Supplementarv Table 2
PROBE: BLK 1+2 . BLK 6,7,8 . BLK 9 ‘
species of probe: HSA HSA HSA
species of cells: HSA HSA PTR PTR GGO PAB MMU HSA HSA HSA PTR GGO PAB MMU HSA HSA PTR GGO PAB MMU
cell line:| PBL21 GM10540 CRL1847 "PT5" AG05251 CRL1850 GMO03443| PBL21 |GM10540(GM10494| CRL1847 | AG05251| CRL1850 |GM03443| PBL21 GM10540 CRL1847 AGO05251 CRL1850 GMO03443
gender: M M M F F F F M M M M F F F M M M F F F
1pter 0.42 0.12 0.06 0.05 0.33 0.03 - 0.41 F 0.25 0.23
1p12? | 0.21
1gh | | | | | | |
1q41 0.18
1qter 0.47
2pter 0.46
2pfus [ 057 | |
2gfus 0.46 | [
2qter 0.45 0.18 0.08 0.36
3pter 0.12 | 0.05 0.03 _[INOISSIN
3p11.2 | |
3qter |NGFGSZl 0.35 0.34 0.17 0.09 0.38
4pter 0.33
4pcen
4qcen 0.35
4q13 |
~ 4q24-26 0.48
2  4q24-28 | |
.3' 4q32-34 0.22 0.23 0.30 0.37 [ 0.45 0.44
S agter 0.36 0.31 0.07 GESE o020 0.05 003 [HGEEM o.11
S Spter 0.34 | 0.37 | o0.14 0.15
e 5qter | [ [ 0.46 0.47 0.47 0.25 0.05 |
8  6pter 0.42 0.06 0.43 0.46 0.21 0.26
E  6p21-22 | [ | | 0.05 J [
£ eqter 0.37 0.36 [ 0.24
2  7pter 0.33 0.07 0.32
T 7p11-14 |
5 7pericen 0.21
2  7pcen 0.32 i 0.27
g 7qcen [ [
§ 7q21-22 0.23 [ | |
c 7932 0.34 [ [
£ 7q32-34 0.33 0.45
S 7qter 0.20 0.12 0.42 0.40 0.33
=  8pter 0.02 | [ 0.46 [OGAM o0.37 0.21
8 sqter 0.34 0.29 0.13 0.15
2 ogpter 0.05 0.10 | [
‘E' 9p11 0.31
2 9pericen | |
] 9qter 0.49 0.14 0.47 0.49
E 10pter | | | [ 0.03 | 0.22
£ 10p11.2 0.18 [0 o.20 [ 0.45 [HIGEZN [
O 10pericen q 0.44 0.48 0.14
10925 | ] [
10qter 0.05 [ 0.14 | 0.46
1ipter 0.39 0.25 | 0.51 0.36 0.44 0.41
1igter [ 0.12 [ | [ 007 | [
12pter 0.36 0.09 0.38
12pericen | |
12q22-24 | [
12qter 0.31
13p
13pericen +sat
13q11.2 0.06
13qter 0.04 0.07 0.05
14p
14pericen+sat
14pericen
14qter 0.06 0.10 0.05 0.05 0.28




PROBE: BLK 1+2 ' BLK 6,7.8 . BLK 9 .
species of probe: HSA HSA HSA

species of cells:| Hsa HSA PTR PTR GGO PAB MMU HSA HSA HSA PTR GGO PAB MMU HSA HSA PTR GGO PAB MMU
cell line:| PBL21 GM10540 CRL1847 "PT5" AGO05251 CRL1850 GM03443| PBL21 |GM10540(GM10494| CRL1847 | AG05251| CRL1850 |GM03443| PBL21 GM10540 CRL1847 AG05251 CRL1850 GM03443
gender: M M M F F F F M M M M F F F M M M F F F

chromosome location (in corresponding human karyotype)

15p

15pericen+sat

15pericen

15q11.2

15q11-12

15q12-13

15q12-14

15q21

15q22-24 0.40

15q24

15q24-25

15q25

15q25-26
15qter 0.05 0.32 0.07 0.05 0.25
16pter 0.32 0.03 0.06 0.42 0.03 |__0.06 0.05

16qter 0.09 0.05 0.22 0.20 0.38

17pter 0.37 0.14 | |

17pericen | [ | |

17qter 0.26 0.02 . 053

18pter | |

18p11 0.16 0.14 | [

18qter | 0.05 0.25
19pter 0.11 0.39 0.18 0.09 0.23 0.31 0.25
19q interstitial [ | |__0.09 0.03 | [

19qter 0.17 0.11 | 0.31 0.42 0.06 0.22 0.04 0.05 0.30 0.25
20pter 0.03 0.02 0.19

20p interstitial 0.06

20pericen

20q interstitial 0.21

20qter 0.03 0.45 0.05 0.05 0.01

21p

21pericen+sat

21pericen

21q11

21qter 0.04 0.25

22p

22pericen +sat

22q11 0.06 0.22 0.06

22q13 ] | 0.22

Y pericen | | | | [

Yqi1 0.28 0.37 0.04 0.14 | |

Xpter | | [

Xqter 0.46 0.17 0.27 0.05

# metaphase cells 9 10 11 9 10 10 10 10 10 10 10 7 9|no signalg 10 10 8 10 10 7




PROBE:
species of probe:

Supplementarv Table 2 (continued)

BLK 14+15
HSA

BLK 5 "D"
HSA

D4z4
HSA

CH251-237f19
PTR

RP43-179f17
PTR

species of cells:
cell line:
gender:

HSA
PBL21

HSA PTR GGO
GM10540| "PTS" |AG05251
M F F

PAB
CRL1850
F

HSA

GM10540

PTR
"Clint"
M

GGO PAB MMU
AG05251 CRL1850 GM03443
F F F

HSA
GM10494
M

PTR
"Clint"
M

GGO
AGO5251
F

chromosome location (in corresponding human karyotype)

1pter
1p12?
igh

1q41
1qter
2pter
2pfus
2qfus
2qter
3pter
3p11.2
3qter
4pter
4pcen
4qcen
4q13
4q24-26
4q24-28
4q32-34
4qter
Spter
5qter
6pter
6p21-22
6qter
7pter
7pl1-14
7pericen
7pcen
7qcen
7q21-22
7q32
7q32-34
7qter
8pter
8qter
9pter
9p11
9pericen
9qter
10pter
10p11.2
10pericen
10q25
10qter
1ipter
1iqter
12pter
12pericen
12q22-24
12qter
13p
13pericen +sat
13q11.2
13qter
14p
14pericen+sat
14pericen
14qter

0.25

0.48 0.03

0.33

PAB
CRL1850
F

MMU
GM03443
F

HSA PTR
PBL21 AG16618
M M

HSA PTR
GM10540( "Clint"
M M

0.15

0.15

0.32

| 0.12

0.25

0.40

oo
= W
o W

0.04 |

0.17

0.25

0.17

0.42

0.28

0.25

0.16

0.08

0.18

0.36

0.38

0.12

0.28

0.10 | [

0.28 0.20

0.45

0.16

0.13

0.03

0.06

0.05

0.03

0.49
0.26
0.21

0.05

0.47 0.04

0.16

0.08

0.06

0.48

0.08

0.10 [

0.08 0.07

0.45

0.31

0.13

0.16

0.30

0.13

0.07

0.36

0.09

0.08

0.47

0.17

0.43




PROBE:
species of probe:

BLK 14+15
HSA

BLK 5 "D"
HSA

D4z4
HSA

CH251-237f19
PTR

RP43-179f17
PTR

species of cells:
cell line:
gender:

HSA
PBL21

HSA PTR
GM10540( "PT5"
M F

GGO

AG05251

F

PAB
CRL1850
F

HSA
GM10540
M

PTR
"Clint"
M

GGO PAB

AG05251 CRL1850 GMO03443

F F

MMU

HSA
GM10494
M

PTR
"Clint"
M

GGO
AG05251
F

PAB
CRL1850
F

MMU
GM03443
F

HSA PTR
PBL21 AG16618
M M

HSA PTR
GM10540( "Clint"
M M

chromosome location (in corresponding human karyotype)

15p
15pericen+sat
15pericen
15q11.2
15q11-12
15q12-13
15q12-14
15q21
15q22-24
15q24
15q24-25
15q25
15q25-26
15qter

16pter

16qter

17pter
17pericen
17qter

18pter

18p11

18qter

19pter

19q interstitial
19qter

20pter

20p interstitial
20pericen

20q interstitial
20qter

21p
21pericen+sat
21pericen
21q11

21qter

22p

22pericen +sat
22q11

22q13

Y pericen
Yq11

Xpter

Xqter

0.20

0.08

0.13

0.25

0.04

0.14

0.14

0.41

0.12

0.11

0.48

0.15

0.11

0.14

0.04

0.28

0.08

0.36

0.35

0.48

0.42

0.38 0.30

0.16

0.18

0.19

0.40

0.06

0.07

0.03

0.25

0.16

0.20

0.38

# metaphase cells

10

10 10

10

no sianals|no signalgno signalg

11

12

11

10 10




Supplementary Table 2 (continued)
PROBE: PTB -134p04 .I CH251-35e6 .III CH251-549123 . v CH255-96p10 CH253-41c18 CH253-150k13 .
species of probe: PTR PTR PTR GGO PPY PPY v
species of cells: HSA PTR GGO PAB HSA PTR GGO HSA PTR GGO PAB HSA GGO PAB HSA GGO PAB HSA PAB
cell line:|GM10494 CRL1847 AGO05251 CRL1850|GM10540(AG16618| AG05251|GM10494 CRL1847 AG05251 CRL1850| PBL21 "Machi" |GM06213| PBL21 AG05251 GM06213 PBL21 GM06213
gender: M M F F M M F M M F F M F M M F M M M
1pter 0.18 0.44 0.24 0.05
1p12?
igh [
1q41 0.11 0.20
1qter 0.11
2pter 0.09
2pfus
2qfus
2qter 0.09 0.21 | 0.37
3pter | 0.37
3p11.2 0.09 0.23
3qter 0.18 0.26 0.48
4pter 0.16
4pcen
4qcen
4q13
~ 4q24-26
2  4q24-28 0.14
2  4q32-34
S aqter | 083 100 100 092 | 100 o089 | [ 100 1.00 !
S Spter | 0.44
= 5qter 0.40 0.20 0.27
8 6pter 0.38 | 0.22
E  ep21-22 [ |
£ é6qter 0.21 0.12 0.19
2 7pter 0.33 0.28
T 7pil-14 0.12
E 7pericen |
2  7pcen 0.28
®  7qcen 0.19
‘g 7q21-22
c 7q32
S 7q32-34
g 7qter 0.20
S 8pter 0.21 0.06 0.45 0.06
S sqter 0.24
= 9pter
g 9p11
3 9pericen
© 9qter 0.15 0.44 0.30 0.24 0.30
E  1opter 0.08
£ 10p11.2 0.20
© 10pericen [
10925 [
10qter 0.08
1ipter 0.10 0.25 0.43 0.34
1iqter 0.37
12pter
12pericen
12q22-24
12qter 0.21
13p
13pericen +sat
13q11.2
13qter 0.16
14p
14pericen+sat
14pericen
l4gter 0.19




PROBE:
species of probe:

PTB -134p04
PTR

CH251-549123
PTR

CH255-96p10

GGO

CH253-150k13
PPY

[\

species of cells:

PTR

] GM10494 CRL1847 AG05251 CRL1850

chromosome location (in corresponding human karyotype)

15p
15pericen+sat

HSA

PTR GGO

GM10494 CRL1847 AG05251 CRL1850

"Machi"”

GGO

F

GM06213 AG05251 GM06213

HSA

PAB

PBL21 GM06213

15pericen
15q11.2

15q11-12

15q12-13
15q12-14

15q21

15q22-24
15q24

15q24-25

o

15q25
15q25-26
15qter
16pter
16qter
17pter

=1
~N

17pericen

0.31

17qter

18pter

18p11

18qter

19pter

19q interstitial

19qter

20pter

20p interstitial

20pericen
20q interstitial

20qter
21p
21pericen+sat

21pericen

21q11
21qter

22p

22pericen +sat

22q11

22q13

Y pericen

Yq11

Xpter

Xqter

# metaphase cells

10




PROBE:
species of probe:

Supplmentary Table 2 (continued)

CH250-15d24
MMU

CH250-265f14
MMU

o

CH250-246c20

MMU

O

species of cells:
cell line:
gender:

HSA MMU
GM10540 GM03443
M F

HSA
GM10494
M

HSA
GM08729
M

PTR
CRL1847
M

GGO
"Machi"
F

PAB MMU
CRL1850| GM03443
F F

chromosome location (in corresponding human karyotype)

1pter
1p12?
igh

1q41
1qter
2pter
2pfus
2qfus
2qter
3pter
3p11.2
3qter
4pter
4pcen
4qcen
4q13
4q24-26
4q24-28
4q32-34
4qter
Spter
5qter
6pter
6p21-22
6qter
7pter
7pl1-14
7pericen
7pcen
7qcen
7q21-22
7q32
7q32-34
7qter
8pter
8qter
9pter
9p11
9pericen
9qter
10pter
10p11.2
10pericen
10q25
10qter
1ipter
1iqter
12pter
12pericen
12q22-24
12qter
13p
13pericen +sat
13q11.2
13qter
14p
14pericen+sat
14pericen
14qter

0.37

0.14

0.09

0.35

0.19

I 0.47 F




PROBE:
species of probe:

CH250-15d24 |CH250-265f14

MMU

MMU

O

CH250-246¢c20

MMU

Q-

species of cells:
cell line:
gender:

HSA

MMU HSA

GM10540 GM03443 GM10494

F M

HSA
GM08729
M

PTR
CRL1847

GGO

PAB

"Machi" (CRL1850

F

F

MMU
GM03443
F

chromosome location (in corresponding human karyotype)

15p
15pericen+sat
15pericen
15q11.2
15q11-12
15q12-13
15q12-14
15q21
15q22-24
15q24
15q24-25
15q25
15q25-26
15qter

16pter

16qter

17pter
17pericen
17qter

18pter

18p11

18qter

19pter

19q interstitial
19qter

20pter

20p interstitial
20pericen

20q interstitial
20qter

21p
21pericen+sat
21pericen
21q11

21qter

22p

22pericen +sat
22q11

22q13

Y pericen
Yqi1

Xpter

Xqter

0.44

0.26

# metaphase cells

5

11

11

10

also 1gh,
9gh,
16qh,
15pc

also
1gh,9gh1
6qgh,
20pc,

22c dim




