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Detection of novel transcription factors for the expression of stress response genes by
one-hybrid system. The promoters of stress response genes were cloned in pBXcm-T and used to
screen the M. tuberculosis sub-genome library according to the description given in Materials and
Methods. The potential regulators which interact with the promoters were isolated from the library
and listed on the left. Rv3416 (WhiB3) was underlined. The structures of stress response gene or
gene cluster were listed on the right, respectively.



