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CHGE-2CcCcAGRETTGACACGCTETG-CCATGETCGA — BT TAGCACACCAGT GAL- GOTEGCCEOS
cHcB:Bccc TRTEGTGTAGCCTEG- - GoGAGTTEUCGACGUAGGCGACCCTCCTG- CCA- CGEAT

CAAATGAAGAATATEC G- - GAGT - CTAGGGCGHEAGCGUCTEGCAGCGTA- GATREAT
GCGEGaACAAGARCCG- CADGACCAGCGETTAGO - ATGCTCAGTAAGTTGAGTGCATCAGGCTEA-
- - GTEEAGCTTTETACACGTACTGAAGTGTATGA- ACGECCEBCCA- - GECTTG- ACGCAAGEEGA
cooTET A TRTREGALAGEATC- - - - ———— - A-CTACGCTTGEEAGCCCATGECCGATGE - AGARCT
CHcEE: M cBrACCAGEETTTEE- - CoGAGGTTCATTCTEEEAGTEGTATTCACG- GOG- CaBos
CHcEECcAccCEBTTTC-———- CGCT----CTACGACGEECTRGAGGAGTGEAGTCTGGTCGE- CC
coer-EocachEm- GETGAGCTCGE-TAGTEETCAGC GETEEACCCACCGCCTGr- TCGTOC@CA
Toacis-MeGTBTCCEECATEATCALCCTOCGOTGTTCEBATATCACCOCGATCTTTCTGALCGED
THCE-BollacTBreeTGATCATTCGEAGCAGCCGACTTET-BAGTGGCTGTCTCTAGTGTCARGS
cHTE EciccoEmC A CAAGEEECTACA- GETTTTTTCCTTCACC TACGEATGAL - T- - ATME-C.
CHCERECHeCG- - CAGACATECTEOBZAA- GCAGEACTECETAATCGTCAGGTGGEC - TT- GET-C.
GlcA-ATCACEERGECCGOCCTCCTCTCGTETOGCG- - - Co@GETTGOCAGCCOC - CoAATGRECA
A CEREC GAGHERG UG- GATGA- — -~ ATGCCGAA- TCACCTEETAATTCGGAC GETTCC GEGEHMAT
THGCRETHCCRET TG TTETOGACAGC -~ TAGTGGACCECTEC TEACGECCAGTGATLL ACGAREC
GCCA- - GAGEERCCGACCUGAGCAATTCTA- TAACGTETTRTACA- TEACTGTGCAGGAGTTCOG.
TCATRETHCA EmCACC OG- AGC- -~ CCCATOGGCALACCEAACGEATGEC - TETCEGE- GE-OT
afjcaSECIC EERC O TG TTOGECGAATAC CEAGCTEATEC-EoGCaC0TACCOCGOG- GACAROS
ToACEA- A8 A ATTCG- TECACCAACCCCCCTOOGAGCBCTEOTAAGC TCAATGT GCAGTGOALR
CAGER, eI TCGAC CGAAGGCAACGTCACTEGEATET TG CATAGEGCAACGC CGAGTTEGT

Interaction between WhiB3 and the regulatory region of Rv0467/Rv0468 gene cluster. (A)
Schematic diagrams of different deleted mutants of the regulatory region. Two mutant regulatory
regions R1 and R2 were cloned into the reporter vector of pBTXcm-T, respectively. R2 is shorter
than R1 which contains an additional 60-bp region. (B) SPR assays for the interactions between
WhiB3 and the regulatory region of Rv0467/Rv0468 gene cluster. Two truncated DNA fragments,
R1 and R2, were immobilized on the SA chip and SPR assays were conducted to further map the
binding region of WhiB3 within the regulatory sequences. An about 60-bp region was shown to



contain potential target site due to a significantly reduced binding signal of WhiB3 detected on the
shorter fragment of R2, which lost the 60-bp region. (C) A blast assay for searching the potential
binding site of WhiB3. A non-conserved DNA-binding motif, TNGCGNTNNCGC, was defined
within the regulatory sequences of targets genes detected by the bacterial one-hybrid system.



