
Supplemental Figure 2b: Sequences and Contexts of SDR2b elements 
 

 Site Ctx  SDR and flanking regions  chro:89064B (C)  CACCAGATTTTAAGGCAAGAC----AGTTCAGAAAAGA------------------------------------------------------------------------------------CCAAAACACTTGTAGAGACGGCGATTTATCGC---------------------GTCTC-AAAACCC-------------------------------ACGATTTTGTACAAGTAGCGCTTAACCCAAGC---GTATTGGATTTTAAGGTTCAA 
 chro:787449B (PP)  CCGTAAAATATAGGGCAATAC----AGTTCAGATAAGA------------------------------------------------------------------------------------CCAAAACACTTGTAGAGACGGCGATTTATCGC---------------------GTCTC-AAAACCC-------------------------------ACGATTTTGTACAAATAGCGCTTAACCCAAGC---GTATTGGGATATATGGCGTTT 
 chro:5061546B (PA)  TCCGGCTTTTTACCCCAATAC----AGTTCAGATAAAA------------------------------------------------------------------------------------CCAAAACACTTGTAGAGACGGCGATTTATCAC---------------------GTCTC-AAAACCC-------------------------------ACGATTTTGTACAAGTGGCGCTTAACCCAAGC---GTATTGCCTTATATCTCAATA 
 chro:1733773F (PP)  TATCTCAATATATCTCAATAC----AGTTCAGATAAGA------------------------------------------------------------------------------------CCAAAACACTTGTAGAGACGGCAATTTATCGC---------------------ATCTC-AAAACCC-------------------------------ACGATTTTGTACAAGTGGCGCTTAACCCAAGC---GTATTGCCTTATATCTCAATA 
 chro:4955195B (C)  AACGAGAATAGAGCGCAATAC----GGTTCAGATAAGA------------------------------------------------------------------------------------CCAAAAAACTTGTAGAGACGGCGATTTATCGC---------------------GTCTC-AAAACCC-------------------------------ATGATTTTGTACAAGTGGCGCTTAACCCAAGC---GTATTGAGTGAGATATGAGGC 
 chro:613194B (D)  ACCAAGGTTATAGAGCAATAC----AGTTCAGATAAGA------------------------------------------------------------------------------------CCAAAATACTTGTAGAGACGGCGATTTATCGC---------------------GTCTT-AAAACCC-------------------------------ACGATTTTGTAGAAGTAGCGCTTAACCCAAAC---GTATTGGGTTATAGAATAAGA 
 chro:4617227B (C)  TAACTGGCCATAATGCAATAC----ATTTCAGATAAGA------------------------------------------------------------------------------------CCAAAACACTTGTAGAGACGGCGATTTATCGC---------------------GTCTC-AAAACCC-------------------------------ACAATTTTGTACAAGTAGCGTTTAACCCAAGC---GTATTGGGACATAATGTGATT 
 chro:938276B (C)  ATTTTAATTCTAGAGCAATAC----AGTTCAGATAATA------------------------------------------------------------------------------------CCTAAACACTTGTAGAGACGGCGATTTATCGC---------------------GTCTC-AAAACCC-------------------------------ACGGTTTTGTACAAGTGGCGCTTAACCCAAGC---GTATTGAATTATAGCGGTTCT 
 chro:2071515F (PA)  TAATGCATATTAGCTTAATAC----AGTTCAAATAAGA------------------------------------------------------------------------------------CCAAAACACTTGTAGAGACAGCGATTTATCGC---------------------GTCTC-AAAACCC-------------------------------GCGATTTTGTACAAGTAGCGCTT---TGAACC---GTATTGCATATTAGCTTACAT 
 chro:7204495F (C)  CCAATTCCCAATTCCCAATAC----AGTTCAGATAAGA------------------------------------------------------------------------------------CCAAAACACTTGTAGAGACGGCGATTTATCGC---------------------GTCTC-AAAACCC-------------------------------ACGATTTTGTACAAGTAGCGCTTAACCCAAGC---GTATTGCCCTATACCCAAAAA 
 chro:3598649B (PP)  CAGTTAAATATAATTCAATAC----AGTTCAGATAAGA------------------------------------------------------------------------------------CCAAAACACTTGTAGAGACGGCGATTTATCGC---------------------GTCTCGAAAACCC-------------------------------AAAATTTTT-GCCAGTAGCCCTTAACTGAACC---GTATTGAAATATAATTAAAAA 
 chro:6320361F (C)  CAATACCAAGTAATTTATTAC----AATTCAGATAAGA------------------------------------------------------------------------------------CCAAAACACTTGTAGAGACGGAGATTTATCGC---------------------GTCTT-AAAACCC-------------------------------AAAATTTTT-GCCAGTCGCCCTTAACCCAAGC---GTATTGATTTATATTTATAAA 
 chro:4110855B (C)  GCGAGTAATATATCCCAATAT----AGTTCAGATAAGA------------------------------------------------------------------------------------GCAAAACACTTGTAGAGACGGCGATTTATCGC---------------------GTCTCAAAAACCC-------------------------------AAAATTTTT-GCCAGTAGCCCTTAAATGAACC---GTATTGTAATATATCCTACTC 
 chro:2565090F (C)  CGCCTGCAAGTAACCCAATAC----AGTTCAGATAAGA------------------------------------------------------------------------------------CCCAAACACTTGTAGAGACGGCGATTTATCGCC--------------------GTCTCGAAAACCC-------------------------------AAAATTTTT-GCCATTAGCCCTTAACCCAAGC---GTATTGCTTTCTACTGGTTAA 
 chro:1305283F (C)  GTAGAGATTATAAGTCAATAC----ATTTCAGATAAGA------------------------------------------------------------------------------------CCAAAACACTTGTAGAGACGGCGATTTATCGC---------------------GTCTC-AAAACCC-------------------------------ACGATTTTGTAGAAGTAGCGCTTAACCCAAGC---GCATTGGATTATAAGTGATGA 
 chro:5915066F (C)  AGACTAAATATAGATCAATAC----AGTTAAGATAAGA------------------------------------------------------------------------------------CCAAAACACTTGTAGAGACGGCGATTTATCGC---------------------GTCTTAAAAACCC-------------------------------AAAATTTTT-GCCAGTAACCCTTA-CCCAAGC---GTATTGAAATATAGATGATTT 
 chro:4725742B (PP)  GAAATATTTATAGTTCAATAC----AGTTCAGATAAGA------------------------------------------------------------------------------------CCAAAACACTTGTAGAGACGGCGATTTATCGC---------------------GTCTCAAAAACCC-------------------------------AAAATTTTT-GCCAGTAGCCCTTAAGTGAACC---GTATTGATTTATAGTTGAGCC 
 chro:6190808F (C)  TATATTCTTAAAAACCAATAC----AGTTCAGATAAGA------------------------------------------------------------------------------------CCAAAACACTTGTAGAGACGGCAATTTATCGC---------------------GTCT-AAAAACCC-------------------------------ACGATTTTGTACAATTAGC--TTAACTGAACT---GTATTGGGTTATAACCTACTT 
 chro:7614045B (PP)  TTTTAGTCTACTCCTCAATACAGACAGTTTAGGTAAGA------------------------------------------------------------------------------------CCAAAACACTTGTAGAGACGGCGATTTATCGC---------------------GTCTCGAAAACCC-------------------------------AAAATTTTT-GCCATTAGCCATTAAGTGAACC---GTATTGGCATACTCCCGATTG 
 chro:7649394F (PA)  AATTAGCTTAAAATC------------------------------------------------------------------------------------------------------------CAAAACACTTGTAGAGACGGCGATTTATCGT---------------------GTCTCAAAAACCC-------------------------------AAGATTTTGTACAAGTAGCGCTTAACCCAAGC---GTATTGGCTTAAAATCTATTT 
 chro:8135391F (PP)  GCTCTCCTCATAAACCAATAC----AGTTCAGATAAGA------------------------------------------------------------------------------------CCAAAACACTTGTAGAGACGGCGATTTATCGC---------------------GTCTCAAAAACTC-------------------------------AAAATTTTT-GCCAGTAGCCCTTAACCCAAGC---GTATTGCCTCATAAACGCGAT 
 chro:263680F (C)  GCACCTCACATAAGTCAATAC----AGTTCAGATAAGAC------------------------------------------------------------------------------------CAAAACACTTGTAGAGACGGCGATTTATCGC---------------------GTCTCAAAAACCC-------------------------------AAAATTTTT-GCCAGTAGCCCTTAACTGAACC---GTATTGTCATATAAGTAGGTC 
 chro:5669970F (PP)  TTGTGGATTATCAGGCAATAC----AGTTCAGATAAGAC------------------------------------------------------------------------------------CAAAACACTTGTAGAGATGGCGATTTATCGC---------------------GTCTC-AAAACCC-------------------------------ATAATTTTGTACAAGTAGTGCTT---TGAACC---GTATTGGATTATCAAGTGTAG 
 chro:636915B (PA)  TTCCGAGTCATAAAGCAATAC----AGTTCAGATCAGAC------------------------------------------------------------------------------------CAAAACACTTGTAGAGACGGCGATTTATCGC---------------------GTCTCGAAAACCCAACGTCAAGTATGTTACAGCAAAAAACCGAGCCTGCGATGCCTACATGCTGATGACTCTGCTATCAATGGGTAGGGAAAAA 
 chro:2741060F (PP)  GATCGGGCTATAAGTCAATAC----CGTTCAGAATGAGCAA----------------------------------------------------------------------------------CAAAATACTTGTAGAGACGGCGATTTATCGC---------------------GTCTCGAAAACCC-------------------------------AAAATT-GTTACCAGTAGCCCTTAAATGAACC---GTATTGGGCTATAAGTCTGTA 
 chro:2113429B (PP)  GTTAAGGCTAAAAACCAATGC----AGTTCAGATAAAAG------------------------------------------------------------------------------------CAAAACACTTGTAGAGACGGCGATTTATCGC---------------------GTCTCAAAACCCC-------------------------------AAAATTTTT-GCCAGTAGCCCTTAAATGAACC---GTATTGGGCTAAAAGCTAAAA 
 chro:4069553F (C)  TAGTGGTCTATAAATCAATAC----AGTTCAGATAAGAG------------------------------------------------------------------------------------CAAAACACTTGTAGAGACGGCGATTTATCGC---------------------GTCTCAAAACCCC-------------------------------AAAATTTTT-GCCAGTAGCCCTTAAATGAACC---GTATTGGTCTATAAGTAAGTT 
 chro:4683021F (PA)  AAAAGGGTTTGGTGCCAATAC----AGTTCAGATAAGA------------------------------------------------------------------------------------CCAAAATATTTGTAGAGACGGCGATTTATCGC---------------------GTCTCGAAAACCC-------------------------------AAAATTTTT-GCCAGTAGCTCTTAACTGAACC---GTATTGGGTTTGGTGCAACCT 
 chro:2983874F (PA)  TCCCCCTTTTTAAGGCAATAC----AGTTCACATAAGA------------------------------------------------------------------------------------CCAAAACACTTGTAGAGACGGCAATTTATCGC---------------------GTCTCAAAAACCC-------------------------------AAGATTTTGTA------------------------------CTTTTTAAGGGGGAT 
 chro:6960563B (PA)  ATTAGTGATATCAATCAATAC----AGTTCAGATAATA------------------------------------------------------------------------------------CCAAAATAATTGTAGAGACGGCGATTTATCGC---------------------GTCTCAAAAACC---------------------------------AAATTTTT-GCCAGTAGCTTTTAACCCGCACAGGCGGTCACTGAGCTTGTCGTAC 
 chro:679574B (C)  TTCCGAATTATGCCCCAATAT----AATTCA-ATACA--------------------------------------------------------------------------------------CAAAACACTTGTAGAGACGGCGATTTATCGC---------------------GTCTC-AAAACCC-------------------------------ACGATTTTGTACAAGTAGCGCTTT---GAACC---GTAATTCCTTTCCTTGAGAAA 
 chro:1583774F (PA)  TCTTAGCGTTGCTATCAATAC----ACT------------------------------------------------------------------------------------------------AAAACACTTGTAGAGACAGCGATTTATCGC---------------------GTCTCTTAGGCTGTGCGTAAACGTTCAATATCCCTGATCGGCGGCGCACCGAACATCCGGGAATATTCGCGGCTGAACTGTGAGGGGCT 
 chro:1236785B (PP)  ---------------------------------ATGGGGAAATTTATCAATAACCGATGTTGCACTACGACACAGAGTCAGGTAGCACAGGTGTGCTACCTAATTTTTTTGAGTACAAAAGACCAAAACACCTGTAGAGACGGCGATTTATCGC---------------------GTCTCAAAAACCC-------------------------------AAAATTTTT-GCCAGTAGCCCTTACCTAA-GC---GTATGAGTAGAAGTACTTAAG 
 chro:1523500B (PP)  -TTCCCATGCATTCCCAATAC--------------------------------------------------------------------------------------------------------------TTGTAGAGACGGCGATTTATCGC---------------------GTCTCAAAAACCC-------------------------------AAAATTTTT-GCCAGTAACCCTTA-CTAAACC---GTATTACATGCATTCCCAGA 
 chro:4117413B (PP)  ---------------------------------ACAATGCTGTAGTGAATTCAACCTACCGTTATGCGATGTTTTGTGAGCATGAATTTTTTCAAGCTGCGTGGATTGATGGTAATAAATAACCAAAACACTTGTAGAGACGGCGATTTATCGC---------------------GTCTC-AAAACCC-------------------------------ACGATTTTGTACAAATAGGGCATCGACTGTTGGCTTAGGTGATGTTAGACAGTCTA 
 chro:7463904B (PA)  ---------------------------------ATTTTACATGCAATGTGAATTTCATCGAATTAACATTTTCAGCCTAGCTGAGAGGTTGTTTGAAAAGTGCCTAGCTGTAATTTTAGAGACCAAAACACTTGTAGAGACGGCGATTTATCGC---------------------GTCTTGAAAACCC-------------------------------AAAATTTTT-GCCAGTAGCCCTTAACTAAACC---GTATTGGAGCATTACCCAGAT 
 chro:1698013F (C)  ---------------------------------TTTGTTAACCCACTATGACAGTTCACCTCTAGCAACCAAAGTAATGAAGAGTACATAATCATTTCAAAAGTGGTCAAGTAAACAACTGATTTCTACAATTGGAGAGACGGCGATTTATTGC---------------------ATCTCAAAAACCC-------------------------------AAAATTTT--GCTATTAGCCCTTAACCCAAGC---GTATTGGACTATAAACCTGAA 
 chro:4473682B (C)  ---------------------------------ATTCCAAAAACACCTACCTAAACCCGTAGATCCATCTGAATTAGCCACAGCGATCGACAATATAATTCGTAATTCATCTTGATTAAAACCCAAAACACTTGTAGAGACGGCGATTTATCGC---------------------GTCTCAAAAACCC-------------------------------AAAATTTTT-GCCAGTAGCCCTTCATTGAACC---GTATTGGATTAAAACCAAGGT 
 chro:5924901F (C)  ---------------------------------CTGATAATGGTGTTTGGCTAGTGGATCGTGTACCACCTGAGTATCTCCAAAAAATTTGAATTTTTATCGGTTGTTAATAGTGATTTATAAATAAACACTTGTAGAGATGGCGATTTACCAC---------------------GTCTCAAAACCCC-------------------------------AAAATTTTT-GCCAGTAGCCCTTAAATGA-CC---GTATTGGGTTATAAAGATAGC 
 chro:2139433B (I)  ---------------------------------GCGATGACCTCCGGTCGGTCGGAGACCATCGCCTCCGGCGGGCGGGTACGCGATCGCAGTACACTTAAAAATGGGTGTCGTTTTCGTAACATAAAATCTTGTAGAGACGGCGATTTATCAC---------------------GTCTCAAAACCCA--------------------------------CGATTTTGTACAAGTAGCCATTAACCCAAGC---GTATTGGGTAATACCCTACGG 
 chro:4955030F (C)  ---------------------------------GAATCATGTTTTGAGAAAATAGTAAAAGATAAAAAACAACTCCCTGAAGATGTGGGAGTTGTTTTTTTATACGGGAAAAATTTTTATCCAAAACCCTCATGTAGAGACGGCGATTTATCGC---------------------GTCTTGAAAGACCAATTATCTACACCAATAACCTTT-------------------------------------AGC---GTATTGCCTCATATCTCACTC 
 chro:5528842B (PP)  ---------------------------------TTGGGTGCAATAAATTTTAACCTATCTTCTAAAAGGCTACAGTGTACACACAAGTTGGAAATAGTAGTTTGTCAAGGAATAATTGAGGAGTACATTCTTTGTAGAGACGGCGATTTATCGC---------------------GTCTTTCTAACATGTCAGTCTTTCAGACGCGATAAATCGCGTCTCTACA-TGAGGGCTTTCTGGATCTTACTTGTGTTTACACCGTA 
 chro:1234929F (PA)  ---------------------------------CTGGAAAACCTCTCTCTAAATTTCTCTCCTACAAGGCTACGGTGTACACACAAGTCGGAAATAGTAGTCTGTCAAGGAATAATTGACGAGTACATTCTTTGTAGAGACGGCGATTTATCG----------------------------------TGTCAGTCTTTTAGACGCGATAAATCGCGTCTCTACA-TGAGGGCTTTCTGGCTTATCCCAAGC---GTATTGGGATAAAACTGGT 
 chro:5107834B (PP)  -----------------------GTACATGAGGTACATCCCCCTCCCCAACCCTGCTCTTGGTAAAGGGCTACGATGTACACACAAGTCGGAAATAGTAGTCTGTCAAGGAAT----------TAAATTCTTTGTAGAGACGGCGATTTATCGC---------------------GTCTCTGTAATATTGCGATTTTCCTCTCAATGCATAACGCTTTTAATTTTTCGGTAATCTGGAGGACAGTAATAGCACAATTTTACTAAA 
 chro:5933848B (C)  ---------------------------------TTATCTAGACGCAAAGCGGCTACTCTACAATTTCTCCAACGGAGTAGCCGGAGGCTATTCTTTCTATGTAAATAAGGAATAATTGACGAGTACATTCTCTGTAGAGACGGCGATTTATCGC---------------------GTCTCTCTAACGTATCAGTCTTTTAGACGGGATAAATCGCGTCTCTACAATGAGGGCTTTCTGGCTTATGCCAAAGTCACGGCAAAACACTTTTC 
 chro:525686F (PP)  --------------------------------CTGTTGCGCGATCGCGCAGAGAATGACCCAGATGAGCAAGTGCGGGAATTTGCTCAGAAGAAGTTGGCACAATTAAGCAATAATTGACGAGAATATTCT-TGTAGAGATGGCGATTTATCGC---------------------ATCTAACG----TGCCAGTTTTTCAGACGCGATAAATCGCGTCTCTACA-TGAGGGCTTTCTGG-TTATCCCATCTAAATCAGTAAAATTAAATA 
 chro:6845862F (PA)  ---------------------------------TTAGTGTGCTTCGTCTCATCCCTCTCTAGCCGATGCGATGGTAGCTGTTGTTACTATTAGTTAGTAGTCTGTTAAAGAATAATTGACGAGTACATTCTTTGTAGAGACGGCGATTTATCGC---------------------GTCTCTCTAACGTGTCAATTTTTTAGACGCGATAAATCGCGTCTCTACA-TGAGATAAAGCTCCGCGACTTCAAAATTAGCTTTTGC 
 chro:5372490F (C)  --------------------------------TGAAGAAAGAGCTGATCGCTTAACTG-CCCAATTGCGATCGCTAGGTATCGAACCAGAAGCCTAGTACTCTGTCAATAAATAATTGATGGATAAATTCCTTGTAGAGACGGCGATTTATCGC---------------------GTCTCTCTAACCGTCAAAATGAATTTGACAGACCACTATATTTTTGGATGAAGGGTTATGGCAAGAGTTACTGACACAAGACA 
 chro:2019757F (PA)  -----------------------------ATCATAAGATTTTTTGT--AAAA--GCACCTGACACCCAGAATTCGCAGTTGACTTAAAAATAGCTAGTACTCTGTCAATAAATAATTGATGGATAAATTCCTTCTAGAGACGGCGATTTATCGC---------------------GTCTCTCTAACCGTCAAAATGAATTTGGCAGACCACTAGAGTAGCAATAGAGAAAATTTGGCGTTGCTGAATTTGGCAA 
 chro:5737413B (PA)  AAGTTATCGCGTTTTCAATAC----CGTTCGGTTAAGGTTTTTTGATGGTA--TATAA---------------------ATCACAA-AGACGCGATAAATCGCCATCTCTACAA-TAAT--TAATCTTTT---GTAGAGACGGCGATTCATCGC---------------------GTCTCTTGCT-------------------------------------------------------TTAACCGAATA---GTATTGATCGCGTTTTTCATT 
 chro:7095294B (C)  ------GGGGTGGAAGCAATACGTTGGTTCAGCTAAGATTTTTTGATGAAAATTCTAG---------------------ATCGCAA-AGACGCGATAAATCGCCGTCTCTACAAACGGA--CTGACTATT---GTAGAGACTGCGATTCATCGT---------------------GTCTCTTGT-------------------------------------------------------CTTAACCTATTGGCTTAGAGGTAGATATTCAATTCG 
 chro:225938F (D)  -GATCGCATCACTCTAAATAC----GGTTCGAATAAGGTTTTTTGATGAAAGTTATAG---------------------ATCGCAA-AGACGCGATAAATCGCCGTATTTACAA-TCAT--CAGTCCTTT---GTAGAGACGGCGATTTATCGC---------------------GTCTCTT-------------------------------------------------------CCCTTAACCGAACC---GTATTGGCATCACTAGTAATG 
 chro:4949578F (C)  -TCGACACTATATGACAAGAC----AGTTCAGATAAGGTTTTTTGACGAAAATTATAG---------------------ATCGCAA-AGACGCGATAAATCGCCGTCTTTACAA-TAAT--CAGTCCTTT---GTAGAGACGGCGATTTATCGC---------------------GTCTCTT-------------------------------------------------------CCCTTAACCGAACC---GTATTGCACTATATAAGCCAT 
 chro:4633954F (C)  --CCTACACCACTCTCAATAC----GGTTCGGTTAAGGTTTTTTTTATGAAA---------------------------ATCACAA-AGACGCGATAAATCGCCGTCTCTACAA-AGGA--CTGATTATT---GTAAAGACGGCAATTTATCGC---------------------GTCTCTTCCCTTTCCCCGTCTCAGTCGTGGTCTAAATACCTGAAAACTGCTGTAAAAATTCGAAATCACCCAAGTTTAGGCGGGTCATTG 
 chro:2131146F (D)  -GCATTGAAAGATAATTCTAC----GGTTGGGTTAGGGTTTTTTGATGAAAATTCTAA---------------------ATCACAA-AGACGCGATAAATCGCCGTCTCTACAA-TAAT--CAATCCTTC---GTTTTGACGGCGATTTATCAC---------------------GTCTCTTG-------------------------------------------------------GCTTAACCGAACT---GTATAATTTTTCATGCCACTT 
 chro:7054345B (PA)  --GAAGGAGGCGGGGCAATAC----GGTTCGGTTAAGGTTTTTTGATGAAAATTTTAGATTGCAAAGACGCGATGAATTATCACAA-AACCGCGATGAATCGCCGTCTCTACAA-AAGG--CTGATTATT---GTAGAGACGGCGATTTATCGC---------------------GTCTCTTGCTTGCCGTGGTTTAAATTGGTTTGCAGCTACCATCTACGCAGTAAGACGATTCATAAGTATTAGAACGCTTACCAAATATGG 
 chro:4972104B (PP)  AATTGAGTGCTTAGACAATAA-----A----------------------------------------------------ATCGCAA-AGACGCGGTAAATCGCCGTCTCTACAAAG-GA--CTGATTATT---GTAAAGACGGCGATTTATCGC---------------------GTCTCTTG-------------------------------------------------------CCTTAACCGAACC---GTATTGGTTCCACTCTCACAC 
 chro:1487506B (PA)  TGGGCGGTTGTTATTCAATAC-----G----------------------------------------------------ATCCCAA-AGACGCGATAAATCGCCGTCTCTACAAAG-GA--CTGATTCTT---GTAAAGACGGCAATTTATCGC---------------------GTCTCTTG-------------------------------------------------------CCTTAACCGAACA---GTATTGGGCGGTTATTCTCAG 
 chro:583078F (C)  -------------------------CATGTAATTTTCATCACATACTAAACATGAAAATTTCTTTCCCTAAAT-----CATCACAA-AGACGCGATAAATCGCCGTCTCTACAAAAAGA--CTAATTATTATTGTAGAGACGGCGATTCATCGC---------------------GTCTCTTG-------------------------------------------------------CCTTAACCGAAGA---GTATTGAGTTTAGTCTCCTAA 
 chro:1188029B (C)  ---------------------AGAATTTTTGAAAAAATGCTCCTTAGCCTAGCCTCAAATTGAAGAAATAAAT-----CATCACAA-AGACGCGATGAATCGCCATCTCTACAAAA-GA--CTGATTATT---GTAAAGACGGCGATTCATCGC---------------------GTCTCTTGCTTAACTCCTAACTCAGCACTCTCATTGCCTGAGTTGGTATCCATACAGTAAAAATGGAGCCAATACTGATGGTTGATTCTAC 
 chro:1487506F (PP)  CTGAGAATAACCGCCCAATAC----TGTTCGGTTAAG---------------------------------------------GCAAGAGACGCGATAAATTGCCGTCTTTACAAGAAT---CAGTCCTTT---GTAGAGACGGCGATTTATCGC---------------------GTCTTTGGGAT----------------------------------------------------------------C---GTATTGAATAACAACCGCCCA 
 chro:4972104F (PA)  GTGTGAGAGTGGAACCAATAC----GGTTCGGTTAAG---------------------------------------------GCAAGAGACGCGATAAATCGCCGTCTTTACAATAAT---CAGTCCTTT---GTAGAGACGGCGATTTACCGC---------------------GTCTTTGCGATTTTATTGTCTAAGCACTCAATTATTTACTACAAAATTTTTACCCATTAATTGAAATTTGACAAACTATTGTTTTCCTCAAG 
 chro:583046B (C)  TTAGGAGACTAAACTCAATAC----TCTTCGGTTAAG---------------------------------------------GCAAGAGACGCGATGAATCGCCGTCTCTACAATAATAATTAGTCTTTTT--GTAGAGACGGCGATTTATCGC---------------------GTCTTTGTGATGATTTAGGGAAAGAAATTTTCATGTTTAGTATGTGATGAAAATTACATGAATATCTATGCCCAATGCCCCATGTCCTAACT 
 chro:1188056F (C)  ---------------------------ATTTTTACTGTATGGATACCAACTCAGGCAATGAGAGTGCTGAGTTAGGAGTTAAGCAAGAGACGCGATGAATCGCCGTCTTTACAATAAT---CAGTCTTTT---GTAGAGATGGCGATTCATCGC---------------------GTCTTTGTGATGATTTATTTCTTCAATTTGAGGCTAGGCTAAGGAGCATTTTTTCAAAAATTCTCAACACAGGTTCCTCTCCATTGTCTCT 
 chro:1371001F (PP)  ----GTTTAGCGATCGCTCTCAACTACTTCTGTTA-------------------------------------------GAT-CCAA-AGACGCGATAAATCGCCGTCTCTACAATAAT---CGGTCTTTT---GTCTTGACGGCGATTCATCGC---------------------GTCTTTTG-------------------------------------------------------CCTTAACCGAACCACAACCTAAATCTGCTGTTGCATG 
 chro:1370953B (PA)  ----GCAACAGCAGATTTAGGTTGTGGTTCGGTTAAG---------------------------------------------GCAAAAGACGCGATGAATCGCCGTCAAGACAAAAGA---CCGATTATT---GTAGAGACGGCGATTTATCGC---------------------GTCTTTGGATCTAACAGAAGTAGTTGAGAGCGATCGCTAAACCATACTACAAATCGCCCTTAATACAACTCATATTTCATTAACTGACAA 
 chro:4633952B (C)  TTTTCAGGTATTTAGACCACGACTGAGACGGGGAAAG---------------------------------------------GGAAGAGACGCGATAAATTGCCGTCTTTACAATAATC--AG-TCCTTT---GTAGAGACGGCGATTTATCGC---------------------GTCTTTGTGAT-------TTTCATAAAAAAAA-------------------------------CCTTAACCGAACC---GTATTGAGAGTGGTGTAGGTA 
 chro:4949577B (C)  ATGGCTTATATAGTGCAATAC----GGTTCGGTTAAG---------------------------------------------GGAAGAGACGCGATAAATCGCCGTCTCTACAAAGGAC--TG-ATTATT---GTAAAGACGGCGATTTATCGC---------------------GTCTTTGCGATCTATAATTTTCGTCAAAAAA--------------------------------CCTTATCTGAACT---GTCTTGTCATATAGTGTCGAA 
 chro:7095303F (C)  TATCTACCTCTAAGCCAATA----------GGTTAAG---------------------------------------------ACAAGAGACACGATGAATCGCAGTCTCTACAATAGTC--AGTCCGTTT---GTAGAGACGGCGATTTATCGC---------------------GTCTTTGCGATCTAGAATTTTCATCAAAAAA--------------------------------TCTTAGCTGAACCAACGTATTGCTTCCACCCCTGACT 
 chro:7054371F (PP)  ---------------------------TATGAATCGTCTTACTGCGTAGATGGTAGCTGCAAACCAATTTAAACCACGGCAAGCAAGAGACGCGATAAATCGCCGTCTCTACAATAATC--AG-CCTTTT---GTAGAGACGGCGATTCATCGCGGTTTTGTGATAATTCATCGCGTCTTTGCAATCTAAAATTTTCATCAAAAAA--------------------------------CCTTAACCGAACC---GTATTGCCCCGCCTCCTTCGC 
 chro:5737413F (PP)  AATGAAAAACGCGATCAATAC----TATTCGGTTAAA---------------------------------------------GCAAGAGACGCGATGAATCGCCGTCTCTACAAAAGAT--TA-ATTATT---GTAGAGATGGCGATTTATCGC---------------------GTCTTTGTGATTTATA--TACCATCAAAAAA--------------------------------CCTTAACCGAACG---GTATTGAAAACGCGATAACTT 
 chro:225937B (D)  CATTACTAGTGATGCCAATAC----GGTTCGGTTAAG---------------------------------------------GGAAGAGACGCGATAAATCGCCGTCTCTACAAAGGAC--TG-ATGATT---GTAAATACGGCGATTTATCGC---------------------GTCTTTGCGATCTATAACTTTCATCAAAAAA--------------------------------CCTTATTCGAACC---GTATTTAGAGTGATGCGATCT 
 chro:2131118B (D)  AAGTGGCATGAAAAATTATAC----AGTTCGGTTAAG---------------------------------------------CCAAGAGACGTGATAAATCGCCGTCAAAACGAAGGAT--TG-ATTATT---GTAGAGACGGCGATTTATCGC---------------------GTCTTTGTGATTTAGAATTTTCATCAAAAAACCCTAACCCAACCGTAGAATTATCTTTCAATGCCCAATCAGAA---TAGACAAATGAGTATAAT 
 chro:7255443F (PA)  ----------------------------CCTGGTTTTTTGTGGGCGGTCTAGAGCG-ATCGTCAT-GATAGTTTACCCTAAATTATTCAAATGTTTGTAGGGATTGGCAAAGACCCAGAATCAATCCTTT---GTAGAGACGGCGATTTATCGC---------------------GTCTCTTAGCTT-AATTTCCCAGCCAAAAATTCATCTGCGGTTTTCTCCACAGCCGTACCCTTAAAAAAGTCACGATTCAGGCTGGTGTACA 
 chro:1515895B (PP)  ------------------------------TCTCAGCTAATTTTTTGTGAATGGCTAAACCCGATCAACAGATTTTTTAAACAAAAGAATCCGTTGGTCGGGTTTTCATCAGCACGAAAGACTGATTATT---GTAGAGACGGCGATTCATCGC---------------------GTCTCTTGCCTTAACCATAATAATTTTTATT-ACTTACGATAGTTCCGAGTTAAATAAAATTGTATTTAAGATTACAAGGTAATGAAAA 
 chro:8184616B (PP)  ------------------------------TATGCTTTCAAAAGCGGCAAACTTATGGTTACAGTGACACTAAAAGGGTTTCAGGTAACGCATAATTAATTTCTGGAGATGTCTAATAAGTAAGTCCTTT---GTAGAGACGGCGATTTATCGC---------------------GTCTCTTG-------------------------------------------------------CCTTAACCGAACC---GTATTGTCTCTACTCTTTCAG 
 pNpA:129691B (PA)  ------------------------------AATGCGTTTCATAAATGTTCAGAAATTTACAAACATATATCTCTTATCGGTGGGAGGATATGCAAAATCCAGATTGCAAAGACGTGATAAATCCCCCTTT---ATAGAGACGGCGATTTATCGC---------------------GTCTCTTGTCTGATAGCGATCGCCAAGATTGTTCACGATTCGCCAATTAAGGTAAACGCAGCCCAATTTTTTGGTTGAGGATAT 
 chro:4671338F (C)  ---------------------------------TTCCTGAACCAAATTATACCTTGGCTATCTTAGCTTTCGGTGTTTCATCTGCCATTTTGAAAGTACGCCAACGCAGGTAACAATTATTGTCTAAACACTTGTAGAGACGGCGATTTATCGC---------------------GTCTCAAAACCCACGATTTTGTACTTTAATGTTCTTGTCCCGTTGGCCGGATAAGAATTTCGTTGACATTAACGCGCGACGGTTGCGTGAC 
 chro:2569556F (PA)  CCAATGCCCCATACCCAATAC----AGTTCAGATAAG---------------------------------------------------------CCCAAAACCCTCATGTAGAAACGCAATTTATCGCTCA-TGTAGAGACGGTGATTTATCGC---------------------GTCTTGAAAGACCAATTATC-TACACCAATAACCTTGGGTTAAGGCTAAAACTCTTTGTCAAAGTCAATTTTTGTAGACCCGGAGCGGC 
 chro:3322518F (C)  ---------------------------------GTTAGATAAGTTGCGGCAATTATATGAGTTGACAGATGAGGAGTTGGAAGGCGTGACGGTTTAGAAGGTAGATGCGTTAAAAGTTCAAATAAAAATTATTGTAGAGACGGCGATTTATCGC---------------------GTCTTTG---------------------------------------------------------CTTAACCGAACC---GTATTGAAAGCGATGTCTACG 
 chro:8196147F (C)  ---------------------------------ATTTGAAACCATAAACGTGCCACCCCGGCAAACTTATGCTTACAGTCACATTTAGAGACGTTGCATTGCAACGTCTGTTCATTTTCACCAGATGTATATTGTAAAGACGGCGATTTATCGC---------------------GTCTCTCTAACCATCTAATTCTTCATCACTGCATCCAAAAGCACATTGGCATCAAAGCGGACTACATCGGTGCAAGGTAGCCCGGTTTCTGC 
 chro:7733334B (PA)  ---------------------------------GAGGAATGTTAAACCTGCAACGAGCCAACCATAGTGGAACGAACGACGCGCTAGGAAGGAGGCTAGGGACATGATGAGTAGGGAGTGGTGGCAGATTATTGTAGAGACGGCGATTCATAGC---------------------GTCTCTTGT-------------------------------------------------------CTTAACCGAACG---GTATTGGGAGTGGTGGAGCAG 
 chro:1305483B (C)  ---------------------------------ATTCTTCATTATGCTTGGAAGCGGCGACAGTTGATAGGTTTGCAACAAGAAGATAATTCAGGGCAGTGGTAGGGTGGGCATCAATACGGTTTGGTTCAGGGAAGAGACTGTGATTTATTGC---------------------GTCTTTGCGATCTATAACTT--TTATCAAAAA-------------------------------CCTTATCTGAATC---GTATTGGAGTGGGCATTACTT 
 chro:2143039B (PA)  ---------------------------------TTTAATCGGCTATATTCAGTCATGTTTTTTCCTTGCCTACGGCACAAAAATTACAGGTTTTTTTCAGTATCCGATGCTGCTATTGATAAATACATTTCTTGTAGAGACGGCGATTTATCGC---------------------GTCTCTCTACAATCCCGTCCCTCTCTACAATTTTCAAATTCTGTAGGCGGCGATCTACAGAAGGTGCAGTTTAAAAGGTATGGCATAAGC 
 chro:3102076F (PP)  ---------------------------------AGTGCCAGTGATATTTAGCTACATTGACAACTTCCAAACTTGGATTATGAATACATTGCGCTGTGGATTTGGCAAGAAACCATCGCGTTAATAATTAATTGTAGAGACGGCGATTTATCGC---------------------GTCTT-----------------------------------------------------------CTTAACCAAATC---GTATTGCTTCCTTACAGCGTA 
 chro:5684728B (C)  ---------------------------------CTGGCTAACAGCGCCAGATCATAATAATCAAAACGATGATATCGTCATTGGTACAGTGAGAACCACATTCACTTTCTAATTCAATACTGTTCGGTTAAGGCAAGAGACGGCGATTTATCGC---------------------GCCTTTGTGATGATTTATATCATGTTCGCTTGATTACTTATTAAACCCGAATAACCCCACCACGCCAAAGCTACGCGCTGTCTCCC 
 
 Avar:181021F (PA)   TGAGGACTGCGATAAAAATCTGCTTGCCAAACCAGAGTCATGATCTACTCTCTTACTCAACGGCTGTAATCACGCCTGCTTTTCAGTATTACCATAAAATTCTTAACTTTATGTTTTGAGTAA-AAAATTTCTGTAGAGACAGCGATTGAACGC---------------------GTCTCTACCAAGACTCAGCACGAGCAGAACGCTCTGCTAACACTAACAATAATCGCTACTTACACGGCTTCTGTATTCTTCTCTCCAGTACGAATCCGAA 
 A7120:2793360F (PA)  GAGTCATGATCTGCTCTCTTACTCAACGGCTGTCATCACGCCTGCTTTTCAGTATTACCATAAAATTCTTAACTTAGTATCGAGTCCTGCTGATGACTGTGAATGAAATTATGTTTTGCGTAAAAAATTTTCTGTAGAGACAGCGATTAAACGC---------------------GTCTCTACCAAGACTCAGCACGAGCATAACGCCCTGCTAACACTAACAATAATCCTTACTTACACGGCTTCTGTATTCTTCTCTCCAGTACGAATCCGAA 
 
 
 

Supplemental Figure 2b: Sequences and contexts of SDR2b elements. All instances of SDR2b in any genome of a cyanobacterium listed in Figure 5 of the main text are shown. 
All sequences are from Nostoc punctiforme, unless otherwise indicated. Conventions are as described in Supplemental Figure 1, except that the coordinate listed under site is the 
low order coordinate of the sequence shown (including the sequence flanking the SDR element). In addition, sequences that are underscored are direct repeats of the corresponding 
underscored region on the other side of the given sequence, and runs of at least four thymidines or four adenosines are rendered in blue or green letters, respectively. 
 


