGATTAGCTGC 
 
SDR5.7 (3) 
Npun.chrom 7349509B P CTTGGTTTTGCTCGATAGCGTAGGCGCAGCCCGTCGTAGACATCGCCTACGCCATCGCACCA 
Npun.chrom 7475033F C GCTGCTTGAAAGAAATTGCGTAGGCGCAGCCCGTCGTAGACATCGCACTTCAACTAAAGAGC 
Npun.pNpD 35136F C CTTTATTGGTAGTGCCAGCGTAGGCGCAGCCCGTCGTAGACACTGACTTTTCCCGTTAAGTC 
 
Other SDR5s 
Npun.chrom 3836560F I GCTCGTGCAACCTCAAGGCGTAGGCGAAGCCCGCCGCAGGCATCGCTAAAATTATTTCGTTC 
Npun.chrom 5529346F I TAATCTCTTTAAGATTAGCGTAGGCGAAGCCCGCCGCAGGCATCGCTTCTTGTGGGCTAGAT 

Npun.chrom 1704769F I GTGCGGCGTTTACCAGTGCGTAGGCGCAGCCCGCCGCAGGCATCAGTCCCTTGAAAATATAG 
Npun.pNpA 319043B P CCCCATAGAATCAGAGGGCGTAGGCGCAGCCCGCCGCAGGCATCGCCTTATCATCAGTTCAT 
A7120.pAlpha 57910F P AAAAATTCAGATTCCAGACGTAGGCGCAGCCCGCCGCAGGCATCGCTTTATCACTCAATTTT 

Npun.chrom 455652F C GTAGGGTAGGGTATGGTGCGTAGGCGTAGCCAGCCGTAGGCATCGCTTTAGCATTTAGACAG 
Npun.chrom 2783883B P CGACTGACAAAACAAAGTGGTAGGCGTAGCCAGCCGTAGGCATCGCTTAGTTGTCTATTCCA 

Npun.chrom 796161B D GTTGCGGTAGACATTTTGCGTAGGCGTAGCCCGTCGCAGACATCGCTTACCATCTGACATAG 
Npun.chrom 2461838F D GGCAGAAAATTCCACTGGCGTAGGCGTAGCCCGTCGCAGACATCGCGTGAGTGCCCTAGGAT 

Npun.chrom 1355627F I AGCTGGGGTTGTAGTGCGCGTAGGCGTAGCCCGTCGGAGACATCGCTTTGCAAAACTATACC 
Npun.chrom 5718202B P TATTAGGCCAAAAGCTGGCGTAGGCGTAGCCCGTCGGAGACATCGCTCTAGAAAATAAGTGT 

Npun.chrom 4386626F I TTACTGCTGGTAGTTTTGCGTAGGCGTAGCTCGCCGCAGGCATCGCTTTGTGTTTCTAGGCG 
Npun.chrom 7773383F I GTGGGAGTGAAGAGGAAGCGTAGGCGTAGCTCGCCGCAGGCATCGCAGCTTTATTACACGAT 
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Npun.chrom 6340031B P AAAATTATTTAAGAGTAGCGTAGGCTTTGCCCGCCGTAGGCATCGCTCCATCAAAAAAGTTA 
Npun.chrom 7351944B I GATGCTTCGGCTGAATTGCGTAGGCTTTGCCCGCCGTAGGCATTGCTGGCCTGTACCATGAA 

Npun.chrom 2133613F I GAGTTGCTTGGTTTGGTGCGAAGGCGCTGCCCGCCGTAGGCATCGCAGCTAGCTTGATTATG 
Npun.chrom 5952579B C ACTGCCCAACTAGGAATGTTTAAATGTAGCCCGTCGTAGACATTGCTACATCTACCATTGCG 
Npun.chrom 2171119B I GATGCTTCGGCCTGTTTGCGTAAGCAAAGCTCGTCGTAGACATCGCTAATATCAATTACCAC 
Npun.chrom 2188862F I CCGCCAGAGCTACGAGAGCGTAAGCGCAGCCCGTCGTAGGCATCGCTATCAACTCGGTAAAA 
Npun.chrom 6301846B I GCTTTCTCTGCTTGCTTGCGTAAGCGGAGCTCGTCGTAGACATCGCTAATATCTGTAGTGCT 
Npun.chrom 54925B D TAGTCTGAAGCTTAGGAGCGTAAGCGTAGCCCGTCGTAGACATCGCTTTTGTCTCTTGTCTG 
Npun.chrom 7880219F I AAGCTTAATCCTTGTTGGCGTAAGCGTAGCTCGCCGGAGGCATCGCCTTGCGTATACAGTGC 
Npun.chrom 1058760B I CAACATTTGGAAAGTTTACGTAGGCACAGCCCGCCGCAGGCATCGCCAGCCCCAGACAATAA 
Npun.pNpC 68173F I TTGCACTTGGGAAAATTGCGTAGGCACAGCCCGTCGTAGACATCGCTGATGCTGTTCATATA 
Npun.chrom 4725633F P ACACTCATTGCCAAAGCGCGTAGGCATAACCCTTCGTAGACATTGCCTAGCTATTTCGAGTT 
Npun.chrom 6964515B I TGATAGTTAGGTTATTTACGTAGGCATAGCCCGCCGCAGGCATCGCAAGTGCCCCACTCGTC 
Npun.chrom 2419366B D GGGTTAGTAGGATTTCTGCGTAGGCATAGCCCGGCGCAGGCATCGCTTGTAACTTTACTAGT 
Npun.chrom 1153182F P TGACTATTCGTGAAACTGCGTAGGCATAGCCCGTCATAGACATCTCTGTTTCTTAAAACGTA 
Npun.chrom 3648289F P TTCAAGCAGTTAATAATGCGTAGGCATAGCCCGTCGTAGACATCGCGCTCACTCTTCCATAA 
Npun.chrom 673426B P TTTTTCAGCCCATAACTGCGTAGGCATAGCCCGTCGTAGATATCGCTACATAGGGGAAATTG 
Npun.chrom 4463372B D GGGGTTTTTTTCTAGTTACGTAGGCATAGCCCTTCCTAGACATGGCCGTCAACCCTGATTTT 
Npun.chrom 5407134B C CTAAAACAGGCAATAGCGCTTAGGCATAGCCCTTCTTAGACATCGCCATTATTCTTACAAAA 
Npun.chrom 8012770B P GGTATAATAAGCCGCAAGCCTAGGCATAGCCTGTCGTAGACATCGCTAGTTTTTGGAGAGCT 
Npun.chrom 7175107F P CCAAATTTATAACTGCGACGTAGGCGCAGCCAGCCGCAGGCATCGCCGATTTTAGGCTTTAG 
Npun.pNpA 299513B C GGTAATTCAATAAATGAGCGTAGGCGCAGCCCATCGTAGACATCGCACTATGGCAAAATGTC 
Npun.chrom 2661286B C ACTCAATATCAAGTACTGCGTAGGCGCAGCCCGCCATAGGCATCGCAGTAGTACAGGATCAA 
Npun.chrom 4824761B P TCCATAAATCTAAAATTGCGTAGGCGCAGCCCGTCATAGACATCGCTTTAAGGGTCGAGCGA 
Npun.pNpA 147446F I ATTCCCCAAACCAAACATCGTAGGCGCAGCCTGTCGTAGACATTGCTGTTTCTAAGCACTAA 
Npun.chrom 1091537B P TAGATTGAAAAGGAATAGCGTAGGCGCATCCCGCCGTAGGCATCGCTCGAATACTGCTAAGT 
Npun.chrom 4853722F P AAATTCAGATAATTCCTGCGTAGGCGCTGCCCGCCGTAGGCATCGCACTTATCTTCAGTTAC 
Npun.chrom 2660912F I AAGGTGAAAGAGTTTTTGCGTAGGCGTAACCCGCCGCAGGCATCGCTTGCTGCTAGAACATA 
Npun.chrom 1228713B C CGCGGATGGATTGAAATGCGTAGGCGTAGCCCACCGCAGGCATCGCTCCCCAGTTCTTGCAC 
Npun.chrom 4985914B C TCATTATTTGACGGAGTGCGTAGGCGTAGCCCACCGCAGGTATCGCCCTTTTCCCCTACGTG 
Npun.chrom 6367729F D TGTATTCATTCACAAGAGCATAGGCGTAGCCCATCGTACACATCACACGTCTCTAGACTTAT 
Npun.chrom 6732990B I AATTGCTCAGTTGGGTTGTCTAGGCGTAGCCCCTCGTAGACATCGCCGGTTTTTTCTGCTTC 
Npun.chrom 2321555F I GATTGAGAGATGGGTTAGCGTAGGCGTAGCCCGCCACAGGCATCGCCAACCCCCTTACACTT 
Npun.chrom 2695530B I GCTACATATTTTTCTGTGCGTAGGCGTAGCCCGCCATAGGCATCGCTGTGTAAATCTGGTGC 
Npun.chrom 2719690B C ACTGAAGTTACTTTTTAGCGTAGGCGTAGCCCGCCGAAGGCATCGCTCGTTTTTTATCCGAC 
Npun.chrom 4984982B D CTTGAGACAACAATTTAGCCTAGGCGTAGCCCGCCGCAGGTATCGCATGTCCCTACGTCCGC 
Npun.chrom 477016F I AACCACAAAGCATTGTTGCGTAGGCGTAGCCCGCCGGAGGCATCGCTATTTTGAGCGTTGAT 
Npun.chrom 1087930F C AGACACAACATAAAATAGCGTAGGCGTAGCCCGTCATAGACATCGCTCATCATTTATTTAAC 
Npun.chrom 7782628F P TGGGATAGTTTAGCAGTGCGTAGGCGTAGCCCGTCGTAGGCATCGCACTTGATGATTTTAGA 
Npun.chrom 624194F I ACTGATCTTCGGTTAGTGCGTAGGCGTAGCCCGTTGTAAACATCGCAGGTTTCAATTGCAAA 
Npun.chrom 7847873F D TAGGTAAATGTGGTGGAGCGTAGGCGTAGCCTGTCGTAGACATCGCTAAAACGAAAAACAGT 
Npun.chrom 4640708F P ATAAATTTGTCTGATCTGCATAGGCGTAGCCTGTCGTAGATATCTCTGGGTTAACAGGGATC 
Npun.chrom 2275295B P GTTGATCTAGACAGAATGCGTAGGCGTAGCCTGTTGCAGACATCACATTTAAAAATATACAA 
Npun.chrom 7460228F D TGATTACAAAGTTTGTGGCGTAGGCGTAGCCTTCCGCAGGCATCACTATTGGTCAATTCTCA 
Npun.chrom 4733727B D ATTACAGTAAAAATAGAGCGTAGGCGTAGCTCGTCATAGATATTGCCTAGCCCTTTTGAGAT 
Npun.chrom 986018B I AGTCTAACAACTGAAGTGCGTAGGCGTAGCTCGTCGGAGACATCGCTTGGTAAATTCTCAAT 
Npun.chrom 7026793B P TAAATACAAAATTGCCTGCGTAGGCGTAGCTCGTCGTAAATATTGCATTCATTAACCCATAA 
Npun.chrom 3376980F P GCCTCGAATTAGAAGAAGCGTAGGCGTAGCTCGTCGTGGACATCGCTCTATAGCAAATACCA 
Npun.chrom 6543130B D GAAATCCCTTAAAGAATGCGTAGGCGTAGTCCACCGCAGGTATCGCATCTTGAACTCTTGTA 
Npun.chrom 7238622F D CTTGCTTGAGCGATGGTGCGTAGGCGTAGTCCATCGTAGACATCGCCTACTCAAACCACTGC 
Npun.chrom 1504366F C GTAAACAGAATGCGAATGTGTAGGCGTAGTCCGCCGCAGGCATCGTTTTTGCGATCGCACCC 
Npun.chrom 567522B P CGATTCTGACACAGTGTGCGTAGGCGTAGTCCGTCGTAGACATCGCCAGAAAGCATCTGCGG 
Npun.chrom 4158263F D GACACAACGCCAGGGGCGAGTAGGCGTAGTCTGTTGTAGACATCGCGTCCTGGAATAGCCTT 
Npun.chrom 3763186F I GGTATATTTTGACTGCTGCGTAGGCGTAGTGTGTCGTAGACATCGCTTGCTTAATGGAATTT 
Npun.chrom 2016104B I CTTGTTTTAGCTTCAGAGCGTAGGCTTAGACCGCCGTAGGCATCACTAGTTGAAGAACCGAC 
Npun.chrom 4853634B P GCAAGAGAACCAGAGGCGTGTAGGTGCAGCCCACCGTAGGCATCGCTCTCCAGATAATTTAC 
Npun.chrom 870354B C AGGACATAAAAAAGCCTGCGTAGGTGTAGCCCATCGTAAACATTGCACCACCAATTAGATAG 
Npun.chrom 1932786F P AGCTGATTTGACATGTTGCGTAGGTGTAGCCCGCCGTAGGCATCGCGGTTTTAGCAATACAT 
Npun.chrom 6367465F D GGTACTCAGCATTCTTTGTATAGGTGTAGTCCATCGTGGACATCGCTTTACCAAAGATATTG 
Npun.chrom 7953191F P GTCTGAAACGCCCAATTGCATAGGTGTAGTCCGTCGTAGACATCGCTCTTTAATTATCCAAG 
Npun.chrom 1775336F P TCTACAAACAAATTTCTGTATAGGTGTGGCCCGTCGTAGACATCGCGCTATAGTAAAGTAGT 
Npun.chrom 5929773B P CTAATTCCCTCAAAAATGCGTAGTCATAGCCCGTCGTAGGCAGCCTTTAGGTATGCCTACAT 
Npun.chrom 1006992F I GTGAACTATCTGCTGCTGTGTCTGCGTAGCCCGTCGTAGACATCACTTGCTTTGCCAAAGAA 
Npun.chrom 4655669B D GCGGTTATATCTCGCCAAGGTGAGCAAAGCTCATCGTAGACATGGCTTTTTCGGGAGAAGTT 
Npun.chrom 1153923B C AAAGTTGCTGCAATTTTGCGTTAGCGAAGCTCGCCGAAGGCATCGCAGTTTCACGAATAGTC 
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Npun.chrom 5000056F I TGACGTTCCTGAGTAGTGCGTTAGCGGAGCTCGCCGGAGGCATCGCTCAGATGCCATCGACA 
Npun.chrom 3740796F I ATATAAGCTACCAAACGGCGTTGGCAAAGCCCACCGCAGGCATCATCGCTTATATCCTCTCT 
Npun.chrom 826999B I ATATCGATTTGATGAATGCGTTGGCAAAGCCCGCCGTAGGCATCGCTAAAGTAGCAGGTTTT 
Npun.chrom 7002505B P TCAGTTAACAGGAAGATGCGTTGGCATAGCCCGCCGCAGGCATCGCAACTCACTTTACAGTA 
Npun.chrom 3695259F I TGTCCCGGAATCATTGCGCGTTGGCATAGCCGGCCGTAGGCATCGCAAACTAATAGCTTTAG 
Npun.chrom 1362192B I CAGCTAAAATTGGAAGTGCGTTGGCATCGCCCGCCGCAGACATCGCGCTAGTTGTGGTAGTG 
Npun.chrom 2592172F I CTTCATTACTTGGTTGTGCGTTGGCGAAGCCCACCGCAGGTATCGCTGCATCACAACGTCGC 
Npun.chrom 696806B I TACCTCTACAAATTGGGGCGTTGGCGAAGCCCCCCGTAGGGATCGCTCCTCAAACCCTGGGA 
Npun.pNpC 73238F I TTAGTTGGGCTGTCGAAGCGTTGGCGAAGCCCGCCGTAGGCATCGCTCGTCTTGGCGGCTAC 
Npun.chrom 5032964B I CTCGCTTGGCGAAATTTGCGTTGGCGCAGCCAGCCGCAGGCATCGCTACCTTGGGTAGGAAT 
Npun.chrom 1688474B I TCTATTAAAATAAGATTGCGTTGGCGCAGCCCGCCGTAGGCATCTCGGCTTTCTTGAAACTG 
Npun.chrom 6562077B D ATGGGTAGATGCCATCTGCGTTGGCGCAGCCCGTCGTAGGCATCACCACATCCACTGTTCTT 
Npun.chrom 6679849F D TGCCGAAGCCAAAAATTGCGTTGGCGCAGCTCACCGTAGGCATCGCTATTGGGAATTAATCT 
Npun.chrom 1693017B I TAGCTGTTTCTGAAAATGCGTTGGCGTAGCCCGTCGTAGACATCGCACATAAATTTCATTGA 
Npun.chrom 7366997B I TGAGTATTGAAGGGTTGGCGTTGGCGTAGCCCGTCGTGGACATCGCTGTCGTTATCTGTACC 
Npun.chrom 5535746F D AGAATGCAAATCTGGTGGTGTTGGCGTAGCCCGTTGTAGAAATCGTAATTGCGGCATACAGA 
Npun.chrom 1589455B I TCTAAAGAAACCATCGCGCGTTGGCGTAGCCCGTTGTAGACATCGCCCCGTAAAAATTCCAA 
Npun.chrom 5832957B P CAAGGATAATTGCCAGTGCGTTGGTGCAACCCGCCGTAGGCATCGCTTTTCCTGTACGCTAC 
Npun.pNpB 13314B P AGTATAGGAAGCAAGTAGCGTTGGTGTAGCCCGCCGTAGGCATCGCTCACCGGAAAACCCAC 
 
A7120.chrom 4368387B D CTGAATTGTTGATGAATGCGTTGGCGTAGCCCGCCGCAGGCATTGCAGTGTTTTTTACACAA 
A7120.pAlpha 13273F I AACTCACGAGGTGTTAAGTGTTGGCGTAGCCCGCCGCAGGCATCGCTTTGAAAAGGATAGTG 
A7120.chrom 331264F I CAAACAGTTGTGTGTTGGCGTTGGCGTAGCCCGTCGTAGACATCGCTTGATAGTCAATATTG 
A7120.pAlpha 385742B C TGTTATCAGAATCAACGGCGTTGGCGTAGCCCGTCGTAGACATCGCCTAGAAACTAAATTTC 
A7120.chrom 1618401F I TACAGTAGAGCAAATGCGCGTAGGCATAGCCCGTCGTAGACATCGCTTAAAATCCAGCAGTA 
A7120.pAlpha 351570B I CTGTGGTTGATGGCAGTGCGTTGGTGTAGCTCGTCGTAGACATCACTACTTGCAATATATTC 
A7120.chrom 1092666B D TCCAAGTTGCTTTTAGCGCGTAGGCGTAGCCCGCCTTAGGCATCGCTTCATCTCAAATTATG 
A7120.pGamma 72538F D GGAAAAAGCGTCCTTCTGCGTAGGCGCAGCCCGCCACAGGCATCACTATCCAAAAAAACTTT 
A7120.chrom 849183F I GCTTCTTCTGCTCGCTTGCGTAAGCGCAGCTCGTCGTAGACATCGCTAATTTCTACTATCAC 
A7120.chrom 3838065B I GAAGCTTCTGCTTGTTTGCGTAAGCGCAGCTCGTCGTAGACATCGCTAATATTAGTCAACAT 
A7120.chrom 2541876B I AATCCTTCTGCGTGTTTGCGTAAGCGAAGCTCGTCGTAGACATCAGTAATATTGATCAGTGA 
A7120.chrom 2566342B I GCTACTTCTGCCTGTTTGCGTAAGCGGAGCTCGTCGTAGACATCGCTAATATCTGCAATCAC 
A7120.chrom 1210797F I TACAGGATCATATTGGAGCGTTGGCGCAGCCTGCCGTAGGCATCGCTCAAGTCAGACAAATA 
 
Avar.chrom 1784600F D TAGACTGATTGTAAGATGCGTAGGCGTAACCCGTCGTAGACATCGCTCGGCATAGATCCTAA 
Avar.pAvC 85741F I CCATTGACTTGAGATCGGCGTAGGCGTAGCCCGTCGTAGATATCGCCACTTCTTCGCCAGAA 
Avar.pAvC 197984B I CGGGTGAAATTGGGGCTGCGTTGGCGAAGCCCGTCATAGACATCGCTAAATTATTTGGCGAA 
Avar.pAvB 50020F I GTTCGCGTCGGTTTTTGGCGTAGGCGCAGCCCGCCGCAGGCATCGCCTGATACTGGTCAACT 
Avar.chrom 5038884B C CTGCTTTTGGGTTGGAAGCGTAGGCGTAGCCCGCCGAAGGCATCGCCATTCCTGATCTTTCT 
Avar.chrom 650299B D TCCAAGTTGCTTTTAGCGCTTAGGCGTAGCCCGCCTTAGGCATCGCTTCATCTCAAATTATG 
Avar.chrom 5070846F I TGCCAGAAAATTTGGATGCGTTGGCGAAGCCCGCCGCAGGCATCGCTCTGTGGTGTGAGGAT 
Avar.chrom 966014F P CTGATCGGAGTTTTCCTATGTTGGCGCAGCCCACCGCAGGCATCAGAACTTTGGGATTTCCC 
Avar.chrom 2198646B P CTGGGCAGAGGTTTCTTCCGTTGGCGCAGCCCGCCGCAGGCATCAGAACTTCGGGGTTTCCC 
Avar.chrom 5137385F I TTTAGTACATATCATAGGCGTTGGCGTAGCCCGCCGAAGGCATCGCCTGCATCATGTGATTT 
Avar.pAvB 179618B P CGGAGCGGAGGTTTCCTCCGTTGGCGTAGCCCGCCGCAGGCATCTGAACTTTTCAAGACAGA 
Avar.chrom 2887004F D CTGAGCAGAGGCTTCCTCCGTTGGTGTAGCCCGCCGCAGGCATCAGAACTTTTCAAGGCAGA 
 
nod-003 76230F I TCAAGACGTACAGAAAGGCGATAGCTTCGCTCGCCGTAGGCAACGCACCGAAAGGCAATTTG 
nod-021 44118F I CTGCTGCATTTATCGCTGCGATGGCTACGCCCGCCGCAGGCATCGCTACTTTTATTCCTAGA 
nod-009 54029F I GCTACAGCTATATGAGAGCGATGGCTACGCCCGCCGGAGGCATCGCCAAGAATCTCCTTAAC 
nod-017 46498B D GGTAGTTGCCACTGGTAGAGATGGCTACGCGCGCCGTAGGCTTCGCATCAGTCTAAGTGTAT 
nod-024 15395B I TTTTAGGAAATACTTCGGCGATGGCTTTGCCCGCCGCAGGCATCGCACCATTAATACTACAT 
nod-076 2920F P TCATCCCTTGATAAATAGCGTAGGCGTAGCCCGCCGGAGGTATGGCCTAAAAAGTGTGGGAA 
nod-090 8318B I TAGTGAGCTTGACTAGTGCGTTAGCTTTGCTCGCCGTAGGCATCGCTGGCTGCTCTCCTGGT 
nod-102 6963F I GCTGCAAATTGTAAAACGCGTTGCCTTTGCCCGCCGTAGGCATCGCTACTCGTCAAACCAAA 
nod-172 1B I CCACCAATTCTGACAGGGCGTTGGCGCAGCCCGCCGGAGGC 
nod-014 26307B P TCGAGTAGTGCGTTAGTGCTTAGGCGTTGCTCGTCGTAGACATCCCTTCACTCAATCCAGCC 
nod-039 39980F I GATATAAATTATGATCTGCGTAGGCGCAGCCCGTCGGAGACATCGCATCTAATAATGCAGTC 
 
TeBP1.chrom 2348641F I CTCTGAGTTGCTCCGACTATTTGGCTTTGCCCGCTGTGGGCGTGGAAATTAAAAACCGTCTC 
 
Supplemental Figure 5: Sequences and contexts of SDR5 elements. All instances of SDR5 in any 
genome of a cyanobacterium listed in Figure 5 of the main text are indicated. Conventions are as described 
in Supplemental Figure 1. 


