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Introduction Institution Protein Strain Plasmid

Please select the number of assays you have done: [1 =]

Please select your phenotype | DNA Damage

Please select your assay name | notin the list
Propose your new assay name

=

-

Assay readout | growth on plates b=

Assay format [ Benomyl I-—-]

Assay reporter [ Please select H

Assay direction = Selection ) Counter Selection
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[llustation to score your assay

:Hnw are you going to enter your assay results?

\What is your cut off point for -27
\What is your cut off point for -17
\What is your cut off point for 07
\What is your cut off point for +1?
:What is your cut off points for +27

:#Sectiun for assay results

mutation_id Slow growth_integer Slow growth_real{optional)

:#These are examples of how your entries should look like

K164 2 1.9
R1TA 1 13
H18A 0 0.1

:#End of example, please start your entires at the next line

5-point scale
Cl
Qriginal value

Slow growth_char{optional)

white
light white
normal



