Supplemental Figure S3
Supplemental Figure S3: Alignment of Solexa sequence signatures from ovary to miRBase precursors. The top
line in each case represents the sequence of the miRNA precursor obtained from miRBase. The mature miRNA
as it is represented in miRBase is denoted with a (*). All the sequences above the dashed line match the
precursor sequence exactly. Sequences that exhibit 3" and 5% end trimming and additions are represented
above the dashed line without a *. All sequences below the dashed line represent "loose” matches that
align with the miRNA precursor with 1-3 mismatches.

mmu-let-7a(mmu-let-7a-1)
TTCACTGTGGGATGAGGTAGTAGGTTGTATAGTTTTAGGGTCACACCCACCACTGGGAGATAACTATACAATCTACTGTCTTTCCTAAGGTGAT

- (CCCC- (- L - (L - - (- - - - 2)-((----3)----3223))20))))))))--))))))))-))))) - (-43.50)
FHIIHIHI I I XX FTGAGGTAGTAGGTTGTATAGTT

............ TGAGGTAGTAGGT TGTATAGT T . - o o i i i i i i e aaeacccccasceccacascccnaaaaeananaa-=-- 0333*
............ TGAGGTAGTAGGT TGTATAGT - - - oo e e e i iiiiccccccceeeaaaaaaaaaaa. 2079
............ TGAGGTAGTAGGT TGTATAGT T T - - oo i i i i i i i i i i i i i iiicccccccceeeaaaaaannaanaaaa (10
............ TGAGGTAGTAGGT TGTATAG. - - - - o i e e i e e e e e e e e eeeamacaacacaeccaaaaaacaaaaaaaa-- 526
............ TGAGGTAGTAGGT TGT AT - - e et e et i i e eeeccmasacccccascccaaaaceaaaaaananaaa-- 171
............ JLILC7 2111 172 G117 ] © [
............ TGAGGTAGTAGGT TGTATA . - i i i i i i i i i iiiiccccececceeeeeaaaaaaaaaaa 131
............ TGAGGTAGTAGGT TGT - - - i e o i i e e e et e e e e e e e m e e e caee e aaaacaaana--- 44
............ TGAGGTAGTAGGT TG A . - i i it i i eeeoccasecccccaaacceaaasacaeaaaaaananana--- 50
............ JLILC7 211 € 172 G2 172X 1 C ) I 24 0
............ L7211 € 17 C 1 1Y ] R
............ JLILC7 YL 17 C I I I I |
............................................................... CTATACAATCTACTGTCTTTCC.......... 19
............................................................... CTATACAATCTACTGTCTTTC........... 10
............ TGAGGTAGTAGGT TGTATAGT TTT - oo i i i i i it i i i i icccccccccceeeaaaaaaaaaaa. 18
............................................................... CTATACAATCTACTGTCTT T e e e e e o e 7
............ TGAGGTAGOAGGT TGTATAGT T T . - s e e i i i i it i e e eeeecccccaccecacacaccacaaaaaeenanana--- 1352
............ TGAGGTAGTAGGT TGTATAGT Ta . - o oo oo oo i i i i i it i i i i i i i i i i iiiicccccccceeeeeaaaaaaaaaaa. 1185
............................................................... CTATACAATCTACTGTCTTTCt.......... 115
............ TGAGGTAGOAGGT TGTATAGT TT T . o e e e e i i i i i i i eeecccccacacceaaaaacccaaaaaenanana--- 80
............ TGAGGTAGTAGGT TGTATEGT T . o o e i e i e i i i e e eeeecccccaccccasacccanaaaanannnanaa (1
............ TGAGGTAGTAGGT TGTATAGT A - - - oo oo i i i iiiiccccccccccacaaaaannnaaaa (T
............ TGAGGTAGTAGGT TGTATAGT T - - e e e i e e e e e e e e e e e e e e e e e meeemeeaeaneaaa (1
............ TGAGGTAGTAGGT TGTOTAGT T . - o o i i it i i i eeeeccocaasccecacaasccccaaaacaaanaana=--- 006
............ TGAGGTAGTAGGT TGTAT-GT T T . - s e e i i i i i i i e eeeeecccacaccccacasaccaeaaaaaaanananan=- D9
............ TGAGGTAGTAGGT TGTATAG . - - o oo ittt i i i i i it i i i iiiiiicccceeeeceeeeaaaaaaaaaa. D8
............ TGAGGTAGTAGGT TGTATAGA - - - - - e e e i et e e e e e e e e aaaecacaececaaaaecaaaaaaea--- 56
............ TGAGGTAGTAGGT TGTOTAG. « « o o i e e e i e i eemasseccccaaacceaaaaaceeaaaaaananana--- 49
............ TGAGGTAGTAGGT TG AT -Gl n o o e e i i i i it emeseecccccaccccacasacccanaaaenanana-=- 49
............ TGAGGTAGTAGGT TGTAT . - o oo i i i ittt i i i iiiiicccccccccceaaaanaaaaanaaa. 43
............ TGAGGTAGTAGGT TGTATAGT @@ - - - - e e e o e et e e e e e e e e e e e e eeeeee e eeeeeeeaeane--- 42
............ TGAGGOAGTAGGT TGTATAGT T . o o o i i e i i i e i i e eeecmccaacccacasacccaaaaaananaana--- 42
............ TGAGGTAGTAGGT TGTAT-GT T . - o e i e i i i i i i i eeeeccccascccaaasacccanaaaananana--- 40
............ TGAGGTAGGAGGT TGTATAGT TaT - - o oo i i i i i i i i i it iiiicccccccccccaaaaanaannnaaaaa 40
............ TGAGGTAGTAGGT TGT A - - - c o c i i e e e e e e e e e e e e e e meamaceeaeeaaeeaaaaeanen-a 37
............ TGAGGTAGTAGGT TGTATAL. - o i it iaeeeeccccaacceaaaaaccaaaacananana--- 30
............ AGAGGTAGTAGGT TGTATAGT T . e e e e i e i i i e cceeeccccacancccaaaaaaccanananananas 27
............ TGAGGTAGTAGGT TGTATAGT TaT - o o oo i i i i i i iiicccccccccccaaaaaaannnanaas 27
............ TGAGGTAGTAGGT TGTOT A - - - o o o e e e et e e e e e e e e maeacamaceecaaaaaaecanaaaaa--- 26
............ TGAGGTAGTAGGT TGTABA . .« o i it e i eeccccsecccmaaaccaaasaceaaaaaananana--= 20
............ TGAGGTAGTAGGT TGTATCGT T . - o e i e i i e i i i i i eeeecccacacccaaasacccanaaaananana--= 20
............ TGAGGTAGTAGGT TGTgABA . - - i i it i i i i i i i iiiccccccccccccceaaaaaaaaaanaaa 19
............ TGAGGTAGTAGGT TGTATAGYT - - - o e i e et e e e e e e e e eeeamaceecaeaaeecaaaaaea--- 18
............ TGAGGTAGTAGGT TGTATAGT AT - - - i i e i it i et i i e eeeccccascceccasccccaaaacananaana--- 18
............ TGAGGTAGTAGGT TG AT EGT . o o o e e i i i i i i eeeecccccacccacasacccaaaaaenananenaa 17
............ TGAGGTAGTAGGT TGTGTAGT - - oo i i i i i i i i i i i i iccccccccccaaaaaaaannnaaaa 17
............ TGAGGTAGTAGGT TGTAT . - o i it i i i i e eeccaaaaacacaecaaaaaacaaaaaea--- 15
............ TGAGGTAGTAGGT TGTATALT T . L L i i i i i i e eeeccocaasccecacasccccaaaacananaana--- 15
............ TGAGGTAGTAGGT TGTgaA . .« o i i i i i i it i e ceeccccasaccccaaaacccacasacccanaacenananan-= 14
............ TGAGGTAGTAGGT TGOATAGT T - - i i i i i i i i icccceccccceaaaaaaanaaaaa 12
............ TGAGGTAGTAGGT TG AT G . - - o o o i i i et e i e e e eee e e e meam e meemee e emeeeeeaeaea--- 11
............ TGAGGOAGTAGGT TGTATAGT - - o o e i i e i i e e e i mmeeeccccaaacceaaeacaaaaeenaaaea--- 11
............ TGAGGTAGTAGGT TGTCTAGT T . - i e e e i i i i i e eeeeecccccacccaaasacccanaaaananana-== 10
............ TGAGGTAGTAGGT TGTATAGT TC. - oo i i i i i i i i i i i i i i iiiccccccccccceeaaaaaanaaaaaa 10
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mmu-let-7a(mmu-let-7a-2)
CTGCATGTTCCCAGGTTGAGGTAGTAGGTTGTATAGTTTAGAGTTACATCAAGGGAGATAACTGTACAGCCTCCTAGCTTTCCTTGGGACTTGCAC

- (CCC- (- CCCCCC- - CCC- (- (e oo - - - (. ----- 2))73))3333333))-3))-3))--3)))))))-)))) - (-41.00)
TGAGGTAGTAGGTTGTATAGTT
................ TGAGGTAGTAGGTTGTATAGT T« - . -« et ottt m e e e i ea i ea o eaoeaceaacaacaaaanaanaaaao.. 6333%
................ TGAGGTAGTAGGTTGTATAGT . - . . o e ettt e e e e e e e e e eea i ea e e aaceameaeaneanan. 2079
................ TGAGGTAGTAGGTTGTATAGTTT . . - e e e e e ee i ea e i e e ea e eacacaaaanaaanaaaa. 710
________________ TGAGGTAGTAGGTTGTATAG . - -« -« e e e ot ot m e e e e e e f e e e o e eaaaacaacaaaeaaaaao.. 526
................ TGAGGTAGTAGGTTGTAT - - - . o e ot et ottt m e et e e e e e a e eaaeaea e eaaeeaoa. 171
................ LI Y =
................ TGAGGTAGTAGGTTGTATA . . . o e e et e e oo ee e i e e e e ieaeaieceieaaneao.. 131
________________ TGAGGTAGTAGGTTGT . - - - o o e ot ot e e e ot et e e e e et et e e e e e e e eaaea e A4
................ TGAGGTAGTAGGTTGTA. - - .o e ot ot c e et e e e e e ea o eaoeaeaeaeaacaacaanaaaaas 50
................ LI Y Y o 1 0
................ TGAGGTAGTAGGT . - - - - e e c e e e e e e e e e e e e e e e e e e 14
________________ el ey YT N 1
................ TGAGGTAGTAGGTTGTATAGTTTA. « . . o ettt e e i e e ea e i eaceaceaaaaaacaaaaaaa. 10
................ TGAGGTAGTAGGTTGTATAGTTAA . _ - . oo e e ee o e e e e e ca i ceacaceacaaeaaaaanaaaaa. B0
________________ TGAGGTAGTAGATTGTATAGTTAA . -« - -« e ot ot e e e et et e e e e o e eaaaeeaaaaeaaeaaoa. 37
................ TGAGGTAGGAGGTTGTATAGTTTA. « - . o e et e et e e e e e e e ea e ea e aaaaeaaa.. 14

mmu-let-7b(mmu-let-7b)
GCAGGGTGAGGTAGTAGGTTGTGTGGTTTCAGGGCAGTGATGTTGCCCCTCCGAAGATAACTATACAACCTACTGCCTTCCCTGA

- (CCC(- (Ol (eeC- - - - - 2))2))----2)----3333333133)3)))I)I))))))) - (-49.00)
*RHIFRTGAGGTAGTAGGTTGTGTGGTT

______ TGAGGTAGTAGGTTGTGTGGTT .« - - - e ot ot e ettt e e e e e e e e o aa e e eaaaaeaaoano. 69913%
...... TGAGGTAGTAGGTTGTGTGGTTT . & - o e ot o et e et e e e ea o ea o eaiaaceaoeaeaacaaoaaoaao. 26321
...... TGAGGTAGTAGGTTGTGTGGT . - - -« o e o e e e m e e e e ea e eaeaceaacaacaaceaneanacanaaana.-. 18889
...... TGAGGTAGTAGGTTGTGTGG . - -« -« e o e e e e e e e e ee e i eaeacaceaceaaeaaceanaaaaaa.. 6375
______ TGAGGTAGTAGGTTGTGTG - . - e o e e ot ot e e e e e e et et e e e e ceacaceaacaaaacaaaaaa.. 1573
...... TOAGGTAGTAGGTTGTGT . - . o e o et ot ot e e e e et et e e e eaeaoaceaaccaaaaanaaao. 692
...... TOAGGTAGTAGGTTGTG . - -« o e e e e c e e e e e e e e e e e e eameaeaceaeaacaanaacaananaaa. 569
...... TOAGGTAGTAGG . - - - -« e e e m e e e e e e e e e e e e e e e ea e 9B
______ TGAGGTAGTAGGTTGT - -« o e ot e et c e e ot e e e e e e e et e et e e a e eea e aaaaao. 44
...... TOAGGTAGTAGGTT . - - ot ot ettt e et e e e e ea o ea e eai e aaaaaaaaaaaaaaa. 20
...... TOAGGTAGTAGGT - - - -« o e o e e m e e e e e e e e e e e e e e e e e e e eaaeaaaaao. 14
...... TOAGGTAGTAGGT TG - -« e e e m e e e e e e e e e e e e e e e e e ea e e eaanaao A1
_______ GAGGTAGTAGGTTGTGTGGTT . . . -« e ot ot e e e e et et e e e e e ea e eaeeaaeaaeaaeaaa. 40
...... TGAGGTAGTAGGTTGTGTGGTTTC . - - - o c ot e e e e e et e o e e ea e ea e aaeaceaaeaaaanaz 2B
......... GGTAGTAGGTTGTGTGGTT . - -« e e e o e e e e e e e e e e e e e meaeaeaceaaccameameaneanaas 20
....... GAGGTAGTAGGTTGTGTGOT . - - o e o e e e e e e e e ee e e ee e eececeemieeeeeaeeaa. 11
_______ GAGGTAGTAGGTTGTGTGGTTT . . - - ot ot e e c e et e e e e e ea i e e ea e eaaeeaeeaon 11
...... TGAGGTAGTAGGTTGTGTGGTTN. . - - o e ot e c i ea e e o eaeac e aaaaaaaeaaeanaaaao. 10
...... TGAGGTAGTAGGTTNTGTGG . - -« -« e e e e e e e e e e e e e e e eameacaaaeaameameaceanaana. 10
______ TGAGGTAGTAGGTTGTGTGGT A - - -« o x o e o e e e e e e e e e e e e e e e e ea e e eaeeaaeaaeaao. 9142
...... TGAGGTAGTAGGTTGTGTGOTTTE . - -« - o e o e et e e e ea e e ceaceao e eaacaaaamaanaana. 2679
...... TGAGGTAGTAGGTTGTGTGOTTAT . - - o e o e e e e e e e e ee e eameacea e e ceameameananaaa. 2429
...... TGAGGTAGTAGGTTGTGTGOTAT . - - - o e e ee e ea o ea e i eeaeacacacaaeaeaeanaaa.. 2011
______ TGAGGTAGTAGGTTGTGTGGTA . - - -« o e o e o e e e e et e e e e e e e ea e aaaaaaaaaoaaa.. 1882
...... TGAGGTAGTAGGTTGTGTGGTAR - - -« - -« o x e o e e e e e e e ea e e e eaeaceaeacaacaamaanaaa.. 1816
...... TGAGGTAGTAGGTTGTGTGOTTAR. - -« - -« o x e e e e e e ea o ea e eameaccaeaceamcaamaanananana-. 1054
...... TGAGGTAGTAGGTTGTGTGOTTTA. - - - - - e o ee e e e e e ee i ee i ee e e cacaacaeananaaao. 469
______ TGAGGTAGTAGGTTGTGTGGA - « - - -« « -« o e e e e e e e e e e e e e e e ea e eaaea e eaaeaao. 46T
...... TGAGGTAGTAGGTTGTGTGA Y « -« -« x o e c e e e e e e e e e e e e e m i ea e ceaameaa e eaaaaaa. 421
...... TGAGGTAGTAGGTTGTGTGGTTY. - - -« o w e e e e e e e e e e e e meameameaeaceaacaanaanaananaaa. 367
...... TGAGGTAGTAGGTTGTGCGGTT - - . - - oo e e e e ee i ee i e e e e ieecacaaceceaeaaaaaa. 231
______ TGAGGTAGTAGGTTGTGTGGAA  « - - « <« -« o x e e e e e e e et e e e e e e ea e o eaaeaceaaeaaana. 225
...... TGAGGTAGTAGGTTGTGTGE . . -« o e e o e ot e e e e e ea i ea o aaeaeaceaceaacaacaacaanaaao. 208
...... JIT-YeleTe Y - Xeley i Ky ey ey o NN 2
...... TGAGGTAGYAGGTTGTGTGGTT - . - - - oo oo e e e e e e e ee e ea i eaceecacaacaeaeaaaaa-. 136
______ TGAGGTAGTAGGTTGTGTGGGT - - - -« « o x e c e e e e e e e e e e e e e e e ea e o eaeeeaeeaceaaeaao. 131
...... TGAGGTAGTAGGTTGTETGGT T - . -« o ot ot et e e et e e e e e eaieaceaceaaaaaeaeanaaao. 120
...... TGAGGTAGTAGGTTGTGTGGTTC - -« e o e c e e e e e e e e e e e e ameaeeceaieaameam e eeaeeaa. 117
...... TGAGGTAGTAGGTTGTGTGGTAG - - - - < -« e e e e e ee o eecme i eaeameecaceaacaeaeanaaao. 115
______ TGAGGTAGTAGGTTGYGTGGTT - - . -« e ot ot ot e e e e e e e e e e e e e ea e eae e eaceaaeaao. 113
...... TGAGGYAGTAGGTTGTGTGGTTT . - -« o e ot e e cea o ea e e o eaea e acaacaaaaaaanaaaaaz 95
...... TGAGGTAGTAGGTTGTGTEGT - . - -« oottt e e e ea e e e e o eaceaocaeaceaamcanaaaeaaaaaa. 89
...... TGAGGTAGTAGGYTGTGTGGTT - . - - - oo e e e e e e ea e o eaceacecaceaaeaaaceaaaaa-. 88
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TGAGGTAGTAGGT TGTGYGGT T - oo i i i i i i i i i ccecccsecsceeaaaaaaannn
TGAGGTAGTAGGT TGT G GGG - - - - e c o m e e e e e e et e e d e e e e e e maee e e meeee e aaan
TGAGGTAGTAGGT TGT G TG T T . - o o e i i e i e i eecccmaasccccccasceaaaaaaanannn
TGAGGTAGTAGGT TGTGT GG T Tag - - - o o oo oo oo icceeeseeeeeeaaaaannn
TGAGGTAGTAGGTTGCGTGGT T - oo il i i i i i i i cceccceceeeaeaaaaaaannn
TGAGGTAGTAGGTTGTGTGGTaAA - - - - oo e i e i i i i i i i i i i i i i i i i i i i cccccccccceeceeeeaaaaannn

TGAGGQAGTAGGTTGTGTGGT

TGAGGTAGTAGGT TGTGTGGT T T . - - i cceeeeeeeeaaaaaaannn
TGAGGCAGTAGGT TGTGTGGT T - oo i oo i i i i i i i i i ccccceceeeceeaaaaaaannn
TGAGGTAGTAGGT TGTCT GG T T - - o o i e o i e e e e e e e e e e e e e e eeeee e e maee e e ceeeeeaaan
TGAGGTAGTAGGT TGTGCGGT T T - o o i e e i i i i i e e i e e eeoccmcascccmccasceeaaaaaaanannn

TGAGGTAGTAGGTTGTGTGGY

TGAGGTAGTAGGT TGTGT GG T Tga- - - oo i i oo i oo i i i i i ceecccceeeeeaaaaaaannn
TGAGGTAGTAGGT TGTGTGGTga - - - - e e o m c e e e e e e e e e e d e e e e e e maee e e ceeee e aaan
TGAGGTAGTAGGTTGTGTGGTaaT - - - e e o oo e e e i e e i e e eeecaasecccccasceaaaaaaenannn
TGAGGTAGTAGGT TGTGTGGT TTaA . - - i i eceeeeeeeeeeaaaaaannn
TGAGGTAGTAGGCTGTGTGGT T . - oo i i i i i i i i ccceccececeeeaaaaaaannn
TGAGGTAGTAGGT TGTGT GG T T Tat . - . o o oo i i e e e it e e e eeema e e ceee e e e e aaan
TGAGGTAGTAGGT TGTGTGGTgT - - o i e i e e i e e i e e eeecaasccccccascecaaaaaaanannn

TGAGGTAGTAGGTTGTGTGET

TGAGGTAGTAGGT TGTGTGGT TG T - - oo i cecececeeeeaaaaaaannn
TGAGGTAGTAGGT TGOGT GG T T T - - o o e oo i e e e e e e e f e e e e e eeemm e e maee e e ceeee e aaan
TGAGGTAGTAGGTTGCGT GG T T T - o o e i e e i i i e e e e eeoomccascccmccascaaaaaanannn
TGAGGTAGGAGGT TGTGT GG T T T - - - oo i ecceeeeeeeeeeaaaaannn

TGAGGTAGTAGGTTGTGCGGT

TGAGGTAGTAGGT TGTGT GG T T - - - - e s o o e e e e e e e e e e e e e e meemm e e meem e e ceeeee e aaan
TGAGGTAGTAGGT TGTGTGGaT - - - - i e i e i i e e i e e eececcaascccmccasceaaaaaaanannn
..... CTGAGGTAGTAGGT TG TG GG T - - - o oo i ot i i e e e e e e e e e e eseesseeceaaaaaaaa e e e aaaaaam
TGAGGTAGTAGGT TGTGTGGTTaaA . - - oo ittt i i icccecceseeeeeaaaaaaannn
TGAGGTAGTAGGT TGTGTGGTTaC - - - o o o i e e e e e f e e e eeema e e ceee e e meeee e aan
TGAGGTAGTAGGTTGTGTGGaAA - - - - e e e mm e e e e i e e e e eseemaasccccccasceaaaaaaenannn
TGAGGTAGTAGGYTGTGT GG T T T - - o oo i eeeeesceeeeaaaaaannn
TGAGGTAGTAGGT TGTGYGGT T T . - oo i i i i i ccceccceeceeeaaaaaaannn
TGAGGTAGTAGET TGT G GG T T - - o o i i oo i e e e e et e e e e e eeema e e maem e e meeeeaeaaan
TGAGGTAGTAGGT TGTGT GG T T T A . - oo oo i e e e e maaecccccasceaaaaaaanannn
TGAGGOAGTAGGT TGTGT GG T Ta. - - oo oo i eceeeseeeeeeeaaaannn

TGAGGTAGQAGGTTGTGTGGT

TGAGGTAGTAGGT TGTGT GG T - - - o e e oo o e e e e e e e e d e e e e e e caee e e meeee e aaan

TGAGGTAGTAGGTTGTGQGGT

TGAGGTAGTYGGT TGTGT GG T T - oo i i ceeeesceeeeeeaaaannn

TGAGGTAGTAGGTTGTGTEGT
TGAGGYAGTAGGTTGTGTGG .

TGAGGTAGTAGGT TGTGTGGCT - - o o i e i e i i e e i i e eecccmaascccccacascecaaaaaaanannn

TGAGGTAGTAGGTTGTG-GLT

TOAGGTAGTAGGTCOTGTGGT - - - - e e e e e ce e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
TGAGGTAGTAGGTTGTGTGETTT « - - - e - e e e e e e e e e e e e e e e e e e e e e e e e
TGAGGCAGTAGGTTGTGTGOGTTT « - - - e e e e ce e e e e e e e e e e e e e e e e e e e e e e e e e
TGAGGTAGTAGGTTGTGTGGTAT T« - - « - e e e ce e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
TOAGGTAGGAGGTTOTGGGGT T« - - -« e e e e coe e e e e e e e e e e e e e e e e e e e e e e e e e e e

TGAGGTAGTAGGT TETGTGGT T - c e i e e e i i e i i meeccccccsccccacasceaaaaananannn
TGAGGTYGTAGGT TGTGTGGT T - oo i i i i i i i i i i cccecceceeeeeaaaaaaannn
TGAGGTAGTAGGT TGTET GG T T T - - o oo o o i e e e e e e e d e e e e eeem e e meee e e meeeaaaaan

TGAGGTAGTAGGTTGTETGGT

TGAGGTAGTAGGT TG TG T G T T T . o c e e i e i e e i i ceeeccccccccccacasccaaaaananannn

TGAGGTAGTAGGTTGGGTGGT

TGAGGTAGTAGGT TGTGTGGTaAC. - - o oo i i i i i i i i i i i i i i i i i i i i i i i ceccccccceesecaaaaaannnn

TGAGGCAGTAGGTTGTGTGGT

TGAGGTAGTAGGTTGTGTGGT AT @A . - a v e e e e i e e e e e ceeeccccasccccaaasceaaaaaaaenannn

TGAGGTAGTAGGTTGTGTEt. .
TGAGGTAGTAGGTTGCGTGGT
TGAGGTAGTAGGCTGTGTGGT

TGAGGTAGTAGGT TGTGTGGCT T . - n e e i e e i e i e i e e meecccccacecccacasceaaaaaaanannn

TGAGGTAGTAGGTTGTGTGaa

TGOGGTAGTAGGT TGT G GG T T - - - o i e ot e e e e e e e e e d e e e e e eeemm e e mee e e e e aaan
TGAGGTAGTAGGTYGT G GG T T . - o o i e e e e i i e e i i e eecocmaasccccccascecaaaaaaaaannn
CGAGGTAGTAGGTTGTGT GG T Ta e e s e i e e e i i e e eeeeccesecccccasacccacascccaaaaaannn
TGAGGTAGTAGGTTGTGTGGTTaat . - - o oo oo i i i it ccececcceeaeaaaaaaannn
TGAGGTAETAGGT TGT G GG T T - - o o i e oo i e e e e e e e f e e e e eeeme e e maee e e meaee e aaan
TGCGGTAGTAGGT TGT G GG T T . - o o i e et i i i e e i e e eeocomaasccccccascecaaaaaaanannn
TGAGGTAGCAGGT TGTGTGGT T . - c e i e e e i e i e i i meeeccccccccccacasccaaaaaaanannn

TGAGGTAGTAGGGTGTGTGGT
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..... CTGAGGTAGTAGGTTGTGTGGT T - - oo i icccccccccccaaaaaaaaaaaaaaaaanaaaaa- 15
...... TGAGGTAGTAGGT TGTCTGGT T T - o o i e e e e e i e i e e eeim e eeee e e e eeeeeeneaaaa. 14
...... TGAGGTAGTAGGTTGTGTGGTTaT . - oo i i i e i e i maaeccccacaacecaaaaaaaaaaaa 14
...... TGAGGYAGOAGGT TGTGT GG T T - - oo i i i i e e i e e i i e e e e i e e e e e e i eeiiieeeeeeeeeeeeaa. 14
...... TGAGGTAGTAGGT TGTGTGGaAT - - - i i oo i i i i i e i i i i i i i e i i i e i i i i i i iciimiicceeeeeaaa. 14
...... TGAGGTAGTAGGTTGaGTGGT T - - o o i i i e e e e i e ceeim e eeece e e e eeeeeeneaaaa. 14
...... TGAGGTAGTAGGTTGTGTGGag - - - - a e e i e e i i eee e mcascccccaaaccccaaaaceeaaaaaaananaa 14
...... AGAGGTAGTAGGTTGCGTGGT T - - - it ieceececeeaaaaaaaaaaaaaaaananaanaa- 13
...... TGAGGAaAGTAGGT TGTGTGGT T . - oo i i i i i i i i i i i i i i it i i i i i i i i i i i iiiiccccccccccceeeeaaaaaa 13
...... TGAGGYAGTAGGT TGTGTGGYT - - - o i i i i i i i i i i i i i i i i i i i i i i i i i i i iiiicccccccccceeeeeeeaaaaa 13
...... TGAGGTYGTAGGTTGTGTGGT T T . o o i e i i i i e i i e ceecccccasacccaaaaceaaaaaaaaaanaa 13
...... TGAGGTAGTAGGTTGTaTGGTTaC - - - oo oo oo oo i i i i i i i i i i i iiiiciciiccccceeeeaaaa. 13
...... TGAGGTAGTYGGT TGTGTGGT T T . - oo i i i i i i i i i i i i i ciiimcceeeeeeaaaa 12
...... TGAGGTAGTAGGT TGTGTGGT T T - - s e cm c e e e e e e e e e e e e e e e e e ceeememeeeeee e 12
...... TGAGGTAGTAGGTTGTGYGGT Ta . - - e e e e i i i e i e meeecccaasccccacaaccaaaaaaananaa 12
...... TGAGGTAGGAGGT TGTGT GG T Ta . - o oo i i i oo oo i i e e e e e e e e i iiiimmiiiemmeeeeeeeaaaa 11
...... gGAGGTAGTAGGTTGTGTGGT T . - oot cccccceccaaaaaaaaaaaaaaaaananaaaaaa 11
...... TGAGGTAGTCGGTTGTGTGGT T - o o o i e i e e e i e i i e deemm e mmeeeee e e eeeeeeaaaaaa 11
..... ETGAGGTAGTAGGT TGTGTGGT .« o s o e e i i i i i i e meeccccaeaccaaaaceaaaaeeanaaaa 11
...... TGAGGTAGTAGGT TGTCTGGT - - - i i i i oo i e i e i e i e e e e e e e e e e i iieimiemeeeeeeeeeeeaa 11
...... TGAGGTAGTAGGT TETGTGGT - - - oo i i i i e i i i i i i i i i e i i i i iiiimimceeeeeeaaaa 11
...... TGAGGTAGOAGGT TGT G T G T T . - o o i i i e e e e e i e e eeemm e mmeeme e ceeee e eeeeeeeaaaaa 11
...... TEAGGTAGTAGGTTGTGTGGT T . - o o i e i i i i e i e meecccccascccaaaaceaaaaeeanaaaa 11
...... TGAGGTAGTAGGT TGTGTGGC - - - - oo i e i e i i e e e e e e e e e e e e e e e e e e e e eieemmimmemeeeeeeeeeaaa 11
...... TGAGGTAGTAGGTTGYGT GG T Ta. - oo i i i i e i e i i i e i i i i i i i i i i i i i i iiiiiimiimeeeeeeeaaaa 11
...... TGAGGTAGTAGGT TGTGa - - e c o m e e e e e e e e e e e e e eeemm e emeee e e ceemeeeeeeaaaaaa 11
...... TGAGGTAGTALGTTGTGTGGT T . - o o i e i i i e i i meecccccaaeaccaaaecaaaaeeaaaaaa 11
...... TaAGGTAGTAGGT TGTGTGGT T . - o i i i i e e i i i i i i i i i i i i i i i e iiiiiccmmiiiccceeeeeeaaaaa 10
...... TGAGGTAGTAGGT TGTGTGaAAA - - - - oo oo e e e i e e e i i e i e i i i e i i e e e e eeacacccccccccceeeeeaeaaaa 10
...... TGAGGTAGTAGGYTGTGTGGTTa . - - o e e e e e e i e i i e meeemmmeeeecaeacaeeaeaceeenaaaaa. 10
...... TGAGGTAGTAGGT TGT GO - v o i i i i i i i i i i eeeacascccccaasacecaaaaceeaaaaaeanaaaa 10
...... TGAGGTAGTAGGTYGTGTGGT T T - - oo oo i i i i e i i i i i i i i i i i i e i e i i iiiiccmciiiceeeeeeaaaaa 10
...... TGAGGTAGTAGGT TGTGTGGTCT - - oo oo i i i i i i e e i i i i i i i i i i i i i i i i i iiiicccccccccceeeeeeaaaaa 10
...... TGAGGYAGTAGGYTGTGTGGT T . - o oo oo i oo i i i i i i i i i i i i i i iiiccccccccccceeeeeeaaaaaa 10
...... TGAGGTAGTAGGCTGTGTGGT T T . o o i e i i i i e i i e ceecccccaaacccaaaaceeaaaaaeaaaaaa 10
...... TGAGGTAGTAGGT TGTGCGGTTa. - - oo e i oo i i i e e e i i i i i i i e i i e i e e e eicccccciceccceeeeeeaaaa 10
...... TGAGGTAGTAGGT TGT=TGGT T . - oo oo oo i i i i i i i i i i i i i i i i i i i iiiicccccccccceeeeeeaaaaa 10
...... TGAGGTAGTAGGTTaTGTGGT T . - o o i i i i e i e i i e meemmecaeeecaeacaeaeaceeenaaaaa2 10
...... TGAGGTAGTAGGAaTGTGTGGT T . - oo i e i i i i e i iceecccccaasacccaaaaceeaaaaaaaaaaaa 10
...... TGAGGOAGTAGGTTGTGTGGT T T, - o oo oo i i it i i i i i i i iiicccciccccceeeeeaaaaa 10

mmu-let-7c(mmu-let-7c-1)
TGTGTGCATCCGGGTTGAGGTAGTAGGTTGTATGGTTTAGAGTTACACCCTGGGAGTTAACTGTACAACCTTCTAGCTTTCCTTGGAGCACACT

- (CCCCC- CCCCCC- - CCC- CCC- (e - (- - (- - - - )--3-3331)))3))3))-3))-)))--3))))))))))) - (-43.30)
FRHA KR A AKX A X TGAGGTAGTAGGTTGTATGGTT

............... TGAGGTAGTAGGTTGTATGGT - - . -« et ot ot c e e iea o ea o eaaaaoeaceaacaacaacaanaanaaao. 37686%
............... TGAGGTAGTAGGTTGTATGGT . - . . - e e e et e e e e e ee e e aaeameaeaaeaamaameaneanenan-. 10612
............... TGAGGTAGTAGGTTGTATGGTTT . . -« oo e e ee o ea i eaceacaceacaaeameaaeaaaaaaaa-. 4359
_______________ TGAGGTAGTAGGTTGTATGG - - -« -« o e e ot e e e e e et e o e e aa e eaaeaceaceaaeaaeaao. 2148
............... TGAGGTAGTAGGTTGTAT - - . . o e ot et ottt ettt e e e e e e e ea e iea e aaeeaeeao 171
............... L7 e Y °
............... TGAGGTAGTAGGTTGTATG - . . -« e e c e e e e e o e e e i eeaea e ececeaaeaceaeanaaaao. 159
_______________ TGAGGTAGTAGGTTGT - . - - e ot ot e e m e e e e e e e e et et et e e e e e e e e eaaeaa. 44
................ GAGGTAGTAGGTTGTATGGT . - . . o e ot c e et e e e ea o ea o aacacaeaaeaacaaaaaaaa-. 108
............... TGAGGTAGTAGGTTGTA. - - - . o e ot e e e e e e e e eaeaceaaeaamaameameaaeaacaaaaanaaaaz 50
............... TGAGGTAGTAGGTTGTATGGTTTA. - . .ot e e e e e e c e e e e cea e eaieaeeaann . 107
_______________ TGAGGTAGTAGGTT . - - ot ot ot e e et e et e e e e et a e e iaa e a i e e aeaaaaa 20
............... TGAGGTAGTAGGT - - - -« - o e ot o e e e e m et e e et e e e e et a e eaaeaaeaaaaaao.. 14
............... 7Yl ey Yl P
................ GAGGTAGTAGGTTGTATGGTTT . . . o oo e e c et e e e e e e e e e e e e e eaeaeaeaaaao 14
______________ TTGAGGTAGTAGGTTGTATGGT - - - -« o e e e e ot e e e e e e e e et e ea e eacaaaacaaaeaaas 25
................ GAGGTAGTAGGTTGTATGGT . - - . o e ot e et e e e e e e e e e a i eaeaiea e eaaceanao. 12
................. AGGTAGTAGGTTGTATGGTT - - -« oo e e e e e e e e e e e e e e eameeea e eaeeaaeeanaann T
.................. GGTAGTAGGTTGTATGGTT - - - - e e e e e e ee e e e e ceecacieecacaaaacaaeacaaaaa B
............... TGAGGTAGTAGGTTGTATGGT @ - - -« -« c o e ot c e e ea o ea o e e eaoeaeaacaacaacaacaanaaa-. 7896
............... TGAGGTAGTAGGTTGTATGGTA - - -« e c e e e e e ea e eaceac e eaacaaceaceanaeanaeananaan.. 5010
............... TGAGGTAGTAGGTTGTATGGTAR - - - - < -« « e we e e m e e ee i ee e e e me i eee e e e eeanoa o 1171
_______________ TGAGGTAGTAGGTTGTATGGA . - « « -« =« « o x e o e e m e e e et et e e e e ea o eaacaaeacaaaaaaaaao. BT2
............... TGAGGTAGTAGGTTGTATGGTAT . . - - -« e o et c e e ea o eaoeeaceaieaceaacaacaanaanaanaaaa-. 513
............... TGAGGTAGTAGGTTGTATGOTTAA. - - - -« e o e e e e e e ea e e e e e maaameameaaeaeanaano. 449
............... TGAGGTAGTAGGTTGTATGGTTY - - - - e c e cee e e m e e ee e e e e ee e ea e eeieaceaaaan o 421
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............... TGAGGTAGGAGGTTOTAGGGTY - - « - - - e v ce e e e e e e e em e e e e e e e e e e e e 1
_______________ AGAGGTAGTAGGTTOTATGGTT - - - - - e e e ccoe e e e e e e e e e e e e e e e e e e e e e et 1
............... TGYGGTAGTAGGTTGTATGGT « - - « -« - e e e et e e e e e e e e e e e e e e e e e e e e 1
............... TGAAGTAGTAGGTTGTATGGT T« - « -« o e e e e e e e e e e e e e e e e e e e e e e e 1
............... TGAGGTAATAGGTTGTATGGT T - -« - - - e e e e e e e e e e e e e e e e e e e e e e e e eeaeeea 2 10
_______________ GGAGGTAGTAGGTTGTATGGTT - - - - - e e e e ce e e e e e e e e e e e e e e e e e e e e e et eeaa 2 10
............... TGAGGTAGTAGGTTGYATGGTA - « « - -« e« e e e e e e e e e e e e e e e e e e e e e e e e eee2 10
............... TGCGGTAGTAGGTTGTATGGT « - -« -« e e e e e e e e e e e e e e e e e e e e e e e e e a2 10
................ GAGGTAGTAGGTTOTATGOTA - - « - - - e e e e c e e e e e e e e e e e e e e e e e e eeeeeaeea2 10
_______________ TGAGGTAGGAGGTTGTATGGTA - « - - - e e e e e e e e e e e e e e e e e e e e e e e e e e et e a2 10

mmu-let-7c(mmu-let-7c-2)
ACGGCCTTTGGGGTGAGGTAGTAGGTTGTATGGTTTTGGGCTCTGCCCCGCTCTGCGGTAACTATACAATCTACTGTCTTTCCTGAAGTGGCCGC

- (CCCCCCCC- CCC- CCC- - (el - CCCC-- -0 CCC---23)--2333))332)))3)))--)))-)))-)))-))))) - (-48.70)
FHFIK KKK * XX XTCAGGTAGTAGGTTGTATGCTT

............. TGAGGTAGTAGGT TGTATGGT T . - oo i i i i i i i i i it i i i i i i i iiicccccccccecaaaaaaaaananaaaa. 37686*
............. TGAGGTAGTAGGT TGTATGGT - - - o o i i i i e i e e e i e eeemcmecaeccaceecaaaaaeennanaaaa-- 10612
............. TGAGGTAGTAGGT TGTATGGT T T - o o i e e i i i e i i aeeeccccaaaccecaasacceaaaaaananana--- 4359
............. TGAGGTAGTAGGT TGTAT G - - - oo oo i i i i iiiccccceceecaaaaaaaaanaaa.. 2148
............. TGAGGTAGTAGGT TG AT - - i i i i i i i i i ccccccccceaaaaaaanananaaaa 171
............. L7201 1 e ° (<)
............. TGAGGTAGTAGGT TGTAT G - o ot i i i it i i e eeeccaasacccccasceecacaasecaeaaaaeenanaaa-- 159
............. TGAGGTAGTAGGT TGTATGGT TTT . i i it i i iiccccccccccaaaaaaaanaaaaas 273
............. L7211 € 172 G 1Y ] I 1 R v
.............. GAGGTAGTAGGT TGTATGGT T - - o oo i e e i i e i e e e eia e e maecmeacaeaaaeecaaaaaeanaa-.. 108
............. TGAGGTAGTAGGT TG A . - i i it i i e eeeccccasscccccaaacceaaasacaeaaaaaananana--- 50
............. JLILC7 211 € 172 C 1 172X ] C ) I R~ 0
............. L7211 € 17 C 1 1Y ] R
............. LIVl 17 C I I I
............................................................. CTATACAATCTACTGTCTTTCC. .. ... ....... 19
.............. GAGGTAGTAGGTTGTATGGT T - - o o o e i i e e eeceeeaaaaaaaaaaaaaaaaaaaaaaaaaaaaa--- 14
.............. GAGGTAGTAGGTTGTATGGT - - - o o oo i eceeeceeecaaaaaaaaaaaaaaaaaaaaaaaaaaaaaa- 12
............................................................. CTATACAATCTACTGTCTTTC. ... .. oo...-.-.. 10
............... AGGTAGTAGGT TGTATGGT T o o o e e i e i e et e i e aeecccccaascccaaaaaccnaaaacanannnaas [
............................................................. CTATACAATCTACTGTCTTT. ... ... 7
................ GGTAGTAGGTTGTATGGT T - - oo oo i i i it it i i i i i i i i i i iiiicccccceececccesaaaaaaaaanas D
............. TGAGGTAGTAGGT TGTATGGTTaT - - o e e e i i i i i i eeecccacasccccaaaacananaaacanannna-- 37
............. TGAGGTAGTAGGT TGTATGGT T T - - e e e i i e i i i i i i eeeecccccaccccacasacccanaaeenanana--= 10

mmu-let-7d(mmu-let-7d)
AATGGGTTCCTAGGAAGAGGTAGTAGGTTGCATAGTTTTAGGGCAGAGATTTTGCCCACAAGGAGTTAACTATACGACCTGCTGCCTTTCTTAGGGCCTTATT

(A (AU ) Eme— 3200190303000 9))))))
(-49.82)

FedrHH R Hwxwxx AGAGGTAGTAGGTTGCATAGTT

............... AGAGGTAGTAGGTTGCATAGT T - - - - o - e e et e e e e e e e e e e e e e e e e e e
17723*

............... AGAGGTAGTAGGTTOCATAGT - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
2150

............... AGAGGTAGTAGGTTOCATAGTTT - - -« e e e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e
1554

_______________ AGAGGTAGTAGGTTGCATAG - « -« - - e e e e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
1110

..................................................................... CTATACGACCTGCTGCCTTTCT - - o ve oo -
620

............... AGAGGTAGTAGGTTOC - - - - e - o e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
439

............... AGAGGTAGTAGGTTOCAT « - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
399

_______________ AGAGGTAGTAGGTTGCATA . - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
252

..................................................................... CTATACGACCTGCTGCCTTTC. - oo ve e ..
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110
............... AGAGGTAGTAGETTG x -« - - e e e eoe e e e e e e e e e e e e e e e e e e e e e e e e e e e
80

_______________ AGAGGTAGTAGGTTGCA - -« e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
70

...................................................................... TATACGACCTGCTGCCTTTCT « - e e e e e -
55

............... AGAGGTAGTAGGTTGCATAGTTT T« -« - - e e e et e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
48

.............. AAGAGGTAGTAGGTTGCATAGT T - - -« e e ce e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
32

_______________ AGAGGTAGTAGGTT « - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
32

.............. AAGAGGTAGTAGGTTECATAGT - « - - e - e e e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
27

..................................................................... CTATACGACCTGCTGCCTTT . - e e e ceeeeee e
20

............... AGAGGTAGTAGET - « - - e e e e e e eoe e e e e e e e e e e e e e e e e e e e e e
13

_____________________________________________________________________ CTATACGACCTGCTGCCTT - - - e v e ee e e e
11

................ GAGGTAGTAGGTTGCATAGT T« - « - - e e e e e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e
11

............... AGAGGTAGTAGGTTGCATAGTTA  « - -« - e e e et e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
733

............... AGAGGTAGTAGGTTGCATAGTA  « - -« - e e e et e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e
98

............... AGAGGTAGTAGGTTOCATAG « - -« - e e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
94

_______________ AGAGGTAGTAGGTTOOATE - « - - e - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
89

............... AGAGGTAGTAGGTTGCCTAGT T « - - e e e e e e et e et e e e e e e e e e e e e e e e e e e e e e e e e e e e
76

............... AGAGGTAGTAGGTTGCGTAGT T« - - - e e e e e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
66

............... AGAGGGAGTAGGTTGCATAGT T - - - - o e e et e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e
65

_____________________________________________________________________ CTATACGACCTGCTGCCTTTCA - « - e ve e e e -
60

............... AGAGGTAGTAGGTTGCATAGTTY  « - « - - e e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
55

............... AGAGGTAGTAGGTTGCATGGT T« - - - e e e e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
54

............... AGAGGTAGTAGGGTGCATAGTT - - - - - e e et e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
a1

_______________ AGAGGTAGTAGGTTGCATAGA - - « - - -« - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
a1

............... AGAGGTAGTAGGTTGCATEA . « -« - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
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34
............... AGAGGTAGTAGGTTGCATEE « - -« -« e e e e eoe e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
32
_______________ AGAGGTAGTAGGTTGCATAGGT - - - - - - e e e et e e e e e e e e e e e e e e e e e e e e e e e e e e
29
............... AGAGGTAGGAGGTTECATAGT T - - -« - e e e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
28
............... AGAGGTAGTAGGTTECATEGT - - -« - o e e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
27
............... AGAGGTAGTAGGETGCATAGTT - - - -« - e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
24
_______________ AGAGGTAGTAGGTTECETAGT T - - - - - - e e e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e
22
............... AGAGGTAGTAGGTTGCAR - « - -« - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
20
............... AGAGGTAGTAGGTTGCATAE - « -« - e« e e e e ee e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
20
............... AGAGGTAGTAGGTTGCATCETT - - - - e e e et e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e
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_______________ AGAGGTAGTAGGTTGCATAGTTAR A - - -« -« e e e e e e e e e e e e e e e e e e e e e e e e e e e e
17
............... TGAGGTAGTAGGTTECATAGT T - - -« - e e e e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
15
............... AGAGGTAGTAGGTTECATAGTTAT - - - -« - e e ce e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
14
............... AGAGGTAGTAGGTTGCATGA - - - « - e e e e e eoe e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
12
_______________ AGAGGTAGTAGGTTGCATAGTTC - « - - e e e e eoe e e e e e e e e e e e e e e e e e e e e e e e e e
11
............... AGAGGTAGTAGGTTGAATAGT T - - -« -« e e e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
11
............... AGAGGCAGTAGGTTECATAGT T - - -« - e e e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
11
............... AGAGGTAGTAGGTTGCGTAGTTT - - -« - e e et e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e
11
_______________ AGAGGTAGTAGGTTGCATAGTTTAx - - -« - e ce e e e e e e e e e e e e e e e e e e e e e e e e e e e e
10
............... AGAGGTAGTAGGTTECATAGTAR A - - « -« - e« e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
10
............... AGAGGTAGTAGGTTECATAGT T - « -« - e e e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
10

mmu-let-7e(mmu-let-7e)
CGCGCCCCCCGGGCTGAGGTAGGAGGTTGTATAGTTGAGGAAGACACCCGAGGAGATCACTATACGGCCTCCTAGCTTTCCCCAGGCTGCGCC

- (CCC- - (- CCC- - (- CCraarareacC- (-2 - - - C.--.. )----33)233333)333))))-3))--3))-))--)))) - (-45.90)
TR A X H X TGAGGTAGGAGGTTGTATAGTT

.............. TGAGGTAGGAGGTTGTATAGT T - . - - o e e et e e e e e e e a i ee e eceaeaieaceaaeaaaan . 7134
______________ TGAGGTAGGAGGTTGTATAGT . - - . - e ot et et e et e e e o e et a o eaieaceacaaaeaacaaoaao.. 3088
.............. TGAGGTAGGAGGTTGTATAG . - -« -« e e e o e e e m e e e e e e o e e e eaieamea e eaeeeaeeao. 1117
.............. TGAGGTAGGAGGTTGTATAGTTG . - -« o e e e e m e e ea e ea e ea e e eam e eaaeaeanaann. 107
.............. TGAGGTAGGAGGTTGTAT . - . . o e et c e e e e e e e e e i eaeaeeeiaieaaaeaceaanaaaaao. 521
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.............. TGAGGTAGGAGGT TGTATA . - i i i i i iiccccccccceeaaaaaaaaaaaaa 201
.............. TGAGGTAGGAGGT TG T A . - - i i e e et e e eeeecaacecaacaeccaaaaaeea-aa.. 84
.............. TGAGGTAGGAG . -« o i e e i it i i e i aeeeacceaaaaceoaaaaanaaaaaanaaaaaaaaaa. 46
.............. QL7211 € 172X 171 ] C ) 1) R 10
.............. TGAGGTAGGAGGT TGTATAGT TGA . - - i i i i i i i i iiiicccccccccccaaaaaaanaaaaa 26
........................................................... CTATACGGCCTCCTAGCTTTCC............. 16
.............. TGAGGTAGGAGGT TG - o o i e it i et i e cescccccascccccacaccecaaaaacaaaaaenanaa 12
.............. TGAGGTAGGAGGT TGTATAGT Ta . - oo oo oo i i it i i i i i i i i iiiiicccccccccccaaaaaaannnanaaa (46
.............. TGAGGTAGGAGGT TGTATAG . - - - o o i e et e et e e e eeeeaaceecaceeeaaaaeeeanana.- 183
.............. TGAGGTAGGAGGT TGTATAGT TG . - o oot i i i i e ieecccccaccccaaaacaanaaaaaa-=aa- 105
.............. TGAGGTAGGAGGT TGTATAGT A - - - oo e i i i i i iiiiicecccceeeeeaaaaaaaaaa 101
.............. TGAGGTAGGAGGT TGTATAGA - - - oo oo it i i i i i i i i i iiiccccccceceecaaaaaaaaaaan 82
.............. TGAGGTAGGAGGT TGTATAGT TaA . - - oo i i i i i e eeeecmaacacaacaeecaaaaeeaaaaa. 50
.............. TGAGGTAGGAGGT TGTAT . . o ot i i e eeeaasccccccaccecaaaaaacaaanaaaa-aa. 49
.............. TGAGGTAGGAGGT TGTATAGT @8 - - - o o oo oo oo i i i i iiiiiiciccccceeeeeaaaaaaaaa. 48
.............. TGAGGTAGGAGGT TG A . - - oo i i i i i i i i i it i i i i i i i i i i i i iiiicccccccccccaaaaaannaaaa. 46
.............. TGAGGTAGGAGGT TGTATAL . . - o i it et e e e eeeam e e e e eeeeemeaeanana. 41
.............. TGAGGTAGGAGGT TGTATAGT AT - - - o e e i e i i e eeeccccacacccccaaaaacaaaaaaananas 37
.............. TGAGGTAGGAGGT TGTATAGA - - - o oo oo oo i i i i i i i iiiiiiccccccceeeeeaaaaaaaaaa 35
.............. TGAGGTAGGAGGYTGTATAGT T - - i i i i i cccccccccaaaaaaaaaaaaas 22
.............. TGAGGGAGGAGGT TGTATAGT T - - o o i e i e et e e eeeiee e aceeae e eaeeeeeaaaeeananaa 20
.............. TGAGGTAGGAGAT TGTATAGT T . - o o i i i e it i i aeeeccccaceccccaaaaccaaaaaanana. 18
.............. TGAGGTAGGAGGT TGTABA . - - i i i i i i i iiiiiiiicccceeeeeaaaaaaaaa. 18
.............. TGAGGTAGGAGGTTGTGTAGT T . - oo i i i i i i iccccccccccaaaaaaanananaaa 17
.............. TGAGGTAGGAGGT TGTAT A . - i i et e e aeeaaaacecaacaeeaaaaaaeeaaaaa. 15
.............. TGAGGTAGGAGGT TGTAT L. . . o it i i i i aeeeccccacacccaaaaccaanaaaaanaa 14
.............. TGAGGTAGGAGGT TGTATAGAA - - - - oo e i i iiiiicccceeeaaaannaaaa. 14
.............. TGAGGTAGGAGGT TGTACAGT T - - i i i i i i i i i iiiccccccccccaaaaananaaaa. 14
.............. TGAGGTAGGAGGT TGTABAG . - - - - - i e i i e e et e e eeeamaeeeameceeeeeeaaaeeanaaa 13
.............. TGAGGTAGGAGGT TGOATAGT T . o o o i i i i it i e aeecccccaceccecaaaaacaaaaeananaa 13
.............. TGAGGTAGGAGGT TGTATAGT TC. - i iiiicccccceeeeaeaaaaaaaa 11
.............. TGAGGTAGGAGGT TGTATAGT G- - o oo i o i i i i i i i e i i i i i i i i i i i iiiiiiccccccceceaaaaaaaaaaaaa 10
.............. TGAGGCAGGAGGT TGTATAGT T - - o o i i e et e e eeeeeaaceaeeeeeeaaeaaeeeanaaa 10
.............. TGAGGTAGGAGGCTGTATAGT T . o o o it i e et imaeecccccacecceaaaacnaanaeaa=aaa 10

mmu-let-7f(mmu-let-7f-1)
ATCAGAGTGAGGTAGTAGATTGTATAGTTGTGGGGTAGTGATTTTACCCTGTTTAGGAGATAACTATACAATCTATTGCCTTCCCTGAG

- (CCC- (- - CCCQLCErrraeeareaeecc. - - - - D)D) R 22)13))333)3313)))))))--3)))) - (-44.40)
*RHx xR TGAGGTAGTAGATTGTATAGTT

_______ TGAGGTAGTAGATTGTATAGT T« - . - o ot ottt c e ettt e e e et a e e e aaeaea e, 9228
....... TGAGGTAGTAGATTGTATAGT . - . . - oot e et ettt e i e e eaoeaiaacaaaaaaacaaaaao.... 1818
....... TGAGGTAGTAGATTGTATAG . - - - - o e e e e e e e e e e e e e e eaieamaamaaeaeacaanaaaaanaa-. 408
....... TGAGGTAGTAGATTGTAT .« . . oo et e e e e e e e e e e i e ceceacacaceaaeaeaaano. 165
_______ TGAGGTAGTAGATTGTATA L . . o e e ot ot e e e e e ettt e e et e ot e e e iea e e aaieacaaaeaaaaa. O3
....... TGAGGTAGTAGATTGTATAGTTG - - - ot ot e ettt e e e e e a e ea e e i e e eeaeao . 117
....... TOAGGTAGTAGATTGTA. - - o e e e e et e e e e e e e e e e e e e o eamaaeeanaeaacaacaanaaaaaa- 33
....... TOAGGTAGTAGA . - - - - e e e e et et e e e et e e e e 24
_______ TOAGGTAGTAGATTGT - - . - e ot e c e o e e o e e e e et e e e et e et e e e e e e eea e 22
........ GAGGTAGTAGATTGTATAGT T - - . . oottt e ettt e e e e ea o eaaaeaiacaaccacaaaaaaaaa- B
....... TOAGGTAGTAGAT - - - - o e ot e e e e e e e et e e e et e e e ea i eaeaacaaeeaeaaaaaa. B
....... TGAGGTAGTAGATTG . - - - o e o e e e et e e e e e e e ee e e aieaiaiaieeaeaeaeaaaaaa2 B
....... TGAGGTAGTAGATTGTATAGT T - - -« o x ettt et et e e e e ea o aiaaeaoeaoeaacaaaaaoa.-. 1138
....... TGAGGTAGTAGATTGTATAGTA . - - - -« o e e e e e e e e e e e e e e e aaaaceanameaacaacaacaaaaaa- I8
....... TGAGGYAGTAGATTGTATAGT T - . . . oo e et e e ee e e e i e aaeaceaaeaaaacaaaaaaaaa- 56
_______ TGAGGTAGTAGATTGTATAGA. - - « - -« o e e ot e m e e e et e e e e e et a o e e eacacaaaaaaaeaaaaa- 35
....... TOAGGTAGTAGATTGTATAR . - - -« - o x ot e e e m e e et e et e e e e e i e i e e eaacaaaaaaaaas 29
....... TGAGGTAGTAGATTGTATAGTAR - - -« -« e e e e e e e e e e e e e e e e maaea e eaacaacaanaaneaas 26
....... TGAGGTAGTAGAT TGTATAET T - . L oo i et et ee e o e iiaaecacaiaaacaaanaaaaa- 25
_______ TGAGGTAGTAGATTGTGTAGT T - - - - o e ot ot e ettt e e et et e e e e a e eeeeeaaaa2 19
....... TOAGGTAGTAGATTGTAR. - « - -« e o e ot e et m et e et e e e e e a i ea e iaiaacaceaaaanaaa- 16
....... TGAGGTAGTAGATTGTATAGTTAT . - - .o e ot e e e e e e e e e e e e ee e e eaaeeamaanaaa. 14
....... TGAGGTAGTAGATTGTATAGYT - - - - - oot e e e e e e ee e e e i e ceaeeeiecaaeaeaaeaaana- 13
_______ TGAGGTAGTAGATTGTATAGTY - - - -« « o e o e e e e et e e e e e e et e e e et a e e e e eaaeaa. 12
....... TGAGGTAGTAGATTGGATAGT T - . . -« o ot ot e ettt et et e e e e a e aa e eaaeaeaa. 12
....... TOAGGTAGTAGATTGTATE . . -« e e ot e e e et e e e e e e e e e e e ea e eeaeameaeanea 12
....... TGAGGTAGTAGATTGTCTAGT T - . - oot e e e e e e e e e e e e e e e ieaeeeeeeeeeeaan 11

mmu-let-7f(mmu-let-7f-2)
TGTGGGATGAGGTAGTAGATTGTATAGTTTTAGGGTCATACCCCATCTTGGAGATAACTATACAGTCTACTGTCTTTCCCACG
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- (CCCCC- CCC- - (L. - - (.- - - - - ) -(((. - - - 2)))32)1331))0)))))--3)))))))) - (-40.70)
*xHH A XX TGAGGTAGTAGATTGTATAGTT

....... TGAGGTAGTAGATTGTATAGT T - . . - o ot ot et e e e et e ea e eai e aacaaeaaaa.. 9228%
....... TGAGGTAGTAGATTGTATAGT .« . - e e ot e i e e e e e e eaaeaceacaceaeaanaaaaaaaa... 1818
....... TGAGGTAGTAGATTGTATAGT T . . - o ot e et e ee e i e e eie e e ee e e o 1227
_______ TGAGGTAGTAGATTGTATAG . - -+« c e ot ot e e e e e et et e e e e iea e acaaceaaeaaeaaaaao. 408
....... TOAGGTAGTAGATTGTAT . - . . o e et ot e et e e ea e i eaeaoeaceaaccaaaaaaanaeao. 165
....... TGAGGTAGTAGATTGTATA . . - o e et et e e e e e e e e e e eacaaaacaaeaaeanaaaaa. 93
....... TGAGGTAGTAGATTGTA - - o e c e e e e e e e e ee i eaieaieecacaaccaaeaaeaaaaao. 33
_______ TOAGGTAGTAGA - - - -« e ot o e e e e e e e e e e e e e e e e e e 24
....... TOAGGTAGTAGATTGT - - . - e ot e c e et e et e e e et et e e e e ea i e aa e ieaaeaaeaaan 22
........ GAGGTAGTAGATTGTATAGT - . . .o et e e e e e e e o eaceaeaaaacaaeaeaaaanaaaea. B
....... TOAGGTAGTAGAT - - - - < e e et et e e e e e e e a e e e aaeaeaieaaaaao. B
_______ TGAGGTAGTAGATTGTATAGT TTT . - - ot ettt et e e e e iea e ea e eaeeeaeeaon 11
....... TOAGGTAGTAGATTG . - - - - e o e e c e ot e e e e e e et e eaieaceaiaiaaaaaaacaaaaa2 B
......................................................... CTATACAGTCTACTGTCTTTCE. ... 12

mmu-let-7g(mmu-let-7g)
CCAGGCTGAGGTAGTAGTTTGTACAGTTTGAGGGTCTATGATACCACCCGGTACAGGAGATAACTGTACAGGCCACTGCCTTGCCAGG

(- (CC- (L. creeeeeeccd. - - - - CCCC-CC-CCCC----2D02))--33))2))3))))))) -))))))))))) -)) (-40.80)
*xHx*RTGAGGTAGTAGTTTGTACAGTT

...... TGAGGTAGTAGTTTGTACAGT T - . . - o ot ot e e e e e et e e e e eaceaaaaeea e eaaeaaeanaano. 24412%
...... TGAGGTAGTAGTTTGTACAGT . - . oot et e e i e e e e e eieecaaeacaieaceaanaaaaaaaao. 3860
______ TGAGGTAGTAGTTTGTACAGTTT . - - o ot ot e ettt e et e e e e e ea e eaeeaaaaaa . 1248
...... TGAGGTAGTAGTTTGTACAG . - - - - o e o e e e et e et e n e e e e ea o aaaaaaaaocaacaacaaoaa.. 548
...... TOAGGTAGTAGT - - - -« e e o et e e e e e et e e e e e e e e e e eaeaaeaaeaaaeaaaaa. 61
...... TGAGGTAGTAGTTTGTAC . - - o e e o e e e e e e e e e e e e e e e i e c e e e eieceeaeeaeaaao. 119
______ TGAGGTAGTAGTTTGTACA . - . -« ot ot ot e e e e et e e ettt e ot e e e e i taiaaaacaaaaaaaa.. 83
..... CTGAGGTAGTAGTTTGTACAGT T« -« ot ot c e et e e e ea e o eaeaoeaceaccaacaacaaaaaaa.. 63
...... TOAGGTAGTAGTTTGT - - - - e o e e e et e e e e e e e e e e e e e e eaeaeaaeaeaacaacaacaaaaaa- 16
...... TOAGGTAGTAGTTT - - - oot e e et e e e e oo e e e e e o e et e e ea i aeaaeaeaeaaaa.o 13
______ TGAGGTAGTAGTTTGTA. .« o e ot ot o e e e e et e e e et e et e e e e a e e e eeaaeaaaaa. 26
..... CTGAGGTAGTAGTTTGTACAGT - - - -« ot o et m e e et m e et e e o e e ea e e i eaeaaeaaeaaan 17
...... TOAGGTAGTAGTTTG . - - -« e o e e e e c e e e e e e e e e e e e e e eaeaeaeaacaacaanaanaaaaaaaz B
....... GAGGTAGTAGTTTGTACAGT T - - . oo e e e et e e e e e i e eaeaeeceieeaeeaaeaaeaaaaa- 10
...... TGAGGTAGTAGTTTGTACAGTTA. - - -« o e o e et m ettt e e e e ea o aiaaiaiaaaaccaaaaoa... 1082
...... TGAGGTAGTAGYTTGTACAGT T - - - - o e ot e e e e e e e e e ee e caaeaeaeaacaacaaaaaaan.. 106
...... TGAGGTAGTAGTTTGTACAGTA . - - - -« o e e e e ee e e e e e e i e i eaecacaceeaneaeaaaao. 103
______ TGAGGYAGTAGTTTGTACAGT - . - - o e ot et e ettt e et et a i aaeaiaaeaacaacaaaaaaaa.. 55
...... TGAGGTAGTAGTTTGTACAGTTY. - - -« o e o et m et e e e e e e ea o e i aaeaieaeaacaacaacaaaaaa. B4
...... TOAGGTAGTAGTTTGTATAGT T - . . .o oot et e e e e e e ea e eaaeaceaieaeaacaacaaaaaaaaa- 43
...... TGAGGTAGTAGTTTGTACAGTTAR. - - < - e e e e m e e ee e e e e e e cea e ceieaeeaeaeaaaaa- 40
______ TGAGGTAGTAGTTTGTACAGA. - « « - -« o x e o e e m e et et e e e et e ot e e e e eea e acaaaaaaaeaaaaa- 35
...... TGAGGTAGTAGTTTGTACAGTTTE. - - . ot ottt et e e et e e e e i e e eaacaaaaaeaaaaa. 32
...... TGAGGTAGTAGTTTGTACAGGT - - - -« e o e e e e et e e e e e e e e e e ea e e aaeaeaaeaeaas 29
...... TGAGGTAGTAGTTTGTACAR. - - - < o e e e e e e e e e e e e e e e e e e e e eaeeeeeaaaeaan 27
______ TGAGGTAGTAGTTTETACAGT T« . . . o e ot ot e e et et e ettt e e e e a e aaaaaaaa. 26
...... TGAGGTAGTAGTTTGTACAGTTAT . - - . ot o e e ettt e e e e et a e e e e eaa e aaaaeaaaa 24
...... TGAGGTAGTAGTTTGTACYGTT - - - - ot ot et e e e e e e ee o ea e aaceanaeaaccacaacaaaaaas 23
...... TGAGGTAGTAGTTTGTACCETT - . . - oo e e e e e e e e e e e e e e e e e eaeeaeeeaeaaeann 22
______ TGAGGTAGYAGTTTGTACAGTT - - - - o e ot ot e e ettt e e e et et e e e e e aaeeaceaaeaaeaao 20
...... TGAGGTAGTAGTTTGYACAGTT - . - - o ot ot e e ettt et e e et e i ea e e aaceaeeaaeaaaao 19
...... TOAGGTAGTAGYTTGTACAGT . - - - o e o e e e e e e e e e e e e e e ea e e eaeameaeaaaaa 19
...... TGAGGTAGTAGTTTGTACEGTT - . . oot e e e ee e e e e e e i ieaicaiaiaacaeaaaaaao- 18
______ TGAGGTAGTAGTTTGTGCAGT T - . - - o e ot o e e e e et e e e e e e et e e e e a e ea e 17
................... TCTACAGTTTGACGATC . - - -« e ot ot e e e e e e e i e e e e aa e eeaaeaaeaaan 17
...... TGAGGTAGTAGTTTGTACAETT - . . oottt e e e e e e e e eacaaaacaceaiaacaaeaaneaaana- 15
...... TGAGGTAGTAGTTTGTACAGTARA - - - - -« e e e e e ee e e e e e e e e e e ea e eaeeaeaao 12
__________________ TTCTACAGTTTGACGATC - - -« - s ot ot e m e e e e et e e e e e ea e ee e eaeeeae 10
...... TGAGGTAGTAGTTCOTACAGT T - . - - o ot et m e ettt et et e e e i e e ea e eeaaeaaeao 11
...... TGAGGTAGTAGTTTGTACAGCT - - -« o e ot e e e et e e e e e e e e e e ea e eaieeaeaeaeeaeaa 11
...... TGAGGTAGTAGYTTGTGCAGTT - . - - oo ot e e e e ee e e e e ceaeeeceiaaeaeaaeaaana- 10
______ TGAGGTAETAGTTTGTACAGTT - - - - ot ot ot e et et e e e e et et e e e a e aaeeaeeaaeaaea2 10
...... TOAGETAGTAGTTTGTACAGTT - . . - o e ot ot m e et e e e e e i ea e e aacacaaaeaaaaoo 10
...... TGAGGTAGTAGTTTGTACAGTTTA. - -« o e e e e e e e e e e e e e e eaeai e aaeeacaanaanaaa- 10

mu-let-7iqmu-let-7iy
CTGGCTGAGG%AGTAGTTTGT%CTGTTGGTCGGGTTGTGACATTGCCCGCTGTGGAGATAACTGCGCAAGCTACTGCCTTGCTAG
L (A (O (e D)D) D) EEEEEEEE 232-3303300300300330)3)))) (-42.10)
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FFFXXTGAGGTAGTAGTTTGTGCTGTT

..... TGAGGTAGTAGT TTGTGCT G T - - o o i i i e e e e e e e e e meeeeamacmecamaeaeeenaaaa.. 12028*
..... TGAGGTAGTAGT TTGTGCTGT - - - o e e i i i i i eeeeiacescccccasacocaaaacnaanaaaaa-ma=-a--- 5530
..... TGAGGTAGTAGT TTGTGCT G - - - o oo i i e i i e e i i e e i i i i e i e e e e i e e e e i e eeeieiemicmccceeeeeaaa.. 1652
..... TGAGGTAGTAGT TTGTGCT . - - oo oo i i i i i i i i i i i i i i i i i i i i i i e e e i iiiicccccccccccceeeeeaaaaa. D36
..... TGAGGTAGTAGT TTGT G - - - o o i i e e e e e e e e e ceemmemceecaeacaeaaeceeanenaaaa- 257
..... I NCC I7 C 7 C < ¥ I
..... €711 € 72 €1 72 €31 I 1) I R |
..... TGAGGTAGTAGT TTGTGCTGT TG - oo oo i i i i i e i i i i i i i i i i i i i i i i i i ieiicccmcccccccceeeeaaaaa. 98
..... TGAGGTAGTAGT TTGT - - - e oo e e et e e e e e e e e ceeeaaeacaecaaceacaaaaaa-- 16
..... TGAGGTAGTAGT TT . o o o e i et i e aasceccascccccasccccaaaaceaaaaaaaaaanaaa-- 13
..... L7211 €2 172 €1 172 €1 1T R )
..... TGAGGTAGTAGT TTGTGCTGT T .« o s oo i i i i e i e i eecmmeeeeaaacaeaaaceeceeeaaaa-- 4978
..... TGAGGTAGTAGT TTGTGCTGTTa . - e e e i e i i i i e i e ieecccccaasccccaaaaceeaaaaaaaananaaa-- 1763
..... TGAGGTAGTAGT TTGTGCTGT T . - o o oo i i it iiicccccccccceeeeaaaa.. 186
..... TGAGGTAGTAGT TTGTGCTGa . - - oo oo i i i i i i e i e i e e e i i i i i e e i e e e e i iciiicmccmieeeeeeeeeaaaa. 119
..... TGAGGTAGTAGT TTGTGCTGTTaa - - -« v e e e e e e e i i i e ceemmemceeccaaacaccaaaeeeneaa-a-- 105
..... TGAGGTAGTAGT TTGTGCT G @, - - e e i i e i i e e i i e ceeeccccasacccaaaaceaaaaaaaaanaaa-- 98
..... TGAGGTAGTAGT TTGTGCT G a8 - - - - o e e e e i i i e e oo e e e e e e oo e e e e e eiemeeeeeeeeeeeeeennn 97
..... TGAGGTAGTAGYT TGTGCTGT T . - oo oo i i i i i i i i i i i i i i i it i i i i i i i i i iicccccccccccceceeeaaaaaa. D6
..... TGAGGTAGTAGT TTGTGCTGTTat. - .o o i i i i i e i eeiicceeecacaacaacaacaeeaaaaaa-- D4
..... TGAGGTAGTAGT TTGTGCTGTaT - - - e e i i i e e i i i eecccccaaccccaaaacecaaaaaanaanaa-- 44
..... TGAGGTAGTAGT TTGTGCTGaA A - - - o e e e oo e o e e e e e e e e e e e e e e e e e e e eeeeceeceeemeeecceeeeeaaaa 30
..... TGAGGTAGTAGT TTGTGCT G T T A - - oo oo oo i i i i i i i i i i i i i i i i iiicmcmccceeeeeaaaa 29
..... TGAGGOAGTAGT TTGT G T GT - - o o it o i e e e e e e e e e e e e eeece e e e e e eeeaaaaeana 22
..... TGAGGOAGTAGT TTGTGCTGT T . - o i e e i e e i i e meeeccccascccaaaaceaaaaaaenanaaa- 21
..... TGAGGTAGTAGT TTGTGC . - - oo i i e e i i e e e i e e e e e eiiicimcciiecceeceeeeeaaaa 20
..... TGAGGTAGTAGT TTGTG T T . - oo i oo i i i i i i i i i i i i i i i i e i iiiccccmccccceeeeeaeaaaa 20
..... TGAGGTAGTAGGT TGTGCTGT - - - o e s o i i e i e e e i e e eeemmeeeecaeacaecaaceeaaaaaaa-- 18
..... TGAGGTAGTAGT TTGT G T T T . - L e i i i i e i eeeccccascccaaaaceaaaaannnanaaa- 17
..... TGAGGTAGTAGT TTGTGETGT T . - oo oo i oo oo i i i i i i i i i i e i e i e i e i i iiiimciiiiccccceeeeeaa.. 16
..... TGAGGOAGTAGT TTGTGCT G T T, - oo i i i i i i i i i i i i i iiiaiimiiieceeeeeeeaaa. 14
..... TGAGGTAGTAGGTTGTGCTGT T . - o s oo i i i i e i e i eecmeceeecaeacaeaaaceeaaaaaaa-- 13
..... TGAGGTAGOAGT TTGTGCTGT T . o o i e e i e i i i e imeeccccascccccaaaaceaaaaanenanana- 12
..... TGAGGTAGTAGT TTGTECT G T T . - oo oo i oo i i e i i i i i i i i i i i e i e e i iieeicccccciccceeeeeaaa. 10

mmu-mir-1(mmu-mir-1-1)
GCTTGGGACACATACTTCTTTATATGCCCATATGAACCTGCTAAGCTATGGAATGTAAAGAAGTATGTATTTCAGGC

(L - (- - - m e 2))1)-333)330330333)))-)--))))) (-32.84)
TGGAATGTAAAGAAGTATGTAT**xxx
................................................ TGGAATGTAAAGAAGTATGTAT. ... .... 613*
................................................ TGGAATGTAAAGAAGTATGT. . ........ 89
................................................ TGGAATGTAAAGAAGTATGTA. ........ 51
________________________________________________ TGGAATGTAAAGAAG. - .. .......... 8
................................................ TGGAATGTAAAGAAGTATGTATT....... 7
................................................ TGGAATGTAAAGAAGTATGTAC. ... .... 39
________________________________________________ TGGAATGTAAAGAAGTATGTAA. .. ..... 30

mmu-mir-1(mmu-mir-1-2)
TCAGAGCACATACTTCTTTATGTACCCATATGAACATTCAGTGCTATGGAATGTAAAGAAGTATGTATTTTG

- (CCCC- (Ol - (- - - (- - - - - 2)--23)3)-333)333333)33)))-3)))) (-25.30)
TGGAATGTAAAGAAGTATGTAT****
.............................................. TGGAATGTAAAGAAGTATGTAT ... .. 613*
______________________________________________ TGGAATGTAAAGAAGTATGT. . ..... 89
.............................................. TGGAATGTAAAGAAGTATGTA. ..... 51
.............................................. TGGAATGTAAAGAAG. ... ........ 8
.............................................. TGGAATGTAAAGAAGTATGTATT. ... 7

mmu-mir-1-2-as(mmu-mir-1-2-as)
TTCCTTTAGCTTCTTCTTGGCGGACATTACCTACCCAAAATACATACTTCTTTACATTCCATAGCACTGAATGTTCATATGGGTACATAAAGAAGTATGTGCTCT

GAGTAGGCACTCCTGCG
------------------- [(CCERREEN ((((Q (& & (CCCOCCCE R (I (R ) B D)) DD EEESS DD DD DD B

TACATACTTCTTTACATTCCA
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mmu-mir-100(mmu-mir-100)
CCTGTTGCCACAAACCCGTAGATCCGAACTTGTGCTGATTCTGCACACAAGCTTGTGTCTATAGGTATGTGTCTGTTAGG

(CCC- - G COCC- CCC- - CCCC- - (- (e (- - - - - 2)23333)-33)--23))--23)-))))-)---)))) (-28.80)
Tk xR ANCCCGTAGATCCGAACTTGTG

............ AACCCGTAGATCCGA . - - - - e e e ee e e e e e e e e i eaieaeaaaceaaaaaa.- 66
____________ .Y Xoelelcy y:Yc7.Yy {ololcT.Y.Yog i c] NN V231
............ AACCCGTAGATCCGAACTTGTG - - - -« e e e e e e e e e ee i eeaceaea e eeameaaaao 99F
............ AACCCGTAGATCCGAAC. - -« o e e e e e e e e e e aa e ee e eaaeaeaaeaeaaeanana- 15
____________ AACCCGTAGATCCGAACTTGTGE . - -« e e e e e ee e ee i ee e e ee e eaeeeeeea o 17
............ AACCCGTAGATCCGAACTTGTGA - - -« e e e ee e eacea o eaaeaccaaeaeaaeeaana- 10

mmu-mir-10la(mmu-mir-101a)
AGGCTGCCCTGGCTCAGTTATCACAGTGCTGATGCTGTCCATTCTAAAGGTACAGTACTGTGATAACTGAAGGATGGCAGCCA

- (CCCCC(- - - - - (- eaa e e o 2322)3320)33903390)))) - - - - - D)D) . (-47-30)
TACAGTACTGTGATAACTGAA**H ki
................................................. GTACAGTACTGTGATAACTGA. . .. ... ....... 14109
.................................................. TACAGTACTGTGATAACTGA. .. ... ........ 12866
.................................................. TACAGTACTGTGATAACTGAA. .. .......... 6535*
................................................. GTACAGTACTGTGATAACTGAA. ............ 5868
.................................................. TACAGTACTGTGATAACTGAAG. ... ........ 3233
.................................................. TACAGTACTGTGATAACTG. ... ... ........ 806
................................................. GTACAGTACTGTGATAACTG. ... ........... 561
................................................. GTACAGTACTGTGATAACT . ... ... ... ...... 237
.................................................. TACAGTACTGTGATAAC. . ..o oo oo 95
.................................................. TACAGTACTGTGATAACT . . oo oo i aeaaaoo. 91
................................................. GTACAGTACTGTGATAAC. . ... ... ..... 37
.................................................. TACAGTACTGTGA. . o i i iieeeaaaa- 13
.................................................. TACAGTACTGTGATAA . . ... o........ 24
.................................................. TACAGTACTGTG. « e e i e i e i i e eeeeeaa2 9
................................................. GTACAGTACTGTGATA. . ... ... ... 9
................................................... ACAGTACTGTGATAACTGAAG. .. ......... 13
................................................. GTACAGTACTGTGATAACTGAAG. . . ... ...... 13
................................................. GTACAGTACTGTG. e e e i i i i iiie e i eeeeaa- - 6
.................................................. TACAGTACTGTGATA. . ... iei e e eeea. .. 6
................................................. GTACAGTACTGTGA. ... ... ... .......... 5
................................................. GTACAGTACTGTGAT . - oo e i eeie i e eeeea2- 2 5
................................................. GTACAGTACTGTGATAA. ... ... ........ 10
.................................................. TACAGTACTGTGAT « - oo e e eie e e e eeeeaaa2 5
.................................................. TACAGTACTGTGATAACTGAAt. ... ........ 11954
.................................................. TACAGTACTGTGATAACTGAAa. ... ........ 1978
................................................. GTACAGTACTGTGATAACTGAAa. . .. ... 707
................................................. GTACAGTACTGTGATAACTGE. ............. 406
.................................................. TACAGTACTGTGATAACTGAAGE. ... ... . ... 362
................................................. GTACAGTACTGTGATAACTGAAt. . .......... 354
.................................................. TACAGTACTGTGATAACTGE. . . ..o oo 279
.................................................. TACAGTACTGTGATAACTGAtt. ........... 259
.................................................. TACAGTACTGTGATAACTGAAGaA. .. ....... 231
.................................................. TACAGTACTGTGATAACTGACt. ... ........ 223
.................................................. TACAGTACTGTGATAACTGAAGa. .. ........ 208
................................................. GTACAGTACTGTGATAACTGAL. ............ 164
.................................................. TACAGTACTGTGATAACTGAAtE. ... ....... 156
.................................................. TACAGTACTGTGATAACTGAAC. ... ........ 151
.................................................. TACAGTACTGTGATAACTGAAaa. .. ........ 139
.................................................. TACAGTACTGTGATAACTGAt............. 108
................................................. GTACAGTACTGTGATAACTGAAaa. ... ....... 98
.................................................. TACAGTACTGTGATAACTGAC. - - oo a2 97
...................................................... tTQCTGTGATgACTG. . o oo e e e e e a 79
................................................. GTACAGTACTGTGATAACTGAC. ............ 66
.................................................. TACAGTACTGTGATAACTGACC. ... ........ 60
................................................... ACAGTACTGTGATAACTGAAt. .. ......... 53
.................................................. TACAGTACTGTGATAACTGAAtaA. ......... 48
.................................................. TACAGTACTGTGATAACTGAAaaA. ......... 43
................................................. GTACAGTACTGTGATAACTGC. - o oo oo oo 43
.................................................. TACAGTACTGTGATAACTGAAta. . ......... 38
.................................................. TACAGTACTGTGATAACTGACA. .. ......... 36
.................................................. TACAGTACTGTGATAACTGAAat........... 31
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.................................................. TACAGgACTGTGATAACTGAAt. . .......... 30
.................................................. TACAGTACTGQGATAACTGA. - oo o2 27
................................................. GTACAGTACTGTGETAACTGA. ..o oo e 27
................................................. GTACAGTACTGTGATAACTEA. ... .......... 26
................................................. GTACAGTACTGTGATAACTGAQ. - - - ... ...... 26
.................................................. TACAGQACTGTGATAACTGA. . .. ... ....... 25
.................................................. TACAGTACTGQGATAACTGAAL. .. ......... 24
................................................. GTACAGTACTGTGCTAACTGA. ... ... ....... 23
................................................. GTACAGTACTGTGQTAACTGA. .. ... ........ 21
.................................................. TACAGTACTGTGATAACTGC. - - oo oo 20
.................................................. TACAGTACTGTGATAACTGCAt. .. ......... 20
................................................. GTACAGTACTGTGATAACTGAAaaA.......... 20
.................................................. TACAGTACTGTGCTAACTGAAt. ........... 18
................................................. GTACAGQACTGTGATAACTGA. .. ... ....... 18
.................................................. TACAGTACTGTGATAACTGAtA. .. ......... 18
.................................................. TACAGQACTGTGATAACTGAA. .. .......... 18
................................................. GTACAGTACTGTGATAACTGEtA. ............ 16
................................................. GTACAGTACTGTGATAACTaA. ............. 15
.................................................. TACAGTACTGTGATAACTGY. - - oo ceeao--. 15
.................................................. TACAGTACTGTGCTAACTGA. ... .......... 15
................................................. GTACAGTACTGTGATAACTGG.- - - - 14
................................................. GTACAGTACTGTGATAACTa. - e e i e e e e 14
.................................................. TACAGTACTGTGETAACTGA. .. ... ....... 14
.................................................. TACAGTACTGQGATAACTGAA. .. .......... 14
.................................................. TACAGTACTGTGATAACTGtAt............ 13
................................................ GG-ACAGTACTGTGATAACTGA. . ..o 12
.................................................. TACAGTACTGTGATAACTGAG. - - oo e 12
................................................. GTACAGTACTGTGATAALTGA. ... ... ....... 12
................................................. GTACAGTACTGTGATAACQGA. ... ... ....... 12
.................................................. TACAGTACTGTGATAACTGtA. . ... ........ 11
................................................. GTACAGTACTGTEATAACTGA. ... ... ... 11
.................................................. TACAEtTACTGTGATAACTGA. ... ... ...... 11
.................................................. TACAGTACTGTGATAACTGAAcaA. ......... 11
................................................. GTACAGTACTGQGATAACTGA. .. .. . ....... 11
.................................................. TACAGQACTGTGATAACTGAAG. .. ......... 10
................................................. GTACAGTACTGTGATACCTGA. .. ........... 10
................................................. GTACAGTACTGTtATAACTGAA. . ........... 10
................................................. GTACAGTACTGCGATAACTGA. ... ... ...... 10
.................................................. TACAGCACTGTGATAACTGA. .. ... ........ 10
.................................................. TACAGTACTGTGQTAACTGAAt. . .......... 10

mmu-mir-101b(mmu-mir-101b)
ATCTGAGACTGAACTGCCCTTTTTCGGTTATCATGGTACCGATGCTGTAGCTCTGAAAGGTACAGTACTGTGATAGCTGAAGAATGGCGGTGCCATC

--------- (- QOO (e - - - - - === 500500000000000990009900002) 099000 - -)) - -
(-39.70)

TACAGTACTGTGATAGCTGAA
............................................................ TACAGTACTGTGATAGCTGAAG. . . ... .......... 3109
___________________________________________________________ GTACAGTACTGTGATAGCTGA - - « - - e e eeeeeeo .. 2508
............................................................ TACAGTACTGTGATAGCTGA. - -« o eeeeeeeeo.. 2231
........................................................... GTACAGTACTGTGATAGCTGAA . - . oo ve oo .. 1445
............................................................ TACAGTACTGTGATAGCTGAA . . . oo ... 1202%
____________________________________________________________ TACAGTACTGTGATAGCTG . - - -« oo eeeeeeeen-.. 514
........................................................... GTACAGTACTGTGATAGCTG - - v e eeeeee e oo 177
............................................................ TACAGTACTGTGATAGCTGAAGA. . ... ......... 168
........................................................... GTACAGTACTGTGATAGCT - - - oo ceeeeeee ... 148
____________________________________________________________ TACAGTACTGTGATAGCT - -« e eeceeeeeeeao.. 128
............................................................. ACAGTACTGTGATAGCTGAAG. -« e e e e eeo... 100
............................................................. ACAGTACTGTGATAGCTGA - - - - e ceeeeeeenn. 52
............................................................ TACAGTACTGTGATAGCTGAAGAA. .. ... ........ 44
____________________________________________________________ TACAGTACTGTGATAGC - - - « < e e e ceeeeeeeeao.. 33
............................................................. ACAGTACTGTGATAGCTGAA . . - - oo eeeeeeeo.. 31
............................................................. ACAGTACTGTGATAGCTGAAGA . - - o oo eeeno.. 28
............................................................ TACAGTACTGTGA . - v v oo ee. . 13
____________________________________________________________ TACAGTACTGTG -« - - e e e e e e eeeeeeaeeaea O
........................................................... GTACAGTACTGTGATA. - - e e e eeeceeeeaeeaaea. O
........................................................... GTACAGTACTGTGATAGC - - - - e e ceeeaeeeaen.. 15
........................................................... GTACAGTACTGTG . - v oo oo B
____________________________________________________________ TACAGTACTGTGATA - « e e e ee a6
........................................................... GTACAGTACTGTGA. -« e e e eeceeeeeeaeeaea B
........................................................... GTACAGTACTGTGAT - - o oo ee e B
............................................................ TACAGTACTGTGAT . .. oo oeeeeeeaea.. 5
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............................................................ TACAGTACTGTGATAGCTGAAGE. . ... ... ....... 1060
............................................................ TACAGTACTGTGATAGCTGAAL. .. ... .......... 612
............................................................ TACAGTACTGTGATAGCTGAAa. . ... ........... 445
........................................................... GTACAGTACTGTGATAGCTGAAa. ... ... ......... 272
............................................................. ACAGTACTGTGATAGCTGAAGE. . . ... ... ...... 207
........................................................... GTACAGTACTGTGATAGCTGAt. ... ... ... ...... 169
............................................................ TACAGTACTGTGATAGCTGt. .. .. ... .......... 162
........................................................... GTACAGTACTGTGATAGCTGAAL. . ... ........... 132
........................................................... GTACAGTACTGTGATAGCTGE. . ... ... ... ...... 115
............................................................ TACAGTACTGTGATAGCTGAtt. ... ............ 55
............................................................ TACAGTACTGTGATAGCTGAt. .. ... ........... 52
........................................................... GTACAGTACTGTGATAGCTGAAaA. . ............. 51
............................................................ TACAGTACTGTGATAGCTGAAaA. . ... .......... 35
.............................................................. CAGTACTGTGATAGCTGAAGt. . . ... ......... 25
............................................................. ACAGTACTGTGATAGCTGAAL. . ... oo 17
............................................................ TACAGTACTGTGATAGCTGAAGtE. ............. 15
............................................................. ACAGTACTGTGATAGCTGAAa. - - .- c oo 15
............................................................ TACAGTACTGTGATAGCTGttt. . ... ........... 13
............................................................. ACAGTACTGTGATAGCTGAAtt. ... ........... 13
............................................................. ACAGTACTGTGATAGCTGAAat. . ... ........... 12
........................................................... GTACAGTACTGTGATAGCTGAtt. . ... ........... 10
............................................................ TACAGTACTGTGATAGCTGCAG. . . ..o ecooo.... 10
............................................................ TACAGTACTGTGATAGCTGtAG. ... ............ 10

mmu-mir-103(mmu-mir-103-1)
TTCTTACTGCCCTCGGCTTCTTTACAGTGCTGCCTTGTTGCATATGGATCAAGCAGCATTGTACAGGGCTATGAAGGCATTGAGAC

- (CCCC- - (- (- - - C-C---2D-00000000000002)-D0)0))) - =)D -)))) -))))) - (-36.00)
AGCAGCATTGTACAGGGCTATGA®***Fskkkkkhsk

................................................... AGCAGCATTGTACAGGGCTAT . . ... .......... 8408
................................................... AGCAGCATTGTACAGGGCTATGA. . ........... 5876*
................................................... AGCAGCATTGTACAGGGCTATG. . ... oo .. 1627
................................................... AGCAGCATTGTACAGGGCTA. . ... ........... Bl4
................................................... AGCAGCATTGTACAGGGCTATGAA. .. ......... 75
..................................................... CAGCATTGTACAGGGCTATGA. ... ......... 59
................................................... AGCAGCATTGTACAGGGCT . ..o ceeeeaaa.-.. 35
..................................................... CAGCATTGTACAGGGCTATG. - v e e o e e eaaa 2 21
................................................... AGCAGCATTGTAC. « - o e i i i i iieeeaaa 9
................................................... AGCAGCATTGTACAGGG. - o e e e e eeeee e e e e 7
................................................... AGCAGCATTGTACAGGGC. -« e e eeeeeeaaaa... 6
..................................................... CAGCATTGTACAGGGCTAT . ... cc oo ..... 6
................................................... AGCAGCATTGTACAGG. . . o e e i i eeeeaaaaa 2. 4
................................................... AGCAGCATTGTACAGGGCTATGt............. 1503
................................................... AGCAGCATTGTACAGGGCTATE. . ... ... ...... 1415
................................................... AGCAGCATTGTACAGGGCTATa. - - oo 1123
................................................... AGCAGCATTGTACAGGGCTATGAL. . .......... 460
................................................... AGCAGCATTGTACAGGGCTAA. - - .o oo 439
................................................... AGCAGCATTGTACAGGGCTATat............. 205
................................................... AGCAGCATTGTACAGGGCTATtt. .. .......... 195
................................................... AGCAGCATTGTACAGGGCTATaA. .. .......... 191
................................................... AGCAGCATTGTACAGGGCTATtA. ............ 146
................................................... AGCAGCATTGTACAGGGCTt. . o oo oo oo 127
................................................... AGCAGCATTGTACAGGGCTET. . ..o oo 105
................................................... AGCAGCATTGTACAGGGCTET. . ..o ceeeo.... 104
................................................... AGCAGCATTGTACCGGGCTAT . . o e e e eeaa e oo ol 72
................................................... AGCAGCATTGTACAGGGCTATGC. .- ... ... 64
................................................... AGCAGCATTGTACAGGGCTATGtE. ........... 54
................................................... AGCAGCATTGTACAGGGCQAT . . ..o eeea oo ... 46
................................................... AGCAGCATTGTACAGGGCTATGY - - - -aaunn--.. 45
................................................... AGCAGCATTGTACAGGGCTAaT.............. 36
................................................... AGCAGCATTGTACAGGGCTAaa. - - - e eeeaaao.. 28
................................................... AGCAGCATTGTACAGGGCTYT . o e e eeee e oo o. . 28
................................................... AGCAGCATTGTACAGGGCTATGtA. .. ......... 27
................................................... AGCAGCATTGTACAGGGOTAT . . ..o cece o oo ... 25
................................................... AGCAGCATTGTACAGGGaTAT. ... ... 25
................................................... AGCAGCATTGTACAGGGCTAg . - - e e e e aaa . 24
................................................... AGCAGCATTGTACAEGGCTAT . ..o eeeeaaa. ... 24
................................................... AGCAGCATTGTACAGGGETAT . . ..o cao oo ... 23
................................................... AGCAGCATTGTACAGGGCTGTGA. ... ... ...... 21
................................................... AGCAGCATTGTACAGGGCTAC. - - - e e eaaaaan 19
................................................... AGCAGCATTGTACEGGGCTAT . ... ... ....... 19
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................................................... AGCAGCATTGTACAGGGCTCTGA. ... ......... 19
................................................... AGCAGCATTGTACAGGGCTETGA. .. .......... 18
................................................... AGCAGCATTGTACAGEGCTAT . . . oo oo oo 17
................................................... AGCAGCATTGTACAGGGCQATGA. ... ... ..... 17
................................................... AGCAGCATTGTACAGGGCTETt. .. ... ....... 17
................................................... AGCAGCATTGTACAGGGCTATttE. ... ... ..... 17
................................................... AGCAGCATTGQACAGGGCTAT . . ..o eeeea oo 16
................................................... AGCAGCATTGTACAGGGCTATGAg - - - - -a-----. 16
................................................... AGCAGCATTGTACQGGGCTAT . . .o e eeeaa oo 14
................................................... AGCAGCATTGTACAGGGCTCTG. - oo e .. . 14
................................................... AGCAGCATTGTACAGGGCTtA. . ... ......... 13
.................................................. CAGCAGCATTGTACAGGGCTAT . .. ... .. ....... 13
................................................... AGCAGCATTGTAaAGGGCTAT . ... ... ....... 11
................................................... AGCAGCATTGTACAGGGCTATGAtE. .......... 10
................................................... AGCAGCATTGTACAGGGaTATGA. .. .......... 10
................................................... AGCAGCATTGTACCGGGCTATGA. . ........... 10
................................................... AGCAGCATTGTACAGGGCTATGttt........... 10
................................................... AGCAGCATTGTACAGGGCTcTt.............. 10
................................................... AGCAGCATTGTACAGGGCTATtAt. ........... 10

mmu-mir-103(mmu-mir-103-2)
GTCTTCGTGCTTTCAGCTTCTTTACAGTGCTGCCTTGTAGCATTCAGGTCAAGCAGCATTGTACAGGGCTATGAAAGAACCAAGAA

- (CCC- (- - CC- (O - - - - - - 2)))----33333133)3)-33)))--3)))))-))-)))) - (-32.10)
AGCAGCATTGTACAGGGCTATGA**Haxiinx
___________________________________________________ AGCAGCATTGTACAGGGCTAT. .. ............ 8408
................................................... AGCAGCATTGTACAGGGCTATGA. . ........... 5876*
................................................... AGCAGCATTGTACAGGGCTATG. ... .......... 1627
................................................... AGCAGCATTGTACAGGGCTA. .. ............. 514
___________________________________________________ AGCAGCATTGTACAGGGCTATGAAA. .. _...... 224
................................................... AGCAGCATTGTACAGGGCTATGAA. _.......... 75
..................................................... CAGCATTGTACAGGGCTATGA. .. ... ....... 59
................................................... AGCAGCATTGTACAGGGCT ... ... voowuao... 35
_____________________________________________________ CAGCATTGTACAGGGCTATG. . ovveenon. 21
................................................... AGCAGCATTGTAC. . o occeiieaaeaaaaaaaas 9
................................................... AGCAGCATTGTACAGGG. - -« veeaaeaaann 7
................................................... AGCAGCATTGTACAGGGC. . ..o ooveeeanan.. 6
_____________________________________________________ CAGCATTGTACAGGGCTAT. . ...cueeuean. B
................................................... AGCAGCATTGTACAGG. .. e oeeceaaecaaan. 4

mu-mir-105(mmu-mir-108)
TGCATTTTAGCCAAGTGCTCAGATGCTTGTGGTGGCTGCTTATGCACCACGAATGCTTGAGCATGTGCTATGGTACCTAC

(CC- - - - CCCC- - - (OO - (- - - C-CCCC-CCC- 22200000 -)--99D00000))--0))) - D)) - - - - - (-28.40)

FHkkxHHx xR X CCAAGTGCTCAGATGCTTGTGGT

mu-mir-106a(mmu-mir-106a)
ATGTCAAAGTGCTAACAGTGCAGGTAGCTTTTTGAGTTCTACTGCAGTGCCAGCACTTCTTACAT

(CCC- - CCCLCCC- - CC- CCCCC- - CCCCC---332))---23)))-2)--))))))) - - -)))) (-22.70)

****CAAAGTGCTAACAGTGCAGGTAG

mmu-mir-106b(mmu-mir-106b)
CCTGCTGGGACTAAAGTGCTGACAGTGCAGATAGTGGTCCTCTCTGTGCTACCGCACTGTGGGTACTTGCTGCTCCAGCAGG

(L - - - (e CeCeeCC- - - - - (T )--232)-223))3)-3))))))-----3))))))) (-43.60)
FxHdkxx A XX TAAAGTGCTGACAGTGCAGAT

........... TAAAGTGCTGACAGTGCAGATA L . . -« et et et e i ea e caiaaeaaaceaaeaaao.. 281
........... TAAAGTGCTGACAGTGCAGAT . - . - - e e e e e e et e e e e e ceaeaeec e eaaeeaan.. 159%
................................................... CCGCACTGTGGGTACTTGCTGC. . .. ...... 150
................................................... CCGCACTGTGGGTACTTGCT. ... ........ 29
................................................... CCGCACTGTGGGTACTTGCTG. . ... ..... 25
........... TAAAGTGCTGACAGTGCAGA . . - - o e e e e e e e e e eea e eeceaiaaceecnaeaaeanaaa- 25
................................................... CCGCACTGTGGGTACTTGC. . ... ...... 13
___________ TAAAGTGCTGACAGTGCAG - - - -« o e e e e c e et et e e e e e e e e e e e eeaieaceaaeeaeaao 10
........... TAAAGTGCTGACAGTGCAGATE . - . -« e e e e e e e e e e e aaaacaaeaeaaaanana. 45
........... TAAAGTGCTGACAGTGCAGATAL . . - - . oo i i i e c e i iaaeaaeacacaaeaaaaa. 35
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................................................... CCGCACTGTGGGTACTTGCTGE. . ........ 33
................................................... CCGCACTGTGGGTACTTGCTGCaT........ 27
........... TAAAGTGCTGACAGTGCAGATAG . o e ie i et iiei e i iieeecieeacacaaaaccanaaeaaaaa- 2D
................................................... CCGCACTGTGGGTACTTGCTGA. « v o o v n .- 28

mmu-mir-107 (mmu-mir-107)
TTCTCTGTGCTTTCAGCTTCTTTACAGTGTTGCCTTGTGGCATGGAGTTCAAGCAGCATTGTACAGGGCTATCAAAGCACAGAGAGC

(OO CLCC- - (e - - - - - 2)3132)33)3333331-3333))---3)))))0)))))) - (-41.10)
AGCAGCATTGTACAGGGCTATCA***Hkkaiaxx
................................................... AGCAGCATTGTACAGGGCTAT. ... ............ 8408
................................................... AGCAGCATTGTACAGGGCTATCA. . ............ 5901*
................................................... AGCAGCATTGTACAGGGCTATC. .. ............ 4940
___________________________________________________ AGCAGCATTGTACAGGGCTA. ... ..ocuoeuo.... 514
................................................... AGCAGCATTGTACAGGGCT - ... oeceueeuoa... 35
................................................... AGCAGCATTGTACAGGGCTATCAA. ............ 37
................................................... AGCAGCATTGTAC. . v vceeceecaaeaaaaaan 9
___________________________________________________ AGCAGCATTGTACAGGG. - -« oo veceeceaaeaan 7
................................................... AGCAGCATTGTACAGGGC. - ..o veeeaeaaaa-. 6
..................................................... CAGCATTGTACAGGGCTAT.....cceeuean.. 6
................................................... AGCAGCATTGTACAGG. . . oo eeceeaeaaaano. 4
................................................... AGCAGCATTGTACAGGGCTATCE. .. ........... 917
................................................... AGCAGCATTGTACAGGGCTATCAt. ............ 105
................................................... AGCAGCATTGTACAGGGCTATCY. ... .......... 66
................................................... AGCAGCATTGTACCGGGCTATC. . ............. 26
................................................... AGCAGCATTGTACAGGGCTATCEE. . ... ....... 22
................................................... AGCAGCATTGTACAGGGCTATCC. ..o vuovnnnn.. 17
................................................... AGCAGCATTGTACAGGGCTCTC. . ..o oouoon.. 17
___________________________________________________ AGCAGCATTGTACAGGGCTCTCA. .. ... _....... 13
................................................... AGCAGCATTGTACCGGGCTATCA. ... ......... 13
................................................... AGCAGCATTGTACAGGGCATCA. . ............ 12
................................................... AGCAGCATTGTACAGGGCTETCA. ............. 10

mmu-mir-10a(mmu-mir-10a)
GACCTGTCTGTCTTCTGTATATACCCTGTAGATCCGAATTTGTGTAAGGAATTTTGTGGTCACAAATTCGTATCTAGGGGAATATGTAGTTGACATAAACACTCC

GCTCA
N (A (R (O U OTrrrrT——— 2233333333-I3333333)-II3333))--I)))---)))- - - -
_____ (-32.39)
TACCCTGTAGATCCGAATTTGTG

_____________________ TACCCTGTAGATCCOAATTTGT - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
...... 896

..................... TACCCTGTAGATCCOAATTTGTG . - - - - e e e e e e e e e e e e e e e e e e e e e e e e e
...... 63*

...................... ACCCTGTAGATCCOAATTTOT - - - - o oo e e e e e e e e e e e e e e e e e e e e e e e e e
______ 58

..................... TACCCTGTAGATCCOAATTTG . - - - - e ce e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
...... 48

_____________________ TACCCTGTAGATCCOAAT - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
...... 36

...................... ACCCTGTAGATCCOAATTTOTG - - - - - o e oo e e e e e e e e e e e e e e e e e e e e
...... 23

.................... ATACCCTGTAGATCCOAATTTOT - - - - o e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
______ 14

..................... TACCCTGTAGATCCOAATTT . - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
...... 13

_____________________ TACCCTGTAGATCCOAA - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
...... 11

..................... TACCCTGTAGATCCOAATT - - - - o o e e e e e e e e e e e e e e e e e e e e e
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mmu-mir-10b(mmu-mir-10b)
TATATACCCTGTAGAACCGAATTTGTGTGGTACCCACATAGTCACAGATTCGATTCTAGGGGAATATA

(CCCC- CCCC- L. (e - (- - - - - 2)---333333))1)-3))))3)))-2)))) (-24.50)
****TACCCTGTAGAACCGAATTTGTG
- - - - TACCCTGTAGAACCGAATTTGT .« e o e e e e e e e a e e eae 1625
< - - TACCCTGTAGAACCGAATTTGTG - . -« e e e c e e e e e e e e e e e e e e eam e 127*
..... ACCCTGTAGAACCGAATTTGT . - o . o i e ei i i i e a e caacaaaaaaeaaano.. 103
..... ACCCTGTAGAACCGAATTTGTGT . . - oo e e e e e e e aaccaeaeaaeaaan 73

- - - TACCCTGTAGAACCGAATTTG . . . oo oo et e e e e e e e e ee e e e e e eaas 66
- - - - TACCCTGTAGAACCGAATTTGTGT . . -« oot ot e e e e e e e e e e e e e eam e 44
..... ACCCTGTAGAACCGAATTTGTG . - . - o oot ee e e ee e ceaeaceaceaaaa 43
............................................. AGATTCGATTCTAGGGGAATAT.. 25

TACCCTGTAGAACCGAAT . _ . . o e i e e e e e e e e e e e eaas 25

____________________________________________ CAGATTCGATTCTAGGGGAAT. ... 23
............................................. AGATTCGATTCTAGGGGAAT. ... 21
........................................... ACAGATTCGATTCTAGGGGAAT . ... 15
..... ACCCTGTAGAACCGAATTTGTGA. - - -« e eeceacacaceaceaaaaaaaaaao. 36

< - - TACCCTGTAGAACCGAATTTGTGA  « - -« o e e o e e meamee i ea e e aeaea e eans 28

I .Yeloloy e VX7, Xelolc V.Y i o T 13

- - TACCCTGTAGAACCGCATTTGT - . . - o oo e et e e e e e e e a e ee e e 11

mmu-mir-1186(mmu-mir-1186)
TCCACCTGTCTCTGCCTCCCGAGTGCTGGAATTAAAGGCATGCACCACCACTGCCCGGCAGGTTCTGTTATTTCTGAGTGTGAGAAATATATGGGGAAAAGTCTT

CATGGTGAGTCCAAAGG
- - (CCC- - CCCC- CCCCC- - (L - - - - - - - - - D)EDD)) EEEEE 233332--33333--33)-3300))-- - - - CCCCCCC----20»

DDDDDD) RN (-28.30)
GAGTGCTGGAATTAAAGGCATG

mmu-mir-1187(mmu-mir-1187)
TCATATAGTATTAAACCGAACTGTTTTCCTTATAGACACAATTTATTTTTACACACACACACACACACATATATATATATATGTGTGTGTGTATGTGTGTAAATA

ACAATGTTAAAATAGTA
------------------- (TR (CCCREREFRER ( (CC (@ (=)D B DI ) B

TATGTGTGTGTGTATGTGTGTAA***

mmu-mir-1188(mmu-mir-1188)
ATACTCACAGTCTCCCAGCTGGTGTGAGGTTGGGCCAGGATGAAACCCAAGGCTCTCCGAGGCTCCCCACCACACCCTGCTGCTGAAGACTGCCTAGCAAGGCTG

TGCCGAGTGGTGTGG
R (((E R R (A (G (SR EE B ) ) B ) DD B EE ) DD) EED D)) B B D)D) I(CCCEE ) D) B

====))))). - (-44.20)
TGGTGTGAGGTTGGGCCAGGA

o o o

mmu-mir-1190(mmu-mir-1190)
GCTGACACTCTGAGAGTGTTGGTGAGCTCTGGGGCCTTTGCAGACGTGGGAAGGTCTCTGCTGGCCTGATGCTTCCCCCGTCAGCTGAGGTTCCCCTCTGTCTGG
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GATGCTGCCTTGAGTC

(ER (D)) BI) B ( (G (C((CER (S (((((E ((CR R ((EI ((((CR (R ) EEES D)D) ) D)) B B DD B DD DD B
))----2)))))))). (-49.80)

TCAGCTGAGGTTCCCCTCTGTC***

mmu-mir-1191(mmu-mir-1191)
TGGAACCAGCCTGGTCTACATAGCAACATCTAAGCCAGCCAGGGCTACATAGTGAGAACCTGCCTCAAAAGCAAAACAGCAGTCTTACTATGTAGCCCTAGATGG

CCTAGAACTCCCTAT
(- (- - - - - I - (- - - - [ (O O (O (O T 23331333313333133311)-)-3))

). )))) (-47.16)

CAGTCTTACTATGTAGCCCTA*****

FhkFhkdhkhkhhhkhhkik

mmu-mir-1192(mmu-mir-1192)
CCTTCCAAACAGTAAAAACAAACAAACAAACAGACCAAATTTGTCATTGTTGTTTCGATTTGCTCTTTTTGTTTGTTTGCTTTTGTGTTTTGAGACAGGGTCTGG

CTTGTATAGCTCATGC
(- COCCC- (- - - - - €C---432----302333-333-33330333313-301333)-333)-3)-))) - - - -

((.---- DN (-31.90)
AAACAAACAAACAGACCAAATT

mmu-mir-1193(mmu-mir-1193)
CTGAAGGGACAATGATGCCCACTGTTCTCGGGGTAGCTGTGTGGATGGTAGACCGGTGACGTACACTTCATTTATGCTGTAGGTCACCCGTTTTACTATCCACCA

ACACCCAGACCATCTG
----- (((S(EES)))) BN (S (CER (A & (S (@ E D B ) BB BN IIN)

I - (-45.30)

TAGGTCACCCGTTTTACTATCH*****

mmu-mir-1194(mmu-mir-1194)
ACACCTTCTGCTGGAGACAATATAAGGACATTGGAAGAAGGGAGTCTAGCTCTTGCTCCTTTGCCTGCTTGCTGCGTGAGAATGAGTAACTGCTAGATCCTTGGA

CTTCCATTCACAGCTG
SN (S (S (CEE) 25D 20D ) BEER ( ( (@ ((((A (CCUCER(((((E (CR S ((Crrp 233-3--33-333333--323300300)) - - -
D)) R (-41.40)

GAATGAGTAACTGCTAGATCCT****
...................... TAAGGACATTGGAAGAAGGGAG - - - -« -« e e e c e o e e e e m e e m e e e e e e e e e e e
_________________ 31
...................... TAAGGACATTGGAAGAAGGGAGT - - - . - e o e e ot ot e et m et e e e e e e e e e e ea e
................. 28
______________________ TAAGGACATTGGAAGAAGGGAGTCT - - . -« « e e e ot ot e e e e e e e e e e e e e et e e e e ea e eea e
................. 16
...................... TAAGGACATTGGAAGAAGGGAGTC . - - . -« o e e o e e e e e m e e m e e e e e e e e e e e
................. 11
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mmu-mir-1195(mmu-mir-1195)
TAGAGGCAGGCAGATCTCTGTGAGTTCGAGGCCAGCCTGCTCAACAGAATGAGTTCTAGGGCAGCCAGGAACACACAGAGAAACCCTGTCTCAAGAAGGTAAAAA

GTAAAAAAAAAAAAAAAA
- - (CCCCCCC- - - - Q- CCCC- - CCC- - e - - - - - D)D) EEEE)) D)) BN DD IS )DDD) DD EEEDDDD D)D) EEFEEEEEEE

.................. (-46.80)
TGAGTTCGAGGCCAGCCTGCTCA

mmu-mir-1196 (mmu-mir-1196)
TGCTGGTCTTGAACTCACAGAAATCTACCTGCCTCTGCCTTCCAAGTACTGGGCAGTGTGCCACCAAAACCCTACATTTTTGCTGGGCTGGGGGTGAGGGTGGTT

TTTTTTTTTTTAAA
-------- (CCCCEREEN (S (C (R ((CCEN ((CEN (CEFREED ) BEED D) EEFEEES ) DD EED DD D B DI DD EE DD DD )
))))----)))))- (-30.20)

AAATCTACCTGCCTCTGCCT

R o o S

mmu-mir-1197(mmu-mir-1197)
GTGAGCTGGAATCAGCCAGCGTTACCTCAAGGTATTTGAAGATGCGGTTGACCATGGTGTGTACGCTTTATTTATGACGTAGGACACATGGTCTACTTCTTCTCA

ATATCACATCTCGCC
CCCCCCCCC-- - - - - D)D) ) R CCCCCC- CCCCC- - - CCC- Q- - - e m e e - - )-3222-3---3303333-330003))--)

M)--- - ))))- (-37.20)

TAGGACACATGGTCTACTTCT*****

mmu-mir-1198(mmu-mir-1198)
TTTTTTTTCTTTTGTTTATTTTGTTTGTGACAGTTGTCTGTTATGTGTTCCTGGCTGGCTTGGTACTCATGTGTAGCCCAAGCTAGCCTCTAACTCATGGCAGTC

ATCCTGTCTCAGTCTC
------------------------ CCC- CCCCC- CC- Q- CLC- - - (- - -4-323--3333303333)---333-D03330)) -)

mmu-mir-1199(mmu-mir-1199)
AGCCTGCGCCGGAGCCGGGGTCTGAGTCCCGGTCGCGCGGGCGAGGAACTCATTGAGTTGCGCGTGCGGCCGGTGCTCAGTCGGCCCGGCTCCGGTACTCCGCTG

CCGCGCGCCCTGGA
- - (C- G- - CCCQCCCC- (- - Q- - - - - €CCC---2332003-30333003333--3333-D--3I00II00))) - -) - - (((.- -

---)))-.-.)). (~72.50)
TCTGAGTCCCGGTCGCGCGG

Fk Kk hkhdkhdkhkk ki
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mmu-mir-122(mmu-mir-122)
AGCTGTGGAGTGTGACAATGGTGTTTGTGTCCAAACCATCAAACGCCATTATCACACTAAATAGCT

(L - CCCCLCC- (e --- - - - 2)-232)3331)))-)))))))--)))))) (-33.20)
**FHETGGAGTGTGACAATGGTGTTTG

..... TGGAGTGTGACAATGGTGTTT . - oo e e e e i cea e eaceaeaeaeaaan. 43
..... TGGAGTGTGACAATGGTGTTTG . « o e e e eea e eacacaceamcameameanan. 31%
..... TGGAGTGTGACAATGGTGTTTGT . - o e e e eieeccacaccaccaeaaaaaa. 16
_____ TGGAGTGTGACAATGGTGTT . . - e e o e e e e e ea e eaceaceaceaaeaaan. 10

mmu-mir-124(mmu-mir-124-1)
AGGCCTCTCTCTCCGTGTTCACAGCGGACCTTGATTTAAATGTCCATACAATTAAGGCACGCGGTGAATGCCAAGAATGGGGCTG

- (CCCCC- - CCC- - (- CCC- - (e ea e 2)3333))--23)-3)33)))--3))--3))))) - (-35-92)
TAAGGCACGCGGTGAATGLCH*xixin
.................................................... TAAGGCACGCGGTGAATGCCA. ... ......... 7
.................................................... TAAGGCACGCGGTGAATGCCAA. .. ... ..... 6
.................................................... TAAGGCACGCGGTGAATGC . . v eeeeaeeeo. 4

mmu-mir-124(mmu-mir-124-2)
ATCAAGATCAGAGACTCTGCTCTCCGTGTTCACAGCGGACCTTGATTTAATGTCATACAATTAAGGCACGCGGTGAATGCCAAGAGCGGAGCCTACGGCTGCACT

TGAA
S CCCCER (O (C (O (1 ((OR ((CCC(CCCET TS 23233333--333-331333333--33333333)-))----)))--))
)))- (-45.70)

TAAGGCACGCGGTGAATGCC
............................................................. TAAGGCACGCGGTGAATGCCA . - - v e e e e eea
..... 7
............................................................. TAAGGCACGCGGTGAATGCCAA . - . o e ei e e eaa -
..... 6
............................................................. TAAGGCACGCGGTGAATGC . . - - v e e e eeceaeeeen e
_____ 4
e eieiieieieiiiiiiiiiiiiiiiiiiiiiiiii........AQGAGEGGAGCCTGCGGCT.....
_____ 52
................................................................................ CAgGAGEGGAGCCTYCGGCT. . . . .
..... 26
................................................................................. AgGAGEGGAGCCTYCGGC. - - . - .
..... 20
............................................................................... CCAgGAGLGGAGCCTYCGGC. - - . -
..... 13
................................................................................... GAGEGGAGCCTYCGGCT. .. . .
_____ 13
................................................................................ CAgGAGEGGAGCCTYCGGC. . . . .
..... 12
.............................................................................. aCCAQGAGEGGAGCCT . . ... ......
..... 11

mmu-mir-124(mmu-mir-124-3)
CTCTGCGTGTTCACAGCGGACCTTGATTTAATGTCTATACAATTAAGGCACGCGGTGAATGCCAAGAG
(O (TR (O 2))33))--3))-2)01))))-)))) (-25.80)
TAAGGCACGCGGTGAATGCCH*****
........................................... TAAGGCACGCGGTGAATGCCA. .... 7
........................................... TAAGGCACGCGGTGAATGCCAA. ... 6
........................................... TAAGGCACGCGGTGAATGC. . ..... 4
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mmu-mir-125a-3p(mmu-mir-125a)
CTGGGTCCCTGAGACCCTTTAACCTGTGAGGACGTCCAGGGTCACAGGTGAGGTTCTTGGGAGCCTGG

(- (- - (- - OG- CCCC- - - - =20 - - --32030000)3)) 20D - -)) - -)) - ) (=34.70)
ACAGGTGAGGTTCTTGGGAGCC***

..... TCCCTGAGACCCTTTAACCTGT - - i i i i i e i e i e e e e e e e e e e e e e e e e e aaeaaaaaa--- 2535
..... TCCCTGAGACCCTTTAACCTGT G - - i i i e e e e e e e i e i e e e e e e e e e e e e e e e aaaaaaaa- 392
..... TCCCTGAGACCCTTTAACCT G- - - - i e e e e e e e e eia e e meee e e eeeeea--o. 194
..... TCCCTGAGACCCTTTAAC . - i i it i i i i i i i i eeecccaceececanaaea-aa. 162
..... TCCCTGAGACCCTTTAACCT - - e e i i i i i e e e e e e e e e e e e e e e e e e e e eeaaaaeaaaa - 146
..... TCCCTGAGACCCTTTAACCTGTGA . - - i i i e e e e e e e e e e e e e e e e eaaeaaaa 2 114
..... TCCCTGAGACCCTTTAACC. - i i i i i i i i e i i i e e e e eeeeeeeeeaaaa---- 83
........................................... ACAGGTGAGGTTCTTGGGAG. ..... 24
..... QLI O 02 €72 €72 07 02 021 B 1 o Y 4
........................................... ACAGGTGAGGTTCTTGGGAGC. .... 16
..... TCCCTGAGACCC. - i i i i e i i i i ieieeeeeeeaaaaaaaaaaaaaaaaaaaaaaa--- 6
..... TCCCTGAGACC . - i o it i i i i i e eeaaaecccccascccmaaaaaaaaaa 3
..... IO 03 1€ €72 07 02 02 4
....... CCTGAGACCCTTTAACCTGT - - o oo i i i i i i i i i i i i i i iiiiccccccceceeeeaaaaaa D
..... TCCCTGAGACCCT TTA . - - i i i i i e e e aeeccacaeccaaaaaaaaaaaa D

mmu-mir-125a-5p(mmu-mir-125a)
CTGGGTCCCTGAGACCCTTTAACCTGTGAGGACGTCCAGGGTCACAGGTGAGGTTCTTGGGAGCCTGG

- (- - - (- - - (=D 0000000)) -))) - -)) - -)) - - ) (=34.70)
*x5x%TCCCTGAGACCCTTTAACCTGTGA

..... TCCCTGAGACCCTTTAACCTGT - v i i i i i e e e i i i i i i e e e e e e e e e e e eeeeeaaaa---- 2535
..... TCCCTGAGACCCTTTAACCTGTG. - c i e e i i e e i i i ei i i e meecmmaeeaeaaaaa 392
..... TCCCTGAGACCCTTTAACCT G - v e e e e e e e e e e e e e e e e e e e e e e e e e e e e aeaeaa e 1094
..... TCCCTGAGACCCTTTAAC. - i i i i i i i i e e e e e e e e e e e e e e e e e e e e e e e aaaaaaaa- 152
..... TCCCTGAGACCCTTTAACCT - - o i i e i e e e e e eeeeameceeeeeeeeeeea---. 146
..... TCCCTGAGACCCTTTAACCTGTGA . < e i i i i i eeemmmeeeeaaaaa. 1147
..... TCCCTGAGACCCTTTAAC . - - i i i i i i i i e e e e e e e e e e e e e e e e eeaaaaaaaaaa--- 83
........................................... ACAGGTGAGGTTCTTGGGAG. ..... 24
..... TCCCTGAGACCCT TTAA L < i e e e e e e e e e 17
........................................... ACAGGTGAGGTTCTTGGGAGC. . ... 16
..... TCCCTGAGACC . v i it i i i i i e ceeeecccccsccccacasaccaeaaaaaaaeana O
..... TCCCTGAGACC . - i i i i i i i e e e e e e e meeeaaaaaaaaaaaaaaaaaaaaaaaaaaa 3
..... TCCCTGAGACCCT . e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e eeeeaaaaaaaaan 2
....... CCTGAGACCCTTTAACCTGT - - e e i i i i i i i ieeiiiacescccccaaaaaaaaaa- D
..... TCCCTGAGACCCTTTA . - i i i i i i e iiececaeeccccacasccceaaaaaaeana D
..... TCCCTGAGACCCTTTAACCTGT A, - e e e e e e e e e e e e e e e e e e e e e e e e e e eeeeaaaa---- 58
..... TCCCTGAGACCCTTTAACCTGA. - - i e i i i i i iiii i i aeeecaacaecceeanaaaaaaaaa. 55
..... TCCCTGAGACCCTTTAACCTGTGE. - e e i i i i iie i i ieeeececaeaaaaaaa. 50
..... TCCCTGAGACCCTTTAACCTGTaA . - - i e e e e e e eaaaaaaan 27
..... TCCCTGAGACCCTTTAACCTGT . - o oo i i i i i e i e e i i i i e i e e e e e eeeeaaaa--- 18

mmu-mir-125b-3p(mmu-mir-125b-1)
TGCGCTCCCCTCAGTCCCTGAGACCCTAACTTGTGATGTTTACCGTTTAAATCCACGGGTTAGGCTCTTGGGAGCTG

----------- C(C- - (C- - CCC- (Ol - CCCCC-----2)33)-30)30)33)))-3)) - -)) - -))) (-30.70)
ACGGGTTAGGCTCTTGGGAGCT*
.............. TCCCTGAGACCCTAACTTGTGA . - - - oo e e ee i eacec e cceaeaceaeaaan-. 2788
______________ TCCCTGAGACCCTAACTTGTG . « o e cee e c e e ea e eaceacea e aee e e .. 1004
.............. TCCCTGAGACCCTAACTTGT . . oot e e e e e e ea e ea e eaaeeaaas 197
.............. TCCCTGAGACCCTAAC. - - - e o e e e e e e ee e eaeaeaaeaceaaeanaaana.. 56
............... CCCTGAGACCCTAACTTGTGA . - . oo e oo eeiee i eaceacaceaceaaeeaanno. 33
______________ TCCCTGAGACCCTAACTTGTGAT . . - ot e ce e ea i ee e eacea e eaaeaaeaao.. 48
.............. TCCCTGAGACCCTAACTTG . - . o e ot e e e e e ea i eaceecaceceaaeaeaaaz 30
...................................................... ACGGGTTAGGCTCTTGGGAG. ... 19
.............. LI {203 7Y 7. o{ N
______________ TCCCTGAGACCCTAACTT . - . ottt e e e e e ea i eacea e e e e e aaeeaaeaoa. 10
................ CCTGAGACCCTAACTTGTGA . -« .- e e e ea o ee o eeacea e iaaeaaeaaaan 9
............... [eloeg [c7.YeT.Yololex 12Y-Nox 3 L c N ¢
...................................................... ACGGGTTAGGCTCTTGGGAGC. .. 7
.............. LS008 7Y .Y o o< |
.............. TCCCTGAGACCCT - - - e e e e o e ot e e e e e e e e e e e iea e eaaeeaeaa 2
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mmu-mir-125b-5p(mmu-mir-125b-1)
TGCGCTCCCCTCAGTCCCTGAGACCCTAACTTGTGATGTTTACCGTTTAAATCCACGGGTTAGGCTCTTGGGAGCTG

----------- CCC- - (- - CCC- (Ll - CCCCC-----3132)-33)3)))))))-))) - -)) - - D)) (-30.70)
FHHRHH R K A3 HFHXTCCCTGAGACCCTAACTTGTGA

______________ TCCCTGAGACCCTAACTTGTGA . - . o e o et cee o eecea i eaceac e eaceaaaao.. 2788%
.............. TCCCTGAGACCCTAACTTGTG . -« o e ee i cee o ea i eaacaeaa e e aeeaaeao .. 1094
.............. (oo [7.YeT.eleloy 2V.Yox 3 LY (<7 4
.............. TCCCTGAGACCCTAAC. - - - e e e e e e e i e i eceeacacacaaeaaaano.. 56
............... CCCTGAGACCCTAACTTGTGA . - . oo e i ei e i e cceececacaaeaaaao.. 33
.............. TCCCTGAGACCCTAACTTGTGAT . . - e o e e e ee i eeiea e eaceaaeaaaano.. 48
.............. TCCCTGAGACCCTAACTTG . - .o e ot e e e e e e e eaceeceacaaeaaceaannaaan 30
...................................................... ACGGGTTAGGCTCTTGGGAG. . .. 19
.............. L1203 7Y 7. o{ M
.............. TCCCTGAGACCCTAACTT . - .ottt e i e e e e ea e ceacaaaaeaeaoo. 10
................ CCTGAGACCCTAACTTGTGA . -« - - e e e e ea i ee e eaeaeaceaaaaceanaaas 9
............... [eloeg [7.Ye.Yololox 12V-Yox 3 1 c R ¢
...................................................... ACGGGTTAGGCTCTTGGGAGC. .. 7
.............. TCCCTGAGACC . - - o e e et o e e e e e e e e e e i eaeaieacaaaaccaaaaas 3
.............. L0703 7Y .Y ool
...................................................... ACGGGTTAGGCTCTTGGGAGE. .. 39
...................................................... ACGGGTTAGGCTCTTGGGAGa. . . 25

mmu-mir-125b-5p(mmu-mir-125b-2)
GCCTAGTCCCTGAGACCCTAACTTGTGAGGTATTTTAGTAACATCACAAGTCAGGTTCTTGGGACCTAGGC

CCCCCC- - - - (- - - - CCC---022---99000000-000-00) - -D) - -)))))) (-36.30)
*#x***TCCCTGAGACCCTAACTTGTGA

...... TCCCTGAGACCCTAACTTGTGA .« - i i i i e e i i e meeceeeeeeaaaa.. 2788%
...... TCCCTGAGACCCTAACTTGTG. - - o e i i i e i i i e imcaeccccanaaeeaaaaa-- 1094
...... TCCCTGAGACCCTAACT TG - - e e i e e e e eeeaeee e 197
...... TCCCTGAGACCCTAAC. - n it i i i i i i i i e e e e e e e e e e e e e e e e e e e e e eaaaaaaaaaaa--- 56
....... CCCTGAGACCCTAACTTGTGA. - - i i i i i it i iiicccccccceeeaaaaaaaaa 33
...... TCCCTGAGACCCTAACT TG .« c o i e i i e e i i i eeeeccaceececeaaaaeaaaaaa-- 30
...... IO O 03 €721 €72 07 02 O ¢
...... TCCCTGAGACCCTAACT T . - i i i i i i i e e i i e e e e e e e e e e e e e e eeeaaaaaaaaaa---2 10
........ CCTGAGACCCTAACTTGTGA . - - it iiccccccccceeaaaaaaaas 9
....... CCCTGAGACCCTAACTTGT G - e e c i e e i e e e e e meemmmmecamaaaaanana [
............................................. ACAAGTCAGGTTCTTGGGA. .. ..... 17
............................................. ACAAGTCAGGTTCTTGGGAC. ...... 15
...... TCCCTGAGACC. - i i e e i e i e i i e e e e e e e e e eeeeaaeaaeaeeeceeaaaaaaaaaaaaaa 3
...... TCCCTGAGACC T - e c i i i e i i e i e e eemacaacccccaccccaaaacenanaans 2
...... TCCCTGAGACCCTAACTTGTGE . - o oo oo i i i i i i i i i i i i i i e e e e i e e eaaaaaaaaa---- 406
...... TCCCTGAGACCCTAACTTGTGAA. - - oo e e e e e e e e e e e e e e e e e e e e eeeeeeeaaaaaa----- 405
...... TCCCTGAGACCCTAACTTGTGAGA - - - v v i i e e e i i i ieeiiiaceececcanaaeeaaaaaa- 163
...... TCCCTGAGACCCTAACTTGTGC . - - i e e i i e ii e i i e eaceeecccaaaaananaaa- 45
...... TCCCTGAGACCCTAACT TG A - e e e e e e e i e e e e e e e e e e e e e e e eeeeeeeaeaa A2
...... TCCCTGAGACCCTCACTTGTGA. - - oo i i e i e e e e e e e e e e e e eeeeeeaaaaaa--- 25
....... CCCTGAGACCCTAACTTGTGAB. « o c i e e e e e e e e meeemmmeeecamananeaaa 22
...... TCCCTGAGACCCTAACTTGTaA . - - e i i i i i i eiiciaceeeccccaaeceeanaa-- 18
...... TCCCTGAGACCCTAACT TG . - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e eeeeeeaeaa--- 14
...... TCCCTGAGACCCTAACTTGT . - o o i i i e i e ieeeee e eeeeeaaaaaa-- 14
............................................. ACAAGTCAGGTTCTTGGGAa. . ..... 12
....... CCCTGAGACCCTAACTTGTGA . - - - - e e e e e e e e eceeeemeeeaceaananaaaa 12
............................................. ACAAGTCAGGTTCTTGGGAE. ...... 10
...... TCCCTGAGACCCTAACTTGCGA. - - oo i i i e i i i i i i e i i i e e e e e eeeeeeeeeaaaa---- 10

mmu-mir-126-3p(mmu-mir-126)
TGACAGCACATTATTACTTTTGGTACGCGCTGTGACACTTCAAACTCGTACCGTGAGTAATAATGCGCGGTCA

- (CC- (- (- (- C- - - (CC- =202 -2 -3300))) -)3))3))0))) -)) -))) - (-32.30)
TCGTACCGTGAGTAATAATGCG******

............................................. TCGTACCGTGAGTAATAATGCG. ...... 78%*
.............................................. CGTACCGTGAGTAATAATGCG. ... ... 57
........ CATTATTACTTTTGGTACGC . - o i o i i i i it i iescaaeecccnanaaaa-=-. 45
........ CATTATTACTTTTGGTACGCG. v i e i e ie i i e meececceeeeccnanananaaaa 40
............................................. TCGTACCGTGAGTAATAATGC........ 30
.............................................. CGTACCGTGAGTAATAATGC. ....... 14
............................................... GTACCGTGAGTAATAATGC........ 5
............................................... GTACCGTGAGTAATAATGCG....... 5
............................................. TCGTACCGTGAGTAATAAT.......... 5
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mmu-mir-126-5p(mmu-mir-126)
TGACAGCACATTATTACTTTTGGTACGCGCTGTGACACTTCAAACTCGTACCGTGAGTAATAATGCGCGGTCA

- (((- (- Q- €€ - - (CC----222--3-2302)))-))))))))))) -)) -))) - (-32.30)
FHRFAAAXXCATTATTACTTTTGGTACGCG

............................................. TCGTACCGTGAGTAATAATGCG....... 78
.............................................. CGTACCGTGAGTAATAATGCG. ...... 57
........ CATTATTACTTTTGGTACGC - - o i o i i i i i i e cecieceeeeaaaaaaea-aa-. 45
........ CATTATTACTTTTGGTACGC . - v o i e i i i i i meeicmmmeeacaaeea---. 40*
............................................. TCGTACCGTGAGTAATAATGC........ 30
.............................................. CGTACCGTGAGTAATAATGC........ 14
............................................... GTACCGTGAGTAATAATGC........ 5
............................................... GTACCGTGAGTAATAATGCG....... 5
............................................. TCGTACCGTGAGTAATAAT.......... 5
.............................................. CGTACCGTGAGTAATAATGCGE...... 183
.............................................. CGTACCGTGAGTAATAATGCGa...... 61
........ CATTATTACTTTTGGTACGC Gt . - - it iicceceaaaannannnaaaa 47
............................................. TCGTACCGTGAGTAATAATGCGE...... 33
............................................. TCGTACCGTGAGTAATAATGCGa. ..... 33
............................................. TCGTACCGTGAGTAATAATGCa....... 14
........ CATTATTACTTTTGGTACGC A - - - oo i i i iiieeeeeeeaaanaaaaa 11

mmu-mir-127 (mmu-mir-127)
CCAGCCTGCTGAAGCTCAGAGGGCTCTGATTCAGAAAGATCATCGGATCCGTCTGAGCTTGGCTGGTCGG

- - - - - - CC- - - - - 2)--222220-))-II)))))) - - - - (=34.90)
TCGGATCCGTCTGAGCTTGGCT* ¥
.......................................... TCGGATCCGTCTGAGCTTGGCT . . . . ... 1623*
.......................................... TCGGATCCGTCTGAGCTTGGC. - .. .... 130
.......... GAAGCTCAGAGGGCTCTGATTC . - - - oo oo ee oo oo oo . . 115
__________ GAAGCTCAGAGGGCTCTGATT - - - - e e e ce e e e e e e e a2 O
.......................................... TCGGATCCGTCTGAGCTTGG. . - . .. ... 43
.......... GAAGCTCAGAGGGCTCTGATTCA . - -« e e e e e e oo 15
........ CTGAAGCTCAGAGGGCTCTGOAT - - - - o e e ee e oo 14
________ CTGAAGCTCAGAGGGCTCTOATT - - - e e e cee e e e e e e e e e eeeeeaeeeo. 14
.......................................... TCGGATCCGTCTGAGCTTGGCTG. . - ... 13
............................................ GGATCCGTCTGAGCTTGGCT. .. .... 11
.......................................... TCGGATCCGTCTGAGCTTGGCTE. ... 1014
.......................................... TCGGATCCGTCTGAGCTTGGCTat. - ... 925
.......................................... TCGGATCCGTCTGAGCTTGGCTtE. - ... 533
.......................................... TCGGATCCGTCTGAGCTTGGCAT. . ... . 188
.......................................... TCGGATCCGTCTGAGCTTGGCTA. ... .. 169
.......................................... TCGGATCCGTCTGAGCTTGGCTaa. - ... 141
.......................................... TCGGATCCGTCTGAGCTTGGCa. . .. ... 135
.......................................... TCGGATCCGTCTGAGCTTGGCTta. - ... 134
__________________________________________ TCGGATCCGTCTGAGCTTGGCTtaT. ... 94
.......................................... TCGGATCCGTCTGAGCTTGGCTEET. ... 90
.......................................... TCGGATCCGTCTGAGCTTGGCaa. . - . . . 55
................................................. tGTCTGAGCYTCGCT . .. .... 44
__________________________________________ TCGGATCCGTCTGAGCTTGGCTGE. .. .. 36
.......................................... TCGGATCCGTCTGAGCTTGGCTtaa. . . . 30
.......................................... TCGGATCCGTCTGAGCTTGGCTaaT- . .. 23
.......................................... TCGGATCCGTCTGAGCTTGGCTatT. ... 20
.......................................... TCGGATCCGTCTGAGCTTGGCATt. ... 18
............................... CAGAGAGAGCAT - - - - e e e e eeeee.. 18
.......................................... TCGtATCCGTCTE. o oo oo ... 18
.......................................... TCGGATCCGTCTGAGCTTGGCTtta. ... 16
__________________________________________ TCGGATCCGTCTGAGCTTGGCTata. ... 13
.......................................... TCGGATCCGTCTGAGCTTGGCTGa. - . . . 12
........................................... CGGATCCGTCTGAGCTTGGCTat. . ... 12
.......................................... TCGGATCCGTCTGAGCTTGGCTHETE. .. 11
.......................................... TCGGATCCGTCTGAGCTTGGCTEC. ... 11
.......................................... TCGGATCCGTCTGAGCTTGGtAT. . . ... 10

mmu-mir-128(mmu-mir-128-1)
GTTGGATTCGGGGCCGTAGCACTGTCTGAGAGGTTTACATTTCTCACAGTGAACCGGTCTCTTTTTCAGC

(CCCCC- - - CCCCCCC- - - CCCCCC- - (CCCCCC----32D32)3)D))) - - -3)))))) - - D)D) (~29.70)
TCACAGTGAACCGGTCTCTTTH*x*x

Page 23




Supplemental Figure S3

........................................... TCACAGTGAACCGGTCTCTTT....... 554*
........................................... TCACAGTGAACCGGTCTCTTTT...... 363
........................................... TCACAGTGAACCGGTCTCTTTTT..... 64
........................................... TCACAGTGAACCGGTCTCTT........ 26
........................................... TCACAGTGAACCGGTCTCT......... 7
........................................... TCACAGTGAACCGGTCTCTTTa...... 122
........................................... TCACAGTGAACCGGTCTCTTTTa..... 23
........................................... TCACAGTGAACCGGTCTCTTTaT..... 22
........................................... TCACAGTGAACCGGTCTCTTTaa. . ... 17
(G I =17 I IO €T 10 14
........................................... TCACAGTGAACCGGTCTCTTa....... 10

mmu-mir-128(mmu-mir-128-2)
CAGTGGGAAGGGGGGCCGATGCACTGTAAGAGAGTGAGTAGCAGGTCTCACAGTGAACCGGTCTCTTTCCCTACTG

(- (- - - - - - Cem e e e - )-2)))0)0)))---2))3)))))-2)))))) (-37.20)
TCACAGTGAACCGGTCTCTT T ok
............................................... TCACAGTGAACCGGTCTCTTT......... 554*
............................................... TCACAGTGAACCGGTCTCTT.......... 26
............................................... TCACAGTGAACCGGTCTCT . .- o e ee oo 7

mmu-mir-129-3p(mmu-mir-129-2)
TGCCTTTCGCGAATCTTTTTGCGGTCTGGGCTTGCTGTACATAACTCAATAGCCGGAAGCCCTTACCCCAAAAAGCATTCGCGGAGGGCG

- (Ll CCC- - (e maene o 2))1)---3333))--23)-333333)-3)))))))))))) - (-48.20)
AAGCCCTTACCCCAAAAAGCATH Hxkxkxsn
.............. CTTTTTGCGGTCTGGGCTTOC - - - - - e e e e e e e e e e e e e e e e e e e ea e e ceaean 22
______________ CTTTTTGCGGTCTGGEGCT TG - - -« c e e o e c et e e e e e e e e e e et e ea e e eeeeaeeaaan 21
........................................................ AAGCCCTTACCCCAAAAAGCAT ... ...._..... 10*
.............. (o8 1 i el {03 Kl og o AN |

mmu-mir-129-5p(mmu-mir-129-1)
TGGATCTTTTTGCGGTCTGGGCTTGCTGTTCTCTCGACAGTAGTCAGGAAGCCCTTACCCCAAAAAGTATCTA

(- CCC- - (- (- - CC----22-22-22)-000)))--)))-))))))) -))))) (-30.90)
FHRFFXCTTTTTGCGGTCTGGGCTTGC

..... CTTTTTGCGGTCTGGGCT TG . v v i e e e e e i i e e eeecmmmccecccaaaacenananaaa 22%
..... CTTTTTGCGGTCTGGGCT TG - i oo i i it i i icccccccccaaaaanaaaaaaaa 21
..... CTTTTTGCGGTCTGGGCT T - - i i i i i i i i i i i i i iiccccccccccccaaaaaaaanans 3
..... CTTTTTGCGGTCTGGGCT TGt . v m e i i i e iii i ieeecccaceeecccananaenanana- 30
..... CTTTTTGCGGTCTGGGCTTGaA . - - oo oo i i i i i i i i i i i i i i i ccccccccccecaaaaannnnaaaa 20

mmu-mir-129-5p(mmu-mir-129-2)
TGCCTTTCGCGAATCTTTTTGCGGTCTGGGCTTGCTGTACATAACTCAATAGCCGGAAGCCCTTACCCCAAAAAGCATTCGCGGAGGGCG

- (Ol CCC- - (e mammn o 2))3)---3333))--3))-33)))))-33))))))))))) - (-48.20)
CTTTTTGCGGTCTGGGCTTGC

.............. CTTTTTGCGGTCTOGEGCTTOC - - - -« e e e c e e e e e e e e e e e e e e e e e e e eeameameaeanann 22%

.............. (o8 1 i el {03 L cTcTcTog i e

________________________________________________________ AAGCCCTTACCCCAAAAAGCAT...._........ 10

.............. (o8 1 i K e{cTe {03 KT Tog i AN |

mmu-mir-130a(mmu-mir-130a)
GAGCTCTTTTCACATTGTGCTACTGTCTAACGTGTACCGAGCAGTGCAATGTTAAAAGGGCATC

- - (OO (- - (- CCCam - - - - )-2)--)-2)--333)))-))))))) - - - (-22.50)
CAGTGCAATGTTAAAAGGGCAT*
......................................... CAGTGCAATGTTAAAAGGGCAT.. 708*
......................................... CAGTGCAATGTTAAAAGGGC. ... 59
......................................... CAGTGCAATGTTAAAAGGGCA. .. 42
......................................... CAGTGCAATGTTAAAAGGG. .. .. 12
......................................... CAGTGCAATGTTAAAAGGGCATtE. 70
......................................... CAGTGCAATGTTAAAAGGGCAC. . 59
......................................... CAGTGCAATGTTAAAAGGGCATa. 19
......................................... CAGTGCAATGTTAAAAGGGCATta 12
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mmu-mir-130b(mmu-mir-130b)
GGCTTGTTGGACACTCTTTCCCTGTTGCACTACTGTGGGCCTCTGGGAAGCAGTGCAATGATGAAAGGGCATCTGTCGGGCC

CCCCCC CCCC - CCECCLC- - COCCCCCCC- (L= - - (220D DINNN - INMN--IN)IN))) (-32-10)
CAGTGCAATGATGAAAGGGCAT*HHHdkkkkk

.................................................. CAGTGCAATGATGAAAGGGCAT . .......... 81*

............ ACTCTTTCCCTGTTGCACTACT - - - o i e e i e i eeiemeeeeecaeacaeeeaceeea---2 13

e eeeieiiiiiiiiiiiiiiiii........CAGTGCAATGATGAAAGGGCATE.......... 11

mmu-mir-132(mmu-mir-132)
GGGCAACCGTGGCTTTCGATTGTTACTGTGGGAACCGGAGGTAACAGTCTACAGCCATGGTCGCCC

CCCC- - - - (- CCC=--222--922000000) - - -D2))))))) - D)) (-37.30)
TAACAGTCTACAGCCATGGTCG***
......................... CTGTGGGAACCGGAGGTA. - - e e e i icecccceeaao. 314
..... ACCGTGGCTTTCGATTGTTACT - - e e e i it e e e i ieea e imeeaaemceeaaeeaa--- 89
..... ACCGTGGCTTTCGATTGT TA . - - i e e e i e e e i cea e mmeeea e iceeeeeeeaaaa 23

......................................... TAACAGTCTACAGCCATGGTCGt. .. 30
.......................................... AACAGTCTACAGCCATGGTCGtE. .. 13
........................................... ACAGTCTACAGCCATGGTCGttE. . 10

mmu-mir-133a(mmu-mir-133a-1)
GCTAAAGCTGGTAAAATGGAACCAAATCGCCTCTTCAATGGATTTGGTCCCCTTCAACCAGCTGTAGC

CCCC- (OO - (- - e e e e e e e 2)))))))-2)-2)--2))))))-)))) (-27.80)
TTTGGTCCCCTTCAACCAGCTG****
........................................... TTGGTCCCCTTCAACCAGCTGT. ... 15
.......................................... TTTGGTCCCCTTCAACCAGCTGT.... 6

mmu-mir-133a(mmu-mir-133a-2)
AGAAGCCAAATGCTTTGCTGAAGCTGGTAAAATGGAACCAAATCAGCTGTTGGATGGATTTGGTCCCCTTCAACCAGCTGTAGCTGCGCATTGATCACGCCGCA

T d""‘d‘“i ‘“‘“‘“"M"“"YYYYvvrTTEeeer DEESDI)))3) 190 15) 55030 19))) FS) ) ) ) Jrpps DR
(-35.60)

TTTGGTCCCCTTCAACCAGCTG
........................................................... TTGGTCCCCTTCAACCAGCTGT - - v e e e ee e e
15
.......................................................... TTTGGTCCCCTTCAACCAGCTOT . - oo e e e e
6

mmu-mir-133b(mmu-mir-133b)
CCTCCAAAGGGAGTGGCCCCCTGCTCTGGCTGGTCAAACGGAACCAAGTCCGTCTTCCTGAGAGGTTTGGTCCCCTTCAACCAGCTACAGCAGGGCTGGCAAAGC

TCAATATTTGGAGA
- (CCCCCC- - CCCC- (- (Ol - (- (- (- CC-€CCC---230000300033-30-33--33003333 23300033 - D)) - - -))

))----)))))))- (-61.20)

TTTGGTCCCCTTCAACCAGCTA

Fh Kk hhkhdkhkhkkhkk

mmu-mir-134(mmu-mir-134)
AGGGTGTGTGACTGGTTGACCAGAGGGGCGTGCACTCTGTTCACCCTGTGGGCCACCTAGTCACCAACCCT

(CCCC- - (CCCCLCC- - CCC- (- - (- - - - - 2)---333)-2))--3)-))))))--))))) (-34.50)
*xHxx*TGTGACTGGTTGACCAGAGGGG

...... TGTGACTGGTTGACCAGAGGGG - - - - -« o e eeceeceeaceieececeameaeacaa . 118%
...... TGTGACTGGTTGACCAGAGGG - - - - - <« e e ee e o e e e cec e eecaceaaaaa. 13
...... TGTGACTGGTTGACCAGAGG - - -« - -« c e e e e e eaaeaceaoeaacaacaacaacaacaaa- B3
...... TGTGACTGGTTGACCAGAG - « - -« - e e c e e e e e ea e e eeameameaeaneaa. 14
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...... TGTGACTGGTTGACCAGAGGGGTE . - - oo oo i i i i i i i i i i i i i i i i i i i i i aeaaaaaaaa---. 61
...... TGTGACTGGTTGACCAGAGGGE. - - oo oo oo i i i i i i i e i ieeaaaaaaaa--2 25
...... TGTGACTGGTTGACCAGAGGGA.- - - i e e i i e eei i i i eeeieiaceeccccaaaacaaanaa-- 25
...... TGTGACTGGTTGACCAGAGA. - - - e e e e e e e e e e e e e e e e e e e e e e e e e e eeeeaeaaaaaaa-- 25
...... TGTGACTGGTTGACCAGAGGGGA.- - -« o e e e e e e e e e e e e e e e e e e e e e e e eeeeeaaeaaa--- 20
...... TGTGACTGGTTGACCAGAGGE - - - - i i i e a i e ieeeee e ceeeeaaaaaa-- 14
...... TGTGACTGGTTGACCAGAGGGAT . - - .o oo i i i i i i i i ieeecccmaeaceeanaa-- 14
...... TGTGACTGGTTGACCAGAGGA .- - - - oo e e e e e e e e e e e e e e e e e e e e e e e e e eeeeeeeeaaa - 14
...... TGTGACTGGTTGACCAGAGGGGEET - - o oo oo i i i i iiaaaaaa 12
...... TGTGACTGGTTGACCAGAGE . - o o it i e i i e e eeee e eeeee e e 11
...... TGTGACTGGTTGACCAGAGGGAA - - -« v e i e e i e e eeeemmmmecemmmeeeemanaaa- 11
...... TGTGACTGGTTGACCAGAGGGGEE . - - oo oo i i i i i i i iaaaaaaaa 11
...... TGTGACTGGTTGACCAGAGGGGAtL. - - - o oo i i i i i i i i i i i i i i i i i i i i aeeieaaaaa---- 10

mmu-mir-135a(mmu-mir-135a-1)
AGGCCTCACTGTTCTCTATGGCTTTTTATTCCTATGTGATTCTATTGCTCGCTCATATAGGGATTGGAGCCGTGGCGTACGGTGAGGATA

- CCCCCCCCC € COCCCCCLCC - CCCCCCCCCCCCe e DNINNN-DINNN-IDNNM)-. .- (-43.92)
TATGGCTTTTTATTCCTATGTGA

................ TATGGCTTTTTATTCCTAT G - - i e e e iiiiiiicceeeaaannnnaa [

... TTGGAGCGTGG-GT............. 372

............................................................... TTGGAGYCGTGGY- v v c o aeeaa o2 15

mmu-mir-135a(mmu-mir-135a-2)
AGATAAATTCACTCTAGTGCTTTATGGCTTTTTATTCCTATGTGATCGTAATAAAGTCTCATGTAGGGATGGAAGCCATGAAATACATTGTGAAAATTCA

e (@@ @UU@@@@Orrrrree )--322)33)33)33)33)3333333)-3))---2))))---)) -
(-34.80)

TATGGCTTTTTATTCCTATGTGA
...................... TATGGCTTTTTATTCCTATGT - « - - e e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e T
... TGTAGGGATGGAAGCCATGAAL. .- -r-enoiii.. 19

mu-mir-13sb(mu-mir-185)
CGCTCTGCTGTGGCCTATGGCTTTTCATTCCTATGTGATTGCTGCTCCGAACTCATGTAGGGCTAAAAGCCATGGGCTACAGTGAGGGGCAAGCTCC
- (- - - -+ - G- - - - - )---3333333333--333333333333033333)--90)D) - - - - - - -

(-49.70)

TATGGCTTTTCATTCCTATGTGA

mmu-mir-136(mmu-mir-136)
GAGGACTCCATTTGTTTTGATGATGGATTCTTAAGCTCCATCATCGTCTCAAATGAGTCTTC

(CCCCCCC- CCCCC- - - (OOl n-ee - 23))))3)))---3)))))))))))) (-28.40)
****XACTCCATTTGTTTTGATGATGG

...................................... CATCATCGTCTCAAATGAGTCT. .. 63
- - -ACTCCATTTGTTTTGATGATGGA. - - - i e e e e i e i e e e mmeaaman 44
- - ACTCCATTTGT TTTGATGAT - - e e e e e e e meeeecmceeaaanan 11
....................................... ATCATCGTCTCAAATGAGTCT... 11
........... TcGCTgTGATGATGGAT T - e e i i i i i i eiieieeeeeee---... 1186
........... TCGCTYTGATGATGGAT . - e e e e e e e e eeeeeeemannn. (72
........... TcGCTgTGATGATGGATTC. - o oo oo i i e ..... 628
.......... TTCcGCTgTGATGATGGAT T - . o o i i i e ie i i e ceeeieeeeea-- 16
.......... TTCcGCTgTGATGATGGAT .- - oo i i i i i iiiiiaeeeeeaaea--- 58
.......... TTCGCTOTGATGATGGA. - - e e e e i i e eeeeeeeeeeaaa 29
............ CGCTgTGATGATGGATTC . - - oo oo i i i i i i i iiiiieeeeeeaa.. 15
.......... TTCcGCTgTGATGATGGATTC. - o o e i e i i i e eeee e e e 14
............ CGCTYTGATGATGGAT T - - o e i i i i iieeeeeeea---. 13
........... ATGTTYTGATGATGG. v o e e e e i e e i i ieie e emeeeeeaaaa 11

mu-mir-137(mmu-mir-187)
CTTCGGTGACGGGTATTCTTGGGTGGATAATACGGATTACGTTGTTATTGCT TAAGAATACGCGTAGTCGAGG

(- - - (- - e - - - - 2)-232)3)--22)3233)3)-3))--)))))) (-32.40)
TTATTGCTTAAGAATACGCGTAG******
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mmu-mir-138(mmu-mir-138-1)
CTCTAGCATGGTGTTGTGGGACAGCTGGTGTTGTGAATCAGGCCGTTGCCAATCAGAGAACGGCTACTTCACAACACCAGGGCCACACTGCACTGCAAG
----- (R (A (N (e e ED OO D EE DI D) B D) B9 D) B D) D)) ) B

(-45.60)

AGCTGGTGTTGTGAATCAGGCCG

mu-mir-138(mmu-mir-138-2)
CAGCTGGTGTTGTGAATCAGGCCGACGAGCAGCGCATCCTCTTACCCGGCTATTTCACGACACCAGGGTTG

- - - (Ll - - (- - CCC- (- - - - - - 232))---3333)--33))I))I0))))- - - - - (-30-40)

*AGCTGGTGTTGTGAATCAGGCCG

................. CAGECCGACGATLC . - .o i it iieeccaaaeaeeaaaaa-- 9975
.................. AGECCGACGATLC. . . ottt i i i i i i ieeeeeeaaaaaaaaaaaaaaaa--. 3437
............... TaCAGECCGACGA . - oo eiiaaaaaaaa 170
................ TCAGECCGACGALC. - . oo i i i i iiiaaaaaaa--. 226
................ ACAGECCGACGA . - L i i i it iieecceeaaaaaaaaaaa--. 152
............... TaCAGGCCGACGALC . - - i 110
............... CTCAGECCGACGATLC . . .. . i i it iiiicccccaaaaaaaaaaa. 104
............... TaCAGECCGACGAGC . - - i 99
............... TTCAGECCGACGALC. « L i i i i meeeaaaaaaeaa-- 94
............... ATCAGECCGACGALC . - - o oo i i i i i i i i i i e e aaaaaaaaaa--- 56
................. CAGECCGACGACC . - - o i i ittt iiiiccccceeeaeaaaaaa.. 48
................ aCAGGCCGACGALC . . . ..o i i it iiiiiccccccceeaanaaaaaaa 3T
............... CaCAGECCGACGA . - .t it iieecccaaeaaaanaea--- 24
................. CAGECCGACGATLCA . - it iiiiiccceeeaaaaaaaaa 23
................ aCAGECCGACGATLCA . - it iicieeeeaaaaaaaaaaa 22
................. CAGCCCGACGALC . . . . i i ittt iiiicccccceeaeaaaaaaa 19
.................. AGECCGACGALCA. « L i i i meee e aaaaaaa 12
................ ACAGECCGACG . - - i iieeeeeeeaaaaaaaaa 12
............... TCCAGECCGACGA . - - e 1D
.................. AGECCGACGACC. . o s i i eeceeceeeaaaaaaaaaaaaaaa-- 10

mmu-mir-139-3p(mmu-mir-139)
GTGTATTCTACAGTGCACGTGTCTCCAGTGTGGCTCGGAGGCTGGAGACGCGGCCCTGTTGGAGTAAC

R L orer 2-2333)33333333)-33)-3))3))) - - (~34.90)
TGGAGACGCGGCCCTGTTGGAG****
.......................................... TGGAGACGCGGCCCTGTTGGAGT. ... 16
______ TCTACAGTGCACGTGTCTCCAGT - - -« e ot ee e e e ea e ceeaeeeceeceaaeaa- 16
.......................................... TGGAGACGCGGCCCTGTTGGA. . . ... 10
...... TCTACAGTGCACGTGTCTCCA. -« o« e e e e e ee e e eeaaaeaaeanaaa- B
.......................................... TGGAGACGCGGCCCTGTTGGAG. . ... 7*

mmu-mir-139-5p(mmu-mir-139)
GTGTATTCTACAGTGCACGTGTCTCCAGTGTGGCTCGGAGGCTGGAGACGCGGCCCTGTTGGAGTAAC

- - - (CCCCCCCCC- (- (- (- - - - - - 2-333333)33)3))-33)-3))))))- - (~34.90)
*Hx xR TCTACAGTGCACGTGTCTCCAG

.......................................... TGGAGACGCGGCCCTGTTGGAGT. ... 16
...... TCTACAGTGCACGTGTCTCCAGT - - - i i e i e i e e eiiem e meeeeeeeaeeea--- 16
.......................................... TGGAGACGCGGCCCTGTTGGA. ..... 10
...... TCTACAGTGCACGTGTCTCCA. - - i i i i i icceeecccenaaaaaaaaa 8
.......................................... TGGAGACGCGGCCCTGTTGGAG. .... 7
..... TTCTACAGTCCOACG . - - o i i i e i i meeccamaaceaaaaeaaaaa 172
..... TTCTACAGTCCg . v v i e e i i i i i i e eeeeacacacccaaaeeceeanaananaaaa 10

mmu-mir-140(mmu-mir-140)
CCTGCCAGTGGTTTTACCCTATGGTAGGTTACGTCATGCTGTTCTACCACAGGGTAGAACCACGGACAGG

(- - CCeeC- - - - - - - - 23)))73)))-3))))))0))))))-)))) (-39.30)
F****CAGTGGTTTTACCCTATGGTAG

............................................. ACCACAGGGTAGAACCACGGA. . ... 5097
............................................. ACCACAGGGTAGAACCACGGAC. ... 2835
............................................ TACCACAGGGTAGAACCACGGA. . ... 2150
............................................ TACCACAGGGTAGAACCACGGAC. ... 810
............................................. ACCACAGGGTAGAACCACGG. . .... 771
............................................ TACCACAGGGTAGAACCACGG...... 694
............................................. ACCACAGGGTAGAACCACGGACA. .. 385
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.............................................. CCACAGGGTAGAACCACGGAC. ... 134

............................................. ACCACAGGGTAGAACCACGGAE. ... 1201
............................................. ACCACAGGGTAGAACCACGGAa. ... 985
............................................. ACCACAGGGTAGAACCACGGACE. .. 566
............................................ TACCACAGGGTAGAACCACGGAa. . .. 247
............................................. ACCACAGGGTAGAACCACGGAaA. .. 224
............................................. ACCACAGGGTAGAACCACGGAat. .. 203
............................................ TACCACAGGGTAGAACCACGGAE. ... 168
............................................. ACCACAGGGTAGAACCACGGAtLtL. .. 147
............................................. ACCACAGGGTAGAACCACGGtE. .. .. 105
............................................. ACCACAGGGTAGAACCACGGACAa. . 96
............................................ TACCACAGGGTAGAACCACGGACtE. .. 68
............................................ TACCACAGGGTAGAACCACGGE. .... 61
............................................. ACCACAGGGTAGAACCACGGAg. ... 61
............................................. ACCACAGGGTAGAACCACGGcC. ... 57
.............................................. CCACAGGGTAGAACCACGGAL. ... 53
............................................. ACCACAGGGTAGAACCACGGATA. .. 48
.............................................. CCACAGGGTAGAACCACGGACt. .. 44
............................................ TACCACAGGGTAGAACCACGGAaA. .. 40
.............................................. CCACAGGGTAGAACCACGGAa. ... 40
............................................. ACCACAGGGTAGAACCACGGC. .... 38
............................................. ACCACAGGGTAGAACCCCGGA. . ... 34
............................................. ACCACAGGGTAGAACCACGGtE. ... 29
............................................ TACCACAGGGTAGAACCACGGAat. .. 28
............................................. ACCACAGGGTAGAACCACGGtLE... 26
............................................. ACCACAGGGTAGAACCACGGA-AG.. 23
............................................. ACCACAGGGYAGAACCACGGA. . ... 22
............................................ TACCACAGGGTAGAACCACGGtE. ... 22
............................................. ACCACAGGGTAGAACCCCGGAC. ... 22
............................................. ACCACAGGGTAGAACCACGGtaA. .. 19
............................................. ACCACAGGGTAGAACCACGGACg. .. 18
............................................ TACCACAGGGTAGAACCACGGC. . ... 17
............................................. ACCACAGGGTAGAACCACGGAaAa.. 16
............................................. ACCACAGGGTAGAACCACGGcCE. .. 15
............................................. ACCACAGGGTAGAACCACGGtA. ... 15
.............................................. CCACAGGGTAGAACCACGGAaA. .. 14
............................................. ACCACAGGGYAGAACCACGGAC. ... 14
............................................. ACCACAGGGTAGAACCACGGAgA. .. 13
............................................. ACCACAGGGTAGAACCACGGAaAt. . 13
............................................. ACCACAGGGTAGAACCACGGACAL. . 13
............................................. ACCACAGGGTAGAACCACGGACtE.. 11
.............................................. CCACAGGGTAGAACCACGGAtt. .. 11
............................................. ACCACAGGGTAGAACCACGGAaAaa. 11
............................................ TACCACAGGGTAGAACCACGa. ..... 11
............................................ TACCACAGGGTAGAACCACGGCC. ... 11
............................................. ACCACAGGGTAGAACCACGGEC. ... 10
............................................ TACCACAGGGQAGAACCACGGA. . ... 10
............................................ TACCACAGGGTAGAACCACGGACAa. . 10
............................................ TACCACAGGGTAGAACCACGGAg. ... 10

mu-mir-141(mu-mir-141)
GGGTCCATCTTCCAGTGCAGTGTTGGATGGTTGAAGTATGAAGCTCCTAACACTGTCTGGTAAAGATGGCCC

(- (- (- - (- a oo - - - 22))-3)33)33))3))))--3333)))))) (-34.40)
TAACACTGTCTGGTAAAGATGG***

mmu-mir-142-3p(mmu-mir-142)
ACCCATAAAGTAGAAAGCACTACTAACAGCACTGGAGGGTGTAGTGTTTCCTACTTTATGGATG

- - (CCCCCCCCCC- (- - - (- (- -----)--3333))2))-DID))IIDID) - - - (=27-50)
TGTAGTGTTTCCTACTTTATGGA**

CCCATAAAGTAGAAAGCACT . o e i e e e e e eeeecaceeccaceaaaanannn 17
-CCCATAAAGTAGAAAGCACTA . - e e e e e e e e e e e e e e s 15
.- -CATAAAGTAGAAAGCACT A L L o it e e et e e e e e e 6
.- -CATAAAGTAGAAAGCACTACT - - e et i e e e i e meecmameeaanan 5
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mmu-mir-142-5p(mmu-mir-142)
ACCCATAAAGTAGAAAGCACTACTAACAGCACTGGAGGGTGTAGTGTTTCCTACTTTATGGATG

- - (CCCCCCCCCC- (- - - (- -(----)--)--2133)))))-2)))))))))) - - - (-27.50)
***CATAAAGTAGAAAGCACTACT

-CCCATAAAGTAGAAAGCACT - - o o et e e e e et e e e e 17
-CCCATAAAGTAGAAAGCACT A . L o it i e caemameeaaaannn 15
-« - CATAAAGTAGAAAGCACT A . - e e e e e 6

- - -CATAAAGTAGAAAGCACTACT - - e e e e e e e e e e e e e e e e e e s 5*

mmu-mir-143(mmu-mir-143)
CCTGAGGTGCAGTGCTGCATCTCTGGTCAGTTGGGAGTCTGAGATGAAGCACTGTAGCTCAGG

(- (OO (- - - - - - - 2)-3):33)21)-3))3)))3)-)))))) (-36.60)
TGAGATGAAGCACTGTAGCTC***
....................................... TGAGATGAAGCACTGTAGCTC. ... 34733*
....................................... TGAGATGAAGCACTGTAGCT ... .. 22484
....................................... TGAGATGAAGCACTGTAGC. .. ... 4559
....................................... TGAGATGAAGCACTGTAGCTCA. .. 1534
....................................... TGAGATGAAGCACTGTA. ....... 999
....................................... TGAGATGAAGCACTGTAG....... 676
....................................... TGAGATGAAGCACT........... 621
..... GGTGCAGTGCTGCATCTCTGG. - - o oo oo e i i i i i i i i i i i iiiiecceceeeeaa-.. 559
....................................... TGAGATGAAGCACTGT......... 457
..... GGTGCAGTGCTGCATCTCTGGT - - - oo i i i i i i i i i i i i i iiieeeenaaaa. 401
....................................... TGAGATGAAGCACTG.......... 386
..... GGTGCAGTGCTGCATCTCT - - oo e i i i i iiiiieemeeeeeeea.. 317
....................................... TGAGATGAAGCAC. . .......... 302
...................................... CTGAGATGAAGCACTGTAGCT..... 134
..... GGTGCAGTGCTGCATCTCT . - e e e i i i i e eic e e e ceecacaaaaea---. 04
...................................... CTGAGATGAAGCACTGTAGCTC. ... 46
..... GGTGCAGTGCTGCATCTC . - oo oo it i i i i iiiiiccieeeeaaaa 39
...................................... CTGAGATGAAGCACTGTAGC. ... .. 32
....................................... TGAGATGAAGCACTGTAGCTCAG. . 25
..... GGTGCAGTGCTGCATCT - - oo i i i i i i i i iiiiiiccccceeeeeaa. 23
..... GGTGCAGTGCTGCATCTCTGGTC . - - oo i i i iiieieeeeeenaaa 21
........................................ GAGATGAAGCACTGTAGCTC. ... 15
......................................... AGATGAAGCACTGTAGCTC.... 11
..................................... TCTGAGATGAAGCACTGTAGCT..... 11
....................................... TGAGATGAAGCACTGTAGCTCt. .. 8202
....................................... TGAGATGAAGCACTGTAGCTa. ... 4702
....................................... TGAGATGAAGCACTGTAGCTt. ... 1021
....................................... TGAGATGAAGCACTGTAGCTCtt.. 943
....................................... TGAGATGAAGCACTGTAGCa..... 650
....................................... TGAGATGAAGCACTGTAGCTaA. .. 495
....................................... TGAGATGAAGCACTGTAGCTCtAa. 464
....................................... TGAGATGAAGCACTGTAGCaa. ... 457
....................................... TGAGATGAAGCACTGTAGCTat. .. 418
....................................... TGAGATGAAGCACTGTAa....... 334
....................................... TGAGATGAAGCACTGTAGCTCAa. . 295
..... GGTGCAGTGCTGCATCTCTGGA . - - - o oo oo i i i i i i i i i iiiiiiieeeeeeeeaaa. 195
....................................... TGAGATGAAGCACTGTAGCTCtA. . 186
....................................... TGAGATGAAGCACTGTAGCTCAt. . 156
....................................... TGAGATGAAGCACTGTAaa. ..... 153
....................................... TGAGATGAAGCACTGTAGCTtt... 144
....................................... TGAGATGAAGCACTGTAGa. ..... 129
....................................... TGAGATGAAGCACTGTAGCaT.... 91
....................................... TGAGATGAAGCACTGTAGCTCttt. 86
....................................... TGAGATGAAGCACTGTAt....... 83
....................................... TGAGATGAAGCACTGCAGCTC. ... 76
....................................... TGAGATGAAGCACTGTAGCTg.... 72
....................................... TGAGATGAAGCACTGQAGCTC. ... 69
....................................... TGAGATGAAGCACTGTAGCTaAa.. 68
..... GGTGCAGTGCTGCATCTCTGGaA - - - - - oo oo i i i i i i i i i iiiiiccceeeeeaa.. O3
....................................... TGAGATGAAGCACTGTAGCQC. ... 52
....................................... TGAGATGAAGCACTGTAGCTCc... 49
..... GGTGCAGTGCTGCATCTCTGGTE. - o oo i i i i iiceeeeeeaa.. 44
....................................... TGAGATGAAGCACTGTAGCTCtta. 43
....................................... TGAGATGAAGCACTGTAGaa..... 41
....................................... TGAGATGAAGCACTGTAGCY..... 40
....................................... TGAGATGAAGCACTGTAaaa..... 39
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_______________________________________ TGAGATGAAGCALTGTAGCTC. ... 37
....................................... TGAGATGAAGCACTGCAGCT..... 37
....................................... TGAGATGAAGCACTGTAGCTttt.. 33
....................................... TGAGATGAAGCACTGQAGCT..... 32
_______________________________________ TGAGATGAAGCACTGTALCTC. ... 32
..... GGTGCAGTGCTGCATCTCTGGT . - - - i e e e e e i e i e eeeeameeaaaaaa 32
....................................... TGAGATGAAGCACTGTAGCTCtAt. 31
....................................... TGAGATGAAGCACTGTAGCTtA... 30
_______________________________________ TGAGATGAAGCACTGTALCT..... 30
....................................... TGAGATGAAGCACTGTAGCag.... 26
....................................... TGAGATGAAGCACTGTAGCT-AG.. 24
..... GGTGCAGTGCTGCATCTCTGGTat. . ... .. o i iiiiiicccceannaa. 23
_______________________________________ TGAGATGAAGCACTGTAGCTCAaa. 23
....................................... TGAGATGAAGCACTGTAGCTCg... 23
....................................... TGAGATGAAGCACTGTAGaTC.... 22
....................................... TGAGATGAAGCACTGTAGCTCtc.. 22
_______________________________________ TGAGATGAAGEACTGTAGCTC. ... 21
....................................... TGAGATGAAGCACTGTAGCc..... 21
....................................... TGAGATGAAtCACTGTAGCTC.... 18
....................................... TGAGATGAAGCACTGTAGCaaA... 18
_______________________________________ TGAGATGAAGCACTGTAGE...... 18
....................................... TGAGATGAAGCACTGTAGCcC. ... 18
..... GGTGCAGTGCTGCATCTCTGaA . - - o oo oo i e i i i i i i i i i i iiiiiiieeeeeeeaa.. 18
....................................... TGAGATGAAGCACTGTgGCTC. ... 18
_______________________________________ TGAGATGAAGCALTGTAGCT..... 18
.......................................... GATGAAGCACTGTAGCTCAGGaa 18
....................................... TGAGATGAAGCACTGTAGETC. ... 17
....................................... TGAGATGAAGCACCGTAGCTC. ... 17
______________________________________ CTGAGATGAAGCACTGTAGCTa. ... 17
....................................... TGAGATGAAGCACTGTAGaT..... 16
..... GGTGCAGTGCTGCATCTCTGGTEE. . . ..o iiiiiiiccaaaaa... 16
....................................... TGAGATGAAGCACTGTAGQTC. ... 15
_______________________________________ TGAGATGAAGCACTGTACCTC.... 14
....................................... TGAGATGAAGCACTGTAGCT-AGa. 14
....................................... TGAGATGAAGCACT-TAGCTC.... 14
..... GGTGCAGTGCTGCATCTCTGGTCE. - . ..o i i i i iieieeeeeaa. 14
_______________________________________ TGAGATGAAGCACTGTAGCTaC. .. 14
....................................... TGAGATGAAGCACTGTAGCaTt... 14
....................................... TGAGATGAAGCACTGQAGCTCt... 14
....................................... TGgGATGAAGCACTGTAGCTC. ... 14
....................................... TGAGATGAAGCACTGCAGCTCt. .. 13
...................................... CTGAGATGAAGCACTGTAGCTCt. .. 13
....................................... TGAGATGAAGCACTGTACCT..... 13
....................................... TGAGgTGAAGCACTGTAGCTC. ... 13
_______________________________________ TGAGATGAAGCACTGTcGCTC. ... 13
....................................... TGQGATGAAGCACTGTAGCT..... 13
....................................... TGAGATGAAGCACTGaAGCTC. ... 13
....................................... TGAGATGAAGCACTGTAGCgCt. .. 12
_______________________________________ TGAGATGAAGCACTGTAGCTCAaaa 12
....................................... TGAGATGAAGCACQGTAGCTC. ... 12
....................................... TGAGATGAAGCQCTGTAGCT..... 12
....................................... TGAGATGAAGCACTGTcGCT..... 12
_______________________________________ TGAGATGAAGCACTGCAGC. .. ... 12
....................................... TGAGATGAAGCACTGTAaGa..... 12
....................................... gGAGATGAAGCACTGTAGCTC. ... 12
....................................... TGAGATGAAGCACCGTAGCT..... 11
_______________________________________ TGAGATGAgGCACTGTAGCTC. ... 11
....................................... TGAGATGAAGCACTGTALCTCt. .. 11
....................................... TGAGATGAAGCACTGTAGCga. ... 11
....................................... TGAGgTGAAGCACTGTAGCT..... 11

....................................... TGAGATGAAGCACTaTAGCTC.... 11
....................................... TGAGATGAAGCACTGTAGCTCAaG. 10
....................................... TGAGATGAAGCACTGTtGCTC.... 10

....................................... TGAGATGAAGCACTGTAat...... 10
....................................... CGAGATGAAGCACTGTAGCTC. ... 10
........................................... ATGAAGCACTGTAGCTCAGGaa 10
....................................... TGAGATGAAGCACTCTAGCTC.... 10
....................................... TGAGAgGAAGCACTGTAGCT..... 10
....................................... TGAGATGAAGCACTtTAGCTCt... 10
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mu-mir-l4a(mu-mir-144)
GGCTGGGATATCATCATATACTGTAAGTTTGTGATGAGACACTACAGTATAGATGATGTACTAGTC

(CCCCC- (L (e (- - - - - 2)))--3333332)3)13)133)-)))))) (-27-90)

TACAGTATAGATGATGTACT****

mmu-mir-145(mmu-mir-145)
CTCACGGTCCAGTTTTCCCAGGAATCCCTTGGATGCTAAGATGGGGATTCCTGGAAATACTGTTCTTGAG

(CCC- (- - (- (- CCCCCCCCCCme e 2)I13))3))3)-3)-3)))--)))))) (-31.22)
GTCCAGTTTTCCCAGGAATCCCT

...... GTCCAGTTTTCCCAGGAATCCCT . . o ot e c e i e e e cea e eacaaaaaaaoa.. B5T*
.............................................. ATTCCTGGAAATACTGTTCTT. 522
.............................................. ATTCCTGGAAATACTGTTCT.. ... 519
______ GTCCAGTTTTCCCAGGAATCC . - . o e ot e c e e ee e ee e e e eaeaaea o 164
...... GTCCAGTTTTCCCAGGAATCCC . . - e o e e i ce e ea e i eaaaceaaaaccaaaaoo.. 153
...... GTCCAGTTTTCCCAGGAAT . . - o e e e e e e e aaeaa e e caacaacaacaaaaaa 86
...... GTCCAGTTTTCCCAGGAATCCCTT . - e e i e i e i acacceaccaccaaeaaaaa. 61
______ GTCCAGTTTTCCCAGGAATC . -« -« e e ot ee i ee e e e ea e ea e eeaaeaaao. 48
........................... CTTGGATGCTAAGATGGGG . - -« e e v eeaeeaeaaaoo. 4B
............................................. GATTCCTGGAAATACTGTTCTT. 38
.............................................. ATTCCTGGAAATACTGTTC...... 37
____________________________________________ GGATTCCTGGAAATACTGTTCT..... 32
............................................. GATTCCTGGAAATACTGTTCT..... 31
............................. TGGATGCTAAGATGG . - - v e veceeeceeeaeaaann 11
______________________________________________ ATTCCTGGAAATACTGTTCTTL. .. 86
.............................................. ATTCCTGGAAATACTGTTCTa. ... 67
.............................................. ATTCCTGGAAATACTGTTCTTa. .. 54
...... GTCCAGTTTTCCCAGGAATCA . - - - c e ee e e e e e eeieeceee e aceaaeaan 32
...... GTCCAGTTTTCCCAGGAATCCCA. - - - o e ee e e e e e c e e eeeeecaceaaaoo 32
.............................................. ATTCCTGGAAATACTGTTCTaT. .. 30
.............................................. ATTCCTGGAAATACTGTTCTaa. .. 12
.............................................. ATTCCTGGAAATACTGTTCTTaA. . 10

mmu-mir-146a(mmu-mir-146a)
AGCTCTGAGAACTGAATTCCATGGGTTATATCAATGTCAGACCTGTGAAATTCAGTTCTTCAGCT

(CCC- - (Ol CCCCCalaa e e - 2))132))-33))0)))))))-)))) (-26.60)
*****TGAGAACTGAATTCCATGGGTT

..... TGAGAACTGAATTCCATGGGTT - . . oo e e e e e eacacacaaceacaaaanaaa. B75%
..... TGAGAACTGAATTCCATGGGT . - o o oo e e ea e i e e eeaceaceaeaaa. 223
_____ TGAGAACTGAATTCCATGGGTTA. . -« e o e ee e e e cea e eaaeeaeaaao. 204
..... TGAGAACTGAATTCCATGGGTTAT . . ottt i e ei e aaccacaaaaaaaaaa. 66
..... TGAGAACTGAATTCCATGGG . - - - o o v e e e o ceaceacaceaaceaceacaanaaaaz 35
..... TGAGAACTGAATTCCATGG - - v e e e e e ee e e cecieeceeceaaeaaan 21
..... TGAGAACTGAATTCCATGGGTTE . - oo e ceiccac e i aacaaeacaaaaaao. 93
..... TGAGAACTGAATTCCATGGGTTAR. - -« v e o e eeceacacaaceamcacaaaanaaaz 33
..... TGAGAACTGAATTCCATGGGTA . - - v ee i ee e ceacaccacaeaaaaaan 23
_____ TGAGAACTGAATTCCATGGGT=AT . . - et e i ee e i e caa e eaaaaaen 22
..... TGAGAACTGAATTCCATGGGTAA . - -« e ee i cca e ceaa e eaceaaeanaan 22
..... TGAGAACTGAATTCCATGGGTTY. - - o v e e e eacee e ceaameaeemeeaeanan 17
..... TGAGAACTGAATTCCATGGGTTOA. - - o e e e i e e e cee e ceeaeaaa 17
_____ TGAGAACTGAATTCCATGGGTT=TA. « .ot ceiceaa e aacaaceaaeaaaaaa. 15

mmu-mir-146b(mmu-mir-146b)
GACTGAGAGAACTTTGGCCACCTGGCTCTGAGAACTGAATTCCATAGGCTGTGAGCTCTAGCAGACGCCCTAGGGACTCAGTTCTGGTGCCCGGCTGTGCTATAC

-------------- ((EE @ (@@ @O B ) B DO E B ) DI E D)) B

TGAGAACTGAATTCCATAGGCT
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............................ TGAGAACTGAATTCCATAGG T - - - oo i i eceeeeeseeeeaaaaannn
..... 130*

............................ TGAGAACTGAAT TCCATAGG - - - - oo eeeeeeeeeeaaaaanann
..... 18

............................ TGAGAACT GAAT TCCATAG . - - - i i e e et e e e e meeemmaaacccoaaeceaaaaaaanan
..... 14

............................ TGAGAACTGAAT TCCATAGGCT G- - o e e i o e i et e e et e et e e e e e mmee e e e
..... 10

............................ TGAGAACTGAAT TCCATAGGCTGa - - - v e o c c e e e e e et e e e e e e e e e e e e
..... 26

............................ TGAGAACTGAATTCCATAGGCT G- - - o i e e o i oo cceeeceseeeeaaaaannn
..... 21

............................ TGAGAACTGAATTCCATAGG T . - - e eeeeeeeeeeaaaaannn
..... 21

............................ TGAGAACTGAAT TCCATAGG T @ . - - e e e e e e e e et i e e eemmaaaccmcaaacoaaaaaaanan
..... 15

mu-mir-147(mu-mir-147)
TATGAATCTAGTGGAAACATTTCTGCACAAACTAGATGTTGATGCCAGTGTGCGGAAATGCTTCTGCTACATTTGTAGG

(- - (CC- CCC- - CCC- (e - - - - D)) IR 2)))3013313)-33)--33)-3))--)) - . (-28.90)
GTGTGCGGAAATGCTTCTGCTA**Haxkkxs

mmu-mir-148a(mmu-mir-148a)
AGCCAGTTTGGTCTTTTGAGACAAAGTTCTGAGACACTCCGACTCTGAGTATGATAGAAGTCAGTGCACTACAGAACTTTGTCTCTAGAGGCTGTGGTC

(‘@I EEE@OTE 22)-32333)33-:33-2123311333111)-20II)0)))))) -
(-41.10)

TCAGTGCACTACAGAACTTTGT
............................................................ TCAGTGCACTACAGAACTTTGT - - o oo
2096*

............................................................ TCAGTGCACTACAGAACTTTG. - - oo aoeeeeeaee... 150
............................................................ TCAGTGCACTACAGAACTTTGTC. . ..o oo ... 81
____________________________________________________________ TCAGTGCACTACAGAACTTT . -« e e e eeeeeeaeen.. 63
............................................................ TCAGTGCACTACAGAAC . - « e e e e eeeeeeeea. 32
............................................................ TCAGTGCACTACAGAACT - -« e e oeeeeeeeeeeeno. 31
............................................................ TCAGTGCACTACAGAA . - - - oo oo 28
______________________ AAAGTTCTGAGACACTCCGACT - - - -« e e ce e e e e e e e e e e e e e e e e e e e e e eeaeeea 25
............................................................ TCAGTGCACTACAGAACTTTGTCT . - oo eeeeeeeeo. 23
.............................................................. AGTGCACTACAGAACTTTGT . - o oo cveeeeeen.. 19
............................................................ TCAGTGCACTACAGAACTT - - o oo e A7
____________________________________________________________ TCAGTGCACTACAGA - « - - e e eeeeeeeeeeeeeeeo. 11
............................................................ TCAGTGCACTACAGAACTTTGTE . - oo eeeeeeeeao. 29
............................................................ TCAGTGCACTACAGAACTTTGA. - - - oo oeeeeeenno. 25
____________________________________________________________ TCAGTGCACTACAGAACTTTGAA - - v e ee e eeen 17
............................................................ TCAGTGCACTACAGAACTTTGTAA. - v cveee e oo 11
............................................................ TCAGTGCACTACAGAACTTTGTA. - - v e cveeeeeeao. 11
............................................................ TCAGTGCACTACAGAAETTTGT . ..o oeeeeo. ... 10

mmu-mir-148b(mmu-mir-148b)
CAGGCACCCTTAGCATTTGAGGTGAAGTTCTGTTATACACTCAGGCTGTGGCTCTGAAAGTCAGTGCATCACAGAACTTTGTCTCGAAAGCTTTCTA

----------- (T N ((({{IIIW@E)O D)) e ) ) 5 1) )33 DD IS ) D)) ) IS ) ) IR
(-34.60)

TCAGTGCATCACAGAACTTTGT*H sk s
____________________________________________________________ TCAGTGCATCACAGAACTTTGT - - o e e ee e oo .. 454
............................................................ TCAGTGCATCACAGAACTTT . - - oo e eeeeao.. 31
............................................................ TCAGTGCATCACAGAACTTTG. -« oo eeeeeeeno.. 16
............................................................ TCAGTGCATCACAGAACTT - .. oo oeeeeeeen .. 10
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............................................................ TCAGTGCATCACAGAACTTTGTE. ... ... ........ 238
............................................................ TCAGTGCATCACAGAACTTTGTET ... ... ....... 90
............................................................ TCAGTGCATCACAGAACTTTGTaa. ... ... ....... 22
............................................................ TCAGTGCATCACAGAACTTTGTa............... 19
............................................................ TCAGTGCATCACAGAACTTTGTaT . ..o c oo o oo 11
............................................................ TCAGTGCATCACAGAACTTTGTta. .. ..o oo 11

mmu-mir-149(mmu-mir-149)
GGCTCTGGCTCCGTGTCTTCACTCCCGTGTTTGTCCGAGGAGGGAGGGAGGGACGGGGGCGGTGCT

(- CCC- CCCCCC- (- COCCC- C-(CC----222-222))3)))1)-D))))) -))) -))) (-36.00)
***TCTGGCTCCGTGTCTTCACTCCC

.......................... GTGTTTGTCCGAGGAGG. - - - e e i ieee e eeeeaoo2 1
.......................................... aGAGGGACGGCCGGGGGC. . .. ... 15
.......................................... aGAGGGACGGCCGGGG. v oo oo .. 13
............................................ AGGGACGGCCGGGGGCa. .. ... 10

mu-mir-150(mmu-mir-150)
CCCTGTCTCCCAACCCTTGTACCAGTGCTGTGCCTCAGACCCTGGTACAGGCCTGGGGGATAGGG

(O - CLC- (e (- - - - - 2))-3-333)13))))--333)))))))) (-40.20)

*****TCTCCCAACCCTTGTACCAGTG

mmu-mir-151-3p(mmu-mir-151)
CCTGCCCTCGAGGAGCTCACAGTCTAGTATGTCTCCTCCCTACTAGACTGAGGCTCCTTGAGGACAGG

(CCC- L - (- - - - - - 2-323313313)-333))3)33)))-))) (-41.90)
CTAGACTGAGGCTCCTTGAGG*****

.......................................... CTAGACTGAGGCTCCTTGAGGA. . ... 684
.......................................... CTAGACTGAGGCTCCTTGAGG. - . ... 609*
_______ TCGAGGAGCTCACAGTCTAGT . -« o e ot ee e e e e e ea i eeaeaeeaeeaaan 241
....... TCGAGGAGCTCACAGTCTAGTA . - - - o e e ee e i ee e eaaeeaeeeaoa . 124
.......................................... CTAGACTGAGGCTCCTTGAG. . ..... 76
....... TCGAGGAGCTCACAGTCTAG . - -« e e ee o ee e ee e ceceececeeeaaan. 41
.......................................... CTAGACTGAGGCTCCTTGAGGAC. ... 38
....... TCGAGGAGCTCACAGTCTAGTAT . . - ot ee e ea e e eeaceaaaaaaaaaz 25
.......................................... CTAGACTGAGGCTCCTTGA. ....... 8
....... TCGAGGAGCTCACAG - - - - - e o e e e e ee e e ee e e ecececeeana T
.......................................... CTAGACTGAGGCTCCTTGAGGACA. .. 6
........................................... TAGACTGAGGCTCCTTGAGGAC. . .. 6
........................................... TAGACTGAGGCTCCTTGAGGA. .... 5

mmu-mir-151-5p(mmu-mir-151)
CCTGCCCTCGAGGAGCTCACAGTCTAGTATGTCTCCTCCCTACTAGACTGAGGCTCCTTGAGGACAGG

(CCC- (el - - Ce- - - - - - 2-320)))))))-)2))))))))))-)))) (-41.90)
FHRFAFFXTCGAGGAGCTCACAGTCTAGT

.......................................... CTAGACTGAGGCTCCTTGAGGA. .. .. 684
.......................................... CTAGACTGAGGCTCCTTGAGG. .. ... 609
....... TCGAGGAGCTCACAGT CTAGT - - - o e e e e e e e e e e eeeeea e e 241%
....... TCGAGGAGCTCACAGTCTAGTA . < - i i i i e i mmeeecaaaea--- 124
.......................................... CTAGACTGAGGCTCCTTGAG....... 76
....... TCGAGGAGCTCACAGTCTAG . - - i i i e e e e e e e e e e e e e e e e e e e e e e e e eeaaeaaaaa 4L
.......................................... CTAGACTGAGGCTCCTTGAGGAC. 38
....... TCGAGGAGCTCACAGTCTAGTAT - - i i i i i i i e i e i i emecccaaneea--= 25
.......................................... CTAGACTGAGGCTCCTTGA........ 8
....... TCGAGGAGCTCACAG . - - i i i e i e i e e e e e e e e e e e e e e e e e e e e e e e e e eaaeaaaaaaa T
.......................................... CTAGACTGAGGCTCCTTGAGGACA 6
........................................... TAGACTGAGGCTCCTTGAGGAC. 6
........................................... TAGACTGAGGCTCCTTGAGGA..... 5
.......................................... CTAGACTGAGGCTCCTTGAGGtE. . ... 1120
.......................................... CTAGACTGAGGCTCCTTGAGGAa. ... 771
.......................................... CTAGACTGAGGCTCCTTGAGGAL. ... 388
.......................................... CTAGACTGAGGCTCCTTGAGa...... 306
.......................................... CTAGACTGAGGCTCCTTGAGGtAL. .. 232
.......................................... CTAGACTGAGGCTCCTTGAGGtA. ... 202
.......................................... CTAGACTGAGGCTCCTTGAGGAat. .. 199
.......................................... CTAGACTGAGGCTCCTTGAGGtL. ... 139
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.......................................... CTAGACTGAGGCTCCTTGAGE. . .... 137
.......................................... CTAGACTGAGGCTCCTTGAGGAaA. .. 134
.......................................... CTAGACTGAGGCTCCTTGAGGtaA. .. 98
.......................................... CTAGACTGAGGCTCCTTGAGaA. . ... 92
.......................................... CTAGACTGAGGCTCCTTGAGGttt. .. 85
.......................................... CTAGACTGAGGCTCCTTGAGGAtt. .. 85
.......................................... CTAGACTGAGGCTCCTTGAGGACt. .. 63
.......................................... CTAGACTGAGGCTCCTTGAGGAG. - .- 45
.......................................... CTAGACTGAGGCTCCTTGAGaAa. ... 39
.......................................... CTAGACTGAGGCTCCTTGAGGC. .... 35

............................................ AGACTGAGGCTCCTTGAGGACE. .. 24
.......................................... CTAGACTGAGGCTCCTTGAGGt-AG.. 22
......................................... AtaAGACTGAGGCT . .. vvennaa.. 20
.......................................... CTAGACTGAGGCTCCTTGAGGttA. .. 19
.......................................... CTAGACTGAGGCTCCTTGAGG-CA. .. 18
.......................................... CTAGACTGAGGCTCCTTGAGGAgt. .. 17
.......................................... CTAGACTGAGGCTCCTTGAGat..... 17
.......................................... taAGACTGAGGCTt. ... ... ... 17
.......................................... CTAGACTGAGGCTCCTTGAGGA-AG.. 16
.......................................... CTAGACTGAGGCTCCTTGAa....... 15
.......................................... CTAGACTGAGGCTCCTTGAGGAaAa. . 14
.......................................... CTAGACTGAGGCTCCTTGAGGQA. ... 12
.......................................... CTAGACTGAGGCTCCTTGAGtA..... 12

mmu-mir-152(mmu-mir-152)
CCGGGCCTAGGTTCTGTGATACACTCCGACTCGGGCTCTGGAGCAGTCAGTGCATGACAGAACTTGGGCCCGG

(- - CCC- - CCCC- - - CCC----DDD)000))-D) -D3D)D0)))))))))))  (-44.30)
TCAGTGCATGACAGAACTTGG******

.............................................. TCAGTGCATGACAGAACTTGG. . . . ... 23340*
.............................................. TCAGTGCATGACAGAACTTGGG. . . ... 553
______________________________________________ TCAGTGCATGACAGAACTTG. - - . . ... 296
................................................ AGTGCATGACAGAACTTGG. . .. ... 158
.............................................. TCAGTGCATGACAGAACT . - . . - ..... 147
.............................................. TCAGTGCATGACAGAACTT. . ....... 89
______________________________________________ TCAGTGCATGACAGAAC. - - - o oo .. 47
.............................................. TCAGTGCATGACAGAA. - - - oo oo o.. 19
............................................. GTCAGTGCATGACAGAACTTGG. . . .... 12
.............................................. TCAGTGCATGACAGAACTTGGE. . . ... 8863
.............................................. TCAGTGCATGACAGAACTTGGa. . . ... 1895
.............................................. TCAGTGCATGACAGAACTTGGLE. . . .. 444
.............................................. TCAGTGCATGACAGAACTTGGGE. . ... 243
.............................................. TCAGTGCATGACAGAACTTGGtA. . ... 203
.............................................. TCAGTGCATGACAGAACTTGE. . . .... 114
.............................................. TCAGTGCATGACAGAACTTGGaa. . ... 109
.............................................. TCAGTGCATGACAGAACTTGGGa. . ... 71
................................................ AGTGCATGACAGAACTTGGE. . . ... 63
.............................................. TCAGTGCATGACAGCACTTGG. - . . ... 55
.............................................. TCAGTGCATGACAGAACTTGA. - . . ... 55
.............................................. TCAGTGCATGACAGAACTTGGELE. - .. 50
.............................................. TCAGGGCATGACAGAACTTGG. - .. ... 48
................. TCTACAGTCCOACTC -« - - e e e ee e e e e e e e e a2 30
.............................................. TCAGTGCATGACAGQACTTGG. - .. ... 38
................... TACAGTCCOACT - - « - e e e e e ee e e e e e e e e e e e e aeea . 37
.............................................. TCAGTGCATGACAGAACTTGGC. . . ... 36
............... GTECTACAGTCCGACTC - - - e e e e e e e e e e e e e e e ea . 36
.............................................. TCAGGGCATGACAGAACTTGGE . . . ... 35
.................. CTACAGTCCGACTC - - - - e e e ce e e e e e e e e e aeaa. . 34
___________________ TACAGTCCGACTC - - - e e eoe e e e e e e e e e e 34
.............................................. TCAGTGCATGACAGAAETTGG. - .. ... 33
.............................................. TCAGTGCATGACAGAACTTGGtaa. - .. 32
.............................................. TCAGTGCATGACAGAACGTGG.. - .. ... 31
.............................................. TCAGTGCATGACAGEACTTGG. - .. ... 30
.............................................. TCAGTGCATGACAGAACTTGGAE. . ... 29
.............................................. TCAGTGCATGACAGAACTTGGaaa. - . . 28
.............................................. TCAGTGCATGACAGCACTTGGE . . . ... 23
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.............................................. TCAGTGCATGACAGAACTTGGGEE. ... 22
................... TACAGTCCGACOC - - - o o i i e e e e eeeeeeaeee 21
.............................................. TCAGTGCATGACQGAACTTGG. . ..... 19
................................................ AGTGCATGACAGAACTTGGa. .. ... 17
.................. CTACAQTCCGAC . - - it iccccccceaaaaaanaaaaa 17
.............................................. TCAGTGCATGACAGAACTTGGtat 16
.............................................. TCAGTGCATGACAGACCTTGG....... 16
............................................. GTCAGTGCATGACAGAACTTGGa...... 15
.............................................. TCAGCGCATGACAGAACTTGG. ...... 15
.............................................. TCAGTGCATGACAGQACTTGGE. ..... 15
.............................................. TCAGTGCATGACAGAACTQGG. . ..... 15
.............................................. gCAGTGCATGACAGAACTTGG. ...... 15
.............................................. TCAGTGCATGACCGAACTTGG. ...... 14
.............................................. TCAGTGCATGACAGAALTTGGE. .. ... 12
.................... ACAQTCCGACTC. « o i i i i e i i e meecmcmaeeecnaneea--- 10
.............................................. TCAGTGCATGACAGtACTTGGE. ..... 10
.............................................. TCAGTGCATtACAGAACTTGG. ...... 10

mu-mir-1s3(mu-mir-153)
CGGTGTCATTTTTGTGACGTTGCAGCTAGTAATATGAGCCCAGTTGCATAGTCACAAAAGTGATCATTG

(- - (- (- - - - - - - 2)--222331--333233313))))-3)))) (-29.60)

TTGCATAGTCACAAAAGTGATCH***

mmu-mir-154(mmu-mir-154)
GAAGATAGGTTATCCGTGTTGCCTTCGCTTTATTCGTGACGAATCATACACGGTTGACCTATTTTT

(- (- - - - (oo - - )-22))----31)))-3))))))))))) (-25.00)
****FXTAGGTTATCCGTGTTGCCTTCG
..... TAGGTTATCCGTGTTGCCTTCG . « - - o e e ee e ea i ea e eaaeaaeaaeanaa. 10%

mmu-mir-155(mmu-mir-155)
CTGTTAATGCTAATTGTGATAGGGGTTTTGGCCTCTGACTGACTCCTACCTGTTAGCATTAACAG

(R (TR ST 2-22)3))-)-))0))))0))))))) (-27.30)
***TTAATGCTAATTGTGATAGGGGT

mmu-mir-15a(mmu-mir-15a)
CCCTTGGAGTAAAGTAGCAGCACATAATGGTTTGTGGATGTTGAAAAGGTGCAGGCCATACTGTGCTGCCTCAAAATACAAGGA

- (CCC(- - - - - - - (- - CCCCCCCC- - (- (- - - - - )--232333333)--I3))))))--)--- - - - )))))- (-31.22)

TR H X T AGCAGCACATAATGGTTTGTG

______________ TAGCAGCACATAATGGTTTGT . - . - e o e e c et et e e e e e e e ceaa e eaaeaaeaaens 26

.............. TAGCAGCACATAATGGTTTGTG - - - -« o et e e et e meaceaceacameaaeaeaaana. 18%
a1+

mmu-mir-15b(mmu-mir-15b)
CTGTAGCAGCACATCATGGTTTACATACTACAGTCAAGATGCGAATCATTATTTGCTGCTCTAG

(CC- CCCCCCC- CC- (- - (- (- - - - - - 2))1)--2333))-)-3))))))-))) (-20.70)
***TAGCAGCACATCATGGTTTACA
- - - TAGCAGCACATCATGGTTTACA. - - ot e e e e e e e e e e e e e eea e 15*

mmu-mir-16(mmu-mir-16-1)
ATGTCAGCGGTGCCTTAGCAGCACGTAAATATTGGCGTTAAGATTCTGAAATTACCTCCAGTATTGACTGTGCTGCTGAAGTAAGGTTGGCAA

- (CCCCCC- - CCC- (Ll (e w e - - - 2))-2-3333133)-3)-333)33))))-)))--))))))) - (-39.00)
ARk xkx Ak x X TAGCAGCACGTAAATATTGGCG

............... TAGCAGCACGTAAATATTGGCG - - - -« e e e e e e e e e e e e e e e eaceameaoeaceaanaacaaaaanaaa. 35%
......................................................... CCAGTATTGACTGTGCTGCTGA. ... ........... 48
_________________________________________________________ CCAGTATTGACTGTGCTGCTGAA. .. ........... 45
............... TAGCAGCACGTAAATATTGGCGT - - - - - e e c e ot e e e e e e e ee e aaiee e aaaacaaeaaana. 16
......................................................... CCAGTATTGACTGTGCTGCTG. ..o eeeeeoeno.. 14
............... TAGCAGCACGTAAATATTGGC - - - - -« e e e e e e e e e e e e i e i e aiaceeaaaacaaaacaaaa B

mmu-mir-16(mmu-mir-16-2)
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CATGCTTGTTCCACTCTAGCAGCACGTAAATATTGGCGTAGTGAAATAAATATTAAACACCAATATTATTGTGCTGCTTTAGTGTGACAGGGATA

- (- (CCCC- - CCCC- - (OO - - (- - (- - - - - 23)-23-23313)))--233)))))--)))--)))))-)) - (-38.60)
TAGCAGCACGTAAATATTGGCG

................ TAGCAGCACGTAAATATTGGCG - - - -« o e e c e e e e e e e e e eaceaoeameaeaeaneanaaaananan.. 35%

................ TAGCAGCACGTAAATATTGGCGT - - - . o e e e e e e e e e ee e e ieameecaiaaeaaaaaaanao.. 16

__________________________________________________________ ACCAATATTATTGTGCTGCTTT ... ocvoeuoano.. 15

................ TAGCAGCACGTAAATATTGGC - - - - -« ot e c e e et o e e e et a i aa e eaceaacaacaaaaaaaaa B

mmu-mir-17(mmu-mir-17)
GTCAGAATAATGTCAAAGTGCTTACAGTGCAGGTAGTGATGTGTGCATCTACTGCAGTGAGGGCACTTGTAGCATTATGCTGAC

(- (- - - - (- (- - - - - (CCC----322)--2222)-2)--20)))))---)))))))-))))) (-39.10)
FHRFIHAAAAAXAXHXXFCAAAGTGCTTACAGTGCAGGTAG

.................................................. ACTGCAGTGAGGGCACTTGTAG. .. ... ....... 209
.................................................. ACTGCAGTGAGGGCACTTGTAGC. . ... ....... 129
.................................................. ACTGCAGTGAGGGCACTTGTAGCA. .......... 34
.................................................. ACTGCAGTGAGGGCACTTGT e v - oo e e e oo o2 17
............. CAAAGTGCTTACAGTGCAGGTAG. « c o i i e e i i e i i e eeeemmaaaccmcaaaeeaaaaeaaa 17T
................................................... CTGCAGTGAGGGCACTTGTAGC. .. ......... 16
............. CAAAGTGCTTACAGTGCAGGT - - - o i cececcsecaaaaaaaaaaaaaaaanaaaaa 12
.................................................. ACTGCAGTGAGGGCACTTGTA. - ..o o2 11
................................................... CTGCAGTGAGGGCACTTGTAG. . oo 10
.................................................. ACTGCAGTGAGGGCACTTGTAGA. - - o eeaan.. 73
.................................................. ACTGCAGTGAGGGCACTTGTAGCt........... 56
.................................................. ACTGCAGTGAGGGCACTTGTAGE. .. ......... 40
.................................................. ACTGCAGTGAGGGCACTTGTAGaA. . ......... 37
.................................................. ACTGCAGTGAGGGCACTTGTAG-AT.......... 28

mmu-mir-18la(mmu-mir-18la-1)
GGTTGCTTCAGTGAACATTCAACGCTGTCGGTGAGTTTGGAATTCAAATAAAAACCATCGACCGTTGATTGTACCCTATAGCTAACC

(CCCCCC- - CC- - - (- - (- ma e 23)33)13)13))33)-33)-)-))--3))-)))) (-29.22)
FRxRkxk kxR AACATTCAACGCTGTCGGTGAGT

............. AACATTCAACGCTGTCOOTGAGT - - - -« e e o e e e e e e e ee e e eeameaceaeeaceameameanen. 946%
............. AACATTCAACGCTGTCGGTGA . - - - - - e e e ee e e e e e e e e ea e ceceaacaeaeaaaa. 940
............. AACATTCAACGCTGTCGGTG - - -« o - w e e ee e e ee oo e i e e e e ceieaaeeeaeaaao-.. 806
............. AACATTCAACGCTGTCGGTGAG - - - -« o e ot e e m e e e e e e a e aea e eaaeaeaaeanan. 702
............. AACATTCAACGCTGTCGGTGAGTT . - - . e e e e e e e c e e ea o eaacaaccaceamcaacaacanaaaaaaa. 586
............. AACATTCAACGCTGTCGGT -+ - -« e e e e e e e e ee e e e me i eaeaeeececaaceaceaceaa-n. 531
_____________ AACATTCAACGCTGTCGGTGAGTTT - - . - o i ottt o c e ee o ea e e e cea i e aaaaaaaaaa.. 485
............. AACATTCAACGCTGT - - - . o e ot et m ettt e i e e e e eaeaeaiacaacaacaaaaaaa. 53
............. AACATTCAACGCTGTC . . . - e o e e e m et e e e e e e e e e e e ea e e aameaeaaeanann 32
............. F2YXo72N I o7V o el ey o7 c N
_____________________________________________________ ACCATCGACCGTTGATTGTAC. -« ovueenaan. 47
............. AACATTCAACGCTG . - - - - o e o e e et e et e et e e e e e e e e e e ee e eaeeeeaaeaas 21
..................................................... ACCATCGACCGTTGATTGT . ..o ooveeenno.. 36
..................................................... ACCATCGACCGTTGATTGTACC. ... ........ 32
_____________ Y o7 o7V ol e o T
.............. ACATTCAACGCTGTCGGTGAGTTT . - - o e e et e e ea e eaceaccaacaaaacaaaaaaa. 8
.............. ACATTCAACGCTGTCGGTGAGTT . - -« o e e e e e e e ea e e e e aamcacaeaaaanaas B
.............. JYo7N  [o7.V:Yo’clog fc3 Felcley 7Y e N ¢
..................................................... ACCATCGACCGTTGA. ... oooeeaaaaao.. 6
..................................................... ACCATCGACCGTTGATTGTA. .o ooveoeaon. 12

mmu-mir-18la(mmu-mir-18la-2)
CCATGGAACATTCAACGCTGTCGGTGAGTTTGGGATTCAAAAACAAAAAAACCACCGACCGTTGACTGTACCTTGG

(- (G- - (L - (- (Lo e 2)31))1)))))03)))-3))-)-))) (-28.73)
*xHx X AMCATTCAACGCTGTCGGTGAGT

...... AACATTCAACGCTGTCGGTGAGT . - - - ot e e e e ea e e i eaea e e eaae e 946
...... AACATTCAACGCTGTCOGTGA. -« - - o e e e e e e e e ee i ea i eeameaeacaaeaaeaannnaa. 940
...... AACATTCAACGCTGTCGGTG . - -« o c e e ee e e ee e e i e ceaeeaceaceaeaaeano.. BOB
______ AACATTCAACGCTGTCGGTGAG - - - -« o e ce e e e e e e e e e et e e ea e ea e eaaeeaaas 102
...... AACATTCAACGCTGTCGGTGAGTT. - - . o e ot e e i ea i ea e o aacaacaaaacaanaaaao.. 586
...... AACATTCAACGCTGTCOGT -« - -« e cc e e e e e e e e e ea e ea i eeceameacaeaeanaana.. 531
...... AACATTCAACGCTGTCGGTGAGTTT - - .o e e e e ee i ee e eaceececaeaaaano.. 485
.................................................. ACCACCGACCGTTGACTGTAC. ..... 184
...... AACATTCAACGCTGT - - - ot ot e ettt e et e ee e eecieaceacaceaaeaaaaao.. 53
.................................................. ACCACCGACCGTTGACTGTACC. . ... 103
.................................................. ACCACCGACCGTTGACTGT........ 80
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...... AACATTCAACGCTGT . - v i e i i i i i i i e i e e e e e e e e e e e e e e e e e e e e eeeeeeeeeeeeeeeea. 32
...... AACATTCAACGCTGTCG - - e v c e i e e e e et e e e eemim e ceemme e ceeeeeeaeaenaaaa 29
...... AACATTCAACGCT G - o n i e et i i i i e eeemacasceeccaacccaaaacanananaaaa 21
.................................................. ACCACCGACCGTTGACTGTA....... 25
...... AACATTCAACGCTGTC . - u i e e e i i e e e e e e e e e e e e e e e e e e e e e e e e e eeeeeeeeeeeeeeeaan 11
....... ACATTCAACGCTGTCGGTGAGT T T - - e e e e i e e i e i eiimeceecccaeeecaaaaaaaaaa- 8
....... ACATTCAACGCTGTCGGTGAGT T .- - o e e i i it i i eicacsscccccanasaceaanaanaa-=- 8
....... ACATTCAACGCTGTCGGTGAGT - - - e e e e e T
...... AACATTCAACGCTGTCGOT A . « c - e e e i e e i e e i e eeam e eceaeeeaeeeaaaaaeea---- 203
...... AACATTCAACGCTGTCGGTGAGA - - - e e e i e i i e e mmmmeeccmaaeacanaeea-aa 121
...... AACATTCAACGCTGTCGGTaA . - - oo i i i i i e e e e e i e e e e e e i e e e e e e eeeeeeeeeaaaaa---. 118
...... AACATTCAACGCTGTCGGT Gt . - - oo i i i e e i e e e e i e e e e e i e i e i e e eeeeee e e 117
...... AACATTCAACGCTGTCGGT . & o m o i i e i i i e i e eeecimaceecccaeaccacananaaa. (6
...... AACATTCAACGCTGTCGGTGYGT TT - - e e e i e i i i i eiiimacesccccansacccaanaaaan-aaa 05
...... AACATTCAACGCTGTCGGTGYGT T - - i i i e i i e i e e e e e i i e i i e i i i i e i e eeeaeeaaeaaaaaa-. 43
...... AACATTCAACGCTGTCGGT GG - - c e e e e e e e e e e e e e e e e e e e e e e e e e eeeeeaeeeeeeemeeeaa 37
...... AACATTCAACGCTGTCGGTGAA. - - oo i i e e i i i i i i i i i i i i i i i e i i i eceeccccccceeeaaa. 33
...... AACATTCAACGCTGTCGGTat . - - - i e e i e i eeiimacesccccaaaaccnananananaa 29
...... AACATTCAACGCTGTCGGTGAGY - - - e e e e e e e e e e e e e e e e e e e e e e e e eeeeeeeeeeeeeeea2 29
...... AACATTCAACGCTGTCGGYGA . - - i i i i i i i i i e i i i i e i e i i i e e e e e e aaaaaeacaaaaeaea--. 28
...... AACATTCAACGCTGTCGGTGCGT T - - e e o i e e i e e e i e e ceecmmcaeeaceaaaaeanaa-. 25
...... AACATTCAACGCTGTCGGA . « v c i e e i i e e i i e maecmacesccccaaaaceaaaaaananaa 25
...... AACATTCAACGCTGTCGGTGYGT - - - o i i i e e e e e e e e e e e i e e i e e e e e e e e e eeeaeeeaeaeaaaaa2 20
.................................................. ACCACCGACCGTTGACTGTAt...... 20
...... AACATTCAACGCTGTCGGTGAGT @ - - c v e i e e i e e eii e e ceeeeeeeeeeeaeaenaaaa 19
...... AACATTCAACGCTGTCGGTGEGT - - o e e i i i i e i i i i mescccccaaaceanaaan-aa. 18
...... AACATTCAACGCTGTCGGTGAGY T T - - oo i i i i e e i e i i i i e i i eeeeaeeeeeaaaaa--. 18
...... AACATTCAACGCTGTCGGTGAGT Ta.: - oo i e e e e e e e e e e e e e e iee e 17
...... AACATTCAACGCTGTCGGYGAGT - - - i e i e e e i e e meeemm e mmeee e e 17
...... AACATTCAACGCTGTCGGTGCGT - - m i e e e i i i e i i i mmeecccmaaaaceaaanenaaaa 17
...... AACATTCAACGCTGTCGGYGAGT TT - - i i i i i i e i e e i i i e i i e e e e i e e eeaeeaaaaeaa--2 15
...... AACATTCAACGCTGTCGGYGAGT T - - i i i i i i i i i i i i e i i i i i e i i e i eeeaacaaaaaaaaa-2 15
...... AACATTCAACGCTGTCGGAA . - - - i e e e i e e e e e e e e e e ceeee e e eeeeeemeeaenaaa. 14
.................................................. ACCACCGACCGTTGACTGTACt..... 14
...... AACATTCAACGCTGTCGGTGEGT T . - i e i e e i e e e e eeeeeeeeeaa-2 14
...... AACATTCAACGCTGTCGGg A - a a e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e eeeeeeeeeeeeaaa- 14
...... AACATTCAACGCTGTCGGTGAGOT - - - v e i e e e i e e i i e e e e e eeeeeemeeeen-aa. 14
...... AACATTCAACGCTGTCGGTGC . - - m e e e i i e i i i e mesccmacasccccaaaacananaaaanaaaa 13
...... AACATTCAACGCTGTCGGYG . « v i i i e e i i e eeiie e aeeecccacesccccaaaaceeananananaa 13
...... AACATTCAACGCTGTCGGYGAG - - - i i i i i i e e i i i e i i i i e e e e i e e e e eeaaeaeecemeeeeaa--2 13
...... AACATTCAACGCTGTCGGTGY G - - i i e i e e e e e e i i i i i e i i i i i i e e eececcccccceeeaaa-. 13
...... AACATTCAACGCTGTCGGT . « - o i i i i i eiiiiacesccccaaaaceaaanan-aaa 13
...... AACATTCAACGCTGTCGGTGEGT T s e e e e e e i i i eii i e e ceecccccaaecccananenaaaa 12
...... AACATTCAACGCTGTCGGTGAL . - - oo e i e e i e i i eeeeeeeeeeeeeean 12
...... AACATTCAACGCTGTCGGCGAGT - - - e e i i i e i e e i i i e meemmm e meeeeeeeeeeeaaa 11
...... AACATTCAACGCTGTCGGT A, L - i i i i e iiacescoceaaeaceaaaaean-==. 10
...... AACATTCAACGCTGTCGGCGA. - - o e i i i i i i i eeececacesccccacaaceaananan-aaa 10
...... AACATTCAACGCTGTCGGTGCGT T . - i i i i e i i i i e i i i e i i i i i i i i e i ieaeeceaaeaa--2 10
...... AACATTCAACGCTGTCGGTGAGC - - - e e e e e e i e i i e e ceememeaeeeeeaeeeean-aa2 10
...... AACATTCAACGCTGTCGGECG. « c m e e i i i i i i i e meecamacescccmaaaaceaaaaaan-=-. 10

mmu-mir-181b(mmu-mir-181b-1)
AGGTCACAATCAACATTCATTGCTGTCGGTGGGTTGAACTGTGTAGAAAAGCTCACTGAACAATGAATGCAACTGTGGCC

- (CCCCCC: - - - - (CCCCCLCC- - - (- - - (C----2)---3133))3)))-1)))))))) - - - -D)))))) (=32.70)
FwxrHkxHH* AMCATTCATTGCTGTCGGTGGGT

___________ AACATTCATTGCTGTCGGTGGGTT . - - - e e o e e e e e ea e e aaeaceaceaaeaaeaao. 403
........... AACATTCATTGCTGTCGOTGOGT - - - - - e e c e e e e e m i ee i ea o eamaaea e eaaeeao. 162%
........... AACATTCATTGCTGTCOGTG - -« - e e e e c e e e e e ea o eec e eameamcaeaeaaeeno. 149
........... AACATTCATTGCTGTCOGT - -« - - e o e e e e e e e e e e e e e e ee e ee e e e e o 142
___________ AACATTCATTGCTGTCGGTGG . - « « -« e e x e c e e e e e e e e e ea e eaeaeeac e eaaeaao. 133
........... AACATTCATTGCTGTCGGTGGG - - - - -« e e c e e ee e e e ea o ea o eaeaeaoeaeaaoeao. 110
............ ACATTCATTGCTGTCGGTGOGOTT . - -« e e e eeceeace e eeaeaceaaeaeaeanana- 13
........... AACATTCATTGCTGTCGG . - - - - e e e e e m e e e ee e e e e e ee e ee e eeeeaan 12
___________ Y Y 07 I e e e
........... AACATTCATTGCTG . - -« o e o et et e e e e et e o e ee e e i e eaeeaaeaaeeaeaao. 10
............ ACATTCATTGCTGTCGGTGOGT - - - -« e e e e ee i eeaee i eeceeaceaceaaeaeaaeanana- 10
........... AACATTCATTGCTGTC . - - o e e e e e et e e e e e e i e eaeeeeeeceaceaeaao. 10
___________________________________________________ CTCACTGAACAATGAATGCAA. . ....... 14
........... AACATTCATTGCTGTCOGTGOGA - - -« - -« e e e weameaeacaameaccameaceanacanaaa-. 84
........... AACATTCATTGCTGTCOGTGE . - - -« e e e ee i ee i ee e ceaceaeeacaceaceaaaana. B2
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........... AACATTCATTGCTGTCGGTGGGY - - - cc e e e e e e e i e e i e i i i i i i i i ieeececcccececeeeaaa-. 45
........... AACATTCATTGCTGTCGGTGGGT @ - - v e e e e e i i e e e e e meece e eemeeaeaeeenaaaa 3T
........... AACATTCATTGCTGTCGGTGGGYT - - v e e e i e i i e e i i i meeeccccaaacceananaaaaaa 28
........... AACATTCATTGCTGTCGGT . - o oo oo oo i i i i i i i i i i i i ieecccacceeeeeeeeeaa. 25
........... AACATTCATTGCTGTCGGTGA - - o i i e e e e i e i e e e e e i i e i i i i i i i i eecccicceceeeeeeaaa. 23
........... AACATTCATTGCTGTCGGT A - c c e e e e e e e e e ceim e mmeeeemmemeeeeaeeenaa=2 19
........... AACATTCATTGCTGTCGGTGG@. - - c e e e i e e i i e ceeecmmasacccaaaaceeaaaneaa--. 18
........... AACATTCATTGCTGTCGGA A - - o e oo e e e e e e e e e e e i e e i e e e e e e eeeeecaeeeeeeeeeeeeaaa. 15
........... AACATTCATTGCTGTCGGTGGt - - o oo i i i i i i i iiiiicemeeeeeeeaaa 12
........... AACATTCATTGCTGTCGGTGGGAT - - - e e e e e e e e e e i e e meee e e mmeeememeeemaaa 12

mmu-mir-181lb(mmu-mir-181b-2)
TTGATGGCTGCACTCAACATTCATTGCTGTCGGTGGGTTTGAATGTCAACCAACTCACTGATCAATGAATGCAAACTGCGGGCCAAAAA

- - - - (CCCCCCC. - - - (L - (L - - - - 2)---333333333)3300000))) - - - - - 2))-)))))-..- (-33.50)
kR Rkxkwx ANCATTCATTGCTGTCGGTGGG T

............... AACATTCATTGCTGTCGGTGGGTT . - - - o oo e e ee o ee e e eeceaccececaaeameacena-.. 493
_______________ AACATTCATTGCTGTCGGTGOGT - - - - - e e e o e ot e e e e e e e e e e e e eaeaaea e 162%
............... AACATTCATTGCTGTCOGOTG - - - o e ot e e s m e e e e e e e e a e e eaicaaaaaeaoa. . 149
............... AACATTCATTGCTGTCOGT - - -« e e e e e e e e e e e e e e e e e e mee e aameameameanaa. 142
............... AACATTCATTGCTGTCGGTGG . - - - -« e e e e e ee e e e e ee i eaeecmeiaaeameaceao-.. 133
_______________ AACATTCATTGCTGTCGGTGGG - - - -« - e e o e e e e e e et e e e ea e aaeaeaaeaoa o 119
............... AACATTCATTGCTGTCOGTGGGTTT . - . ot o et c e e e e e e ea e eaacaaaaaaaaa.. B4
................ ACATTCATTGCTGTCGGTGGGTT - - - -« o e e e e c e e ee e ea e eacaieaceeamcaceaeaaanaaa. 13
............... AACATTCATTGCTGTCGG . - - - -« e e e m e e e e e e e e e e e e e e e ee e eeceannn 12
_______________ Y Yo o7y I T e N K
............... AACATTCATTGCTG - - e« o e e e e et e e e e e e e e e d e e e a e e i aaeeaieaeeaaeeaaz 10
................ ACATTCATTGCTGTCGGTGGGT - - - - - e e e e e e e e e ee e eaeacaieaeeaceaceaceaaanaaa. 10
............... AACATTCATTGCTGTC . - - oo o e e e e e e e e e e e e e e i e aeaeeiaceeaeeaeeaanaaan. 10
............... AACATTCATTGETGTCOGTGGGTTT . - . ot e et c e ee e e eaea e caaaaeaaaaaaaaas 15
............... AACATTCATTGCTGTCOOTGOGTAT - - - - -« o e e o e e e e e e e e e e e ee e eeameamcananenn 32

mmu-mir-18lc(mmu-mir-181c)
GCCAAGGGTTTGGGGGAACATTCAACCTGTCGGTGAGTTTGGGCAGCTCAGACAAACCATCGACCGTTGAGTGGACCCCGAGGCCTGGA

- (CC- (- (OO - - (L - (- e ee o 23))33)3331)-33))))))--3))))))-))))) - (-45.30)
AACATTCAACCTGTCGGTGAGT

................ AACATTCAACCTGTCGGTGAGTTT . - - ot et c et e e e i eaca o aoeaaaacaaaaoaao.. 343
................ JLYYo7.y i {o72Y-Nole3  c3 KelcTcy L 7Y} i N~ &
....................................................... ACCATCGACCGTTGAGTGGACC. ... oouoon. 77
________________ AACATTCAACCTGTCGGTGAGT - - - - - e ot ot e m e e et e e e e e ee e eea e eaaeaa . T6%
....................................................... ACCATCGACCGTTGAGTGGAC. -« coo.--. 59
................ AACATTCAACCTGTCGOTGAG . - - - - x o e e e e e m e e e e e eea e eaceaaacaaceanaaaas 28
...................................................... AACCATCGACCGTTGAGTGGAC. ... .......... 18
_______________________________________________________ ACCATCGACCGTTGAGTG. -« e ceaeenaa.. 14
................ AACATTCAACCTGTCGGTGA - - - o e ot e e et ee e i ea i acaiaacaaaaaeaaaao. 13
....................................................... ACCATCGACCGTTGA. - . cceeceaaeaannan. B
....................................................... ACCATCGACCGTTGAGTGGACE . .. .......... 36
....................................................... ACCATCGACCGTTGAGTGGACA. - <« o« e e oan 27
................ AACATTCAACCTGTCGOTGAGTTTE . - - . o e e e c e e ee o eaea e ieaceaceaceaeanaaaa. 10

mmu-mir-181d(mmu-mir-181d)
ACAATTAACATTCATTGTTGTCGGTGGGTTGTGAGGAGGCAGCCAGACCCACCGGGGGATGAATGTCACTGT

------- (CCCCCCC- € - €O - - - (C------32-239322))02) D)D) - - - - - - (=27.60)
*xH4xx AMCATTCATTGTTGTCGGTGGGT

...... AACATTCATTGTTGTCOGTGGGT - - - - e o e ee i cea i ea i ea i e eac e eaaeeaaan . 1161%
...... AACATTCATTGTTGTCOGTGOGTT. - e e e e e e e cca e e eaaeeaceanana.. 974
...... AACATTCATTGTTGTCGGTGGG - - - - -« e e e wemeaceecaceeacaceaceaaeanaaaao. 579
______ AACATTCATTGTTGTCGGTGG - - « -« e e e e e e e e e ea e ea e eaeaeaaeao .. 484
...... AACATTCATTGTTGTCOGTG - -« e o e e e e e e e e ea e i ea e eaaeaaeeaaaao. 120
...... AACATTCATTGTTGTCOGT - - - e e e e e e e e e e e ea e e eeaeeaeeaeaeaaan 26
______ AACATTCATTGTTGTCGGTGGGR - - - « o« o e e e e e e e ee e e ee e ea e eaaaaon 222
...... AACATTCATTGTTGTCGGTGGGTA. - « < - o w e e ee e eacca e eaaccaceaceaaaaaa. 98
...... AACATTCATTGTTGTCGGTGOGTAT - - - o e e e eeaeaa e e eaacaacaaaaaaanaaan 56
...... AACATTCATTGTTGTCOGTGE . - - - o e e e e e e e e e e ceceaeanan. 32
______ AACATTCATTGTTGTCGGTGGA  « - - -« o x e e e e e e ea e e ee i ea e e aaaaanaa. 32
...... AACATTCATTGTTGTCOOTGGE - - - - -« o e o ee e e e e e e e i e e eacaaeaaeaaan 29
...... AACATTCATTGTTGTCOGTGOGAT - - - - o e e e eeaeea e e eaceeameaccaeaeanan 29
...... AACATTCATTGTTGTCGGTGOGAR - - - -« e wwemeecemceac e caceeceaaneaanna 27
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...... AACATTCATTGTTGTCGGTGGGY - - - ca e e e e e e e e e e e e e e e e e e e e e e e e e e e eeeeeeeaea 27
...... AACATTCATTGTTGTCGET A - - - i e e e e e e e i e ceeaeeceeeeeeceeeaaaaa-- 15
...... AACATTCATTGTTGTCGGTGGGT T . - v v e e e i i i i i i e meecccmaaeaceeanaaa- 14
................................................ CCACCGGGGGATGAATGTCAL. ... 14
...... AACATTCATTGTTGTCGGTGGGYT - - - i i e e e e i e e e i e e i ieeeeeeaan 12
...... AACATTCATTGTTGTCGOTGGAA - - - - v v e e e e e i e e i e e meeem e eeeeeemaeaea- 11

mu-mir-182(mu-mir-182)
ACCATTTTTGGCAATGGTAGAACTCACACCGGTAAGGTAATGGGACCCGGTGGTTCTAGACTTGCCAACTATGGT

(CCCC- - (L C- (O - - (e maaea e e 2))33)133)))--2)))))))--))))) (-29.14)
*Hxx*TTTGGCAATGGTAGAACTCACACCG

mu-mir-183(mu-mir-183)
CTGTGTATGGCACTGGTAGAATTCACTGTGAACAGTCTCAGTCAGTGAATTACCGAAGGGCCATAAACAG

(CCC- CCCCCC- - (- - (.- - - - - 2))--3333313))))))----)3))))-)))) (-26.90)
**Hx*TATGGCACTGGTAGAATTCACT

mmu-mir-184(mmu-mir-184)
CCTTTCCTTATCACTTTTCCAGCCAGCTTTGTGACTCTAAGTGTTGGACGGAGAACTGATAAGGGTAGG

- (- (- - (- - - - - 2)1)-3))))--333)))-3)33)))))-))) (-28.90)
TGGACGGAGAACTGATAAGGGT***
............................................ TGGACGGAGAACTGATAAGGGT . ... 58*

mmu-mir-185(mmu-mir-185)
AGGGATTGGAGAGAAAGGCAGTTCCTGATGGTCCCCTCCCAGGGGCTGGCTTTCCTCTGGTCCTT

(CCCCC- - CCC- Q- - - (- - - - - 2))333)33))-33))))))--)))))) (-38.00)
*rHx*RTGGAGAGAAAGGCAGTTCCTGA

...... TGGAGAGAAAGGCAGTTCCTGA . - o v ee i eceacecaceaeaeeann. . 1576
______ TGGAGAGAAAGGCAGTTCCTGAT - - - - e e e e e ee e eaceaeeaceaaeaa. 131
...... TGGAGAGAAAGGCAGTTCCTG . - - - e e ee i eaeaceaceaacaaaacaaaanaa- 53
...... TGGAGAGAAAGGCAGTTCCT . . o e e e e e ee e eaceaceacaaeaaanno. 34
........................................ AGGGGCTGGCTTTCCTCTGGT. ... 29
______ TGGAGAGAAAGGCAGTTCC - - - e e ot e e ee e e e ea e e eee e eeaeeo 11
...... TGGAGAGAAAGGCAGTTCCTOAR . - - -« e v e ee o eeaeeaccaeaeaaeeaaaao. 144
...... TGGAGAGAAAGGCAGTTCCTGE - - - . oo v e ei e cacaacaaeacaaaaaa- 53
...... TGGAGAGAAAGGCAGTTCCTGC . - - v o ee e eee e cececeeeceaaaaaaoo- 15
...... TGGAGAGAAAGGCAGTTCCTGABR - -« - e e eeacee e eaaceaeaeeaaeaao 12
...... TGGAGAGAAAGGCAGTTCCTGAAT - - - e o v e e eamee e ceaaceemeaeaaa 12
...... TGGAGAGAAAGGCAGTTCCTOAG - - - -« e v e eeceecaceaaccaeaeaaana- 10

mmu-mir-186(mmu-mir-186)
ACTTTCCAAAGAATTCTCCTTTTGGGCTTTCTCATTTTATTTTAAGCCCTAAGGTGAATTTTTTGGGAAGT

(- (- - (- ma e mae e 2))13)-3))-33)0))0)))))))) (-33.44)
*xHxxRCAAAGAATTCTCCTTTTGGGCT

...... CAAAGAATTCTCCTTTTGGGCTT . - - e o e e e e e e e e ceaamea e eaaeaaeaanann. 276
...... CAAAGAATTCTCCTTTTGGGCT - - - - e v e c e e ee e ec e e eaeae e an . 16T
______ CAAAGAATTCTCCTTTTGGGC - -« - - v ce e e e e e e ea e e iea e caaaaeaaaaa. BT
...... CAAAGAATTCTCCTTTTGGGCTTT . - o e e e et e e ee i ea e ceaaaaccaaaaaa-. 48
...... CAAAGAATTCTCCTTTTGGG. - -« o v ee e mea e e e eac e eaaceacaamaaaana. 46
....... AAAGAATTCTCCTTTTGGGCTT - . . oo e e e e i e e ecceacaaeanaaan. 26
_____ CCAAAGAATTCTCCTTTTGGG - - -« o e e c e et e ea e e e e ea e eaeaeeaeaoo. 19
...... CAAAGAATTCTCCTTTTGG - - -« ot e e e m e e ee e ee e ee e eaceeeeaaaan 11
..... CCAAAGAATTCTCCTTTTGOOCT - - - e o e e e e e e e eeaeea e eeieemeeemeemeaeaaan 11
....... AAAGAATTCTCCTTTTGGGCT . - e e e e e i e a e e ececceaceaceaeaaan. 10
...... CAAAGAATTCTCCTTTTGGGCA - - -« o e e ee e m e e e e e e e ea i ea e eaaaaeaaaan 22
...... CAAAGAATTCTCCTTTTGGGCTAT . - e . o e e e e e ee e eac e eeaeaccacaaaana. 13
...... CAAAGAATTCTCCTTTTGGGCAT - - -« o e e meeee e eecee e ceeeeaeeeaao 11

mmu-mir-187(mmu-mir-187)
TCAGGCTACAACACAGGACCCGGGCGCTGCTCTGACCCCTCGTGTCTTGTGTTGCAGCCGG
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- - (CCC- (- (- (== === 2222223 -)) - ))))))))))) ))))-- (-28.90)
TCGTGTCTTGTGTTGCAGCCGG
....................................... TCGTGTCTTGTGTTGCAGCCGG. 14*

mmu-mir-188-3p(mmu-mir-188)
TCTCACATCCCTTGCATGGTGGAGGGTGAGCTCTCTGAAAACCCCTCCCACATGCAGGGTTTGCAGGA

(CC- - (- - (O - (- - - (e - - - - Do 20)))--32303)))--))--3)) (-30.30)

CTCCCACATGCAGGGTTTGCA***

mmu-mir-188-5p(mmu-mir-188)
TCTCACATCCCTTGCATGGTGGAGGGTGAGCTCTCTGAAAACCCCTCCCACATGCAGGGTTTGCAGGA

(CC- - (- - (e - - - - - (. - - - - )----- 2)))))--33))))))--))--))) (-30.30)

**%x*CATCCCTTGCATGGTGGAGGG

mu-mir-lsa(mmu-mir-182)
TGCGTGCTTTTTGTTCTAAGGTGCATCTAGTGCAGATAGTGAAGTAGACTAGCATCTACTGCCCTAAGTGCTCCTTCTGGCATAAGAAGTTATGTC

- (CCCCCCCCCCCC- (LCCCC- CCC- - CCC- (- CCCCC-CC----2)--2)-22)33))-D))--1))-))) - -D))-1)))))))-))))) - (-31.00)
TAAGGTGCATCTAGTGCAGATAG
________________ TAAGGTGCATCTAGTGCAGAT . - . . - e e e e ot e e ettt e et e e et a e e ea e eee e 12

mmu-mir-18b(mmu-mir-18by
TCTCTTGTGTTAAGGTGCATCTAGTGCTGTTAGTGAAGCAGCTTACAATCTACTGCCCTAAATGCCCCTTCTCGCACAGGCTA

- - (CCCCCC- CCCC- (L CCC- (- - - - - NI ---((.--- - 2)--23)-3))-3)))---3))))))--- (~23.30)
FHHxRH R XHRHTAAGGTGCATCTAGTGCTGTTAG

mu-mir-190(mmu-mir-190)
CTGTGTGATATGTTTGATATATTAGGTTGTTATTTAATCCAACTATATATCAAGCATATTCCTACAG

(CCCC- - (Ll - (- amee o - 2)3133)33)33))))))))--)-)))) (-23.60)

*rH X TGATATGTTTGATATATTAGGT

mmu-mir-190b(mmu-mir-190b)
TGCTTCTGTGTGATATGTTTGATATTGGGTTGTTAAATTATGAACCAACTGAATGTCAAGCATACTCTCACAGCAGTAAG

(- (OO - e e e e - - 2)-2222)0000000))))-))-I3)))-))))-- (-32.70)
sk xR TGATATGTTTGATATTGGGTT
.......... TGATATGTTTGATATTGOGTTGT « -« - e e e e e e e e e e eeme e e e e eeeeeeeeeeeeenenanns 31

mmu-mir-191(mmu-mir-191)
AGCGGGCAACGGAATCCCAAAAGCAGCTGTTGTCTCCAGAGCATTCCAGCTGCACTTGGATTTCGTTCCCTGCT

(- - - - (- - (CCC----2)-2)--30)00)) --D))))))))))) -)))))) (-36.90)
FxxAAXCAACGGAATCCCAAAAGCAGCTG

...... CAACGGAATCCCAAAAGCAGCT e v i i i i e i e iiie i eeeeececcesecccaaaaaeeanana-- (05
...... CAACGGAATCCCAAAAGCAGCTGT - - i i i i i i i i i i i i i iiiiccccceeeeaaaanaaaaaa.. 040
...... CAACGGAATCCCAAAAGCAGCT G o m c e e e e e i e i e e eeimemeeeeemeeeeaaaaaaa-- 611%
...... CAACGGAATCCCAAAAGCAGC . . v o i e e i i i e meee i mmmeeccameeeeeanaea-- 117
...... CAACGGAATCCCAAAAG. - - e it i i e i ccacecccacecaccaaaaeeeanana-- 114
...... CAACGGAATCCCAAAA . < ittt iiicccceceeeeeeaaaaaaaaaaa. 100
...... CAACGGAATCCCAAAAGCAG. - - i i i i i i i i i i i i it it iiicccccccceccccaaanaaaaaa 96
....... AACGGAATCCCAAAAGCAGCTGT - - e e e i e i i i i i i meecccccaaaccnaaaaa--- 82
...... CAACGGAATCCCAAA. . o i i i i e eseecccacesccccacasaccaeaaanaenanana- 50
....... AACGGAATCCCAAAAGCAGCT G - i i e e e e e i e e e e e e e e e e e e e e e e e e e e eeeaeaaaeeeeea 37
...... CAACGGAATCCCAAAAGCAGCTGT T - - i e e e e i i e e e ee e e ceeeeemeeeeaaaaeana- 23
...... CAACGGAATCCCAAAAGCA . L L i i i e iesccaceecccaaaaaaaaaaaaa 20
....... AACGGAATCCCAAAAGCAGCT - o i i e i i i e e i i i eeeccccceccccaaaacceanana--- 14
...... CAACGGAATCCCAAAAGCAGCTE. . ... i i i it it iiiiccccccccccaaaaaaananaaa (0
...... CAACGGAATCCCAAAAGCAGCT @ - - e e e e e e e i e mmeemmmeeccammaaaaenanana 47
...... CAACGGAATCCCAAAAGCAGCT A - i i e e eee e e e eieemeeeeececeeecccaanaeananana- 31
...... CAACGGAATCCCAAAAGCAGCTET . o oot i i iiccccccecaaaaaaaanaaa. 28
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...... CAACGGAATCCCAAAAGCAGCTGTA . - o i o i i i i i i i i i i i i iiiiicececceaaaaanaaaaaa 23
...... CAACGGAATCCCAAAAGCAGETAT - - - i e e i e e i e i e e ece e e eeeeceeaeeeaaaaaa-- 16
...... CAACGGAATCCCAAAAGCAGCTGC . - - i e i i i e eii i i eeecmaceeccceaaaeeeeanaaa- 10

mmu-mir-192(mmu-mir-192)
CGTGCACAGGGCTCTGACCTATGAATTGACAGCCAGTACTCTTTTCTCTCCTCTGGCTGCCAATTCCATAGGTCACAGGTATGTTCACC

- (CC- (- - (- (Ll CCCCC(Cammamara e 232333)-333))-333)3)33)-3)-)-)))-))) - (~37.69)
TRk xRk x kR CTGACCTATGAATTGACAGCC

_____________ CTGACCTATGAATTGACAGCC - - - -« o« e e ot ot et e m e e e et e e e e e eae e e eea e 1564%
............. CTGACCTATGAATTGACAGCCA. - - - - - o ot ot e et e et ot e e e e e eacaaaaaeaa . 621
............. CTGACCTATGAATTGACAGC . - - -« e e e e e e e e e e e e e e e e ea e eaiaceaceameanaaaaa. 380
.............. TGACCTATGAATTGACAGCCA . - - - -« e e e e e e e e i e iieaeacecieaeeaeeaeaaaao. 105
______________ TGACCTATGAATTGACAGCC . - -« -« c e e e ot e e e e e e e e e e e e e e aa e ceaaeaaeao. 4B
.............. TGACCTATGAATTGACAGCCAG - - - - - - o e ot e e e e e e e e i e e e o e aaeaaeaaeaaaao 39
............. CTGACCTATGAATTGACAG . - -« e e e e e et e e e e e e e e e eaea e e eacaameanenaaa. 34
.............. TGACCTATGAATTGACAGCCAGT . . - - - - oo e e ee oo e o ee i eaeaieeceieeaieeeeaceaaanao 31
_____________ CTGACCTATGAATTGACAGCCAG . - - - -« « e ot ot e e e e e et e e e e e e a e e aeaaeaaa. 14
............. CTGACCTATGAATTGACAGCCAT. - - . - o oottt e e e e e e e e e e e ieaceaeameaeaaan. 122
............. CTGACCTATGAATTGACAGCCE . . - - oo e e e i ee i e i iea e ceiacceaaeaaaaanao... 68
_____________ CTGACCTATGAATTGACAGCCAR. - - « - -« o e ot e e e et et e e e e e e e e ac e ceaaeaaeaaas 25
............. CTGACCTATGAATTGACAGCA . - - - -« - o x ot e e e m e et et e e e e e e e e e e e aeaaeaaaz 23
............. CTGACCTATGAATTGACAGCCALT - . . .o ottt e i e e e e e aacea e e aaeaeaaeaaeaaaas 20
.............. TGACCTATGAATTGACAGCCAT - - - - - oo e e e et e e e e e e e e e eeeeeceaea oo 14

mmu-mir-193(mmu-mir-193)
GAGAGCTGGGTCTTTGCGGGCAAGATGAGAGTGTCAGTTCAACTGGCCTACAAAGTCCCAGTCCTC

(CC- - CCCCC- CCCCC- - - G- - - -2 - - - - 2)))-3)-33)--333))-)))))--))) (-32.00)
AACTGGCCTACAAAGTCCCAGT****

........................................ AACTGGCCTACAAAGTCCCAGT . .... 41*

...... TGGGTCTTTGCGGGCAAGATGA . - - - o e e e e i e c e cacecacaaaaaaaan 26

mmu-mir-193b(mmu-mir-193b)
GGCCCAGAATCGGGGTTTTGAGGGCGAGATGAGTTTGTGTTTTATCCAACTGGCCCACAAAGTCCCGCTTTTGGGGTCA

CCCCCCCCC: COCC- - CCCC CCCC- (GG 2::22)0)-DN--0N-IN)-IN)). (-36.00)
AACTGGCCCACAAAGTCCCGCT >k

.......... CGGGGTTTTGAGGGCGAGATGA. . - - e e e e i e e i ieeeceeeeccceeeaacceaaeaneeaa- D8

............................................... AACTGGCCCACAAAGTCCCGCT . v v ea o nn 37

et TOAGGTTOTCTTTT.oiinoiiiiinsiaiii e AL

mmu-mir-194(mmu-mir-194-1)

ATCGGGTGTAACAGCAACTCCATGTGGACTGTGCTCGGATTCCAGTGGAGCTGCTGTTACTTCTGAT

(- (OO (- CCCCCCC---222--22200)000)-3)000)))) -)))))) (-34.10)

FxxXXXTGTAACAGCAACTCCATGTGGA
...... TGTAACAGCAACTCCATGTGGA . - - e ee e e i ieaciceaaaaceaaaaeaaaa. B*

mmu-mir-194(mmu-mir-194-2)
GTGGCTCCCACCCTCTGTAACAGCAACTCCATGTGGAAGTGCCCACTGGTTCCAGTGGGGCTGCTGTTATCTGGGGTGGCGGCTAG

- (CCCC- (- - - - CCC- - 20D - - - - (CCCCCC----220D)))--2200)00)) - -D)))))) -))))) - (-49.60)
FrFAAAkkkk Ak * XX TGTAACAGCAACTCCATGTGGA
............... TGTAACAGCAACTCCATGTGGAA . - - - o i it e e e e e e i e e e e iea e e meaaeieeaaaaeeaa. 14
............... TGTAACAGCAACTCCATGTGBA - - - - e e e e i i ceee e iieeaamceeaaaeaaaaaaaaaaeaaa- BD*

mmu-mir-195(mmu-mir-195)
ACACCCAACTCTCCTGGCTCTAGCAGCACAGAAATATTGGCATGGGGAAGTGAGTCTGCCAATATTGGCTGTGCTGCTCCAGGCAGGGTGGTGA

- (CCC- - CCCCCCLCCC- - - - (- - (- - - - - 232133133)1)--2333)33)33)1))-3)))))))) - (-49.40)
TAGCAGCACAGAAATATTGGC

.......................................... TGGGGAAGTGAGTCTG . - - e e e ee o eeceeacee i ea e eaaeeaaaao. 124

.................... TAGCAGCACAGAAATATTGGCA . - - -« o e e e e ee e e e e i e c e ieceaaeeaeeanaaa. 18

____________________ TAGCAGCACAGAAATATTGGC - - - - e o e e c e e e e e e e e et a e e e e ea e aa e e ea e 10%
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mmu-mir-196a(mmu-mir-196a-1)
TGAGCCGGGACTGTTGAGTGAAGTAGGTAGTTTCATGTTGTTGGGCCTGGCTTTCTGAACACAACGACATCAAACCACCTGATTCATGGCAGTTACTGCTTC

I (AT ("MMr'"I"M{M("UEO O )-:2:322313313-333)-31331-3113)-331))--)-))))-
(-37.10)

TAGGTAGTTTCATGTTGTTGGG
....................... TAGGTAGTTTCATGTTGTTGGG - « - - - - -« e e coe eoe e e e e e e e e e e e e e e e e e e e e e e e e e
6*
_____________________________________________________________ CAACGACATCAAACCACCTGAT - - - e e e ee e e
10
e TAGGTAGTTTCATGTTGTTOOOE - - - - -« oo o o o oo o
10

mmu-mir-196a(mmu-mir-196a-2)
AGCTGATCTGTGGCTTAGGTAGTTTCATGTTGTTGGGATTGAGTTTTGAACTCGGCAACAAGAAACTGCCTGAGTTACATCAGTC

- (CCCC- - (L - C--C---2--2-3222222212-33)0000)))))000)))))))) - (-45.10)

FkFA Ak hdd* A X XTAGCTAGTTTCATGTTGTTGGG
............... TAGGTAGTTTCATGTTGTTGGG - - - - e e e e et e e e e ea e e ieaa e mcaaaemceaaaeaaa. BF

mmu-mir-196b(mmu-mir-196b)
AACTGGTCGGTGATTTAGGTAGTTTCCTGTTGTTGGGATCCACCTTTCTCTCGACAGCACGACACTGCCTTCATTACTTCAGTTG

(L - (L - - (- e e 21))2)33))))-3)-2)0)))--33)))))))))) - (-35.80)
ke kxR TAGGTAGTTTCCTGTTGTTGGG

............... TAGGTAGTTTCCTGTTGTTGGG - « - -« -« - e e e e e e e me e e e et e aaae e e e e e enaes 29%
............... TAGGTAGTTTCCTGTTGTTGG - - - -« - e e e e e e ee e me e e e e e e eaaeaeaeaeaena. 18

mmu-mir-197 (mmu-mir-197)
GGGGCTGTGCCGGGTAGAGAGGGCAGTGGGAGGTAAGAGCTCTTCACCCTTCACCACCTTCTCCACCCAGCATGGCCGGCA

- - (CCCCCCC- (- (OO - COCC- - CCCCCC----23D-32)--3)3)--0))3)))-D))) - D)D) - - - - (-44.10)
TTCACCACCTTCTCCACCCAGCH**Hxkxx

mmu-mir-199a-3p(mmu-mir-199a-1)
GCCATCCCAGTGTTCAGACTACCTGTTCAGGAGGCTGGGACATGTACAGTAGTCTGCACATTGGTTAGGC

(- - - CCCOCCC- (- (== --00)) - - - - - - - 2)2030)33))-333))))---))) (-28.21)
ACAGTAGTCTGCACATTGGTTA***
............................................. ACAGTAGTCTGCACATTGGTT. ... 4801
............................................. ACAGTAGTCTGCACATTGGTTA 1537*
............................................. ACAGTAGTCTGCACATTGGT...... 606
____________________________________________ TACAGTAGTCTGCACATTGGTT..... 281
.............................................. CAGTAGTCTGCACATTGGTTA 226
.............................................. CAGTAGTCTGCACATTGGTT. . ... 187
..... CCCAGTGTTCAGACTACCTGTT - -« oo o e e e e e e e e e e ceeaeeeean . 122
_____________________________________________ ACAGTAGTCTGCACATTGG. .. .... 71
............................................ TACAGTAGTCTGCACATTGGT. ..... 56
............................................ TACAGTAGTCTGCACATTGGTTA 37
..... CCCAGTGTTCAGACTACCTGT - - - e e e e e ee e eecececeeaeeaaeanaan 37
_____________________________________________ ACAGTAGTCTGC. ... oeovuoan. 25
.............................................. CAGTAGTCTGCACATTGGT...... 18
..... CCCAGTGTTCAGACTACCTGTTC . & - e o e e e e e e e e e e ee e eeeeaeaeaan 19
..... CCCAGTGTTCAGACTACCT - - - - e e e e e e e ee i ee e eececieceeaceaaeaaaao. 13
_____________________________________________ ACAGTAGTCTGCACAT.......... 9
............................................ TACAGTAGTCTGCACATTGG....... 8
............................................. ACAGTAGTCTGCA. ............ 6
............................................. ACAGTAGTCTGCACATT......... 5
____________________________________________ TACAGTAGTCTGC. .. .....uouu.- 5
.............................................. CAGTAGTCTGCACATTGG. .. .... 4
............................................. ACAGTAGTCTGCAC. .. ......... 3
............................................. ACAGTAGTCTGCACA. . ......... 2
_____________________________________________ ACAGTAGTCTGCACATTG. ....... 2
............................................... AGTAGTCTGCACATTGGTTA. ... 2
............................................... AGTAGTCTGCACATTGGTT..... 2
..... CCCAGTGTTCAGACTACC - - - - e e e et e e e e e e e e e e e eiaaeaaa 2
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mmu-mir-199a-3p(mmu-mir-199a-2)
TGGAAGCTTCAGGAGATCCTGCTCCGTCGCCCCAGTGTTCAGACTACCTGTTCAGGACAATGCCGTTGTACAGTAGTCTGCACATTGGTTAGACTGGGCAAGGGC

----- ((CERN CERN (( (A (RN ( (U (N (CEEREED D EEEEES D)) DD ) DD D) B D)D) DD EEES D) B D) BDMD)

ACAGTAGTCTGCACATTGGTTAN* ik

*hkkk*k

..................................................................... ACAGTAGTCTGCACATTGGTT. ..o oo oo oo oo -
...... 4801

..................................................................... ACAGTAGTCTGCACATTGGTTA. .. oo .t
...... 1537*

_____________________________________________________________________ ACAGTAGTCTGCACATTGGT . - o oo oo e
...... 606

.................................................................... TACAGTAGTCTGCACATTGGTT. ..o oo oo oo
...... 281

...................................................................... CAGTAGTCTGCACATTGGTTA. . ..o oo
...... 226

...................................................................... CAGTAGTCTGCACATTGGT T e e e o e e e e e
...... 187

______________________________ CCCAGTGTTCAGACTACCT G T n o o o e e e e e e e e e e e e e e e e meeee e e eeaee e aaan
...... 122

..................................................................... ACAGTAGTCTGCACATTGG. - - o oo e e e e e oo - -
...... 71

.................................................................... TACAGTAGTCTGCACATTGGT e o - e e e
...... 56

.................................................................... TACAGTAGTCTGCACATTGGTTA. .. oot
...... 37

______________________________ CCCAGTGTTCAGACTACCT G - u s o m c e e e e i e e e e e e e e e e e meeem e e ceeee e aan
...... 37

..................................................................... ACAGTAGTCTGC. - e e e e e e e e e o
...... 25

...................................................................... CAGTAGTCTGCACATTGGT - - e e e e e e e e e
...... 18

.............................. CCCAGTGTTCAGACTACCTGT T . & c m e i e e e i e i et aaescccccaacecaaaaaaaaannn
...... 19

______________________________ CCCAGTGTTCAGACTACCT - - - s o i i e e e e e e e e e e e e e eeee e e maee e eaee e aan
...... 13

..................................................................... ACAGTAGTCTGCACAT . - o oo -
...... 9

.................................................................... TACAGTAGTCTGCACATTGG . w v - e e e
...... 8

..................................................................... ACAGTAGTCTGCA. - o e i e i e e
...... 6

_____________________________________________________________________ ACAGTAGTCTGCACATT - - e e e e e e e e
...... 5

.................................................................... TACAGTAGTCTGC. - oo e e e e e e e e o
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...... 5
...................................................................... CAGTAGTCTGCACATTGG. - o o e e i i i e e e e
...... 4
..................................................................... ACAGTAGTCTGCAC. - - - e e i e e e e e
...... 3
..................................................................... ACAGTAGTCTGCACA. . .o oo
...... 2
..................................................................... ACAGTAGTCTGCACATTG. - oo oo e e e e e oo - -
...... 2
....................................................................... AGTAGTCTGCACATTGGTTA. oo e i o
...... 2
....................................................................... AGTAGTCTGCACATTGGT T. v oo e e -
...... 2
.............................. CCCAGTGTTCAGACTACC . - - o e e eeeeecceeaaaaaaaaaaa e e e aaaan
...... 2
.............................. CCCAGTGTTCAGACTACCT G - - i c i i e e e e e e e e e e e e e eeeeeeaeeaaaaaaaa e e e aaaamn
...... 2
..................................................................... ACAGTAGTCTGCACATTGGTTAG. - oo a e
...... 1

mmu-mir-199a-3p(mmu-mir-199b)
CCAGAGGATACCTCCACTCCGTCTACCCAGTGTTTAGACTACCTGTTCAGGACTCCCAAATTGTACAGTAGTCTGCACATTGGTTAGGCTGGGCTGGGTTAGACC

CTCGG
N (((Crr (R ((((E (@ (@@ @O EE ) B BD)) DI ) EED D)) BEEEEE )

E e

................................................................ ACAGTAGTCTGCACATTGGT T o o e e e e e i o a
...... 4801

................................................................ ACAGTAGTCTGCACATTGGTTA. - - e e o
...... 1537*

................................................................ ACAGTAGTCTGCACATTGGT - o oo oo e e e e e e e e e -
...... 606

............................................................... TACAGTAGTCTGCACATTGGT T c e e e e e e a
...... 281

................................................................. CAGTAGTCTGCACATTGGTTA. - oo e e e
...... 226

................................................................. CAGTAGTCTGCACATTGGTT - e e e e e e a o -
...... 187

................................................................ ACAGTAGTCTGCACATTGG. - e e e e e e e e e e e e e e e e o
...... 71

......................... CCCAGTGTTTAGACTACC T G T T a e e e i e i e e e i e e eeecccceseccccaasacccaaasceaaaaananan
...... 236

............................................................... TACAGTAGTCTGCACATTGGT . v o e e i e e e o
...... 56

............................................................... TACAGTAGTCTGCACATTGGTTA. - oo e oo
...... 37

................................................................ ACAGTAGTCTGC. - e e e e e e e e e e e e e e e e e e e e o
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...... 25

................................................................. CAGTAGTCTGCACATTGGT - - e e e e e e e e
...... 18

................................................................ ACAGTAGTCTGCACAT - - - e e e e ieeee e
...... 9

............................................................... TACAGTAGTCTGCACATTGG . - - o oo a s
...... 8

......................... CCCAGTGTTTAGACTACCT G - - o oo e e e e e e eeeeeseseeaaaaaaaaa e aaaaame
...... 29

................................................................ ACAGTAGTCTGCA. - o oo i i e eeaaa s
...... 6

......................... CCCAGTGTTTAGACTACCT T T C . - - o i i e et e e e e e e e e e e e e e e eeeme e e mmeee e e e
...... 20

................................................................ ACAGTAGTCTGCACAT T . - e a e o
...... 5

............................................................... TACAGTAGTCTGC . - - oo e e s
...... 5

................................................................. CAGTAGTCTGCACATTGG. - - e e e e e e
...... 4

................................................................ ACAGTAGTCTGCAC. - - o i e e e e ieeaa e
...... 3

................................................................ ACAGTAGTCTGCACA. . . e o s
...... 2

................................................................ ACAGTAGTCTGCACATTG . e e e e e e e e e a s
...... 2

.................................................................. AGTAGTCTGCACATTGGTTA. - o e e
...... 2

.................................................................. AGTAGTCTGCACATTGGT T - e o o e e o
...... 2

................................................................ ACAGTAGTCTGCACATTGGTTAG. - - o oo e e e e e e e oo -
...... 1

......................... CCCAGTGTTTAGACTACCT G T @ . - - c i eeeeeseceeaaaaaaaaaaaaa e e e
...... 12

mmu-mir-199a-5p(mmu-mir-199a-1)
GCCATCCCAGTGTTCAGACTACCTGTTCAGGAGGCTGGGACATGTACAGTAGTCTGCACATTGGTTAGGC

(- - - CCCCCCC- CCCCCCCC- CCLCCCC-2--2D)) - - - - - 2))13))3)))-)))))))---))) (-28.21)
*****CCCAGTGTTCAGACTACCTGTTC

_____________________________________________ ACAGTAGTCTGCACATTGGTT. .... 4801
............................................. ACAGTAGTCTGCACATTGGTTA. ... 1537
............................................. ACAGTAGTCTGCACATTGGT. . .... 606
............................................ TACAGTAGTCTGCACATTGGTT. .. .. 281
______________________________________________ CAGTAGTCTGCACATTGGTTA. ... 226
.............................................. CAGTAGTCTGCACATTGGTT. . ... 187
..... CCCAGTGTTCAGACTACCTGT T - -« o e o et e e e e et e e e e e e eeeam e 122
............................................. ACAGTAGTCTGCACATTGG. .. .... 71
____________________________________________ TACAGTAGTCTGCACATTGGT. ..... 56
............................................ TACAGTAGTCTGCACATTGGTTA 37
..... CCCAGTGTTCAGACTACCTGT - - - o e e e i e e e e e e ee e eaaaeaaeaeaa 37
............................................. ACAGTAGTCTGC.............. 25
______________________________________________ CAGTAGTCTGCACATTGGT...... 18
..... CCCAGTGTTCAGACTACCTGTTC . & o e ot e c e e e ee e e e ee e e eea e e 1O%
..... CCCAGTGTTCAGACTACCT - - - o e ot e e e e e e e e ee e eaeeaaaaeaaena 13
............................................. ACAGTAGTCTGCACAT.......... 9
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............................................ TACAGTAGTCTGCACATTGG....... 8
_____________________________________________ ACAGTAGTCTGCA. .. .......... 6
............................................. ACAGTAGTCTGCACATT......... 5
............................................ TACAGTAGTCTGC. ... ccvvuu.. B
.............................................. CAGTAGTCTGCACATTGG....... 4
_____________________________________________ ACAGTAGTCTGCAC. ... ........ 3
............................................. ACAGTAGTCTGCACA. .. ........ 2
............................................. ACAGTAGTCTGCACATTG........ 2
............................................... AGTAGTCTGCACATTGGTTA.... 2
_______________________________________________ AGTAGTCTGCACATTGGTT..... 2
..... CCCAGTGTTCAGACTACC . - o it e i e cmeccmccasaccaaaaaanana 2
..... CCCAGTGTTCAGACTACCT G - - it iiiiiicceeeeaaaaaaas 2
............................................. ACAGTAGTCTGCACATTGGTTAG 1
............................................. ACAGTAGTCTGCACATTGGTTE. ... 2770
............................................. ACAGTAGTCTGCACATTGGTTAa. .. 575
............................................. ACAGTAGTCTGCACATTGGTTAtL. .. 347
_____________________________________________ ACAGTAGTCTGCACATTGGTa. . ... 342
.............................................. CAGTAGTCTGCACATTGGTTt.... 196
............................................ TACAGTAGTCTGCACATTGGTTt. ... 191
............................................. ACAGTAGTCTGCACCTTGGTT..... 183
_____________________________________________ ACAGTAGTCTGCACATTGGTTg. ... 131
.............................................. CAGTAGTCTGCACATTGGTTAa. .. 117
............................................. ACAGgAGTCTGCACATTGGTT..... 104
.............................................. CAGTAGTCTGCACATTGGTTAL... 98
_____________________________________________ ACAGTAGTCTGCACATTGGTaA. ... 90
............................................. ACAGTAGTCTGCACATTGGQT..... 76
............................................. ACAGTAGTCTGCACATTGGTTtA... 66
............................................. ACAGTAGTCTGCACATTGGTTtt... 60
_____________________________________________ ACAGTAGTCTGCACATTGGa. .. ... 46
............................................. ACAGTAGTCTGCCCATTGGTT..... 45
..... CCCAGTGTTCAGACTACCTGT T . - it icccccceeaaaanaaaa 42
............................................. ACAGTAGTCTGCACGTTGGTT..... 36
_____________________________________________ ACAGQAGTCTGCACATTGGTTA. ... 36
............................................. ACAGTAGTCTGCACETTGGTT.. ... 32
............................................ TACAGTAGTCTGCACATTGGTa..... 31
..... CCCAGTGTTCAGACTACCTGTTa. - i i i i i i i i i i i i i i i iiicicccccceeeaaaaaaaaaa 30
_____________________________________________ ACAGTAGTCTGCACCTTGGTTA. ... 30
............................................. ACAGTAGTCTGCgCATTGGTT..... 30
............................................. ACAGTAGTCTGCACATTGETT..... 28
............................................. ACAGTAGTCTGCACATTGGTaT. ... 27
_____________________________________________ ACAGTAGTCTGCACATTGa. ... ... 27
............................................. ACAGTAGQCTGCACATTGGTT..... 21
............................................. ACAGTAGTCTGCACATTEGTT..... 19
............................................. ACAGTAGTCTGCACATTGGCT..... 19
_____________________________________________ ACAGTAGTCTGCAEATTGGTT. ... 19
............................................. ACAGTAGTCTGCACQTTGGTTA. ... 18
............................................. ACAGTAGTCTGCACATTGGTTc. ... 17
............................................. ACAGQAGTCTGCACATTGGT...... 16
_____________________________________________ ACAGCAGTCTGCACATTGGTT..... 16
............................................ TACAGTAGTCTGCACATTGGTTAL. .. 15
............................................. ACAGTAGTCTGCACATTGt....... 15
............................................. ACAGTAGTCTGCACCTTGGT...... 15
_____________________________________________ ACAGTAGTCTGCECATTGGTT. ... 13
............................................. ACAGTAGTCTGCACATTGGTg. . ... 13
............................................. ACAGTAETCTGCACATTGGTT..... 13
.............................................. CAGTAGTCTGCACATTGGTTtE. .. 13
............................................ TACAGTAGTCTGCACATTGGa. .. ... 12
............................................. ACAGTAGTCTGCACATTGGG. .- ... 12
............................................ TACAGTAGTCTGCACATTGETT..... 12
............................................. ACAGTAGTCTGEACATTGGTT..... 12
______________________________________________ CAGTAGTCTGCACATTGGTa..... 12
.............................................. CAGTAGTCTGCACATTGGTTtA. .. 12
............................................. ACAGTAGCCTGCACATTGGTT..... 12
............................................. ACAGTAGTCTGCACATTGGQTA. ... 11
_____________________________________________ ACAGTAGTCTGCACETTGGTTA. ... 11
............................................. gCAGTAGTCTGCACATTGGTT..... 11
............................................. ACAGTAGTCTGCcCATTGGTTA. ... 11
............................................. ACAGTAGTCTGCACATTGET...... 11
_____________________________________________ ACAGTAGTCTECACATTGGTT. ... 11
............................................ TACAGTAGTCTGCACATTGGTaA. ... 11
............................................. ACAGTAGTCTGCACATCGGTT..... 10
............................................. ACAGTAGYCTGCACATTGGTTA. ... 10
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............................................. ACAGTAGCCTGCACATTGGTTA. ... 10
.............................................. CAGTAGTCTGCACATTGGTTg. ... 10
............................................ TACAGTAGTCTGCACATTGGTTAa. .. 10

mmu-mir-199a-5p(mmu-mir-199a-2)
TGGAAGCTTCAGGAGATCCTGCTCCGTCGCCCCAGTGTTCAGACTACCTGTTCAGGACAATGCCGTTGTACAGTAGTCTGCACATTGGTTAGACTGGGCAAGGGC

----- ((CERN CERN (( (A (RN ( (U (N (CEEREED D EEEEES D)) DD ) DD D) B D)D) DD EEES D) B D) BDMD)

*hkkk*k

..................................................................... ACAGTAGTCTGCACATTGGTT. ..o oo oo oo oo -
...... 4801

..................................................................... ACAGTAGTCTGCACATTGGTTA. .. oo .t
...... 1537

..................................................................... ACAGTAGTCTGCACATTGGT . - o oo oo e
...... 606

.................................................................... TACAGTAGTCTGCACATTGGTT. ..o oo oo oo
...... 281

...................................................................... CAGTAGTCTGCACATTGGTTA. . ..o oo
...... 226

...................................................................... CAGTAGTCTGCACATTGGT T e e e o e e e e e
...... 187

.............................. CCCAGTGTTCAGACTACCT G T n o o o e e e e e e e e e e e e e e e e meeee e e eeaee e aaan
...... 122

..................................................................... ACAGTAGTCTGCACATTGG. - - o oo e e e e e oo - -
...... 71

.................................................................... TACAGTAGTCTGCACATTGGT e o - e e e
...... 56

.................................................................... TACAGTAGTCTGCACATTGGTTA. .. oot
...... 37

.............................. CCCAGTGTTCAGACTACCT G - u s o m c e e e e i e e e e e e e e e e e meeem e e ceeee e aan
...... 37

..................................................................... ACAGTAGTCTGC. - e e e e e e e e e o
...... 25

...................................................................... CAGTAGTCTGCACATTGGT - - e e e e e e e e e
...... 18

.............................. CCCAGTGTTCAGACTACCTGT T . & c m e i e e e i e i et aaescccccaacecaaaaaaaaannn
...... 19*

.............................. CCCAGTGTTCAGACTACCT - - - s o i i e e e e e e e e e e e e e eeee e e maee e eaee e aan
...... 13

..................................................................... ACAGTAGTCTGCACAT . - o oo -
...... 9

.................................................................... TACAGTAGTCTGCACATTGG . w v - e e e
...... 8

..................................................................... ACAGTAGTCTGCA. - o e i e i e e
...... 6

..................................................................... ACAGTAGTCTGCACATT - - e e e e e e e e
...... 5

.................................................................... TACAGTAGTCTGC. - oo e e e e e e e e o
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...... 5
...................................................................... CAGTAGTCTGCACATTGG. - o o e e i i i e e e e
...... 4
..................................................................... ACAGTAGTCTGCAC. - - - e e i e e e e e
...... 3
..................................................................... ACAGTAGTCTGCACA. . .o oo
...... 2
..................................................................... ACAGTAGTCTGCACATTG. - oo oo e e e e e oo - -
...... 2
....................................................................... AGTAGTCTGCACATTGGTTA. oo e i o
...... 2
....................................................................... AGTAGTCTGCACATTGGT T. v oo e e -
...... 2
.............................. CCCAGTGTTCAGACTACC . - - o e e eeeeecceeaaaaaaaaaaa e e e aaaan
...... 2
.............................. CCCAGTGTTCAGACTACCT G - - i c i i e e e e e e e e e e e e e eeeeeeaeeaaaaaaaa e e e aaaamn
...... 2
..................................................................... ACAGTAGTCTGCACATTGGTTAG. - oo a e
...... 1

mmu-mir-199b(mmu-mir-199a-1)
GCCATCCCAGTGTTCAGACTACCTGTTCAGGAGGCTGGGACATGTACAGTAGTCTGCACATTGGTTAGGC

((CC- - - CCCCCCC- (OO CCCCCCC-2220)) - - - - - - 2)0330133))-333))))---))) (-28.21)
ACAGTAGTCTGCACATTGGTTA***
............................................. ACAGTAGTCTGCACATTGGTT. ... 4801
_____________________________________________ ACAGTAGTCTGCACATTGGTTA. ... 1537
............................................. ACAGTAGTCTGCACATTGGT. . ... . 606
............................................ TACAGTAGTCTGCACATTGGTT..... 281
.............................................. CAGTAGTCTGCACATTGGTTA. ... 226
______________________________________________ CAGTAGTCTGCACATTGGTT. . ... 187
..... CCCAGTGTTCAGACTACCTGT T - - - ot ot et e m e e e e e e e ee e aaaa . 122
............................................. ACAGTAGTCTGCACATTGG. .. .... 71
............................................ TACAGTAGTCTGCACATTGGT. ..... 56
____________________________________________ TACAGTAGTCTGCACATTGGTTA 37
..... CCCAGTGTTCAGACTACCTGT - - - ot e e e et e e e e e e e cieaeeaaeaaaaa. 37
............................................. ACAGTAGTCTGC. . .....vuoon. 25
.............................................. CAGTAGTCTGCACATTGGT...... 18
_____ CCCAGTGTTCAGACTACCTGTTC & - e o et ce e e ee e e ee e eaeeaeea a2 19
..... CCCAGTGTTCAGACTACCT - - - - e ot et e e e e e e e ea e e ceeaceaaeaaao. 13
............................................. ACAGTAGTCTGCACAT.......... 9
............................................ TACAGTAGTCTGCACATTGG. . ..... 8
_____________________________________________ ACAGTAGTCTGCA. ............ 6
............................................. ACAGTAGTCTGCACATT......... 5
............................................ TACAGTAGTCTGC. ........oou.. 5
.............................................. CAGTAGTCTGCACATTGG....... 4
_____________________________________________ ACAGTAGTCTGCAC. .- ........ 3
............................................. ACAGTAGTCTGCACA. .. ....... 2
............................................. ACAGTAGTCTGCACATTG. ....... 2
............................................... AGTAGTCTGCACATTGGTTA. ... 2
_______________________________________________ AGTAGTCTGCACATTGGTT..... 2
..... CCCAGTGTTCAGACTACC - . - e et ot e e et e e et e e ee e ea e aaeaaan 2
..... CCCAGTGTTCAGACTACCTG . -« - - e e o e e e e e e e e ee i ee e eeeeeaceaaeaaas 2
............................................. ACAGTAGTCTGCACATTGGTTAG. .. 1

mmu-mir-199b(mmu-mir-199a-2)
TGGAAGCTTCAGGAGATCCTGCTCCGTCGCCCCAGTGTTCAGACTACCTGTTCAGGACAATGCCGTTGTACAGTAGTCTGCACATTGGTTAGACTGGGCAAGGGC

----- (R (ER N (@ R (e (s ) e D)) D)) DD B D)) D DD EEE D D IS D)) B D)D)
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)))). (-43.40)

ACAGTAGTCTGCACATTGGTTAXFHAAAkakastshdedx

_____________________________________________________________________ ACAGTAGTCTGCACATTGGTT . - oo oo oo e
...... 4801

..................................................................... ACAGTAGTCTGCACATTGGTTA. .. ...
...... 1537*

..................................................................... ACAGTAGTCTGCACATTGGT . - oo oo oo oo oo -
...... 606

.................................................................... TACAGTAGTCTGCACATTGGTT. oo o i oo a
...... 281

______________________________________________________________________ CAGTAGTCTGCACATTGGTTA. - . oo oo
...... 226

...................................................................... CAGTAGTCTGCACATTGGTT . - oo e s
...... 187

.............................. CCCAGTGTTCAGACTACCT G T - - o c i i i e e e e e e e e e e et eeeeeseeeeaaaaaaaa e e e aaaaam
...... 122

..................................................................... ACAGTAGTCTGCACATTGG. « - i e e e e e e o e
...... 71

____________________________________________________________________ TACAGTAGTCTGCACATTGGT - - oo a oo e
...... 56

.................................................................... TACAGTAGTCTGCACATTGGTTA. .. ..o - ..
...... 37

.............................. CCCAGTGTTCAGACTACCTGT - - o o i i i e e e e e e e e e e e eeeeeseeeeaaaaaaaa e e aaaam
...... 37

..................................................................... ACAGTAGTCTGC. v o i e e e i e e e e
...... 25

______________________________________________________________________ CAGTAGTCTGCACATTGGT - - o e e i e e e oo
...... 18

.............................. CCCAGTGTTCAGACTACCTGTTC . - o i i i i e i e i e eeeeeeeeeecaaaaaaaaaa e e e e e e aaaaa
...... 19

.............................. CCCAGTGTTCAGACTACCT - - e e i i i i i e e e e meseccccecacccaaaecaaaaaaanannn
...... 13

..................................................................... ACAGTAGTCTGCACAT - - - e e e i e e
...... 9

____________________________________________________________________ TACAGTAGTCTGCACATTGG . « - o e e e e e e e
...... 8

..................................................................... ACAGTAGTCTGCA. . o e oo
...... 6

..................................................................... ACAGTAGTCTGCACATT - - e e e e e e
...... 5

.................................................................... TACAGTAGTCTGC. « o o e e e i e e e e e
...... 5

______________________________________________________________________ CAGTAGTCTGCACATTGG . - - oo e i e e e
...... 4

..................................................................... ACAGTAGTCTGCAC. - o o e e e e e e o
...... 3

..................................................................... ACAGTAGTCTGCACA. - - e
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...... 2
..................................................................... ACAGTAGTCTGCACATTG - v e e e e e e e
...... 2
....................................................................... AGTAGTCTGCACATTGGTTA. .. ..o
...... 2
....................................................................... AGTAGTCTGCACATTGGTT. . ..o oo oo
...... 2
.............................. CCCAGTGTTCAGACTACC . - o it i i et i i eeeoaasacccccaccecaaaaaanannn
...... 2
.............................. CCCAGTGTTCAGACTACC T G - s i m e et e e e e e e e e e e e e e e e maea e e ceee e aann
...... 2
..................................................................... ACAGTAGTCTGCACATTGGTTAG. - - - oo oo oo -
...... 1

mmu-mir-199b(mmu-mir-199b)
CCAGAGGATACCTCCACTCCGTCTACCCAGTGTTTAGACTACCTGTTCAGGACTCCCAAATTGTACAGTAGTCTGCACATTGGTTAGGCTGGGCTGGGTTAGACC

CTCGG
N (((CrEr CCCC- - (CCCCCC- (- O CCC-CCCC----2---33-20033003333 23330333 -0333)-3)- D)D) - - - - - - D)

E

................................................................ ACAGTAGTCTGCACATTGGTT. oo oo e e e e -
...... 4801

................................................................ ACAGTAGTCTGCACATTGGTTA. - - e e e e a
...... 1537*

................................................................ ACAGTAGTCTGCACATTGGT .« o e e e e i e a
...... 606

............................................................... TACAGTAGTCTGCACATTGGT T o o e e e e o
...... 281

................................................................. CAGTAGTCTGCACATTGGTTA. . .o a s
...... 226

................................................................. CAGTAGTCTGCACATTGGT T . e e e e e e e e e e e e
...... 187

................................................................ ACAGTAGTCTGCACATTGG . v o i e e e i e eee e a
...... 71

......................... CCCAGTGTTTAGACTACC T T T n o c o e e e e e e e e e e e e e e e e e e e e e e eeeme e e cmeee e e e
...... 236

............................................................... TACAGTAGTCTGCACATTGGT - - oo e s
...... 56

............................................................... TACAGTAGTCTGCACATTGGTTA. - - e a
...... 37

................................................................ ACAGTAGTCTGC. v m e e e e e e e e a s
...... 25

................................................................. CAGTAGTCTGCACATTGGT - - e e e e e e e e e o -
...... 18

................................................................ ACAGTAGTCTGCACAT . - e e o s
...... 9

............................................................... TACAGTAGTCTGCACATTGG . w v e e e e e a e
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...... 8
......................... CCCAGTGT TTAGACTACC T G - w s o c o e e e e e e e e e e e e e e e e e e e e emem e e cmeee e e meeeaaaan
...... 29
................................................................ ACAGTAGTCTGCA. . e e e o
...... 6
......................... CCCAGTGTTTAGACTACCT G T . - o o oot i i i e e e e e e e e e eeeeeeeeeeeaaaaaaaaa e e aa e
...... 20
................................................................ ACAGTAGTCTGCACAT T - - e e e e i i ie e a s
...... 5
............................................................... TACAGTAGTCTGC - -« o o e e e e e e e eeaa s
...... 5
................................................................. CAGTAGTCTGCACATTGG . - - o oo e a s
...... 4
................................................................ ACAGTAGTCTGCAC. - - i e e e e e e e e e e e e o
...... 3
................................................................ ACAGTAGTCTGCACA . - - e eiie e a
...... 2
................................................................ ACAGTAGTCTGCACATTG - - v e o e e e e
...... 2
.................................................................. AGTAGTCTGCACATTGGTTA. - oo oo oo
...... 2
.................................................................. AGTAGTCTGCACATTGGTT. e e oo e e e e e e e e oo -
...... 2
................................................................ ACAGTAGTCTGCACATTGGTTAG. - oo i e e o
...... 1

mu-mir-18a(mu-mir-19)
GCAGCCCTCTGTTAGTTTTGCATAGTTGCACTACAAGAAGAATGTAGTTGTGCAAATCTATGCAAAACTGATGGTGGCCTGC

(CCC- (- L= - - - - 22))--:3333)--33))33333)))33))-))-)))) (-39.10)
TGTGCAAATCTATGCAAAACTGA**Haxiticx

mmu-mir-19b(mmu-mir-19b-1)
CACTGGTCTATGGTTAGTTTTGCAGGTTTGCATCCAGCTGTATAATATTCTGCTGTGCAAATCCATGCAAAACTGACTGTGGTGGTG

CCCC - - - - (e 2)))))333)-2)-)))3331))))))3)))-)))) (-38.02)
TGTGCAAATCCATGCAAAACTGA*FxFxkdkkdkk
..................................................... TGTGCAAATCCATGCAAAACTGA. - e oo 23*
..................................................... TGTGCAAATCCATGCAAAACT .. .o c oo 10
..................................................... TGTGCAAATCCATGCAAAACTG. - o e e e e e o220 9

mmu-mir-19b(mmu-mir-19b-2)
ACTTACGATTAGTTTTGCAGATTTGCAGTTCAGCGTATATGTGAATATATGGCTGTGCAAATCCATGCAAAACTGATTGTGGGA

- (- - - CaaCC----323322-3273333333)--3323333)))3))))))) - (-41.20)
TGTGCAAATCCATGCAAAACTGAF*HHxxxx

..................................................... TGTGCAAATCCATGCAAAACTGA. ... ..... 23*
..................................................... TGTGCAAATCCATGCAAAACT ... ........ 10
..................................................... TGTGCAAATCCATGCAAAACTG. .. ...... 9

..................................................... TGTGCAAATCCATGCAAAACTGE. ........ 30

mmu-mir-200a(mmu-mir-200a)
CTGGGCCTCTGTGGGCATCTTACCGGACAGTGCTGGATTTCTTGGCTTGACTCTAACACTGTCTGGTAACGATGTTCAAAGGTGACCCAC

- (CCCC- CCC- (- (- - (- - - - - - 2)-23))-3333)333)3)13-333)33))-)))-)-)))) - (-43.20)
TAACACTGTCTGGTAACGATG [Hixiion
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..................................................... TAACACTGTCTGGTAACGATGTT............... 236
..................................................... TAACACTGTCTGGTAACGATGT . ..o .o o.... 103*
..................................................... TAACACTGTCTGGTAACGATG. oo e e i e e e aea s 22
..................................................... TAACACTGTCTGGTAACGAT . - oo e e e e e e e e e oo 12
..................................................... TAACACTGTCTGGTAACGATGTTa. - e e e o oo oo 28
..................................................... TAACACTGTCTGGTAACGATGTTE. . ... ........ 26

mmu-mir-200b(mmu-mir-200b)
GCCGTGGCCATCTTACTGGGCAGCATTGGATAGTGTCTGATCTCTAATACTGCCTGGTAATGATGACGGC
CCCCC- - - OO - (- - Cem e e e - )-22)11)-3))))--3)))-I)))))))) (-31.20)
TAATACTGCCTGGTAATGATGA****
............................................ TAATACTGCCTGGTAATGATGA. . ... 143*
............................................ TAATACTGCCTGGTAATGATGAC. ... 105
............................................ TAATACTGCCTGGTAATGATG. . ... 19
............................................ TAATACTGCCTGGTAATGATGACt. .. 34
............................................. AATACTGCCTGGTAATGATGACt. .. 22
............................................ TAATACTGCCTGGTAATGATGAa. ... 17
.............................................. ATACTGCCTGGTAATGATGACE. .. 12
............................................ TAATACTGCCTGGTAATGATGACa. .. 11

mu-mir-200c(mmu-mir-2000)
CCCTCGTCTTACCCAGCAGTGTTTGGGTGCTGGTTGGGAGTCTCTAATACTGCCGGGTAATGATGGAGG

(- - (L (- (- (- - - - - 2)213):33)33)))-333)3)-33))--)) (-31.60)

TAATACTGCCGGGTAATGATGGA**

mmu-mir-201(mmu-mir-201)
TACCTTACTCAGTAAGGCATTGTTCTTCTATATTAATAAATGAACAGTGCCTTTCTGTGTAGGGTA

(CCCCCCC- CCC- (- - - €CC----22) 2232023300133 -1)) -)))))))) (-32.60)
FxxFATACTCAGTAAGGCATTGTTCTT

mmu-mir-202-3p(mmu-mir-202)
GTTCCTTTTTCCTATGCATATACTTCTTTGTGGATCTGGTCTAAAGAGGTATAGCGCATGGGAAGATGGAGC

(CCCC- (- (OO - €CCCC---232221303303)3 - 23332331303 -)))))  (-35.40)
AGAGGTATAGCGCATGGGAAGA******

........ TTCCTATGCATATACTTCT T T . i i e e e e e i i e e ieeaaaaaaaa---. 261
........ TTCCTATGCATATACT T T T e s o e e e e i e i eie e e meeeeee e 23
............................................ AGAGGTATAGCGCATGGGAAGA. .. .... 16*
............................................ AGAGGTATAGCGCATGGGAAG. ....... 14
....... TTTCCTATGCATATACTTCT T . oo oo e i e e e e e e eeaeaaaaa---2 10
............................................ AGAGGTATAGCGCATGGGAA. ........ 5

mmu-mir-202-5p(mmu-mir-202)
GTTCCTTTTTCCTATGCATATACTTCTTTGTGGATCTGGTCTAAAGAGGTATAGCGCATGGGAAGATGGAGC

(CCCC- (- (- - CCCCC--22232)2332)13))--33))))))))) -))))) (-35.40)
FHFFXFXXTTCCTATGCATATACTTCTTT

........ TTCCTATGCATATACT T T T T . o o i i i e e e i e eeeeaeeeeeeeanaaa. 2617
........ TTCCTATGCATATACT T T T e e o e e i e i e i e immeeccccaaaaeeaanaa 23
............................................ AGAGGTATAGCGCATGGGAAGA. ...... 16
............................................ AGAGGTATAGCGCATGGGAAG. ....... 14
....... TTTCCTATGCATATACTTCT T T . o o i i e e e iie i e eeeeeeeeeeeeeaaa-- 10
............................................ AGAGGTATAGCGCATGGGAA. ........ 5
............................................ AGtGGTAgAGCGCAT . . ... .ooo..... 38
........................................... CAGtGGTAgAGCGCAT .. ............ 28
........ TTCCTATGCATATACT T T TTa. & - e e e e i i i e i i meeemmaeeeenanaa 11
........................................... CAGtGGTAgAGCGCA. .. ..o oo 11
.............................................. AtGgATAGCGCATEGGA. ......... 10

mmu-mir-203(mmu-mir-203)
GCCTGGTCCAGTGGTTCTTGACAGTTCAACAGTTCTGTAGCACAATTGTGAAATGTTTAGGACCACTAGACCCGGC
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(- CCCC- (- (- (- - (- - )) 2))2)133)-33))-3)2)3))-))))-))) (-35.60)
GTGAAATGTTTAGGACCACTAG*H*HH****

............................................... GTGAAATGTTTAGGACCACTAG. ... .... 64*
................................................ TGAAATGTTTAGGACCACTAG. ....... 62
............................................... GTGAAATGTTTAGGACCACT.......... 16
............................................... GTGAAATGTTTAGGACCACTA. ........ 11
................................................ TGAAATGTTTAGGACCACTAGt....... 46
............................................... GTGAAATGTTTAGGACCACTAGE. ...... 17
.................... AQAGTTCEACAGT - - o o e e e i e e e i e aeeeeaa. 14
................................................ TGAAATGTTTAGGACCACTAL. ....... 12

mmu-mir-204(mmu-mir-204y
TGGACTTCCCTTTGTCATCCTATGCCTGAGAATATATGAAGGAGGCTGGGAAGGCAAAGGGACGTTCA

- (CCC- (- CCCCC-CCCCm e raamane 2))33))))-33))3)))))-)))) - (-33.16)

*****TTCCCTTTGTCATCCTATGCCT

mmu-mir-205(mmu-mir-205)
CTCTTGTCCTTCATTCCACCGGAGTCTGTCTTATGCCAACCAGATTTCAGTGGAGTGAAGCTCAGGAG

(CCCCC- - Ll (e mamaeme - 2)21331)-333)1))))))--3))))) (-33.90)
**#x**TCCTTCATTCCACCGGAGTCTG
...... TCCTTCATTCCACCGGAGTCTGT . - - o e e e e ee e e ceeaee e eeeaan 12

T Z0B (MM r 206y T
CCAGGCCACATGCTTCTTTATATCCTCATAGATATCTCAGCACTATGGAATGTAAGGAAGTGTGTGGTTTTGG

(CCCCCLLLLCCCCCCCCCCCCe- - CCCCC. - - - - - - - - - - 1000000 (-31.80)
TGGAATGTAAGGAAGTGTGTGG***x**

mu-mir-207(mu-mir-207)
AAGGCAGGGGTGAGGGGCTGCGGGAGGAGCCGGGCGGAGGCTGCGGCTTGCGCTTCTCCTGGCTCTCCTCCCTCTCTTT

(CCC- CCCCC- COCCLC- - (- (- -----3-33333-3333333)-33-3)33)33)))))))  (-43.50)
GCTTCTCCTGGCTCTCCTCCCTCH****

mmu-mir-208a(mmu-mir-208a)
TTCCTTTGACGGGTGAGCTTTTGGCCCGGGTTATACCTGACACTCACGTATAAGACGAGCAAAAAGCTTGTTGGTCAGAGGAG

- CCCCCCCC- (- - (- (- (G- - - (- - - - - 2)-3)33))--3)-3)-3313)))--))-))))))))) - (-40.50)
ATAAGACGAGCAAAAAGCTTGTHHdkakadskskkk

mmu-mi r-208b(mmu-mir-208b)
CCTCTCAGGGAAGCTTTTTGCTCGCGTTATGTTTCTCATCCGAATATAAGACGAACAAAAGGTTTGTCTGAGGGCTG

- (- (- (- - - - - - 22)3)))--3))-)33001))))-))0))))) - - - (-31.00)
ATAAGACGAACAAAAGGTTTGTH**** ks

mmu-mir-20a(mmu-mir-202)
GTGTGATGTGACAGCTTCTGTAGCACTAAAGTGCTTATAGTGCAGGTAGTGTGTAGCCATCTACTGCATTACGAGCACTTAAAGTACTGCCAGCTGTAGAACTCC
AG

(A (A (TN (MO @D 2B )))) B ) 1)) 1)) ) ) EES ) ) ) )
). (-41.00)

TAAAGTGCTTATAGTGCAGGTAG

mu-mir-20b(mmu-mir-200)
CCTAGTAGTGCCAAAGTGCTCATAGTGCAGGTAGTTTTTATACCACTCTACTGCAGTGTGAGCACTTCTAGTACTCCTGG
N (T (O (O (T (R 33333313-3330333133)---333))-))) (-35.52)
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FHRFIHIHIHXHXXXXCAAAGTGCTCATAGTGCAGGTAG

mmu-mir-21(mmu-mir-21)
TGTACCACCTTGTCGGATAGCTTATCAGACTGATGTTGACTGTTGAATCTCATGGCAACAGCAGTCGATGGGCTGTCTGACATTTTGGTATC

- (CCCCC - - - COCCC- € (- (- - - - 2)2)1332))-33233))23)))))))0))))---)))))) - (-46.20)
TAGCTTATCAGACTGATGTTGA
................. TAGCTTATCAGACTGATGTTGA. - oo i i i i it i i i iiiiccccccceeeeeeaaaaaanaaaa. 2D157*
................. TAGCTTATCAGACTGATGTTGAC . — - o i i i i e et i e eeeemmameeaeeaeeeaaaaaaa--- 14628
................. TAGCTTATCAGACTGATGT TG . & o o e i e i i i i i eeemacascocccasceceaaaaaenanaa-=-- 12413
................. TAGCTTATCAGACTGAT GT T - - oo i i i iiiiiiiicccccceeeeeaaaaaaaaa 970
................. TAGCTTATCAGACTGATGTTGACT - - oo oo oo i ittt i it i i i iiicccccccceeeeeeaaaaaaaa-.. D18
................ ATAGCTTATCAGACT GAT G T TG . - o i i i e e i e e e i e eeeammcmeaeeceeecaaaaaeea---. 426
................ ATAGCTTATCAGACTGATGT TGA . - . i it e i i e eeeciccaaccccaaaacaeanaaaaa---. 284
................. TAGCTTATCAGACTGAT G - - o i i iiiiccccceeeaaaaaaaaaaa 172
................. TAGCTTATCAGACTGAT G - o oo i i i i i i i i i i i i i i i i i i iiicccccccccceeeeaeaaaaaaaa. 154
......................................................... ACAGCAGTCGATGGGCTGTCT - - o e e e e e e e 72
TGTACCACCT TG T CGGA - - - e i et o et e ittt e e aeom i masomcocascooccsascecccasceccaaaaacaaaaaaannn 64
........................................................ AACAGCAGTCGATGGGCTGTCT e v v v v e e eeeean 32
................. TAGCTTATCAGACT GAT - - - i i i i i i i iiiiicccccccecaaaananaaaa 29
..................... TTATCAGACT GATGT TGA . - - i e e e e et m e eeeee e e ceeeeeaeeeaaaaan 27
................ ATAGCTTATCAGACTGATGTTGAC . - i i i i e i i e eeecaacasccccaaaaccnaaaaaaeaaa. 26
................. TAGCTTATCAGACT G- - - e iiiiiiccccceeeaaaaaaaaaaa 21
................ ATAGCTTATCAGACTGATGT T - - i i i i i i i i i i i i i iiccccccccceeaaaanaaaaaa 19
.................. AGCTTATCAGACTGATGTTGAC . - - i i e e e e e e e e e e e e e e 17
....................................................... CAACAGCAGTCGATGGGCTGT - v v e i i ie e e oo .. 16
.................. AGCTTATCAGACTGATGTTGA . - - e i e i e e e e e e e aaeaaeaaaaaaaaae e eaeaaaaaaaaaaaa--- 15
................. TAGCTTATCAGACT GA . - - i i i i i i iccccccccecaaaaaaaaaa. 14
....................................................... CAACAGCAGTCGATGGGCTGTC. - o oo o2 12
................... GCTTATCAGACTGATGT TGA . - e o i i e i e eeeccmmcasccmccacaccaaaaeenanaa 12
.................. AGCTTATCAGACTGATGT TG - v e e et e e e e e e e e e aaaaaaaaaaaaaaaaaeeeeeeeaeaaaaaa---- 10
..................... TTATCAGACTGATGTTGAC . - - oo i i i i i i i i i iiiccccccceceeeaaaaaaaaaaa 10
................. TAGCTTATCAGACTGATGTTGA@A - - - - e e i i e i i e i aaaacccccascccaaaaaenanaaa-- 0629
................. TAGCTTATCAGACTGATGTTGAA - - - - oo oo oo it i i iiiicccccceeceeeaaaaaaaaaa-- D59
................. TAGCTTATCAGACTGATGTTGACA . - - - o oo oot i i i i iiicccccceceeaeaaaaaaaaaa. 489
................. TAGCTTATCAGACTGATGT TG . - - i i i i i i i e icaaceeccaceecaaaaaeeaanaaaaa--- 155
................. TAGCTTATCAGACTGATGTTGACAA - - - o v i e e i i e i e eeeccmamaeccaaaeceeanaea-- 112
................. TAGCTTATCAGACTGATGTTGEC. - - o et i i i i ii i iaeesccccacescccacaaaaaaaaanaa-. 08
................. TAGCTTATCAGACTGATGTTGACT - - - - i i oo i i i i i i i i i i i i i iiiiicccceeeeeeeaaaaaaaaaa D9
................. TAGCTTATCAGACTGATGOTGA . - - o o i e e e e e e meeae e e ceeaaaeaaaaaaaa-- 46
................. TAGCTTATCAGACTGATGT Tt - o ot i i i i iaaaecccccaacccaaaaaaaanaaa- 43
................. TAGCTTATCAGACTGATGT TGAL. - - o i i i i i aeescccccesacccaaaaaananana- 37
................. TAGCTTATCAGACTGATGTTGACC . - - o oo oo i i i i iiiicccccccceeaaaaaaaaanaaa 37
................. TAGCTTATCAGACTGATGT Ta. - o o o e e e i e i i e e eeee e aeeeceeacaecaaaaaeceaaaa-- 36
................. TAGCTTATCAGACTGCTGT TGA. - o o o i i i e e cacascccccaacccaaaacaaaaaa-- 34
................. TAGCTTATCAGACTGATGT TG . « c n i e i i i i i i e eeeecccaaascccacaacccaaaaaaceeanana- 33
................. TAGCTTATCAGACTGATGTTGC . - o oo oo oo i it i i i i iiiiccccccceeeeeaaaaaaaaaaa 31
(o3 1 107 L O G 0 31
................. TAGCTTATCAGACTGATGYTGAC. - - o i i i i e i i maeccccaecccaaaacananana- 29
................. TAGCTTATCATACTGATGT TGA. - o o e i i i e cacssccccacasccccananceeanana- 24
................. TAGCTTATCAGACTGATGT T A . i i i i it iicccccccccccaaaaanaananaa 23
................. TAGCTTATCAGACT GAT GO TG - o o o o i e e e e e e e et e e e e e e e e meeeaaeaeana. 22
................. TAGCTTATCAGACTGATGT TGgn - - - c e e i i e i i e eeemacascccacaacccmanaaaananaaa 21
................. TAGCTTATCAGACTGETGT TGA. - - - e e i i i i i i e cacescccccaeaccananneeanana 21
................. TAGCTTATCAGACTGCTGTTGAC . - - oo i i ittt i i iiiccccccccceeaaaaaaaaaaa 19
................. TAGCTTATCAGACTGATGTTGACT @A - - -« o i e e i e e ei i e eeemmmeceeeeeeaeeeaaaa-- 18
................. TAGCTTATCAGACTGATGCTGA. - - o o i i i i i i e cacascecccaacccaaaaaaaanaa-- 18
................. TAGCTTATCAGACTGATGT TGAg . - - - i e e i i e e i i e e eeecccacsscccacaaaccanaaaananana- 17
................ CTAGCTTATCAGACTGATGT TGA . - - oo i ieeeeeeaaaaaaaaaaaaaaaaaaaaaaaaaaa-- 16
................. JAGCT TATCAGACTGATGT TGA - - - o o i e f e i e e eeecemaceeaceceecaaaaaaeeanaaa. 15
................. TAGCTTATCAGACTGOTGT TGA. - - o it i e i i e eeecccaaasceccacaacccaaaaaaaaanaa-- 15
................. TAGCTTATCAGACTEATGT TGA. - - - e i i i i i i eiieccacasccccacaeaccacaanaaaenanana- 15
................. TAGCTTATCAGACTGATGTTGOC . - - oo oo oo oo oo i it it i i i i i iiicccccceceeeaaaaaanaaaa 15
................. TAGCTTATCAGACTGCTGT TG o o i e i i i e i i e e eeaeaeaeceaceecaaaaaaeaeeaaaa-- 15
................. TAGCTTATCAGACTGATET TGA. & - o it i i i i ieecccacascccacaacccaanaaaaaanaa-- 15
................. TAGCTTATCAGACTGATGTTGA@AA - - -« e i e i e i e e e eeeacaceecccacaacccaaaaaaeeanana- 13
................. TAGAaTTATCAGACTGATGTTGA. - i i i i i it i i iiiicccccccccceeaaaaaaaaaaa 13
................. TAGCTTATCAGAETGATGT TGA . - o o o i e e e e et e e e e e ceeeee e eeeaeeaeaea 12
................. TAGCTTATCATACTGATGT TGAC. « - o i e i i i mmeeccccascccaaaaceeanaaa 12
................. JAGCT TATCAGACTGATGT TG - e e e i e i e i e e e eeseccccceeccccaaaaccaananananan 12
................. TAGCTTATCAGACTEATGTTGAC . - - oo i it i i iccccccceeeeaeaaaaaaaaa 11
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................ ATAGCTTATCAGACTGATGT TG . - o oo oo i i i i i i it iccccccccceeaaaaaananaaaa 11
................. TAGCTTATCAGACTGATGT TEAC . « - o i i e e e e e e e e e e e 11
................. TAGCTTATCAGACTGATGCTGAC. - - o i i i i i mmeecccacascccaaaaeeeeanaaa 11
................. JAGCTTATCAGACTGATGTTGAC . - - o o i i i eeeeeeaaaaaaaaaaaaaaaaaaaaaaaaaa-- 11
................. TAGCTTATCAGACTGAGGTTGAC . - - oo i i i i i i i iiiicccccccceceeeanaaaaaaaaa 10
................. TAGCTTATCAGAATGATGT TG . o o o e i i i e i e e e ei e eceeeeeeceeaeeaeeeeaaaaa- 10
................. TAGCTTATCAGACCGATGT TG« v o e i i i i e i i i eeeecccacaaccccacaacacanaaaaaanaaa- 10
................. TAGCTTATCAGACTGACGTTGA . - - i i i i iiiiiiiccccceeeeeaaaaaaaaa 10

mmu-mir-210(mmu-mir-210)
CCGGGGCAGTCCCTCCAGGCTCAGGACAGCCACTGCCCACCGCACACTGCGTTGCTCCGGACCCACTGTGCGTGTGACAGCGGCTGATCTGTCCCTGGGCAGCGC

GAACC
- - (C- - G- - - Q- - (- (- €L - CCaeC- - - - - - - - 233-32-333333-333-333-33333-333)--3330))--)) - -

)--)) (-48.80)

CTGTGCGTGTGACAGCGGCTGA

................................................................. CTGTGCGTGTGACAGCGGCTGA. - - o oo a s
...... 136>

................................................................. CTGTGCGTGTGACAGCGGCT - - - oo e -
...... 11

................................................................. CTGTGCGTGTGACAGCGGCTGY - - - - c e e e e -
...... 20

................................................................. CTGTGCGTGTGACAGCGGCTGAA. - - o i e e i e e e e e
...... 11

mmu-mir-211(mmu-mir-211)
CTGCTTGGACCTGTGACCTGTGGGCTTCCCTTTGTCATCCTTTGCCTAGGCCTCTGAGTGAGGCAAGGACAGCAAAGGGGGGCTCAGTGGTCACCTCTACTGCAG
A

(N (T (MU OO 1)-32333333)--3333313333133))--331)))-)))--))))
. (-57.20)

TTCCCTTTGTCATCCTTTGCCT

mmu-mir-212(mmu-mir-212)
GGGCAGCGCGCCGGCACCTTGGCTCTAGACTGCTTACTGCCCGGGCCGCCTTCAGTAACAGTCTCCAGTCACGGCCACCGACGCCTGGCCC

(CCCCC- COC- - - (- (L - (- (- - - €C----2)--020000000)0) - -D)))) D) - - =)D -))))) -)))) (-41.30)
TAACAGTCTCCAGTCACGGCCA X dakaaksishdedk

............... ACCTTGGCTCTAGACTGCTTACT - - i iiicccceceeaaaanannaaa (T
............... ACCTTGGCTCTAGACTGCT TAC . - - o i e i e e e e e e e eeeaamaceeceaceeeaaaaaaea--- 13
............... ACCTTGGCTCTAGACTGCTTACT . - e e c e e i i i e i i i ceeeccaccaecccaaaaacenaanaaaa=aaa 10

mmu-mir-214(mmu-mir-214)
GGCCTGGCTGGACAGAGTTGTCATGTGTCTGCCTGTCTACACTTGCTGTGCAGAACATCCGCTCACCTGTACAGCAGGCACAGACAGGCAGTCACATGACAACCC

AGCCT
----- (CCCCCERREA ((( (O (R ( (TR D)D) ) ) DD D) DD R DD )OO0 D DD B D DD IODDD)

))))- (-67.62)

ACAGCAGGCACAGACAGGCAGT ook
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...... 33
..................................................................... TACAGCAGGCACAGACAGG. - - o oo e e e e e e oo -
...... 21
............................. TGCCTGTCTACACTTGCTGTG - - - oo i eeeeeceeeceeaaaaaannn
...... 18
...................................................................... ACAGCAGGCACAGACAGGCAGTa. - - ca e e - - -
...... 62
...................................................................... ACAGCAGGCACAGACAGGCAGTt. ... ... ...
...... 22
..................................................................... TACAGCAGGCACAGACAGGa. - - - a e e e e e e
...... 11

mmu-mir-215(mmu-mir-215)
AGCTCTCAGCATCAACGGTGTACAGGAGAATGACCTATGATTTGACAGACCGTGCAGCTGTGTATGTCTGTCATTCTGTAGGCCAATATTCTGTATGTCACTGCT

ACTTAAA
------- (CCCCRREN (CRI ( CCCCCERR (&) CCCCCCER CCCCCCA (RN )DDD D00 D EDD XD DD ) EDDERED D)) DD D EED D EED D)D)

ATGACCTATGATTTGACAGAC

mu-mir-216a(mu-mir-216a)
TTGGTTTAATCTCAGCTGGCAACTGTGAGATGTCCCTATCATTCCTCACAGTGGTCTCTGGGATTATGCTAA

- (CCC- (L - CCC- Lo - - - - 2))--3333)3))-33)-33))))))-)))) - (-30.00)
*Hxx*TAATCTCAGCTGGCAACTGTGA

mmu-mir-216b(mmu-mir-216b)
TTGGCAGACTGGGAAATCTCTGCAGGCAAATGTGATGTCACTGAAGAAACCACACACTTACCTGTAGAGATTCTTCAGTCTGACAA

- (- (- - (- - e - - (- - - - - D) R 21)-3)-22013)3)))))--)))))))-))- (-37.90)

Fkdkkx kA kAR *x X AAATCTCTGCAGGCAAATGTGA
..................................................................... gTTCTaCAGTCCGAC. .. 645
....................................................................... TCTaCAGTCcGAC. .. 151
...................................................................... TTCTaCAGTCCcGA. ... 36

mmu-mir-217(mmu-mir-217)
AAACATAGTCATTACAGTTTTTGATGTTGCAGATACTGCATCAGGAACTGACTGGATAAGACTTAATCCCCATCAGTTCCTAATGCATTGCCTTCAGCATCTAAA

CAA
---------------- (A (U UEENUEEEEES ) ) EES 3 ))))D)) D))) B ) I3 D)) )
).. (-37.10)

TACTGCATCAGGAACTGACTGGA

mmu-mir-218(mmu-mir-218-1)
GTGATAATGGAGCGAGATTTTCTGTTGTGCTTGATCTAACCATGTGCTTGCGAGGTATGAGAAAAACATGGTTCCGTCAAGCACCATGGAACGTCACGCAGCTTT
CTACA
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----------- (((((((THIHHTIIHIHIHIIHTT @O EEE Y ) s ) ) 33 ) ) ) S ) ) D)) D)2 19D D)) 19D ) 19 ) ) s
..... (-38.70)

TTGTGCTTGATCTAACCATGT
........................ TTGTGCTTOATCTAACCATGT « - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e

mmu-mir-218(mmu-mir-218-2)
GACCAGTTGCCGCGGGGCTTTCCTTTGTGCTTGATCTAACCATGTGGTGGAACGATGGAAACGGAACATGGTTCTGTCAAGCACCGCGGAAAGCATCGCTCTCTC

CTGCA
I CCER ER (R (CCC (R (R (((CCC(CEREPT (C----32--33333331--333033333---903003)--3)) - - =) - -
)))-. (-44.50)
TTGTGCTTGATCTAACCATGT
........................ TTGTGCTTGATCTAACCATGT . - - . o o ot ot et e e ottt et e e e e a e ea i e e eaeas

mmu-mir-219(mmu-mir-219-1)
CCGTCCCGGGCCGCGGCTCCTGATTGTCCAAACGCAATTCTCGAGTCTCTGGCTCCGGCCGAGAGTTGCGTCTGGACGTCCCGAGCCGCCGCCCCCAAACCTCGA

GGGGG
------- CCCC- Q- - CCC- - (- CCC-- - - === --323323333333332 233333033 --90I30) D)D) - - - - - (((.- - -
-)))- (-60.00)
TGATTGTCCAAACGCAATTCT

............................................................. AGAGTTGCGTCTGGACGTCCCG - - v v e cveeeceeaeam
...... 23

____________________ TGATTGTCCAAACGCAATTCT - . . ot e e ot ot e et e e e e e e e e e e e e e a e aaeaas
...... 5*

.................... TGATTGTCCAAACGCAATTCTCG . - - - o e e e oo e e e e e e e e e e e e e e e e e e e e e e e e meas
...... 10

e eeeeeeiiiiiiiiiiiiiiiieiiiieciecieo..AGAGTTGCGTCTGGACGTCCOGE. .- xncncnnnnn-n
...... 10

mmu-mir-219(mmu-mir-219-2)
ACTCAGGGGCTTCGCCACTGATTGTCCAAACGCAATTCTTGTACGAGTCTGCGGCCAACCGAGAATTGTGGCTGGACATCTGTGGTTGAGCTCCGGG

(i “iKir"i"“K““"'‘‘QgWW@I“ITNMTeeer 2))--:323133313313--3313313)-3311)-)I))))))))
(-48.40)

TGATTGTCCAAACGCAATTCT
.................. TGATTGTCCAAACGCAATTCT « - - - o e e e e e e e e e e e e e e e e e e e e e e e e e e et B®
............................................................. AGAATTGTGGCTGGACATCTGT - o e e e e eaeeno. 10

mmu-mir-22(mmu-mir-22)
ACCTGGCTGAGCCGCAGTAGTTCTTCAGTGGCAAGCTTTATGTCCTGACCCAGCTAAAGCTGCCAGTTGAAGAACTGTTGCCCTCTGCCCCTGGC

- (- (CC- (CC- - (Ol (- (- oo - - - - 233333)333133-33333)333)33)))-3))-)))---)) - (-42.00)
AAGCTGCCAGTTGAAGAACTGT
........................................................ AAGCTGCCAGTTGAAGAACTGT ... ... ooonno.... 2913
________________________________________________________ AAGCTGCCAGTTGAAGAACT - .. oo eeaeeaeano ... 694
........................................................ AAGCTGCCAGTTGAAGAACTG. . -« vveeaaano... 120
.................. .Y o i Fo7-c K elcT o7V, o3 o i N
........................................................ AAGCTGCCAGTTGAAGAAC. ... vuecaanonn.. 78
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........................................................ AAGCTGCCAGTTGAAGAACTGTT. ... ... ..... 62
.................. AGTTCTTCAGTGGCAAGCT TTA .« o e e et i i e meecmmececamecaeeeaeaaaaeenaaa-2 49
........................................................ AAGCTGCCAGTTGAAGAACTGTA. « v e eeeeeaaa. 60
........................................................ AAGCTGCCAGTTGAAGAACa. - - oo oooaaaaaaao.... 38
........................................................ AAGCTGCCAGTTGAAGAACTET . . ... ... ... ---.-.. 33
........................................................ AAGCTGCCAGTTGAAGAALTET . ... ... ......... 30
.............. CAG-AGTTCTaCAGT - - - e eeeeeeeeeaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaa- 29
........................................................ AAGCTGCCAGTTGAAGAACTGTaa. - - oo eeeaaa a2 27
........................................................ AAGCTGCCAGTTGAAGAACTA . - - e ee e e e eeee e oo 2. 23
........................................................ AAGCTGCCAGTTGAAGAACTGA . - - e e e e i e 18
........................................................ AAGCTGCCAGTTGAAGCACTGT . o v i e e e e eeeeeaan 17
......................... CAGTGGCAGAGCAT T . . oo oo i i it ittt i i i i i iiccccccececccaaaaaaaaaaaana- 16
........................................................ AAGCTGCCAGTTGAAGAACTaa - - - e eeee e e e a2 14
........................................................ AAGCTGCCAGTTGAAGAACTGTTE . .o oo oo 12
........................................................ AAGCTGCCAGTTGAAGAACTE. o v e i i iieeeeaan 12
........................................................ AAGCTGCCAGTTGAAGAACaa. - - - oo eeeaaaaaaa oo 12

mMu-mir-220(mmu-mir-220y
TTGTAGGGCTCCACCACAGTGTCAGACACTTTGGGTGAGGGCACCACACTGAAGGTGTTCATGATGCGGTCGGGATACTCCTCACG

- - (CCCCC- (OG- € (G- COCECCCCCCCLCC- CCCC-CC- = )) DM DIMINN - INNID)-DN---0)))-))- (-29.80)

FHFAAAHX XX XCCACCACAGTGTCAGACACTT

mmu-mir-221(mmu-mir-221)
ATCCAGGTCTGGGGCATGAACCTGGCATACAATGTAGATTTCTGTGTTTGTTAGGCAACAGCTACATTGTCTGCTGGGTTTCAGGCTACCTGGAA

- (CCCCCC- - - - (O L - (- (Ll - - - - - - - - 2))-330333132)33)-33)--3)-333)-)))))))))) - (-44.00)
AGCTACATTGTCTGCTGGGT T TCH* ki
........................................................... AGCTACATTGTCTGCTGGGTTT. o ov e oo 7472
........................................................... AGCTACATTGTCTGCTGGGTTTC. ... oonuo ... 2826
........................................................... AGCTACATTGTCTGCTGGGTT. ... ...o....... 483
___________________ ACCTGGCATACAATGTAGATTT - - o o e ot o e et et e e e e ea e e e e eaaeao . 34T
........................................................... AGCTACATTGTCTGCTGGGT . ..o veeeaoo.. 148
........................................................... AGCTACATTGTCTGCTGGGTTTCA. ............ 83
........................................................... AGCTACATTGTCTGCTGGG. - - . oo o ovaeenoo. - 63
___________________ ACCTGGCATACAATGTAGATTTC . . . _ e ot e e ettt e e e e o e e e eea e caaaacaaao. 36
................... ACCTGGCATACAATGTAGATT . - -« ot ot ettt e e e e e ieaieacaaaacaaaaaaaao. 28
........................................................... AGCTACATTGTCTGC . -« e e eeeeaceaaeeaaan- 19
.................. AACCTGGCATACAATGTAGATTT . . . oo e e e e e e e e e e e ee e e eieeaeann 12
___________________ ACCTGGCATACAATGTAGATTTCT . . - ot o et ottt e e et e e cee e aee e 11
........................................................... AGCTACATTGTCTGCTGGGTTTE. ... ooou ... 1674
........................................................... AGCTACATTGTCTGCTGGGTTTa. - .o ooono... 491
___________________________________________________________ AGCTACATTGTCTGCTGGGTTTCE. . oo ovono... 173
........................................................... AGCTACATTGTCTGCTGGGTTA. -« v oeenon.- 169
........................................................... AGCTACATTGTCTGCTGGGTTTE . . o oonoo. . 117
........................................................... AGCTACATTGTCTGCTGGGTTTat. ............ 70
___________________________________________________________ AGCTACATTGTCTGCTGGGTTaT -« v ceuo... 51
........................................................... AGCTACATTGTCTGCTGGGTTTHA. . ... ... 42
........................................................... AGCTACATTGTCTGCTGGGTTTaA. . ... .oo.oo.- 39
........................................................... AGCTACATTGTCTGCTGGGYTT. .. veeenaano 29
___________________________________________________________ AGCTACATTGTCTGCTGGGTTTg. - v eeno..- 16
........................................................... AGCTACATTGTCTGCTGGGTTAA. - - v e v oa - 16
........................................................... AGCTACATTGTCTGCTGGGTTC. - o v e evaaan-. 15
........................................................... AGCTACATTGTCTGCTGGGTTTCAA. - .. ........ 14
___________________________________________________________ AGCTACATTGTCTGCTGGGTAT . oo veeeaoano 12

mmu-mir-222(mmu-mir-222)
CCCTCAGTGGCTCAGTAGCCAGTGTAGATCCTGTCTTTGGTAATCAGCAGCTACATCTGGCTACTGGGTCTCTGGTGGC

(- CCCC- Ll - - (v e maene e 2))---33333-3333133333))3)-3)))-)) - (-41.20)
AGCTACATCTGGCTACTGGG T **wxkax

................................................ AGCTACATCTGGCTACTGGGTCTC. ....... 382
________________________________________________ AGCTACATCTGGCTACTGGGTCT. . ....... 154
................................................ AGCTACATCTGGCTACTGGGTCTCT....... 87
................................................ AGCTACATCTGGCTACTGGGT. ... ...... 27*
................................................ AGCTACATCTGGCTACTGGGTC. . ........ 24
................................................ AGCTACATCTGGCTACTGGG. . .. ........ 18
................................................ AGCTACATCTGGCTACTGGGTCTE. ....... 52
................................................ AGCTACATCTGGCTACTGGGTCTCa. ... ... 23
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................................................ AGCTACATCTGGCTACTGGGTCTtET....... 20
................................................ AGCTACATCTGGCTACTGGGTCTa........ 10

mmu-mir-223(mmu-mir-223)
TCTGGCCATCTGCAGTGTCACGCTCCGTGTATTTGACAAGCTGAGTTGGACACTCTGTGTGGTAGAGTGTCAGTTTGTCAAATACCCCAAGTGTGGCTCATGCCT

ATCAG
(e CCC- - (- - - - - - - - - - - - 23331333303333033333333-3--203II)))---))) - -

TGTCAGTTTGTCAAATACCCCA

mu-mir-224(mmu-mir-224)
GGGCTTTTAAGTCACTAGTGGTTCCGTTTAGTAGATGGTTTGTGCATTGTTTCAAAATGGTGCCCTAGTGACTACAAAGCCC

(CCCCCC- - (L CCC- Q- (- (- - (- - - - - 2)--331)-33331)-33)))))))))--)))))) (-37.10)
*rHxrHFHFTAAGTCACTAGTGGTTCCGTT

mmu-mir-23a(mmu-mir-23a)
CGGACGGCTGGGGTTCCTGGGGATGGGATTTGATGCCAGTCACAAATCACATTGCCAGGGATTTCCAACTGACCC

- (- (CC- (- (CCC- (- (- - - - - 2223331)-333)-33333)3-)))))-)))-)) - (-32.50)
ATCACATTGCCAGGGATTTCCH*kwxx

............................................. ATCACATTGCCAGGGATTTCCA. ... ..... 275
_____________________________________________ ATCACATTGCCAGGGATTTC. . ......... 207
............................................. ATCACATTGCCAGGGATTT............ 101
............................................. ATCACATTGCCAGGGATTTCC. .. ....... 191*
............................................. ATCACATTGCCAGGGATTTCCAA. .. ..... 41
......... elelelen i yeion feleleleyN el o n g |
............................................. ATCACATTGCCAGGGATT. ... ........ 10
............................................. ATCACATTGCCAGGGATTTE. . ......... 49
_____________________________________________ ATCACATTGCCAGGGATTTCCAL. . ...... 48
............................................. ATCACATTGCCAGGGATTTA. .......... 38
............................................. ATCACATTGCCAGGGATTTCa. .. ....... 14
............................................. ATCACATTGCCAGGGATTTCE. ......... 10

mmu-mir-23b(mmu-mir-23b)
GGCTGCTTGGGTTCCTGGCATGCTGATTTGTGACTTGAGATTAAAATCACATTGCCAGGGATTACCACGCAACC

(- (CC- (- (- va e nae - 2)233213:-33)033)33)--3))-)))-)) (-28.94)
ATCACATTGCCAGGGATTACCH**xxx

........ eleley oo [c]elef. relon K. o o N -
............................................. ATCACATTGCCAGGGATTACCA. ....... 104
_____________________________________________ ATCACATTGCCAGGGATTA. .. ........ 85
............................................. ATCACATTGCCAGGGATTACC. .. ...... 66*
............................................. ATCACATTGCCAGGGATTAC. . ........ 47
........ feleley oo Fcelef. relox e 1 < < |
_____________________________________________ ATCACATTGCCAGGGATTACCAC. . ..... 28
....... TGGGTTCCTGGCATGCTGATTT - . . o e e e e e e e i e e aceaaeaaaeaeaaaas 25
............................................. ATCACATTGCCAGGGATT............ 10
....... TGGGTTCCTGGCATGCTGATT . - . . o e e e e ee e e e e e ceceeaeaeeaeaaa. 13
............................................. ATCACATTGCCAGGGATTACCACE. . .... 100
............................................. ATCACATTGCCAGGGATTAL. . ........ 16
............................................. ATCACATTGCCAGGGATTACCAE. . ..... 15
______________________________________________ TCACATTGCCAGGGATTACCACE. .. ... 11
........ eleley oo [eleleT. relox K. i o i ol &

mmu-mir-24(mmu-mir-24-1)
CTCCGGTGCCTACTGAGCTGATATCAGTTCTCATTTCACACACTGGCTCAGTTCAGCAGGAACAGGAG

(- (- (- - - e 2))))-3)0))3)3)-3))-3)-)))) (-26.32)
TGGCTCAGTTCAGCAGGAACAG***
........................................... TGGCTCAGTTCAGCAGGAACAG. . .. 146*
........................................... TGGCTCAGTTCAGCAGGAAC. . . ... 62
........................................... TGGCTCAGTTCAGCAGGAACA. . ... 55
........................................... TGGCTCAGTTCAGCAGGA. ... .... 7
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........................................... TGGCTCAGTTCAGCAGGAA. . ..... 7
........................................... TGGCTCAGTTCAGCAGGAACAGE. .. 545
........................................... TGGCTCAGTTCAGCAGGAACAGtL. . 84
........................................... TGGCTCAGTTCAGCAGGAACAGa. .. 31
........................................... TGGCTCAGTTCAGCAGGAACAGTA. . 24
........................................... TGGCTCAGTTCAGCAGGAACAa. ... 13
........................................... TGGCTCAGTTCAGCAGGAACAE. ... 13

mU-mir-24(mmu-mir-24-2)
GCCTCTCTCCGGGCTCCGCCTCCCGTGCCTACTGAGCTGAAACAGTTGATTCCAGTGCACTGGCTCAGTTCAGCAGGAACAGGAGTCCAGCCCCCTAGGAGCTGG
CA

(R (i (TN (MU UEIEUIIE@EE@E )OI >E 0220 D)) B) B ) ) FES ) ) ) ) EENS ) ) ) S )
). (-48.90)

TGGCTCAGTTCAGCAGGAACAG

............................................................ TGGCTCAGTTCAGCAGGAACAG . - - - i e s
146>
............................................................ TGGCTCAGTTCAGCAGGAAC . - - - e
. 62
............................................................ TGGCTCAGTTCAGCAGGAACA. . - o e ii e e e e et
55
........................ GTGCCTACTGAGCTGAAACAG - - - - - o et e e e e e e e e e e e e e e e e e e e e e e e e e e e e aaan
30
........................ GTGCCTACTGAGCTGAAACAGT - - - oo e eeeeescceeccaaaaaaaaaa e e e e e e
18
............................................................ TGGCTCAGTTCAGCAGGA . - - e
7
............................................................ TGGCTCAGTTCAGCAGGAA . - . oo e i e e e e e
7

mmu-mir-25(mmu-mir-25)
GGCCAGTGTTGAGAGGCGGAGACTTGGGCAATTGCTGGACGCTGCCCTGGGCATTGCACTTGTCTCGGTCTGACAGTGCCGGCC

(CCC- (- - CCC- - (- - - C- - (- - - - - - 2)--23133)))-3--323))-33))--)))--)-)))) (-37-80)
CATTGCACTTGTCTCGGTCTGA**Hsxix

................................................... CATTGCACTTGTCTCGGTCTGA. ... ........ 14210*
___________________________________________________ CATTGCACTTGTCTCGGTCTG. - ... ..... 1842
................................................... CATTGCACTTGTC. . v veaceaaaaa.. 822
................................................... CATTGCACTTGTCTCGGTCT.............. 621
................................................... CATTGCACTTGTCTCGG. -« o ceeceenao . 441
_____________ AGGCGGAGACTTGGGCAATTGCT - - - e . o e e et e e e e e e e ea e eaeeaeeaeeaaeaa. 221
................................................... CATTGCACTTGTCTCGGTC. . . oovuoeno.. 179
.................................................... ATTGCACTTGTCTCGGTCTGA. - .. ... ..... 107
................................................... CATTGCACTTGTCTC. ..o ve e eeaaaa. 77
............. AGGCGGAGACTTGGGCAATTGC . - . o o e e e e ee e e e e i e ceeceeieceaceaaao.. 46
............. AGGCGGAGACTTGGGCAATTG . -« - - e o e e c e e e e e a i eaceacacaaceaceaeaaaanaaa. 45
.......................................................... CTTGTCTCGGTCTGA. .. ..o 43
............. AGGCGGAGACTTGGGCAATT . . - e e e ce e eea e ecececacccaieaaeaaaaaaaao 30
___________________________________________________ CATTGCACTTGTCTCGGT -« v ceeaeenan. 25
......................................................... ACTTGTCTCGGTCTGA. ... ........ 23
........................................................... TTGTCTCGGTCTGA. ... oeenann- 20
.................................................... ATTGCACTTGTCTCGGTCTG. . ... ....... 13
....................................................... GCACTTGTCTCGGTCTGA. ........... 10
................................................... CATTGCACTTGTCTCGGTCTGE. .. ... ...... 1537
................................................... CATTGCACTTGTCTCGGTCTGAL. . ... ...... 333
................................................... CATTGCACTTGTCTCGGTCTGAA. . ......... 186
................................................... CATTGCACTTGTCTCGGTCTGC. . ... oo..-.. 69
................................................... CATTGCACTTGTCTCGGTCTGA@A. .. ....... 69
................................................... CATTGCACTTGTCTCGGTCTGG. . - - . -..-.. 35
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................................................... CATTGCACTTGTCTCGGQCTGA. ... ........ 29
................................................... CATTGCACTTGTCTCGGTCTGtE. .......... 29
................................................... CATTGCACTTGTCTCGGTCTGAat.......... 29
................................................... CATTGCACTTGTCTCGGTCTGtA. .. ........ 21
................................................... CATTGCACTTGTCTCGGTCa. .. ........... 20
................................................... CATTGCACTTGTCTCGGTCTtA. ... ........ 20
................................................... CATTGCACTTGTCTtGGTCTGA. ... ........ 18
................................................... CATTGCACTTGTCTCGGTCTE. .. .......... 18
................................................... CATTGCACTTGTCTCGGTCTa. .. .......... 18
................................................... CATTGCACTTGTCTCGGTCQGA. ........... 15
................................................... CATTGCACTTGTCTCGGTCTGAtt. ......... 14
.................................................... ATTGCACTTGTCTCGGTCTGt. ........... 13
................................................... CATTGCACTTGTCTCEGTCTGA. .. ......... 13
................................................... CATTGCACTTGTCTCGGTCTEE. ........... 13
................................................... CATTGCACTTGQCTCGGTCTGA. . ..o ... 12
................................................... CATTGCACTTGTCTCGGTETGA. ... ........ 11
............. AGGCGGAGACTTGGGCAAT TG T, o o oo i i i i i i iiiicimmmeeeeeeaaaa 11
................................................... CATTGCACTTGTCTCGGCCTGA. . ... .. ..... 11
.................................... tGACGYTGCCCTEGGC . - - e e i i i i i it eiieeeeeee--2 10
................................................... CATTGCACTTGTCTCGETCTGA. ........... 10

mmu-mir-26a(mmu-mir-26a-1)
AAGGCCGTGGCCTCGTTCAAGTAATCCAGGATAGGCTGTGCAGGTCCCAAGGGGCCTATTCTTGGTTACTTGCACGGGGACGCGGGCCTG

- (CCCCCCC- (- - (- - - C----2-22-2200)2)22)-))2)13)))-)))))) -))) -))))) - (-50.40)
Fdk kK xdKkkxkx*TTCAAGTAATCCAGGATAGGCT

............... TTCAAGTAATCCAGGATAGG T - - o o i et i i i i e e aeaecccccascecaaaeeaaanaea-- 1739%
............... TTCAAGTAATCCAGGATAGGC - - - oo i i i i i e i iiiiiiiicccceeeeeeeaaaaaaa 157
............... TTCAAGTAATCCAGGATAG - - - i i i iiicccceceaaaaanaaa. 42
............... TTCAAGTAATCCAGGATAG - - s o o c i e e e e e e e e e e eeemaeaeeeaeeeceeeeaaaeeea-= 9
............... TTCAAGTAATCCAGGATAGGCT . - o oo oo i i it it it iiiiicccccceceeeeeaaaaaaaa 1755
............... TTCAAGTAATCCAGGATAGGCTET - . oo i i i it icccccccceeeeeaaaaaaaaa 1291
............... TTCAAGTAATCCAGGATAGGCTAT - - - i e i i e e i i e e eii e emeeccmacaeceaaeaeaaaaa--- 438
............... TTCAAGTAATCCAGGATAGG T @A - - e e e i i i e i i i e eeccaeaecccacaaceaaaaeaananaaa-- 431
............... TTCAAGTAATCCAGGATAGGCA - - - oo oo i i i iiiiiiiccceeeeeeaaaaa. 214
............... TTCAAGTAATCCAGGATAGGCT A . - - oo oo oottt it i i it iiiccccccceeeaaanaaaa. 141
............... TTCAAGTAATCCAGGATAGGCTAA - - - s e e i e e e e e ie e e eeemem e meeem e e meeee e e aeeea-- 137
............... TTCAAGTAATCCAGGATAGGCTET . - .o i i i i ieiccmacascccaaaaanaaa-- 112
............... TTCAAGTAATCCAGGATAGGCAT . - - e e i i i i i i i i i iiicacaeeecccacasccacacaaaaaaaaanan-- DO
............... TTCAAGTAATCCAGGATAGGCAA - - - - oo oo i i i i i i it i i i i i i i i iiiiccccccccceeeeaeaaaaaaaa D3
.............. CTTCAAGTAATCCAGGATAGG LT - - o o i i i i i e i i e e eeie e e ememameceeameeeeeeaaaaaaea- 37
............... TTCAAGTAATCCAGGATAGGCTtAA - - - o o i i e i i i i iiiiiameecacaacecanaaaenanaaa- 20
............... TTCAAGTAATCCAGGATAGGCTC. - - i e i i i i i i e ieicccaeeecccacancccaaaaaaeenanan-- 18
............... TTCAAGTAATCCAGGATAGGCTETa. - o oo oo oo oot i i i i it i iiiiccccccccaaaaaanaaa. 14
............... TTCAAGTAATCCAGGATAGGA . - - - - o e e e e e e e e e e e e e e e e e e emeeeeeaeaeo 12
............... TTCAAGTAATCCAGGAGAGG LT -« o o o e i i et i i i i eeemameecccccaaceaaaaaaenanaaa- 12
............... TTCAAGTAATCCAGGATAGGCT =TG- e e i i i i i i i e eeeecccacascccaaaaannanana- 12
............... TTCAAGTAATCCAGGATAGGCTaTt. - ..o oo o i i ittt iiicccccccceeeaeaaaaaaaa 11
............... TTCAAGTAATCCAGGATAGGCY - - - - i e e e e e e e et e e e e e e e ceee e e meeeeeeaeae 11

mmu-mir-26a(mmu-mir-26a-2)
GGCTGCGGCTGGATTCAAGTAATCCAGGATAGGCTGTGTCCGTCCATGAGGCCTGTTCTTGATTACTTGTTTCTGGAGGCAGCG

- (CCCC- - - - (- - (Ol (O - - - - - 2))--3333333333-3))))))))--))--)--))))) - (-44.90)
Fkxkxkk kxR TTCAAGTAATCCAGGATAGGCT

............. TTCAAGTAATCCAGGATAGGCT - - - - - e e e e e ee e e e eaeea e ieceeaaoeao oo 1730%
_____________ TTCAAGTAATCCAGGATAGGC - - - -« o e e c e et e e e e e e i e i e aa e eaeeaaeea. 157
............. TTCAAGTAATCCAGGATAGG - - - - -« e e e c e e e e e e e e e e ea e e eaeeaaeeaeaa 42
............. TTCAAGTAATCCAGBATAG - - - -« o e e e e e e e e e e e e e e aaeacaiaeaaeaaaaas O
_____________ TTCAAGTAATCCAGGATAGGCT=TAT - . -« o e et e e e ea e a e ee e eeaeeaeeao 11

mmu-mir-26b(mmu-mir-26b)
TGCCCGGGACCCAGTTCAAGTAATTCAGGATAGGTTGTGGTGCTGACCAGCCTGTTCTCCATTACTTGGCTCGGGGGCCGGTGCC

- (CCCCC- - CCCCC- (- - (- - CCCC----2232)332))))--233))))))))-))) - -)))) -)) - (-42.70)
HHHAAAAIHIIIAAFFTTCAAGTAATTCAGGATAGGT

.............. TTCAAGTAATTCAGGATAGGT T - - oo i i i it iiiccciiceeeeeaaa. 247
.............. TTCAAGTAAT TCAGGATAGGT - - o o o i e e e e e e e e e e e eeeeaaeaan (2%
.............. TTCAAGTAATTCAGGATAGGT T, - oo e e i i i i i i eeeecccacaneecanaanaaaa 41
.............. TTCAAGTAATTCAGGATAGGTTa. - o oo oo i i i i i i i i i i i i i i i i i iiiiicccccceeeeeaaaaa 13
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mmu-mir-27a(mmu-mir-27a)
TGGCCTGAGGAGCAGGGCTTAGCTGCTTGTGAGCAAGGTCCACAGCAAAGTCGTGTTCACAGTGGCTAAGTTCCGCCCCCTGGACCC

- (CCC- G- (- (- - (- (e 2)-33323331)--23333333)-3)-33)-))-)) - (-37-20)
TTCACAGTGGCTAAGTTCCGCH***wtxkx

....................................................... TTCACAGTGGCTAAGTTCCG. . ... ........ 663
....................................................... TTCACAGTGGCTAAGTTC. .............. 268
_______________________________________________________ TTCACAGTGGCTAAGTTCCGC. - ..o vuoou .. 242%
....................................................... TTCACAGTGGCTAAGTTCC. .. ... ....... 1901
....................................................... TTCACAGTGGCTAAGTT. . ...cooeuaan.. 59
............. AGGGCTTAGCTGCTTGTGAGCA - - - - - e e e e e e e e e e e e e e e e e ceeaeeeeeceaan 42
_______________________________________________________ TTCACAGTGGCTAAGT . .. oeceeoeaaan.. 13
....................................................... TTCACAGTGGCTAAGTTCCGE. ... ........ 69
....................................................... TTCACAGTGGCTAAGTTCCGA. - ... ...... 41
....................................................... TTCACAGTGGCTAAGTTCCGCE. .. ........ 33
....................................................... TTCACAGTGGCTAAGTTCCGCEE. ... ..... 12

mmu-mir-27b(mmu-mir-27b)
AGGTGCAGAGCTTAGCTGATTGGTGAACAGTGATTGGTTTCCGCTTTGTTCACAGTGGCTAAGTTCTGCACCT

(Ll - - - (- - - - (CC---322--332)1)3)--3)))333))))))))))) (-40.20)
TTCACAGTGGCTAAGTTCTGC****

................................................ TTCACAGTGGCTAAGTTCTGC. . ... 3768*
................................................ TTCACAGTGGCTAAGTTCTG. .. ... 1697
................................................ TTCACAGTGGCTAAGTTCT....... 1622
................................................ TTCACAGTGGCTAAGTTC........ 268
................................................ TTCACAGTGGCTAAGTTCTGCA. ... 239
................................................ TTCACAGTGGCTAAGTT......... 59
...... AGAGCTTAGCTGATTGGTGAACA . - - i e i e i e e e e e e e e e e e eeaaaaaaaaa--- 86
...... AGAGCTTAGCTGATTGGTGAAC - - - oo i i i i e e i e e e e i i e e e eeaaaaaaaaaaaa2 39
................................................ TTCACAGTGGCTAAGT ... ....... 13
............................................... GTTCACAGTGGCTAAGTTCTGC..... 21
...... AGAGCTTAGCTGATTGGTGAA . - - i e e e e e e e e e e e e e e eeeeaaaaaaaa-- 16
................................................... ACAGTGGCTAAGTTCTGC..... 13
................................................ TTCACAGTGGCTAAGTTCTGt. .. .. 265
................................................ TTCACAGTGGCTAAGTTCTGa. .... 262
................................................ TTCACAGTGGCTAAGTTCTGCAa. .. 117
................................................ TTCACAGTGGCTAAGTTCTGCAtL. .. 99
................................................ TTCACAGTGGCTAAGTTCTGCt. ... 88
................................................ TTCACAGTGGCTAAGTTCTGaA. ... 59
................................................ TTCACAGTGGCTAAGTTCTGtE.... 53
................................................ TTCACAGTGGCTAAGTTCa....... 42
................................................ TTCACAGTGGCTAAGTTCTa...... 35
................................................ TTCACAGTGGCTAAGTTCTaa..... 26
................................................ TTCACAGTGGCTAAGTTCTGaAa. .. 18
................................................ TTCACAGTGGCTAAGTTa........ 16
................................................ TTCACAGTGGCTAAGTTCTt...... 14
................................................ TTCACAGTGGCTAAGTTCTGtA. ... 13
................................................ TTCACAGTGGCTAAGTTCTGCAtt.. 11
................................................ TTCACAGTGGCTAAGTTCCGCA. ... 10

mmu-mir-28(mmu-mir-28)
GGTCCCTACCTTCAAGGAGCTCACAGTCTATTGAGTTGCCTTTCTGATTCTCCCACTAGATTGTGAGCTGCTGGAGGGCAGGCACT

(CC- (CC- COCCC- (- (Ol - - - - - - D). 2)))3333)3))-3)-33)))-3))-))) (-38.10)
TRk kR ANGGAGCTCACAGTCTATTGAG

............. AAGGAGCTCACAGTCTATTGA. « . . oo e e e e e e e e i eaiea e iaceaaaaaaana.. 644
_____________ AAGGAGCTCACAGTCTATTGAG - - - -« o« e e ot e e e e e e e e e i e e ee o eacaaeaaaaao.. 508%
..................................................... CACTAGATTGTGAGCTGCTGGA. ... ........ 148
............. AAGGAGCTCACAGTCTATTG . - -« - e e e e et e e e e e e e e e e eaea e ceceameameaeaaa. 121
..................................................... CACTAGATTGTGAGCTGCTGG . .. oo oono.. 25
_____________ AAGGAGCTCACAGTCTATTGAGT . . - . ot e et et e e e e e ea e i aa e eaceaaeeaaa. 10
............. AAGGAGCTCACAGTCTATT - . . o ot e e e ettt e e e e cee e eaeeeceaaeaaeeaaz 10
..................................................... CACTAGATTGTGAGCTGCTGGAG. - ... ...... 10
_____________________________________________________ CACTAGATTGTGAGCTGCTGGAA. -« .-« o ... 75
..................................................... CACTAGATTGTGAGCTGCTGGAE. ... ....... 31
..................................................... CACTAGATTGTGAGCTGCTGGAAA. . . - ... ... 30
............. AAGGAGCTCACAGTCTATTGAA . - - -« e e e e e e e e ee i e e e e ieceaaeeacacaaeaaan. 30
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mu-mir-200-3p(mmu-mir-200)
CTCATCTTGCGGTACTCAAACTATGGGGGCACTTTTTTTTTTCTTTAAAAAGTGCCGCCTAGTTTTAAGCCCCGCCGGTTGAG

(CCC- (- O - (- (OO (- oo - - - 223333333)-333333))--3)--33))-))-)))) (-35.60)
AAAGTGCCGCCTAGTTTTAAGCCC

mu-mir-200-5p(mmu-mir-200)
CTCATCTTGCGGTACTCAAACTATGGGGGCACTTTTTTTTTTCTTTAAAAAGTGCCGCCTAGTTTTAAGCCCCGCCGGTTGAG

(G- (- L - (- - (- e oo - - - 2)313233))-3333))))--))--33))-))-)))) (-35.60)

FxHA xR AHwx xR ACTCAAACTATGGGGGCACTTT

mmu-mir-20la-3p(mmu-mir-201a)
CCTATGTAGCGGCCATCAAAGTGGAGGCCCTCTCTTGAGCCTGAATGAGAAAGTGCTTCCACTTTGTGTGCCACTGCATGGG
(- (CCCC- (- - (v e e e - 2)))-3)-3333333333)3)-33)-3)))))))) (-44.30)
AAAGTGCTTCCACTTTGTGTGCH*Hxwxx

mu-mir-20la-Sp(mmu-mir-201a)
CCTATGTAGCGGCCATCAAAGTGGAGGCCCTCTCTTGAGCCTGAATGAGAAAGTGCTTCCACTTTGTGTGCCACTGCATGGG

(- (CLCC- (- (- CCCC-vane e 2)))-31-333331331)))))-3))-3)))))))) (-44.30)

FRrkxkkx kR CATCAAAGTGGAGGCCCTCTCT

mmu-mir-291b-3p(mmu-mir-291b)
ACATACAGTGTCGATCAAAGTGGAGGCCCTCTCCGCGGCTTGGCGGGAAAGTGCATCCATTTTGTTTGTCTCTGTGTGT

(- - - (OO - - - - - - - - - 2)2)--3-:3)-333)331)-3))-)-3))))))) (-36-10)
AAAGTGCATCCATTTTGTTTGTA****kxxkx

mmu-mir-201b-Sp(mmu-mir-201b)
ACATACAGTGTCGATCAAAGTGGAGGCCCTCTCCGCGGCTTGGCGGGAAAGTGCATCCATTTTGTTTGTCTCTGTGTGT

(- - - (- (- € - (- - - - - 2)))--3-3-3)-331))))))-3))-)-3))))))) (-36.10)

FxHdRxxH A A X RGATCAAAGTGGAGGCCCTCTCC

mmu-mir-202-3p(mmu-mir-202y
CAGCCTGTGATACTCAAACTGGGGGCTCTTTTGGATTTTCATCGGAAGAAAAGTGCCGCCAGGTTTTGAGTGTCACCGGTTG

CCCCC CCCCCOCCCOLC CCCC (L CCCC - - - CCCCC: === -DN - INNMIN) D)) (-41.10)
AAAGTGCCGCCAGGTTTTGAGTGT

mu-mir-202-5p(mmu-mir-202)
CAGCCTGTGATACTCAAACTGGGGGCTCTTTTGGATTTTCATCGGAAGAAAAGTGCCGCCAGGTTTTGAGTGTCACCGGTTG

(CCCC- (- CCCC- CCC- CLCC- - - - CCACC----92D20D00) 200D 200D - - -D))DIIDDDD) -))))) (-41.10)

TR Kk xR * X ACTCAAACTGGGGGCTCTTTTG

mu-mir-203(mmu-mir-203)
TTCAATCTGTGGTACTCAAACTGTGTGACATTTTGTTCTTTGTAAGAAGTGCCGCAGAGTTTGTAGTGTTGCCGATTGAG

- (CCCCC- (- - (OO (- (- m e v e e 23233):3333-333)))-3)))--))-)))))) - (-31.30)

AGTGCCGCAGAGT TTGTAGTGT** A

mu-mir-204(mu-mir-204)
TTCCATATAGCCATACTCAAAATGGAGGCCCTATCTAAGCTTTTAAGTGGAAAGTGCTTCCCTTTTGTGTGTTGCCATGTGGAG

- (CCCCCC- CC- COCC- (- CECCC- CC- CCC- - (CC---202D02D-3)290))0)-30)))-0))) -D) -D))D))) - (-33-30)
AAAGTGCTTCCCTTTTGTGTGT
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mu-mir-205(mmu-mir-208)
GGTGAGACTCAAATGTGGGGCACACTTCTGGACTGTACATAGAAAGTGCTACTACTTTTGAGTCTCTCC

(- (- (- - (CCCam oo a - - 2))1)-3321)-333):32)3)3)))-)) (=30.70)
AAAGTGCTACTACTTTTGAGTCT****

mmu-mir-296-3p(mmu-mir-296)
GGGCCTTTCTGGAGGGCCCCCCCTCAATCCTGTTGTGCTCGCTTCAGAGGGTTGGGTGGAGGCTCTCCTGAAGGTGTCC

(- (- (- (- CCC-C----D--23000032)03) -0 -30)3)3)) -))))) - D)) (-43.70)
GAGGGTTGGGTGGAGGCTCTCCHH*HHdkkkkk

............ AGGGCCCCCCCTCAATCCTGT - - e e e e e e ee e i iie e e iieeecceeacaeeaaenaaaaa 179
.............................................. GAGGGTTGGGTGGAGGCT . . . . veeeaeaaoo. 40
.............................................. GAGGGTTGGGTGGAGGCTCTCC. .o oo nn oo 29%
.............................................. GAGGGTTGGGTGGAGGCTCT. . v v e e e eenao-. 20
.............................................. GAGGGTTGGGTGGAGGCTC. . ..o oo 11
.............................................. GAGGGTTGGGTGGAGGCTCTC. . v oo oo eeaaa. 11
.............................................. GAGGGTTGGGTGGAGGC. . . - e veeeeeeao-. 10

mmu-mir-296-5p(mmu-mir-296)
GGGCCTTTCTGGAGGGCCCCCCCTCAATCCTGTTGTGCTCGCTTCAGAGGGTTGGGTGGAGGCTCTCCTGAAGGTGTCC

(- (- (- (- €CC-C----D--3000000)2))-))-)))0))))) -))))) -)))) (-43.70)
FHFAAAFHFXXAXAGGGCCCCCCCTCAATCCTGT

............ AGGGCCCCCCCTCAATCCTGT - - c e e e e e e e eeeee e e e e 179%
.............................................. GAGGGTTGGGTGGAGGCT. .. ... .......... 40
.............................................. GAGGGTTGGGTGGAGGCTCTCC. .. ......... 29
.............................................. GAGGGTTGGGTGGAGGCTCT . oo c e oo oeeaao2 20
.............................................. GAGGGTTGGGTGGAGGCTC. . ..o oo oo 11
.............................................. GAGGGTTGGGTGGAGGCTCTC. ... ... ...... 11
.............................................. GAGGGTTGGGTGGAGGC. .. ... ... ........ 10
.............................................. GAGGGTTGGGTGGAGGCTCTaa. « - - - cavnn-. 44
.............................................. GAGGGTTGGGTGGAGGCTCTat............ 22
............ AGGGCCCCCCCTCCATCCTGT - - i e e e e e e e e e e e e e i i e eecccmmmemmeenaaa 2]
.............................................. GAGGGTTGGGTGGAGGCTCTCCa. - - oo e 21
.............................................. GAGGGTTGGGTGGAGGCTCTCCaT. ... ... 17
.............................................. GAGGGTTGGGTGGAGGCTaT.............. 16
.............................................. GAGGGTTGGGTGGAGGCTCTCCaa.......... 15
.............................................. GAGGGTTGGGTGGAGGCTaa - = v v cc e e e 12
.............................................. GAGGGTTGGGTGGAGGCTa . -« v v e e e e e 11
.............................................. GAGGGTTGGGTGGAGGCTCTCE............ 10

mu-mir-207a(mmu-mir-297a-1)
ATATGTATGTATGTATGTATGTGTGCATGTGCATGTGCATGTATGCATATTGCATGTATATATTATGCATACATGT
(- (- - - - - - - 2)))))))-33))--3))))))0))))))))))) (-35.90)

ke xk ATGTATGTGTGCATGTGCATGT

mu-mir-207a(mu-mir-207a-2)
TGTATGTGCATGCATATGTGCTCATGTGTGTGTACATGTATGTGTGCATGTGCATGTATATATG

- (Ol - - - (- 2222022220 -)--DD))))))))))))))) - (=36.40)

ATGTATGTGTGCATGTGCATGT****

mmu-mir-207a(mu-mir-207a-3y
CTGTGTGTATATGTATGTGTGCATGTGCATGTGTGTATATGAATATACATATACATACACACATACCCATACAAACATGCACACAAACACACAGAAAATTGA
[(CCCCCC(CETTTE (- - - (e - - - - - ))0)00)0)) ) EEEEEEEEET R 2320330332290000)) -+ - - - -

(-38.17)
Fwesxkxkxxx ATGTATGTGTGCATGTGCATGT

mu-mir-207a(mu-mir-207a-4y
CTGTGTGTATATGTATGTGTGCATGTGCATGTGTGTATATGAGTATACATATACATACACACATACCCATACAAGCATGCACACAAATACACGCAAAA
- (CCCCCCCC- CCC- (Ol - (e - - - - - ))22)00)00))0)))) EEEEEEEEEE 2323333-332-2030033)) - - -
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(-39.80)
Faxwxwx ke xx ATGTATGTGTGCATGTGCATGT

mu-mir-207a(mu-mir-207a-5y
CTGTGTGTATATGTATGTGTGCATGTGCATGTGTGTATATGAGTATACATATACATACGCACATACCCATACAAGCATGCACACAAACCC

- (CCCCCC- - CCCC- (L (L - CCrraeCC-- - - - - 2)33331323333333)---32333)-2I0I)I0)))) - - - - - (-38.80)
FxHAAxx kA X ATGTATGTGTGCATGTGCATGT

mmu-mir-207a(mu-mir-207a6y
ATGTGCATGTGTGTATGTGCATGAGTGCATGTGCATGCATGTGTGTGCGCATGTATGTGTGCATGTGCATGTATGTGTGCAT

- - (- - (CC(- - (OO (CCCCCCCCCCC----22)33)331)3)1)-D)30)ID)3))) - -)))) - -) - - - - (~44.70)
ATGTATGTGTGCATGTGCATG T* s

mu-mir-207b-gp(mu-mir-207a-3
CTGTGTGTATATGTATGTGTGCATGTGCATGTGTGTATATGAATATACATATACATACACACATACCCATACAAACATGCACACAAACACACAGAAAATTGA
(- -+ - - - (- - - (e - - - - - ))2)00)0D) ) EE R 23233303332-900003)) -+ - - - - -

(-38.17)

TATACATACACACATACCCATA

mmu-mir-207b-3p(mmu-mir-207a-4y
CTGTGTGTATATGTATGTGTGCATGTGCATGTGTGTATATGAGTATACATATACATACACACATACCCATACAAGCATGCACACAAATACACGCAAAA
- (CCCCCCCC- (CC- (Ll - (e - - - - 0202005000 )0) EEEETEEEEE 2333333-333-3030033)) - - -

(-39.80)

TATACATACACACATACCCATA

mmu-mir-297b-3p(mmu-mir-297b)
TCTATTTGCTTGTGTGTATATGTATGTGTGCATGAACATGTGTATATGAATATACATATACATACACACATACCCATACAAACATGCATACAAACACACAGAAAA

TGGA
R (@ (A @ (R (G (S D)) B D)D) B0 DO EEES DD B DED D) DD DD D DEEES DD ) D DD B9 D))

)))) (-36.90)

TATACATACACACATACCCATA

mu-mir-207b-3p(mmu-mir-207c)
CTGTGTGTATATGTATGTGTGCATGTACATGTGTGTATATGAATATACATATACATACACACATACCCATACAAACATGCATACAAACACACAAAAAT
- (CCCCCC- - - (- - CCCC- - e - - - - - ))D2)0D))D)) EEEEEEEEES 2333--3330033033-390000)- - - - -

(-33.90)

TATACATACACACATACCCATA

mmu-mir-297b-5p(mmu-mir-297b)
TCTATTTGCTTGTGTGTATATGTATGTGTGCATGAACATGTGTATATGAATATACATATACATACACACATACCCATACAAACATGCATACAAACACACAGAAAA

TGGA
(U@ R @@ ) B> B DO EEE DD B IS ) D EEES DI DI DD B9

)))) (-36.90)

ATGTATGTGTGCATGAACATGT



Supplemental Figure S3
mmu-mir-297c(mmu-mir-297c)
CTGTGTGTATATGTATGTGTGCATGTACATGTGTGTATATGAATATACATATACATACACACATACCCATACAAACATGCATACAAACACACAAAAAT
- (- - - Q- - (- - - - - - - DDDDD))))))) EEEEEEEEES 222232 - - - - -

(-33.90)
FHxHxHF*FAAATGTATGTGTGCATGTACATGT

mmu-mir-298(mmu-mir-298)
CCAGGCCTTTGGCAGAGGAGGGCTGTTCTTCCCTTGAGTTTTATGACTGGGAGGAACTAGCCTTCTCTCAGCTTAGGAGTGG

((C- - (CC- - (CC- (- - - (CCC----233233321333-3333)))-3))-))) -))) - -))) (-43.00)
FHRHIHIIHXHXHXXXGGCAGAGGAGGGCTGTTCTTCCC

.......... GGCAGAGGAGGGCTGTTCT . - oo i i i i i i i i i i i iiececccccccccaaaaaaaaaannnannnaa-- 1900
.......... GGCAGAGGAGGGCTGTTCT T . e e c o i i i i i i i i e iesccccaasaccmaaaaceeanaeaa---. 1041
.......... GGCAGAGGAGGGCTGTTCT - - - oo i i i iccccceceeceaaaaaaaaaaaaananannn-- D46
.......... GGCAGAGGAGGGCTGTTCTTCC . - - i ccccccccaaaaaaaaaaaanananannnaa- 347
.......... GGCAGAGGAGGGCTGTTCTTCCC . - - i i iieecccccccccaaanannnaannnnnaaa 206%
.......... GGCAGAGGAGGGCTGTTCTTCCCT - - - c i i e e i e i e i eeecmmaseccmaaaaceaaanaaaaaa 92
.......... GGCAGAGGAGGGCTGTTC . - - it ceeeeeececaaaaaaaaaaaaaaanananaa (8
.......... GGCAGAGGAGGGCTGTTCTTCCCTT . - i i iccccccecacaaaaaaaaaaaaananannaa 30
............ CAGAGGAGGGCTGTTCTTC . - o i it i i e i i e e e e e e eeeeeeeeeeeaa- 21
.......... GGCAGAGGAGGGCTGTTCT T, - i icccccecaaaaaaaaaaaaananannnn--. 014
.......... GGCAGAGGAGGGCTGTTCTTa . - o s i i i i i i i i i i it i iicccecececeaaaaaaaaaaannananannnaa- D54
.......... GGCAGAGGAGGGCTGTTCTTCaA . - - o e i i e i i i i i i i i iiiiccecccceceacaaaaaaaaannnannnna-- D10
.......... GGCAGAGGAGGGCTGTTCT T . o o oo e e i e i i e iesccccaaeccccaaaaceaaanaaa--- 246
.......... GGCAGAGGAGGGCTGTTCTTat . - - i eecccceaaaaaaaaaaaanannanannaa 172
.......... GGCAGAGGAGGGCTGTTCTTa8 . - - oo i i i i i i i iiiiiccceecceeeaaaaaaaaaaannananananna-- 138
.......... GGCAGAGGAGGGCTGTTCTTCC A . - - o o i e i i i i i i i iiiiiececcccecaaaaaaanannnnanannaa- 130
.......... GGCAGAGGAGGGCTGTTCT Tt . o o o i i i e i eecccmcasccccaaaacanaaaaaa--- 128
.......... GGCAGAGGAGGGCTGTTCTTC A - - - - i ieceeeaaaaaaaaaaaananannnaaa 117
.......... GGCAGAGGAGGGCTGTTCTTCAA - - - o i i e i i i i i i i i iiccccccccccaaaaaaaaaanaannnnnna- 84
.......... GGCAGAGGAGGGCTGTTCTaT - - o o i i i i i i i i i i i i i i iieeccccccccccaaaaaaaaaaanaaanaaaa (O
.......... GGCAGAGGAGGGCTGTTCTTCC AT - - - e e e i i i i i eeecmaescccmcacaacaeanaanaaaaaa (D
.......... GGCAGAGGAGGGCTGTTCT A . - - o oo i it iccccceaaaaaaaaaaaaaaaananananaa (0
.......... GGCAGAGGAGGGCTGTTCTTCat. - ... iiiiccecaaaaaaaaaaaaaaanananananna- 03
.......... GGCAGAGGAGGGCTGTTCTaA . - - o i i i i i i i i i i i i iiccecccecccecccaaaaaaaaaannnananannaa 02
.......... GGCAGAGGAGGGCTGTTCa . - i e e i i i e i i i e eeeciaceseccccaasacceaaaacaeanaanaaa-=2 D9
.......... GGCAGAGGAGGGCTGTTCTTat. - - - i e e i i i i i ieiicccceeecccaaanaccanaanaaa-aa D3
.......... GGCAGAGGAGGGCTGTTCTaa - - -« o i i i i i i i i i iiccccecccecaaaaaaaaaaaaanananananaa D2
.......... GGCAGAGGAGGGCTGTTC TR . . . i iiiiiecnannnanaanaannnannnna-- 48
.......... GGCAGAGGAGGGCTGTTCTTCCAT - - - o e e i e i i i i eeecmmaeecccccaaceeananaa---- 43
.......... GGCAGAGGAGGGCTGTTCTTCtaT - - - - e e i i i i i eiicccececccaaancccananaaaaaa 38
.......... GGCAGAGGAGGGCTGTTCTTC . . . i iiiiiiccnaaaaaaaaaaaaannananananna- 36
.......... GGCAGAGGAGGGCTGTTCTTCCCTaT - - - i i i i ieeeeccccccaaaaaaaaaaaanananannaa 30
.......... GGCAGAGGAGGGCTGTTCTTC A, « - - o e e e it i i eeiicmmescccccacaacenaaaneaa-aa 34
.......... GGCAGAGGAGGGCTGTTCAA . = v v i e i e eeie e e eeeecmaceeccccaaaacceaaaneeeananananan 31
.......... GGCAGAGGAGGGCTGTTCTTCCCAaT . - - o i icceccccaaaaaaaaaaaaanaanananaa 29
.......... GGCAGAGGAGGGCTGTTCTTaa . - - - o i i i iiiccccccccccaaaaaaaaaanannnanannaa 28
.......... GGCAGAGGAGGGCTGTTCTTCCCaA . - - - e e e i e e i e e eeemmmaeeccmacaaceenanaaanan 22
.......... GGCAGAGGAGGGCTGTTCTTCCCaAT - - - e e e e e e e i e e eeeccmeeecccacancccnannnanan 22
.......... GGCAGAGGAGGGCTGTTCTTCCAA - - -« o i i i i i i i iiiicccccceaaaaaaaaaaananaananaaa 20
.......... GGCAGAGGAGGGCTGTTa8 - - - - o e i i i i i i i i iiiiiiccccccccccacaaaaaaaanannnnnnnnnaa 20
.......... GGCAGAGGAGGGCTGTTaAT - - i e e i e e i i i eeemaceeeccccasaccmaaaaeeeaaanaaa-== 19
.......... GGCAGAGGAGGGCTGTTCTTCCCT T . - - e e e e i i i eiieccceeeccccaancccananaaa-aa 18
.......... GGCAGAGGAGGGCTGTTCTTC g - i i i i i i i i iicccecccccaaaaaaaaaaaaannanananna- 18
.......... GGCAGAGGAGGGCTGTTCTTCCaT . - - i i i i iiieceeccccaaaaaaaaaaaanannanannaa 16
.......... GGCAGAGGAGGGCTGT T . - o i e it i i i acessccccasaccnaaaacaeaaanaaa-=2 16
.......... GGCAGAGGAGGGCTGTTEAA . -« v i e e e e eii e e eeenceaceeeccccaaacccaaanaeeanannaa-aa 15
.......... GGCAGAGGAGGGCTGTTCTTaat. - .. it iiiicccccaaaaaanaaaanannnnnnaa 14
.......... GGCAGAGGAGGGCTGTTCTTCCCTA . - - i i e i i iicccccccccaaaanannnnnnnnnnaaa 14
.......... GGCAGAGGAGGGCTGTTCT T8 . - - - c e e e i e e e e mmeecccaaeccccaaaacneaaanaaa-=- 14
.......... GGCAGAGGAGGGCTGTTCTTatt. - - - e e i i i i i eiieccceeecccaaaneceananaaa-aa 13
.......... GGCAGAGGAGGGCTGTTCTTC T . - . i iiicccecaaaaaaaaaaaannananannna- 13
.......... GGCAGAGGAGGGCTGTTCTTCaAT - - - o i i i i i iicccccceceaaaaaaaaannannnannnaa 13
.......... GGCAGAGGAGGGCTGTTCaAT - - e v i i e i i i i e i e ceeeccccasaccmaaaacenaaanaaa-== 13
.......... GGCAGAGGAGGGCTGTTCTga . « v e e e e e e e e eeeeeceeecccaaaaccaaanceeananananaa 12
.......... GGCAGAGGAGGGCTGTTCTTCCaaT - - - - i iicceccceceaaaaaaaaaaaaaaannnaa 12
.......... GGCAGAGGAGGGCTGTTaA . - i i i i i i i i i i i i i i i iccccccccccccaaaaaaaaaannnnnnnnnaa 12
.......... GGCAGAGGAGGGCTGTTCTTCatT . - o o i e e i i i i eeeiccmescccmacaeeeeaaaneaa-aa 11
............ CAGAGGAGGGCTGTTCTTCCCA . v v v i i e e ie e e e ieieeceeecccacacceanannennnnanaa-- 10
.......... GGCAGAGGAGGGCTGTTCT g - i i i i i i i i i i iicccccccccaaaaaaaaaaaaannanananaa- 10
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mmu-mir-299(mmu-mir-299)
AAGAAATGGTTTACCGTCCCACATACATTTTGAGTATGTATGTGGGACGGTAAACCGCTTCTT

(- (L anm - - - 2)2)33))0000))))0)))))-))))) (-42.30)
TATGTGGGACGGTAAACCGCTT***
...................................... TATGTGGGACGGTAAACCGCTT. ... 36*
...................................... TATGTGGGACGGTAAACCGCT. . ... 10

mmu-mir-29a(mmu-mir-29a)
ACCCCTTAGAGGATGACTGATTTCTTTTGGTGTTCAGAGTCAATAGAATTTTCTAGCACCATCTGAAATCGGTTATAATGATTGGGGA

(G- - - (L - - (OO CCCC-m e ee - 222330333)--:300I003II))) - - - - - - - ). (-35.14)
TAGCACCATCTGAAATCGGT TA**akrkaksin

..................................................... TAGCACCATCTGAAATCGGTTA. . ... ........ 10417*
..................................................... TAGCACCATCTGAAATCGGTT. ... ........... 2242
_____________________________________________________ TAGCACCATCTGAAATCGGTTAT............. 130
.................................................... CTAGCACCATCTGAAATCGGTT. ... ..ocuoouo.. 126
..................................................... TAGCACCATCTGAAATCGGT . ..o oeeneeno... 124
..................................................... TAGCACCATCTGAAATCGG. .. .. .ooouoono... 110
____________________________________________________ CTAGCACCATCTGAAATCGGTTA. .. ........... 50
..................................................... TAGCACCATCTGAA. .. cvoeiaaaaaaaa. 26
.................................................... CTAGCACCATCTGAAATCGGT ... ocvaeeaaana.. 25
..................................................... TAGCACCATCTGAAA .. .....c.ocuoenao... 20
_____________________________________________________ TAGCACCATCTGAAATC. .« oovoaeeaaan.. 17
.................................................... CTAGCACCATCTGAAATCGG. - -« oceeoeuoano.. 15
......................................................... ACCATCTGAAATCGGTTA. .. ..ovuoono.. 11
..................................................... TAGCACCATCTGAAAT. . .................. 10
_____________________________________________________ TAGCACCATCTGAAATCG. - .. voeeeeaaan.. 10
..................................................... TAGCACCATCTGAAATCGGTTE. .. ........... 479
..................................................... TAGCACCATCTGAAATCGGTTAA. . ... ........ 81
_____________________________________________________ TAGCACCATCTGAAATCGGTAA. .. .......... 35
..................................................... TAGCACCATCTGAAATCGGGTA. .. ........... 25
..................................................... TAGCACCATCTGAAATCGGTTY. .. vovunnn.. 15
..................................................... TAGCACCATCTGAAATCGGTTC. ..o oennon.. 12
_____________________________________________________ TAGCACCATCTGAAATCGGCTA. .. oovuoan.. 12

mmu-mir-29b(mmu-mir-29b-1)
AGGAAGCTGGTTTCATATGGTGGTTTAGATTTAAATAGTGATTGTCTAGCACCATTTGAAATCAGTGTTCT

CCCC (OO - - e e 2))))))3))1)-))33))))))-)))) (-26.42)
TAGCACCATTTGAAATCAGTGTT**
.............................................. TAGCACCATTTGAAATCAGTGTT. .. 204*
.............................................. TAGCACCATTTGAAATCAGTGT. ... 45
.............................................. TAGCACCATTTGAAATCAGT...... 20

mmu-mir-29b(mmu-mir-29b-2)
CTTCTGGAAGCTGGTTTCACATGGTGGCTTAGATTTTTCCATCTTTGTATCTAGCACCATTTGAAATCAGTGTTTTAGGAG

(- (- (- (v e e e 2))333133)3)-33213))3))-3)))))))) (-31.24)
TAGCACCATTTGAAATCAGTG T TH*xx

___________________________________________________ TAGCACCATTTGAAATCAGTGTT. ....... 204*
................................................... TAGCACCATTTGAAATCAGTGT......... 45
................................................... TAGCACCATTTGAAATCAGT........... 20
................................................... TAGCACCATTTGAAATCAGTGTTT....... 25
___________________________________________________ TAGCACCATTTGAAATCAGTG. . ........ 8
................................................... TAGCACCATTTGAAA. ............... 5
................................................... TAGCACCATTTGAAAT............... 5

mmu-mir-29c(mmu-mir-29c¢)
ATCTCTTACACAGGCTGACCGATTTCTCCTGGTGTTCAGAGTCTGTTTTTGTCTAGCACCATTTGAAATCGGTTATGATGTAGGGGGA

- (CCCQQCC- - - (- - - (- - - - I)))---33333))---3333)))))3)))-))))))))) - (-35.40)
TAGCACCATTTGAAATCGGTTA**Hxkakakakskskdk
..................................................... TAGCACCATTTGAAATCGGTTA. . .. .o oo ... 407*
..................................................... TAGCACCATTTGAAATCGGTT. ..o eooccaaa- . 45
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..................................................... TAGCACCATTTGAAA. . ... i 5
..................................................... TAGCACCATTTGAAAT . ... i i 2. B
..................................................... TAGCACCATTTGAAATCGGTTt. ... ......... 23

mmu-mi r-300(mmu-mir-300)
GCTACTTGAAGAGAGGTTATCCTTTGTGTGTTTGCTTTACGCGAAATGAATATGCAAGGGCAAGCTCTCTTCGAGGAGC

- (- - - (- - CCC----222--9000000000323-3)-03))))))))) -)))  (-35.50)
TATGCAAGGGCAAGCTCTCTTCH >
.................................................. TATGCAAGGGCAAGCTCTCTTC. - ... ... 17*

mmu-mir-301la(mmu-mir-301a)
CCTGCTAACGGCTGCTCTGACTTTATTGCACTACTGTACTTTACAGCGAGCAGTGCAATAGTATTGTCAAAGCATCCGCGAGCAGG

(- - - CCC- G- (- CeC---220)) - - - - - 2III3333)----3311-33))-3))--1))))) (-39.40)
CAGTGCAATAGTATTGTCAAAGC >kt
............. GCTCTGACTTTATTGCACTACT - - -« o e ot ettt e e ea e aieaeeaaeaaeaaaas 29
.................................................. CAGTGCAATAGTATTGTCA. ... ..ooeuaan... 19
............. GCTCTGACTTTATTGCACTAC . - - - o e o e e e e e e e e e e e e e e ieeeeeeeeaeeaaan 11

mu-mir-301b(mmu-mir-301b)
TTTCCTGCTGGCTGCGGGTGCTCTGACTAGGTTGCACTACTGTGCTGTGAGAAGCAGTGCAATGGTATTGTCAAAGCATCTGGGACCAGCCTCGAAG
- (CC- - CCCCC- G- (- - - - - - - CCCC-CC-- (G- - - - 3333--33-3333---3333-33333333-3-333))---))) -

(-38.70)

CAGTGCAATGGTATTGTCAAAGC

mu-mir-302a(mu-mir-s02a)
CCACCACTTAAACGTGGTTGTACTTGCTTTAGACCTAAGAAAGTAAGTGCTTCCATGTTTTGGTGATGG

(CC- (CCC- (L - CCCCCCCCCa - e - - 232333133))-:333)3)))-))))-))) (~30-90)

TAAGTGCTTCCATGTTTTGGTGA***

mu-mir-302b(mmu-mir-3020)
GTTCCCTTCAACTTTAACATGGGAATGCTTTCTGTCTCATCGAAGAGTAAGTGCTTCCATGTTTTAGTAGAAGT

----- CCCC- CCC- - (- - (- - - - - ((C------3)-3)))--3))D))))) - -D))-)))) - (-24.60)
TAAGTGCTTCCATGTTTTAGTAG****

mu-mir-3o2c(mmu-mir-s02c)
CCTCTGCTTTAACATGGGGTTACCTGCTGTGTTAAACAAAAGCAAGTGCTTCCATGTTTCAGTGGGGG

(CCC- - (- - (- - (- (- - - - - 2)--2222-33)-23)033)))--)--3))) (-28.40)

AAGTGCTTCCATGTTTCAGTGG***

mu-mir-302d(mmu-mir-s02dy
CCTTTACTTTAACATGGAGGCACTTGCTGTGCATTTAAAAATAAGTGCTTCCATGTTTGAGTGTGG

(- - (CCCC- (- - Com e ea - - )--2I20320330)32)))-33)))-)) (-27.90)

TAAGTGCTTCCATGTTTGAGTGT**

mmu-mir-30a(mmu-mir-30a)
GCGACTGTAAACATCCTCGACTGGAAGCTGTGAAGCCACAAATGGGCTTTCAGTCGGATGTTTGCAGCTGC

((C- (CCCCCCCCCC- - CCaraee(C----3)- - - - - 2))33313333)13)3))))))-))) (~37-30)
*****TGTAAACATCCTCGACTGGAAG

_____ TGTAAACATCCTCGACTGGAAG . - - -« « o e e e e e e e e e ea e e ea e e e e e e e e, 9938
..... TGTAAACATCCTCGACTGGAAGC . - - - - . o e e e i e ea o ea o aa e ceaceaacaacaaoan-. 8263
..... TGTAAACATCCTCGACTGGAAGCT . - - o o e e e e e ee e ceaacca e caaeaacanaaano. 2785
..... TGTAAACATCCTCGACTGGAA. - - . oo e ei e c e ciaacacacaaaaeaaaano. 2405
_____ TGTAAACATCCTCGACTGGA . . -« o e ot e e e ea e e e eea e e caaeeaeeaoa. . 1503
..... TGTAAACATCCTCGACTGG - « - - e o e e c e e e e e e e e ea e e e eaeaaeaceaaan 790
.............................................. CTTTCAGTCGGATGTTTGCAG. . ... 313
.............................................. CTTTCAGTCGGATGTTTGCAGC. . .. 304
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............................................... TTTCAGTCGGATGTTTGCAG. .... 192
............................................... TTTCAGTCGGATGTTTGCAGC. 182
..... TGTAAACATCCTCGAC . - o it i i i i e i i aeeeccccasccceaaaaaananaaa-- 157
.............................................. CTTTCAGTCGGATGTTTGC....... 110
.............................................. CTTTCAGTCGGATGTTTGCA...... 97

............................................... TTTCAGTCGGATGTTTGCA. .. ... 57

.............................................. CTTTCAGTCGGATGTTT......... 16
.............................................. CTTTCAGTCGGATGTTTG........ 30
...... GTAAACATCCTCGACTGGAAGCT - - - oo i i i i i i i i i i i iiiiccccceeeeeaaaaaaaaa 30
............................................... TTTCAGTCGGATGTTTGC....... 28
..... TGTAAACATCCTCGACT G - e e i i e i i i e eiie i amaecccccasccccaaaaaananaa-- 26
...... GTAAACATCCTCGACTGGAAGC - - - oot i i i iiiiicccceceeaaaaaaaaa 23
...... GTAAACATCCTCGACTGGAAG . - - oo it i i iiiicccccceeeeaaaaaaaaa 16
- - -CTGTAAACATCCTCGACTGGAAG . - - - - et e e e e e e e e e e e e eeea e aaas 11
.............................................. CTTTCAGTCGGATGT........... 5

..... TGTAAACATCCTCGACTGGAAGA.: - - s e e e e e e e e e e e e e e e e e e e e e e e eeaaaaaaaaaaa---- 616
..... TGTAAACATCCTCGACTGGAAGT . - - o i e i e i eeiee e eeeeaaaaaan--- 442
..... TGTAAACATCCTCGACTGGAAA . - - i e i i i i i eiiiacaececcaaaaaaaanaaa--- 363
.............................................. CTTTCAGTCGGATGTTTGCAGTt. 215
............................................... TTTCAGTCGGATGTTTGCAGt. 194
..... TGTAAACATCCTCGACTGGAAGCA - - o v o m e e e e i e i eiem e meeeee e e 192
..... TGTAAACATCCTCGACTGGAAGCAA - - v« o i i i e e i i i i eeii i e ceeccaaaaaaaanaa-- 16
..... TGTAAACATCCTCGACTGGAAGCTt . - o oo i i i i i i i i i i i i i i i i i e e eaeaaaaa---- 68
..... TGTAAACATCCTCGACTGGAAGAA.- - -« o e e e e e e e e e e e e e e e e e e e e e e e aaaaaaaaaaaa--- 65
..... TGTAAACATCCTCGACTGGAAL . - - oo i i i eiiiaceecaaaeeeaaaaaaa-- b1
..... TGTAAACATCCTCGCCTGGAAG . - - o i i i i i i i ieeiiiacesccccaaaaaeaaaaa-- 43
.............................................. CTTTCAGTCGGATGTTTGCAa..... 41
..... TGTAAACATCCTCGACTGGAAGCT A - - - o e e e e e e e e e e e i e i e e e e e e e e e e eeeaaaaaa--- 38
..... TGTAAACATCCTCGACTGGCAGC. - - i e i e i i i i i i i i i i i i i i i i i i e eeeeeeeaaaaaaa--- 33
..... TGTAAACATCCTCGACTGGAAGCTA - - v v e e e e i i ieii i mmeeccaaaeecenanaaa- 32

..... TGTAAACATCCTCGACTGGAABA. - - - oo e e e e e e e e e e e e e e e e e e e e e e e e eeeeaeaaaaa 3L
..... TGTAAACATCCTCGACTGGCAG . - - o i i e e e e e e e e e e e e e e e e e e e e e e e e e aaaaaaaaaa--- 28
.............................................. CTTTCAGTCGGATGTTTGCAGa. ... 26
..... TGTAAACATCCTCGCCTGGAAGC . - - i e e i i i i i i ceeccmcaaaaaaanaa-- 24
..... TGTAAACATCCTCGACTGGAAGCY - - - o e e e e e e e e e e e e e e e e e e e e e e e e e e eeeeeeee a2 19
..... TGTAAACATCCTCGACTGGE . - - i i i i i i i i i i i i e i i e i i e e e e e e e e e eeeaaaaaaaaa--- 18
..... TGTAAACATCCTCGACTGGEAG . - - - i i i i i i i e eiiieceecaeeceeeaaaaa-- 18
.............................................. CTTTCAGTCGGATGTTTGCAGaa. .. 17

.............................................. CTTTCAGTCGGATGTTTGCAGCa. .. 17

............................................... TTTCAGTCGGATGTTTGCAGa. ... 17

.................... aTGGAAGCTGCGYAG .- - - o oo i e e i i e e e i e i i i e e i e i i ieieeeaa--- 16
............................................... TTTCAGTCGGATGTTTGCAa..... 16
..... TGTAAACATCCTCGACTGGEAGC . - - i i i i i i i i iiceeccccaeeaaenaaaaa- 15
..... TGTAAACATCCTCGACTGGYAG . - - oo i e e e e e e e e e e e e e e e e e e e e e e e eaaaaaaaaaaa--- 13
..... TGYAAACATCCTCGACTGGAAGC . - - i e i i i i eii i i e ceecieeeeeeaaaaaaa-- 13
............................................... TTTCAGTCGGATGTTTGCAGCa. .. 13
.................... CTGGAAGCTGCaAAaCC. . . e i i i e e meeeeeeaa. 12

..... TGYAAACATCCTCGACTGGAAG - - - i e e e e e e e e e e e e e e e e e e e e e e e e e e eeeeeeeaaan 12

..... TGTAAACATCCTCGACTGGAAAAA - - -« o o e e e e e e e e e e meeeemaeenn- 12

.............................................. CTTTCAGTCGGATGTTTaCAGtT. .. 11
.............................................. CTTTCAGTCGGATGTTTGCAGCaa. . 11
..... TGTAAACATCCTCGACTGGAAGY - - - o oo e e e e e e e e e e e e e e e e e e e e e e e e eeeeeeeeeeaa 11
..... TGTAAACATCCTCGACTGGAAGCC - - - v e o i e e e i i e eeie e e meee e e 11
..... TGTAAACATCCTCGACTGGA. « - it i i eiiiiacescecmaaaeeaaaaaaa- 10
..... TGTAAACATCCTCGOCTGGAAG. - - - e e i i i e i i i i ieeeececeeccccaaanaenaaaaa- 10
............................................... TTTCAGTCGGATGTTTGCAGET... 10

mmu-mi r-30b(mmu-mir-30b)
CTAAGCCAAGTTTCAGTTCATGTAAACATCCTACACTCAGCTGTCATACATGCGTTGGCTGGGATGTGGATGTTTACGTCAGCTGTCTTGGAGTAT

- (- - (CCCC- - - (L - oo - - - - )-3233)33)-3333)3333)31))-33)))-3))))--)) - (-42.70)
TGTAAACATCCTACACTCAGCT

.................... TGTAAACATCCTACACTCAGCT - - - o e o e e e e e e e e e e e ee e aaeeaeaaaaeaaeaanaaa.. O5%
.......................................................... CTGGGATGTGGATGTTTACGTC. .. ... ocoono... 86
__________________________________________________________ CTGGGATGTGGATGTTTACGT. .. vueeoauon- 30
.................... TGTAAACATCCTACAC . « - - o e o e e e et e et e e e e e e ea e aiaacaaaaaaaa B
.................... TGTAAACATCCTACACTCAGC - - - - - e o e e e c e e e e e e e e e e e eeeeeieaeaaeeameaaan 17
.......................................................... CTGGGATGTGGATGTTTACGTCA. . ... veeenoa.. 12
........................................................... TGGGATGTGGATGTTTACGTCE . .. ... oooono.. 19
.......................................................... CTGGGATGTGGATGTTTACGTCE. . oo v eaeeoan o 17
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mmu-mir-30c(mmu-mir-30c-1)
ACCATGTTGTAGTGTGTGTAAACATCCTACACTCTCAGCTGTGAGCTCAAGGTGGCTGGGAGAGGGTTGTTTACTCCTTCTGCCATGGA

- (CCCC- - (L - - (- - (G- - - (- (C----2)----3)332))))-))-D))))))-) - --))))))))) - (=35.40)
TGTAAACATCCTACACTCTCAGC

................ TGTAAACATCCTACACTCTCAGCT - - - i i i e i e e eeee e aeeecaeacaecaaaaaeea---.. 84
................ TGTAAACATCCTACACTCTCAG . - o o i e i e i i e meeccmamaaccaaaaaaanaaaa. 4T
....................................................... CTGGGAGAGGGTTGTTTACT .. ... ... ....... 64
................ TGTAAACATCCTACACTCTCAG - - - i iiiiccceceaaananaaa 22
....................................................... CTGGGAGAGGGTTGTTTACTCC............. 35
................ TGTAAACATCCTACACTCTCA. o i i i i e eeeaacasceceacascccaaaaaaaaaa. 16
................ TGTAAACATCCTACAC - - - i i e e e i iiiiiiciccccccceeaaaaa.. B

....................................................... CTGGGAGAGGGTTGTTTACTC. . ... ... 11
...................................................... GETGGGAGAGCGTT. o e i i i i i ii i e eeeeaa--2 10
................ TGTAAACATCCTACACTCTCAGCT . - oo oo ittt iiiiicccccceeeeeeaaaaaa 10

mmu-mir-30c(mmu-mir-30c-2)
GAGTGACAGATATTGTAAACATCCTACACTCTCAGCTGTGAAAAGTAAGAAAGCTGGGAGAAGGCTGTTTACTCTCTCTGCCTT

(((_(_((((____(((((((_(((___((((((((( .............. )))))))))')))')))))))'"')))))))) (_29-14)
FhkxdHxrHxrxx*TGTAAACATCCTACACTCTCAGC

..................................................... CTGGGAGAAGGCTGTTTACTCT.......... 443
..................................................... CTGGGAGAAGGCTGTTTACT ... ......... 246
............. TGTAAACATCCTACACTCTCAGCT - - i i e i i i i i i i i i iiiccccicicceeeaaa.. 84
..................................................... CTGGGAGAAGGCTGTTTACTC. .. ........ 114
............. TGTAAACATCCTACACTCTCAGC . - o o i i e i mesecccacaaceaaananaaaa. AT
...................................................... TGGGAGAAGGCTGTTTACTCT.......... 67
............. TGTAAACATCCTACACTCTCAG - - - i e i iiiiccimeeeeennaa. 22
............. TGTAAACATCCTACACTCTCA . - o oo i e e e eeeee e eeeecaeaceaeeaaeeeea--- 16
..................................................... CTGGGAGAAGGCTGTTTAC. ... ... ... 25
..................................................... CTGGGAGAAGGCTGTTTA. .. ... ........ 19
...................................................... TGGGAGAAGGCTGTTTACT .. .......... 19
............. TGTAAACATCCTACAC . - o it i i i e e e e eaeacaaacaacaaaaeaaaaaa. B
...................................................... TGGGAGAAGGCTGTTTACTC. . ......... 10
..................................................... CTGGGAGAAGGCTGTTTAa. . ... ........ 28
..................................................... CTGGGAGAAGGCTGTTTACTCTE......... 25
..................................................... CTGGGAGAAGGCTGTTTACTCa. ......... 18
..................................................... CTGGGAGAAGGCTGTTTACTCTa. . ... 17
...................................................... TGGGAGAAGGCTGTTTACTCTt......... 12
..................................................... CTGGGAGAAGGCTGTTTACTa........... 10

mmu-mi r-30d(mmu-mir-30d)
AAGTCTGTGTCTGTAAACATCCCCGACTGGAAGCTGTAAGCCACAGCCAAGCTTTCAGTCAGATGTTTGCTGCTACTGGCTC

- (CCC- CCC- (- (- - - (- - - - €C----23--23333)333))-3)0)3))))-)-))) -)))) - (-34.00)
FHFAAAAX XX ATGTAAACATCCCCGACTGGAAG

........... TGTAAACATCCCCGACTGGAAG T - - i i e i i i i e i i i i i i i i iiiiiiciieeeeeaaa. (337
........... TGTAAACATCCCCGACTGGAAG - - - o i i i i e e i i e eeeeee e aeeameeeeeana. (223
........... TGTAAACATCCCCGACTGGAAG . - - o i i i i it i i eecmcesecccaaaacaaaaaeaa-a.. 3168*
........... TGTAAACATCCCCGACTGGAA. - o i i i i cceeecccaaaececaaananeaaaa (42
........... TGTAAACATCCCCGACTGGA . - - i i i i i i i i i e i e e i i i i i e iicaiicccccccceeaa-.. 644
........... TGTAAACATCCCCGAC. - - oo i i e i i i e i i e i e e i e e e e ieiecicccccccceeeeeeaaaa 90
........... TGTAAACATCCCCGACTG G v m m e e i i i i i i e meecccccssccocaaaaceeaaaaaaaaaa 87
................................................... CTTTCAGTCAGATGTTTGCTGC. . ........ 16
........... TGTAAACATCCCCGACTGGAAGA - - - oo e e e e i i i i i i i i i i i i i i i i iiiiccccccceeeeeaaaa-.. 1188
........... TGTAAACATCCCCGACTGGAAGCA . - - v e o i e i i i i i meeeamacaeceaaaneaaaaa. 307
........... TGTAAACATCCCCGACTGGAAGCT L. - e e e i i i i i i cceeecccacaecccaeanenaaaaa 219
........... TGTAAACATCCCCGACTGGAAR . - - oo i i i i i i i i i i i i i i e e i e e i ieecccccccccceeeeaaaa. 205
........... TGTAAACATCCCCGACTGGAAGE . - - - oo i i i i e eeeeeeeaeeaee a2 181
........... TGTAAACATCCCCGACTGGAAGCAA - - v v v i i e i i i i eiiiccceeeccaaaaeceeaaaaaa----. 106
........... TGTAAACATCCCCGCCTGBAAGC . - - c e i i i i i e eieiccceeecccacancecaannaaaaaa 98
........... TGTAAACATCCCCGACTGGAAL . - - i i i i i i i iiiiciiiiccccaeeeaa.. 84
........... TGTAAACATCCCCGCCTGGAAG T - - oo e i i i i i i e i i i i i i i i i i i i iiiccccccccceeeeeaaaa. 81
........... TGTAAACATCCCCGACTGGAAGCTAA - = v v e e e e e e meeeimmeeeecmacaaceaaaaannaan (2
........... TGTAAACATCCCCGACTGGAAGCT A - - v e e i e e e eee e e e meieeemceeeccaaanceaannanaaaa (1
........... TGTAAACATCCCCGACTGGCAGC - - - i i i i i i i i i i i i i i i i i i i i i i iiacciicciccieeeaaa.. B4
........... TGTAAACATCCCCGACTGGAAGAA - - - o o e e e e e e e i i i i i i i i i i i e iiciccccccccccceeeeeaaaa D2
........... TGTAAACATCCCCGACTGGAAGCY - - - i e e i i i i i eii i i e ieececaesecccacaaceeaaaaaaa--. Bl
........... TGTAAACATCCCCGCCTGBAAG. - - - i e i i i i i e ceeccccceeecccaaancneaannaa---. 45
........... TGTAAACATCCCCGACTGGCAGCT - - o oo i i i i i i i i i i i i i i i i i i i i iiiccccccccccceeeeaaaa. 35
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........... TGTAAACATCCCCGACTGGAAGCAT - - o oo oo i i i i i i i i i i i iiiiiccmeeeeeeeeaaaa 29
........... TGTAAACATCCCCGACTGGCAGA - - - o e e e e e e e e e e e i e e e e e e e e e e e e eeecccmmennnnaa 27
........... TGTAAACATECCCGACTGGAAGCT - - o e e e e i e i e i e cesecccacaaceaaanaaaaan 22
........... TGTAAACATCCCCGCCTGGAAGA - - - - oo oo e i e oo e e e e e e e e eeeieeeeeeeeeeeeeeaa 20
........... TGTAAACATCCCCGACTGGAAGCT AT - o oo oo i i i i i i i i i i i i i i i iiiiiccciccceeeaaa.. 18
........... TGTAAACATCCCCGACTGGEAGC - - - oo oo i i i i i i i i i i i i i iiicccccccceeeeaaaa. 18
........... TGTAAACATCCCCGACTGBAAGT - - - - e e e i i e i i e meeecmcssccccaaaaceeaaaaeaa-=. 18
........... TGTAAACATCCCCGCCTGGAA . - - oo e eeiieeeeeeeeee e 17
........... TGTAAACATCCCCGACTGGAAGCC - - - oo e e e e e e i i iiieeeeeeeeee a7
........... TGTAAACATCCCCGACTGGEAGCT - - o i i o i e i e e i e e ceeme e e meeem e eeeeeeaa 17
........... TGTAAACATCCCCGACTGGAGA . - o i i i i i i eeccesccccacaaceaaaaea---. 15
........... TGTAAACATCCCCGACTGGACGC - - - oo e i i i e i e i i i i i e e i e ieeeccccceeeeceeeeaaa2 15
........... TGTAAACATCCCCGACYGGAAGC - - - oo i e i i iiiiieeeeeeeeeeeaa. 14
........... TGTAAACATCCCCGACTGGAAGAT - - - e e i e i i e meeim e eeeeeemaceeaeeaeeeea---- 13
........... TGTAAACATCCCCGACTGGAAGCTET - v i e i e i i i i iiiiimceeeccccacaeceeaaaaaa---. 13
........... TGTAAACATCCCCGACTGGCAG - - - - oo e e e e e e eeeeeeeeeeeeeeeene 12
........... TGTAAACATCCCCGACTGGAYD - - - o i i e o i e e e e i iiiiiemeeeeemeeeeaaa 12
........... TGTAAACATCCCCGACTGGAAA - - - - e e e i e e e e e e e eeeeee e e meeee e 11
........... TGTAAACATCCCCGACTGGOAGCT - - o e e i e i i i i eeiimmameecccacaecaaeeeaaaaa 11
........... TGTAAACATECCCGACTGGAAGC - - - oo e i e e e e i i i ieiieieieieeeeeeeaaa2 10
........... TGTAAACATEECCGACTGGAAGCT - - oo i i i i i i i i i i i i i iiiiiicccceeeeeaaaa2 10

mmu-mir-30e(mmu-mir-30e)
GGGCAGTCTTTGCTACTGTAAACATCCTTGACTGGAAGCTGTAAGGTGTTGAGAGGAGCTTTCAGTCGGATGTTTACAGCGGCAGGCTGCCA

- (CCCCCCL- - (- - (Ll - - (- meaeo e )-32333331331)3)33)3)))--2)0))))))) - (-52.50)
TGTAAACATCCTTGACTGGAAG
................ TGTAAACATCCTTGACTGGAAGCT . - . . - e e e e e e e e e e ea e aa e e e eaaeaannnn.. 2524
................ TGTAAACATCCTTGACTGGAAGC . - - - - - e e oo ee e e e e e e i e ececeeaaaeannao.. 433
__________________________________________________________ CTTTCAGTCGGATGTTTACAGC . .. oocnno.. 322
.......................................................... CTTTCAGTCGGATGTTTAC. ..o euoeunann .. 167
.......................................................... CTTTCAGTCGGATGTTTACAG. ... ocuovn-... 116
................ TGTAAACATCCTTOACTGG - - - - e o e e e et e e e e e e e e e o ec e ececeeaaaaacnaaa. 9B
__________________________________________________________ CTTTCAGTCGGATGTTTACA. .. ..ocuoeuo... 83
................ TGTAAACATCCTTGACTGGAAG - - - -« o e e c e o e e e e e e e e ee e ea e eaiaaaaeaeana. T1%
.......................................................... CTTTCAGTCGGATGTTTA. . .ceeeaean- ... 66
................ TGTAAACATCCTTGACTGGA . - - o e e e e e e e e ee e o e eceeciecaceaeaeaaaaoz 39
__________________________________________________________ CTTTCAGTCGGATGTTT. oo eiceeeaanoa.. 16
................. GTAAACATCCTTGACTGGAAGCT . . - o e o et e e i e e eaia o aacaceaoeaaeaacaaoaao. 31
........................................ GTAAGGTGTTGAGAGGAG . - - - -« e we e eeaccaceaacaacaanaaaan-. 18
................ TGTAAACATCCTTGACTGOAA . - . o oo e e e e e e e e e e e e i eaececeaeaeananan 17
___________________________________________________________ TTTCAGTCGGATGTTTACAGC. - ..o cuovu-.. 15
................ TGTAAACATCCTTOAC - - - o e ot e e e ettt et e m e e e e ea i e aieaaeaaaaaaaeaoo. 13
........................................................... TTTCAGTCGGATGTTTACAG. -« o ccvuonn-.. 11
.......................................................... CTTTCAGTCGGATGT ..o eeeeeceaaeaaaan B
................ TGTAAACATCCTTGACTGGAAGCTE . - - - o o ot ot e e e ee o ea e eeacaoeaaeaacaacaaaaao.. 366
.......................................................... CTTTCAGTCGGATGTTTACAGE . ... ......... 309
............................................... GTTGYGAG-AGCTTT - .. e eiiieaaaaaaeaaaanaano. 290
________________ TGTAAACATCCTTGACTGGAAGR - - - « -« c e e ce e et e e e e e e e et e ea e ea e eaaeeaeeaan 97
................ TGTAAACATCCTTGACTGGAAGCA . - « - -« c e e e e e e e e ea o e o e eaoeaacaacaaaaacaaaaz 55
.............................................. TGTTGYGAG-AGCTTT - .. e e ieeiiaaaacaaaaaaan-. 45
................ TGTAAACATCCTTGACTGGAAGCTA . - - - - oo e e e e e e ee e e i e e ceceaeaeannoo. 43
________________ TGTAAACATCCTTGACTGGAAGAR . - « - -« =« « o e c e e m e e e e e et e e e ea e eaaeaeea e 22
................ TGTAAACATCCTTGACTGGAAGCTAR - - « <« -« o e e e e e c e e e e e e eaeaceaaeaeaamaanaaaan 20
.......................................................... CTTTCAGTCGGATGTTTACAGCA. . - ... ...... 18
.......................................................... CTTTCAGTCGGATGTTTAA. - veceeceno.. 17
________________ TGTAAACATCCTTGACTGGAAGCTET . . - o ot ot e e e e e e e ea o ea e e eaaaaaeaaeaoo. 15
.......................................................... CTTTCAGTCGGATGTTTACAGA. - . - .o ooon-.. 11
.......................................................... CTTTCAGTCGGATGTTTACAA. -« veuenn-.. 11

mu-mir-3i(omu-mir-31

TGCTCCTGTAACTCGGAACTGGAGAGGAGGCAAGATGCTGGCATAGCTGTTGAACTGAGAACCTGCTATGCCAACATATTGCCATCTTTCCTGTCTGACAGCAGC

T

(M ((("TM{{{f[“M“"lM(‘“"“IUUEOEETTE 22)-:323313313-33)-3313)--31331)--23)03)))-)))
(-48.80)

AGGCAAGATGCTGGCATAGCTG
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mmu-mir-32(mmu-mir-32)

GGAGATATTGCACATTACTAAGTTGCATGTTGTCACGGCCTCAATGCAATTTAGTGTGTGTGATATTTTC

(L - (L (- -€C----22--3-232003333)))))))) - -)))))))) (-31.90)
*HHFXTATTGCACATTACTAAGTTGCA
..................................................... aTGTGTGCGATCTTTT.. 65
..................................................... aTGTGTGCGATCTTT... 24

mmu-mir-320(mmu-mir-320)
GCCTCGCCGCCCTCCGCCTTCTCTTCCCGGTTCTTCCCGGAGTCGGGAAAAGCTGGGTTGAGAGGGCGAAAAAGGATGTGGG

------ (- - - (- CCCC-=---322223-9000000 - -000300))) - - - -))) - -)))) - (-44.80)
AAAAGCTGGGTTGAGAGGGCGA*FHaadk

............................................... AAAAGCTGGGTTGAGAGGGCGA. . . ... ... ..... 25287*
............................................... AAAAGCTGGGTTGAGAGGGCGAA. . ... ........ 5142
................................................ AAAGCTGGGTTGAGAGGGCGA. ... .......... 1488
............................................... AAAAGCTGGGTTGAGAGGGCG. - v v e e e eeaaaaa. 979
................................................ AAAGCTGGGTTGAGAGGGCGAA. ... ......... 582
.............................................. GAAAAGCTGGGTTGAGAGGGCGA. . ... ... ...... 279
............................................... AAAAGCTGGGTTGAGAGGGCGAAA. .. ......... 188
................................................. AAGCTGGGTTGAGAGGGCGA. . . ... ........ 167
................................................ AAAGCTGGGTTGAGAGGGCG. - - o oo e e o oo .. 163
................................................. AAGCTGGGTTGAGAGGGCGAA. ... ......... 153
................................................ AAAGCTGGGTTGAGAGGGCGAAA. . .......... 110
................................................. AAGCTGGGTTGAGAGGGCGAAA. . .......... 103
............................................... AAAAGCTGGGTTGAGAGGGC. - oo oo ee oo oo ... 98
............................................... AAAAGCTGGGTTGAGAGG. v e e ceeeeaaaa-. 69
.............................................. GAAAAGCTGGGTTGAGAGGGCG. ... ........... 65
............................................... AAAAGCTGGGTTGAGAGGG. =« v eeeeeaa... 55
............................................... AAAAGCTGGGTTGAGAGGGCGAAAA. . ... ...... 24
............................................... AAAAGCTGGGTTGAGAGGGCGAE. . ........... 5874
............................................... AAAAGCTGGGTTGAGAGGGCGE. ... .......... 2061
............................................... AAAAGCTGGGTTGAGAGGGCGAAL. ... ........ 642
............................................... AAAAGCTGGGTTGAGAGGGCGC. - v v e e e aaaaa-- 490
................................................ AAAGCTGGGTTGAGAGGGCGAL. .. .......... 430
............................................... AAAAGCTGGGTTGAGAGGGCGAtL. . .......... 389
............................................... AAAAGCTGGGTTGAGAGGGCGY .- - - oo a oo oo .. 317
............................................... AAAAGCTGGGTTGAGAGGGCGEE. .. .......... 266
................................................ AAAGCTGGGTTGAGAGGGCGAAL. .. ......... 243
............................................... AAAAGCTGGGTTGAGAGGGCGAG.- - - e e e eaaaaa . 229
............................................... AAAAGCTGGGTTGAGAGGGCGEA. . ... ... ..... 223
................................................. AAGCTGGGTTGAGAGGGCGAALt. ... ........ 179
............................................... AAAAGCTGGGTTGAGAGGGCGCA. . ... ... ..... 129
............................................... AAAAGCTGGGTTGAGAGGGCGCt. . ... ........ 128
................................................ AAAGCTGGGTTGAGAGGGCGE. ... ... ....... 105
............................................... AAAAGCTGGGTTGAGAGGGCGOtE. . .. c o oo ... 95
............................................... AAAAGCTGGGTTGAGAGGGCaA. . . ... coaaa... 94
................................................ AAAGCTGGGTTGAGAGGGCGAtL. ........... 91
............................................... AAAAGCTGGGTTGAGAGGGCat. ... ... ...... 87
............................................... AAAAGCTGGGTTGAGAGGGCGALA. ........... 86
............................................... AAAAGCTGGGTTGAGAGGGCGAC. . ..o oo...... 84
............................................... AAAAGCTGGGTTGAGAGGGCGQA. . ... ........ 69
................................................. AAGCTGGGTTGAGAGGGCGAt. ... ......... 54
................................................. AAGCTGGGTTGAGAGGGCGAtt. ........... 54
............................................... AAAAGCTGGGTTGAGAGGGA. =« v e eeeauna-. 54
............................................... AAAAGCTGGGTTGAGAGGGYGA. . . ... ........ 51
............................................... AAAAGCTGGGTTGAGCGGGCGA. . ... ... ..... 50
.............................................. GAAAAGCTGGGTTGAGAGGGCGE. . .. ... 49
............................................... AAAAGCTGGGTTGAGAGGGEGA. . ... ......... 48
............................................... AAAAGCTGGGTTGAGAGGGCGtELEE. ... ....... 41
............................................... AAAAGCTGGGTTGAGAGGGaGA. . ... ... ..... 40
................................................ AAAGCTGGGTTGAGAGGGCGAtA. .. ......... 40
............................................... AAAAGCTGGGTTGCGAGGGCGA. . ... .ooao... 39
............................................... AAAAGCTGGGTTGEGAGGGCGA. . . ... ........ 39
............................................... AAAAGCTGGGTTGAGAGGGCGEAL. ........... 36
............................................... AAAAGCTGGGTTGAGAGGGE. . . ..o ee oo oo... 33
............................................... AAAAGCTGGGTTGAGAGGGCGAgt. .. ......... 31
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............................................... AAAAGCTGGGTTGAGAGGGaa. - -« v aeueuuaa--- 30
................................................. AAGCTGGGTTGAGAGGGCGAAAL. . ......... 30
................................................ AAAGCTGGGTTGAGAGGGCGC. - oo oo eaa oo o2 29
............................................... AAAAGCTGGGTTGAGAGGGCA . =« v e eeaaaa 28
............................................... AAAAGCTGGGTTGAGAGGGat. . ..o ceeeaa. 27
............................................... AAAAGCTGGGTTGAGYGGGCGA. . o oo e e e e e oo o s 27
............................................... AAAAGCTGGGYTGAGAGGGCGA . - . oo a oo 27
............................................... AAAAGCTGGGTTGAGAGGGtLE. .. ........... 26
............................................... AAAAGCTGGGTTGAGAGGGCGAQA. .. ......... 26
............................................... AAAAGCTGGGTTGAGAGGaa. - - - - - e e oo ... 24
............................................... AAAAGCTGGGTTGAGAGGGtaA. ... ... ...... 24
............................................... AAAAGCTGGGTTGAGAGGGCGAAG. - - v e aaann.. 24
................................................. AAGCTGGGTTGAGAGGGCGAAtt. . ......... 22
................................................ AAAGCTGGGTTGAGAGGGCGAAtL. .......... 21
............................................... AAAAGCTGGGTTGAGEGGGCGA. . . ..o ..... 20
............................................... AAAAGCTGGGTTGYGAGGGCGA. . ... ccaa... 20
............................................... AAAAGCTGGGTTGAGAGGGtat. ............. 18
................................................ AAAGCTGGGTTGAGAGGGCGtE. ............ 18
................................................ AAAGCTGGGTTGAGAGGGCGAAQ . . ... ....... 18
............................................... AAAAGCTGGGTTGAGAGGGatt. ............. 18
................................................ AAAGCTGGGTTGAGAGGGCGY- = v v e e aeaan--. 18
............................................... AAAAGCTGGGTTGAGAGGaaa.- - - - - e e oo oo oo 17
............................................... AAAAGCTGGGTTGAGAGGGEGE. - . oo oo o . 17
............................................... AAAAGCTGGGTTGtGAGGGCGE. . ..o oo e e 17
............................................... AAAAGCTGGGTTGAGAGGGaat. . ... ......... 17
................................................. AAGCTGGGTTGAGAGGGCGAttt........... 16
............................................... AAAAGCTGGGTTGAGAGGGCaAt. . ........... 16
............................................... AAAAGCTGGGTTGAGAGGGCEtAL. ... ......... 16
................................................ AAAGCTGGGTTGAGAGGGCGtA. . ........... 16
............................................... AAAAGCTGGGTTGAGAGGtaa. - - - o eeeunn.... 15
............................................... AAAAGCTGGGTTGAGAGGGEE. .. ... ... ...... 15
............................................... AAAAGCTGGGTTGAGAGGtat. .............. 15
............................................... AAAAGCTGGGTTGAGAGGGEGAE. .. .......... 15
............................................... AAAAGCTGGGTTGAGAGGGCGttA. ........... 15
............................................... AAAAGCTGGGTTGAGCGGGCGAE. ... ... ...... 15
................................................ AAAGCTGGGTTGAGAGGGCGAG - -+« v v e aean-.. 14
............................................... AAAAGCTGGGTTGAGAGGA. - v v e e eeeeeana.. 14
............................................... AAAAGCTGGGTTGCGAGGGCGAE. ... ......... 14
.............................................. GAAAAGCTGGGTTGAGAGGGCGC. - - oo e e 14
............................................... AAAAGCTGGGTTGAGAGGGCGAAAL. . ......... 14
............................................... AAAAGCTGGGTTGAGAGGGYGAE. ... ......... 13
............................................... AAAAGCTGEGTTGAGAGGGCGA. . ... ... ..... 13
............................................... AAAAGCTGGGTTGAGAGGGta. - ..o oo oo oo o. 13
............................................... AAAAGCTGGGTTGAGAGGGCGAttL........... 13
................................................ AAAGCTGGGTTGAGAGGGCGCA. . .. ..o 12
............................................... AAAAGCTGGGTTGAGAGGGaGAE . . ... ... ..... 12
................................................ AAAGCTGGGTTGAGAGGGCGAtAL. .. ........ 12
............................................... AAAAGCTGGGTTGCGAGGGCGAA. . ..o ... 12
................................................ AAAGCTGGGTTGAGAGGGCGAC. -« v e eeeaaaa 12
............................................... AAAAGCTGGGTTGAGAGGat. . ... oo 12
............................................... AAAAGCTGGGTTGAGAGGGCGAAC. - . oo .... 11
............................................... AAAAGCTGGGTTGAGAGGGCGEAA. ... ... ..... 11
............................................... AAAAGCTGGGTTGAGAGGGCEA. . ... ......... 11
............................................... AAAAGCTGGGTTGAGAGGGEGAA . . ... ... ..... 11
............................................... AgAAGCTGGGTTGAGAGGGCGA. - . ..o oo.o 11
.............................................. GAAAAGCTGGGTTGAGAGGGCGAE. . ... ........ 11
................................................. AAGCTGGGTTGAGAGGGCGACt. ........... 10
............................................... AAAAGETGGGTTGAGAGGGCGA. . ... ......... 10
................................................ AAAGCTGGGTTGAGAGGGCGAttt. . ......... 10
................................................ AAAGCTGGGTTGAGAGGGCGtEEE. .. ......... 10
............................................... AAAAGCTGGGTTGAGAGGGaGAA. . ........... 10
............................................... AAAAGCTGGGTTGAtAGGGCGA. . ... ......... 10
................................................. AAGCTGGGTTGAGAGGGCGAAEA. . ......... 10
............................................... AAAAGCTGGGTTGAGEGGGCGAA. ... ... ...... 10
............................................... AAAAGCTGGGTTGAGAGGGCatt............. 10
............................................... AAAAGCTGGGTTGAGAGGGCGCAL. ........... 10
............................................... AAAAGCTGGGTTGAGAGGGaG. . - - oo e co oo 10
............................................... AAAAGCTGGGTTGAGAGGGCaAA. . ........... 10

mu-mir-322(mmu-mir-322)
CCTCGTTGACTCCGAAGGGCTGCAGCAGCAATTCATGTTTTGGAGTATTGCCAAGGTTCAAAACATGAAGCGCTGCAACACCCCTTCGTGGGGAA
--------- (- CC- - Q- - Q-G - == --3-333033033133) 2233331 - -3 -D3I))))-))) - - - (-42.80)
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CAGCAGCAATTCATGTTTTGGA

............................................................ AAACATGAAGCGCTGCAACA. . . ..o eeeaao... 9926
............................................................ AAACATGAAGCGCTGCAACAC. ... ... ...... 9115
........................................................... AAAACATGAAGCGCTGCAACA. . ..o i i ieeaaa... 2597
.......................................................... CAAAACATGAAGCGCTGCAACA. .. ... .......... 1405
...................... CAGCAGCAAT TCAT GT T T TG - e c o m e e i e e e e e eeeome e ceeceaeecaaaaaanaaaa. 667
........................................................... AAAACATGAAGCGCTGCAACAC. .. ... ........ 333
.......................................................... CAAAACATGAAGCGCTGCAA. . ... ... .. ........ 283
.......................................................... CAAAACATGAAGCGCTGCAAC. . . oo oo 217
............................................................ AAACATGAAGCGCTGCAAC. . oo e i eeeeaao. 190
...................... CAGCAGCAAT TCATGT T T TGGA. - o o i i i e e e i i e eeeccaaasccccaaaaccaaaaeaa-aa. 184%
...................... CAGCAGCAATTCATGTTT GG - - oo iiiccececeeeeaaaaaaanaaaaa 132
........................................................... AAAACATGAAGCGCTGCAA. . ..o iiieeaaao.. 128
............................................................ AAACATGAAGCGCTGCAA. - . o oo eea i oo oo 82
........................................................... AAAACATGAAGCGCTGCAAC. - - e e e eee e 77
..................... GCAGCAGCAATTCATGTT TG - o oo i it i i i iiicccceeeeeeaaaaaaaaaa-.. 08
............................................................ AAACATGAAGCGCTGCAACACC. ... .......... 65
...................... CAGCAGCAAT TCAT GT T T - - e e e e i e e e eee e e aeemcmacceeacaeecaaaeaanaaa-. 60
.......................................................... CAAAACATGAAGCGCTGCA. .. e oo i e eieaaoao2 30
B O €3 i €70 02027 Y]] ]G3 I 27
........................................................... AAAACATGAAGCGCTGCA. . .o i i ieeeeaa.. 18
............................................................ AAACATGAAGCGCTGCA. . . oo oo eaa oo o...- 16
..................... GCAGCAGCAAT TCATGT T T T e e e e e e i e e i i e i maeeeccccacscccccaasacceaaaaaenanana- 16
............................................................ AAACATGAAGCGCTGC. v v v i i eeeeeeeeeeas 12
............................................................ AAACATGAAGCGCTGCAACACE. ... ... ....... 1762
............................................................ AAACATGAAGCGCTGCAACAa. . ... eco oo 966
............................................................ AAACATGAAGCGCTGCAACAEL. . . ... ooo... 327
........................................................... AAAACATGAAGCGCTGCAACAA. . o v v e eeeeeaaa. 122
............................................................ AAACATGAAGCGCTGCAACACa. ..o vvwen..... 108
............................................................ AAACATGAAGCGCTGCAACE. . ... ... ....... 98
.......................................................... CAAAACATGAAGCGCTGCAACAa. .. ... ......... 59
...................... CAGCAGCAATTCATGTTT TGt . ..o o i i i i i i iiicccecccceeeaaaaaaaaaananann- D3
............................................................ AAACATGAAGCGCTGCCACA. . ... .o ..... 49
............................................................ AAACATGAAGCGCTGCCACAC. .. ... ....... 43
.......................................................... CAAAACATGAAGCGCTGCAACt. .. ... ... ....... 29
........................................................... AAAACATGAAGCGCTGCAACACE. ... ... ...... 26
.......................................................... CAAAACATGAAGCGCTGCAAE. . . ..o 21
........................................................... AAAACATGAAGCGCTGCAACE. . . ... 21
............................................................ AAACATGAAGCGCTGCAACAat.............. 20
.......................................................... CAAAACATGAAGCGCTGCAACAE. ... ........... 19
............................................................ AAACATGAAGCGCOGCAACA. .. ... oeaaa..... 18
............................................................ AAACATGAAGCGCCGCAACAC. . ..o e aaan 17
............................................................ AAACATGAAGCGCTGCAAL. . . ..o a o 17
............................................................ AAACATGAAGCGCTGCAACC. .o v eeeeean.. 15
...................... CAGCAGCAATTCATGTTTTGGAL . « - o it i i i e eeiai e ceeceeecaeeaaaaaaeaaaaa-. 15
............................................................ AAACATGAAGCGCTGCAACACEE. ............ 15
............................................................ AAACATGAAGCGCCGCAACA. ... ... .... 15
............................................................ AAACATGAAGCGCTGCAACY. - v v eeeeeeeaa.. 14
........................................................... AAAACATGAAGCGCTGCAACAE. ... ........... 14
.......................................................... CAAAACATGAAGCGCTGCAL. . . ..o oeioooa.o. 13
............................................................ AAACATGAAGCGCOGCAACAC. .. ... 13
...................... CAGCAGCAATTCATGTTTTGGAGA . - - - oot i i iiiccccccceeeeaaaaaaaaanaaaa 13
............................................................ AAACATGAAGCGaTGCAACA. . ..o 12
............................................................ AAACATGAAGCGCTGCAACAtEE. ............ 10
........................................................... AAAACATGAAGCGCTGCCACA. .. ... ... 10

mmu-mir-323-3p(mmu-mir-323)
TTGGTACTTGGAGAGAGGTGGTCCGTGGCGCGTTCGCTTCATTTATGGCGCACATTACACGGTCGACCTCTTTGCGGTATCTAATC

- - (CCCCC- - OO - - - - - - - - - 2)))-3)----3333)-3-333))2))-I0))))) - - - - - (-37.00)
CACATTACACGGTCGACCTCT* s

.................................................. CACATTACACGGTCGACCTCT ... .oouoon... 8%

................................................. GCACATTACACGGTCGACCTCT ... ovceaaannan. 6

mmu-mir-323-5p(mmu-mir-323)
TTGGTACTTGGAGAGAGGTGGTCCGTGGCGCGTTCGCTTCATTTATGGCGCACATTACACGGTCGACCTCTTTGCGGTATCTAATC

- - (CCCCC- - (- - (- - - (- (e - - 2)))-2)----3322)-)-23)))3))-II))))- - - - - (-37.00)
FHFFAAFIIHIIAAAXFAGCGTGGTCCGTGGCGCGTTCGC
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mmu-mir-324-3p(mmu-mir-324)
AACTGACTATGCCTCCTCGCATCCCCTAGGGCATTGGTGTAAAGCTGGAGACCCACTGCCCCAGGTGCTGCTGGGGGTTGTAGTCTGAC

- - - - (CCCCC- - COCCC- CCC- - - - - (-2 - 232)3-3333)-33)-3-33)-33)))--I))))) - - . - (-37.90)
CCACTGCCCCAGGTGCTGCT

................. CGCATCCCCTAGGGCATTGOTGT . - - - - o e e e eeeac e aeaeaaeaaacaacaameananaaa. 10

..................................... TGTAAAGCTGGAGACCC . - -« o ee o eec e ee e ceeecceceeceaaeaan T

mmu-mir-324-5p(mmu-mir-324)
AACTGACTATGCCTCCTCGCATCCCCTAGGGCATTGGTGTAAAGCTGGAGACCCACTGCCCCAGGTGCTGCTGGGGGTTGTAGTCTGAC

- = - - (CCCCC- - CCCCC- CCC- C- CCC- (- (CC-CC- - - o - - 2))13-3333)-33)-2-33)-33)))--3))))) - - . - (=37.90)
CGCATCCCCTAGGGCATTGGTGT

................. CGCATCCCCTAGGGCATTGGTGT . - - - - o e e e eaee e cecea e e e eaeaeaeao.. 10%

_____________________________________ TGTAAAGCTGGAGACCC . - -« ot ee e ee e eeaeeeeaaeaaeaan T

...................................................... ACTGCCCCAGGTGCTGCTGGE . - ..o oeaeann. 20

.................................. TGGTCTAAGGCTGOA . - - - o e ee o ee e e e e e eeeeeceeaena. 12

mU-mir-325(mmu-mir-328)
ATATAGTGCTTGGTTCCTAGTAGGTGCTCAGTAAGTGTTTGTGACATAATTCGTTTATTGAGCACCTCCTATCAATCAAGCACTGTGCTAGGCTCTGG
- CCCCCCCCCLCCLC- - CCC- CCCLCCCCCCCCCCCCo - Comnne e 2= DN IIIMIMIN - ceemene

(-42.60)

TTTATTGAGCACCTCCTATCAA

mmu-mir-326 (mmu-mir-326)
CTCATCTGTCTGTTGGGCTGGGGGCAGGGCCTTTGTGAAGGCGGGTTATGCTCAGATCGCCTCTGGGCCCTTCCTCCAGTCCCGAGGCAGATTTA

- - CCCCCCCC - - CCCCCCCOCC- CCCCCCC- - - (G (e NI -INNI NN - INNN)- - - (-51.70)
CCTCTGGGCCCTTCCTCCAGT* A ddddddeodeodeodedek

........................................................... CCTCTGGGCCCTTCCTCCAGT - - v v e e e e eeea oo 267

CCTCATCTGTCTOTTOROCT - - - - - - -« <« < w2 oo e oo e e e e oo oo 1L

mu-mir-327(mmu-mir-327)
TGCCCTTATAACTTGAGGGGCATGAGGATAGTCAGTAGTCCAACATCCCTCTTGATGGCACATTGCACA

(CCCCCC--zee o DD EEEETEE CCCCCC- (- (- - - - - - - ))-3))-23))))-)) - (-17.40)

FwxrRxxkk ACTTGAGGGGCATGAGGAT

.................................. acAGTCCgACATC. ..o i i ii i i aaeaaaa2 19
................................... CAGTCCgACATC. . e eie e e aaaan . 14

mmu-mir-328(mmu-mir-328)
CTGTCTCGGAGCCTGGGGCAGGGGGGCAGGAGGGGCTCAGGGAGAAAGTATCTACAGCCCCTGGCCCTCTCTGCCCTTCCGTCCCCTGTCCCCAAGT

------- (R (U (((NTEEE@ETDOES ))0))E5)5)5220) )0 15) ) D) EED IS ) I
(-52.40)

CTGGCCCTCTCTGCCCTTCCT**Haskskknwx
............................................................ CTGGCCCTCTCTGCCCTTCCGT -« o v e e oo oo .. 401
STGTCTCGGAGCCTGOOGCA - - - - - - o e e e e e e e e e e e e e e e e e e e e e e e e e e e 166
« BTCTCOOAGCCTOOOGCA - - - - -« - e e ce e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e 29
............................................................ CTGGCCCTCTCTGCCCTTCCG  « v cve o eee e 27
CTGTCTCOGAGCCTOGOOCA - - -« - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e 23
............................................................ CTGGCCCTCTCTGCCCTTCCOTE . - - v e e e oo .. 146
............................................................ CTGGCCCTCTCTGCCCTTCCOT . - oo oo oa oo 74
............................................................ CTGGCCCTCTCTGCCCTTCCGA. — o oo oo e oo .. 35
............................................................ CTGGCCCTCTCTGCCCTTCCGTA. v e oo 27
............................................................ CTGGCCCTCTCTGCCCTTCCOTHA. - v e v e e oo . 20
............................................................ CTGGCCCTCTCTGCCCTTCCOTEEE - . . oo oo ... 10

mu-mir-320(mmu-mir-320)
TGTTCGCTTCTGGTACCGGAAGAGAGGTTTTCTGGGTCTCTGTTTCTTTGATGAGAATGAAACACACCCAGCTAACCTTTTTTTCAGTATCAAATCC
---------- CCCCCC- (- - (L - - (- ----333-333332-333335--33203300330) 03003 - - - - -
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(-36.50)

AACACACCCAGCTAACCTTTTT
...................... AGAGGTTTTCTGGEGTCTCTGTTT - - - - e e ce e e e e e eoe e e e e e e e e e e e e e e e e et ee e ea 120
............................................................ AACACACCCAGCTAACCTTTT T« cee e ea e 275
______________________ AGAGGTTTTCTGGGTCTCTGT « - -« - - e e e e e e e e e e e e e e e e e e e e et 13
...................... AGAGGTTTTCTGGEGTCTCTGTT - - - - e e e e e e e e e e e e e e e e e e e e e e e e 1

mmu-mir-33(mmu-mir-33)
CTGTGGTGCATTGTAGTTGCATTGCATGTTCTGGCAATACCTGTGCAATGTTTCCACAGTGCATCACGG

(- €= - e - - - - ((.--.- 2)-232)3))3)---3))))))))))))) (-33.60)
**x**GTGCATTGTAGTTGCATTGCA

..... GTGCATTGTAGTTGCATTGCA . - . o e o e e cee e e e i ea e e e aacaaaoao T09%
..... GTGCATTGTAGTTGCATTGC . - -« o e e e e cee o ea o aaea e eaaceaceaaanaaaa. 387
..... GTGCATTGTAGTTGCATTGCAT . - - oo e e e e e e e ceceeceeceaceaean 21
_____ GTGCATTGTAGTTGCATTG . & -« o e ot ee e e e e e e ea e eaaeaaeaao 19
..... GTGCATTGTAGTTGCATTGCAR - - -« o e e e mee o ee e ee e eeaeaceameanaa. 141

mmu-mir-330(mmu-mir-330)
GACCCTTTGGCGATCTCTGCCTCTCTGGGCCTGTGTCTTAGGCTCTTCAAGATCCAACGAGCAAAGCACAGGGCCTGCAGAGAGGTAGCGCTCTGCTC

-------- (O (O ) ) ) 5 )2 D)D)) ) ) D ES D D D) B B
(-41.92)

TCTCTGGGCCTGTGTCTTAGGC
............................................................. CAAAGCACAGGGCCTGCAGAGA . - . oo oo .. 46
............................................................ GCAAAGCACAGGGCCTGCAGAGA . . ..o oo ... 35
............................................................. CAAAGCACAGGGCCTGCAGAGAG. « -« o o e v e eao.. 30
............................................................. CAAAGCACAGGGCCTGCAGAG. - - o ve e eeeeno .. 14
............................................................ GCAAAGCACAGGGCCTGCAGAG - - - - vv oo oo 11
... .CAAAGCACAGGGCCTGCAGAGAGE. - ----e.-.... 10

mmu-mir-331-3p(mmu-mir-331)
GAGTCTGGTTTTGTTTGGGTTTGTTCTAGGTATGGTCCCAGGGATCCCAGATCAAACCAGGCCCCTGGGCCTATCCTAGAACCAACCTAAACCCGT

------ (- - - - OO (L (- (- - (- w e v e+ === 2)-23))))))-33D)3)))))))-))I))DI)I) - - (-43.72)
GCCCCTGGGCCTATCCTAGAA * itk

............................................................ GCCCCTGGGCCTATCCTAGAA. ..o T

...... GGTTTTGTTTOGGTTTGTT . - -« ot ot m e e m e et e e e e e e e e e e e e e e e e eaea e aaeaaeaeas T

..... TOGTTTTGTTTOGOGTTTG T« - - e« o e e e o e c e e e e e e e e e e e e e e e e ea e eaaeeameaceaceaacanacaanaanaaas B

....... LI R I8 €1 1 o

mmu-mir-331-5p(mmu-mir-331)
GAGTCTGGTTTTGTTTGGGTTTGTTCTAGGTATGGTCCCAGGGATCCCAGATCAAACCAGGCCCCTGGGCCTATCCTAGAACCAACCTAAACCCGT

------ (- - - - (OO (- (- (- Coa e -2 - === - -)-233)))))-))))))))))) - DI - - (-43.72)
CTAGGTATGGTCCCAGGGATCC

............................................................ GCCCCTGGGCCTATCCTAGAA. . ... 7
...... LS I 1 I I € I I 1 R
..... LIS I I I 1 11 I I R <
....... L I I L C 1€ 1+
.................................. GTCCOACGGATC . - - oo i ittt iiiicceccccccccaaaaaaananana- 18

mmu-mir-335-3p(mmu-mir-335)
TCTTTTGGGCGGGGGTCAAGAGCAATAACGAAAAATGTTTGTTTTTCGTAAACCGTTTTTCATTATTGCTCCTGACCCCCTCTCATGGGTTATAGCCA

----- (O EEED D)D) DB D)D) B B B ((EIT ) B
(-45.20)

TTTTTCATTATTGCTCCTGACC
............... TCAAGAGCAATAACGAAAAATG - - - - - e - e e e e e e e e e e e e e e e e e e e e e e e e e e 12
............... TCAAGAGCAATAACGAAAAATGT - - - - - - e o e e e e e e e e e e e e e e e e e e e e el O
............... TCAAGAGCAATAACGAAAAAT - - - - - o o e e e e e e e e e e e e e e e e e e e e e e e e e T

mmu-mir-335-5p(mmu-mir-335)
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TCTTTTGGGCGGGGGTCAAGAGCAATAACGAAAAATGTTTGTTTTTCGTAAACCGTTTTTCATTATTGCTCCTGACCCCCTCTCATGGGTTATAGCCA

----- (OO ) DD 0 )B)))) )B ) B ) B ((EES ) ) B
(-45.20)

FodkwxwdwxHxx < TCAAGAGCAATAACGAAAAATGT

_______________ TCAAGAGCAATAACGAAAAATG . - -« -« o e e e e e e e e e e e e e e e e e e e e e e e e e e eaaeeo 12
............... TCAAGAGCAATAACGAAAAATGT . - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e O%
............... TCAAGAGCAATAACGAAAAAT .« - - o o oo ot e e e e e e e e e e e e e e e T

mmu-mir-337-3p(mmu-mir-337)
CAGTGTAGTGAGAAGTTGGGGGGTGGGAACGGCGTCATGCAGGAGTTGATTGCACAGCCATTCAGCTCCTATATGATGCCTTTCTTCACCCCCTTCA

-------------- N (UMMl D ) B D) B I B I D B
(-49.60)

TTCAGCTCCTATATGATGCCT
............................. CGGCGTCATGCAGGAGTTOATT . - - - - oo o e e e e e e e e e e e e 46
............................. CGGCGTCATGCAGGAGTTGAT - - - -« - e e e e e e e e e e e e e e e 10

mmu-mir-337-5p(mmu-mir-337)
CAGTGTAGTGAGAAGTTGGGGGGTGGGAACGGCGTCATGCAGGAGTTGATTGCACAGCCATTCAGCTCCTATATGATGCCTTTCTTCACCCCCTTCA

-------------- N (U OB D ) B D)) B ) B I D B
(-49.60)

GAACGGCGTCATGCAGGAGTT
............................. CGGCGTCATGCAGGAGTTGATT - - - - o oo e et e e e e e e e e e 4B
_____________________________ CGGCGTCATGCAGBAGTTOAT - - - -« e e e e e e e e e e e e e e e e e e e e 1

mmu-mir-338-3p(mmu-mir-338)
CAACGCTGCACAGGCCGTCCTCCCCAACAATATCCTGGTGCTGAGTGGGTGCACAGTGACTCCAGCATCAGTGATTTTGTTGAAGAGGGCAGCTGCCA
------------ (CC- (- - Q- (- G- C----3-2-333-333333333-333-333333--3333))-D)) - - - -

TCCAGCATCAGTGATTTTGTTG

mmu-mir-338-5p(mmu-mir-338)
CAACGCTGCACAGGCCGTCCTCCCCAACAATATCCTGGTGCTGAGTGGGTGCACAGTGACTCCAGCATCAGTGATTTTGTTGAAGAGGGCAGCTGCCA
------------ (CC- (- - - (- G- C----2-2-333-333333333 3332333333 --D0330)-D)) - - - -

AACAATATCCTGGTGCTGAGTG

mmu-mir-339-3p(mmu-mir-339)
ACGGGGTGGCCACTATCCCTGTCCTCCAGGAGCTCACGTATGCCTGCCTGTGAGCGCCTCGGCGACAGAGCCGGTGTCCACCCCTGCACTGTCCAC

- - (CCCCCC- CCCC- - - OO - COCCC- CCCCCCCC--2-23)-230330)-3))-3) 0333 -0 - -0D)) D)D) - - = o - - - - - (-44.10)
TGAGCGCCTCGGCGACAGAGCCG

............... TCCCTGTCCTCCAGBAGCTCA . - - - - e e e e e e e e e e e e e e e ea e e aaeaacaanaannaa. 20

............... TCCCTGTCCTCCAGBAGCTC . - -« - e e e e e e e e e e e e e e e e e e e e e eaeeiecaceaaeaanas O

............... TCCCTGTCCTCCAGGAGCTCACG . - - - - - c e o e e e e e e e e e e e e i e e eeacacaaaaaano B

mmu-mir-339-5p(mmu-mir-339)
ACGGGGTGGCCACTATCCCTGTCCTCCAGGAGCTCACGTATGCCTGCCTGTGAGCGCCTCGGCGACAGAGCCGGTGTCCACCCCTGCACTGTCCAC

- - (CCCCCC- CCCC- - C- (O - COCCC- (CCCCCCCC--2-23)-233333)-3))-3)-3)3D)-)--DD)) D)D)= -« e w e - - - - (-44.10)
FHHAFRH IR AFHFHXXTCCCTGTCCTCCAGGAGCTCACG

............... TCCCTGTCCTCCAGGAGCTCA . - - - o e o e e e e e e e e e e e i e i e e i e i eeaeeaeacnaaao. 20
............... TCCCTGTCCTCCAGBAGCTC . - - - e c e e ot o e e m e e e e e e e e e e et a e e eaieaaaaaaeaaaas O
............... TCCCTGTCCTCCAGBAGCTCACG - - -« - - e e e e c e e o e e e e e e e e e e eameaeaeaaeaacaanaanaaa. BF
............... TCCCTGTCCTCCAGBAGCTCAR . - - - - - c e e e e e oo e e e e e e e e e e e e ee e 12
............... TCCCTGTCCTCCAGBAGCTCAT - - - - - - - e e o e e ot e et e et e e e e e e e e e ea e ea e eaaeeeao 11
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mmu-mi r-340-3p(mmu-mir-340)
CAATTGTACTTGGTGTGATTATAAAGCAATGAGACTGATTGTCATATGTCGTTTGTGGGATCCGTCTCAGTTACTTTATAGCCATACCTGGTATCTTA

----- (U ("I D)D) EEEn ) ) 3D ) EES ) ) D) ) 1)) ) ) ) e
(-34.10)

TCCGTCTCAGTTACTTTATAGC
.................. TTATAAAGCAATGAGACTGATT - - - - - e e et e e e e e e e e e e e e e e e e e e e e et .. 2070
.................. TTATAAAGCAATGAGACTGAT « - - - - - e e et e e e e e e e e e e e e e e e e e e e e e e oo 842
.................. TTATAAAGCAATGAGACTGA - - - - - - - e e e e e e e e e e e e e e e e e e e e e e e e et 2 . 106
_________________ ATTATAAAGCAATGAGACTGA - - - - - - - e e e e e e e e e e il 8
.................. TTATAAAGCAATGAGACTG « - - - - - - - o e e e e e e e e e e e e e T
.................. TTATAAAGCAATGAGA - « - - - - - e e e e e e e e e e e e e e e e e e e e e e e e et B
.................. TTATAAAGCAATGAGACT - - - - - - - e e e e e e e e e e e e e e e e e e e e e ettt B

mmu-mi r-340-5p(mmu-mir-340)
CAATTGTACTTGGTGTGATTATAAAGCAATGAGACTGATTGTCATATGTCGTTTGTGGGATCCGTCTCAGTTACTTTATAGCCATACCTGGTATCTTA

----- (N (OO Qe ) ) ) ) B ) ) D EEEE D)) ) ) D EE ) D) DD B ) ) ) ) BEme
(-34.10)

TTATAAAGCAATGAGACTGATT
.................. TTATAAAGCAATGAGACT GAT T - - o i et e e e e e e e e e e i eeea e e iieae e meeaaemcaaaaaeeaaaa. 2070%
.................. TTATAAAGCAATGAGACT GAT - - e e e et e o e e e e i eea e i ieeaa e ieaaaaeaaaacaaaaaeenaa--. 642
.................. TTATAAAGCAATGAGACT GA - - o o e e e e e e e e it e e e eea e e meeaa e meeeeemeeeaemeeeaaaeenan--. 196
................. ATTATAAAGCAATGAGACT GA - - - o e e e e e et e e et e e et dd e e e iiee e ciieaaaceaaaaaaeaa--- 8
.................. TTATAAAGCAATGAGACT G- - o o e e e e e e e e e e e e e e e e e e e e i ieea e e meeaemmeeaa e T
.................. TTATAAAGCAAT GAGA - - - - o o e e e e e e et e e e e e e e e e e eeea e i meaa e ieaa e B
.................. TTATAAAGCAATGAGACT - - - - o e e e e et e e e e e e ieea e mmeeaammeeaaaeaacaeaaaaacaaaanaaa D
.................. TTATAAAGCAATGAGACT GAT T - - - o o et e e e e e ee e e i ieeea e meaaaaieaaaaeaaaaaeeaa--. 110
.................. TTATAAAGCAATGAGACT GAT T - - e o c e e et ee e e e eea e e e eema e mmmeeemmeeaeamaaaanenaaenan 87
.................. TTATAAAGCAATGAGACTGATA - -« e o c e e et e e e e e e ea e e i eeea e mmeeeemmeeaemmeeaaeeanaeaa. 61
.................. TTATAAAGCAATGAGACT GAT T T - - o o o ot e e e e e e e e e e e e a e e e e e e e e e mee e e ieaaaan 22
.................. TTATAAAGCAATGAGACTGAR - - - e e o c e e e e e e e e e e e ae e e i eeee e mieaemmeaaaaeaaeaaa. 13
.................. TTATAAAGCAATGAGACT Gt - - - o e e i et et e et e e oo ea e e e eea e meeee e mieaemmeaaamenaena 12
mmu-mir-341(mmu-mir-341)
AAAATGATGATGTCAGTTGGCCGGTCGGCCGATCGCTCGGTCTGTCAGTCAGTCGGTCGGTCGATCGGTCGGTCGGTCAGTCGGCTTCCTGTCTTC
----- CCCCC- (- - (- - (- - CCC-CCC-C--2000000 00000000 - -00000)) - -0))-)) - -))) - - - (=47.10)

TCGGTCGATCGGTCGGTCGGT

............................................................ TCGATCGGTCGGTCGGTCAGT - - - v e e e e e e e 104
........................................................ TCGGTCGATCGGTCGGTCGGT - - v v v e e i ceee e w e 23%
............................................................ TCGATCGGTCGGTCGGTCA. - - o e e e i ceea -2 10
........................................................ TCGGTCGATCGGTCGGTCGGTE - - v v e e i i eee e eaa - 214
........................................................ TCGGTCGATCGGTCGGTCGGTEE. - oo oo e e e e e ao - 43
[o oA A A 17N €7 I 10
mmu-mir-342-3p(mmu-mir-342)
GAAAATGGGCTCAAGGTGAGGGGTGCTATCTGTGATTGAGGGACATGGTCAATGGAATTGTCTCACACAGAAATCGCACCCGTCACCTTGGCCTGCTGA
------ CCCC- - (- - - - - - - - - CC-=-9DD-9000000-090000 - =-D99000-0000000000)) - - - - -
(-48.90)

TCTCACACAGAAATCGCACCCGT
............................................................ TCTCACACAGAAATCGCACCCGT « v e e i i eee e e e 29%
.................. AGGGGTGCTAT CTGT GAT TGA - - - o e e et e e e e e e e e e e e i ieaa e mmeeaaaieaaaceaaaaaeeaaana. 16
............................................................ TCTCACACAGAAATCGCACCCGTC. « v i i ieeee e ee e 11
.................. AGGGGTGCTATCTGTGATTGAG - - -« e e e e e e e e e e eeae e i eea e mmeeaaaeaacacaaaaaacaaaaa. B
mmu-mir-342-5p(mmu-mir-342)
GAAAATGGGCTCAAGGTGAGGGGTGCTATCTGTGATTGAGGGACATGGTCAATGGAATTGTCTCACACAGAAATCGCACCCGTCACCTTGGCCTGCTGA
------ [((((EE U (@O D)) ) B D)) D EEEES D)) ) ) D B9 DD D)) ) ) ) R
(-48.90)

AGGGGTGCTATCTGTGATTGAG
............................................................ TCTCACACAGAAATCGCACCCGT - v e e e i ceeeeaeeea 29
.................. AGGGGTGCTATCTGTGAT TGA - - - o e e et e e e ee e e eeaa e mceea e mmeeacaceeacaceaaaaenaaana. 16
............................................................ TCTCACACAGAAATCGCACCCGTC. - oo i e e e en a2 11
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mu-mir-343(mmu-mir-343)
TGGGATAGAGTGGGTGTGGCGGGGGTAGCAGAGCCCAGGGCAACCTCTCCCTTCATGTGCCCAGATCCTGCATGC

- (CCCC- - - - CCCCCCCCC- (e e - ((C----3333333)-333)--33)))-3)))) - - - - - - (-26.40)
TCTCCCTTCATGTGCCCAGAX*Hkxn

mu-mir-344(mu-mir-344-1)
CTGCAGCCAGGGTTTTTACCAGTCAGGCTCCTGGCTAGATTCCAGGTACCAGCTGGTACCTGATCTAGCCAAAGCCTGACTGTAAGCCCTGAACA

------- CCCCCCCC- - - - CCCCCCCC- - (OO - CCCCCC----332133)33333133) -33)33)33)) =D - - - - (-58.70)
TGATCTAGCCAAAGCCTGACTGT Xtk

mMu-mir-344(mmu-mir-344-2y
TTTTTACCAGTCAGGCTCCTGGCTAGATTCCAGGTACCAACTGGTACCTGATCTAGCCAAAGCCTGACTGTAAGCTGCAA

- - (CCCC CCCCCCCLL - CCCCCCCCC- - CCCCCCLC- - - INNMMMIMN NI - - - - - (-47.20)
TGATCTAGCCAAAGCCTGACTGT*HHAkaxaaxsx

mmu-mir-345-3p(mmu-mir-345)
ACCCAAGTCCAGGCCTGCTGACCCCTAGTCCAGTGCTTGTGGTGGCTACTGGGCCCTGAACTAGGGGTCTGGAGACCTGGGTTTGATCTCCACAGG

- - - (CC- - (CCCC- (- - (- CCCCCCC--2922)-332) 2920 -00300000)) -0-D)-0I))) - D)) - - - - - - - - - (-47.60)
CCTGAACTAGGGGTCTGGAGAC

............... TGCTGACCCCTAGTCCAGTGCT - - - - e« c e e ot ot e e et e e i e e o e aaeaeaceaaeaaeeaaa.- 18

...................................................... CCTGAACTAGGGGTCTGGAG. -« v e veceeceaaccacnaa 9

............... TGCTGACCCCTAGTCCAGTGC - - - - - e e e e e cee e e m e e e e e e e e e e i eaaeeaiacaaaeanas O

...................................................... CCTGAACTAGGGGTCTGGAGA . - - o oo ceeceaceaaaan 7

..................................................... CCCTGAACTAGGGGTCTGGAG - -« o e e ceececaceacaaaan 5

mmu-mir-345-5p(mmu-mir-345)
ACCCAAGTCCAGGCCTGCTGACCCCTAGTCCAGTGCTTGTGGTGGCTACTGGGCCCTGAACTAGGGGTCTGGAGACCTGGGTTTGATCTCCACAGG

A (MMM MMMMEE@EB ) B> 0)20 51515 ) ) ) ) I ) ) FISmn— (-47.60)
GCTGACCCCTAGTCCAGTGCTT
............... TGCTGACCCCTAGTCCAGTGCT - « - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e et eeen . 18
...................................................... CCTGAACTAGGGGTCTGGAG . - -« e veeeeeeeeeeeeaen 9
............... TGCTGACCCCTAGTCCAGTGC « - -« - e e e e e ee e e e e e e e e e e e e e e e e e e e e e e e e e e el O
...................................................... CCTGAACTAGGGGTCTGGAGA - « - - e e e e eeeeeeeeeeaen T
..................................................... CCCTGAACTAGGGGTCTGGAG - - « - - v e veeeeeeaeeaan 5
..................................................................... TGGAGYCGTGGGTTT - e e e e e e e O1
..................................................................... TGGAGYCGTGGGT . - - e e e ee e 73
.................................................................... tTGGAGGCGTGGGT - v v v v e e e oo .. 58
..................................................................... TGGAGGCGTGGGTT. - e e e e e e 54
...................................................... CCTGAACTAGGGGTCTGGAGE - - - -« v e eeeeeeeeenno. 33
.................................................................... tTGGAGGCGTGGGTTT. o oo e oo aoo .. 30
..................................................... CCCTGAACTAGGGGTCTGGAGE - - - - v e e veveeee e ee e 23

mu-mir-34e(mmu-mir-34e)
TCTGTGTTGGGCGTCTGTCTGCCCGAGTGCCTGCCTCTCTGTTGCTCTGAAGGAGGCAGGGGCTGGGCCTGCAGCTGCCTGGGCAGAGCTGCTCCTTC
CCCCE O (1 ( (R ({1 (O (CCCCC(CI(CETTRTITE 3333333333-3333333--3333-333)--DIID)) - v e v e m -

(-50.60)
FkAxRH AR ARF XX TGTCTGCCCGAGTGCCTGCCTCT

mu-mir-3da(mu-mir-3d)
CCAGCTGTGAG$AATTCTTTGGC%GTGTCTTAGCTGGTTGTTGTGAGTATTAGCTAAGGAAGCAATCAGCAAGTATACTGCCCTAGAAGTGCTGCACATTGT
- (CC- (- (L - (- (e - - CC----320 - - - - - 2333333333333-333331333--3333-3333-32)I))) -

(-43.30)

TGGCAGTGTCTTAGCTGGTTGT
................... TGGCAGTGTCTTAGCTGGT TG - - - e eeeessssccceaaaaaaaaaaaaaaaaaaaaann-
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mmu-mir-34b-3p(mmu-mir-34b)
GTGCTCGGTTTGTAGGCAGTGTAATTAGCTGATTGTAGTGCGGTGCTGACAATCACTAACTCCACTGCCATCAAAACAAGGCAC

(CCCC- - (CCC- - - (L - - CCCC- CCCCCCC(C- - - - - 23)-32133)33)3)---333))))----3)))--1)))) (-34.10)
AATCACTAACTCCACTGCCATCH*kknin

............. AGGCAGTGTAATTAGCTGATT . - . . oot c e e e e ieecaciaceeacaceaaeaaa.- 18
__________________________________________________ AATCACTAACTCCACTGCCATC. .. ooeuno.. 17
............. AGGCAGTGTAATTAGCTGATTGT . . -« ot c e e e e e e e ee e e e e eaaeeaeaan 17
............ TAGGCAGTGTAATTAGCTGATT - . . oo et e it e eaeaeacaacaacaaeaceaaaanacaaa. B
............. AGGCAGTGTAATTAGCTGAT . . - . . o e et e e e e e e e e e e ceaeececeaneaaann T
___________________________________________________ ATCACTAACTCCACTGCCATC. ... occaeuao. 6
............ TAGGCAGTGTAATTAGCTGAT . - . . o et e ettt e i e e e iaiaaceacaaaaaaaaaaaa. B
................................................... ATCACTAACTCCACTGCCATCA. ........... 5

mmu-mir-34b-5p(mmu-mir-34b)
GTGCTCGGTTTGTAGGCAGTGTAATTAGCTGATTGTAGTGCGGTGCTGACAATCACTAACTCCACTGCCATCAAAACAAGGCAC

(CCCC- - CCCC- - - (OO - - CLCC- e - - - - 23)-2333033)3)---33)))))----3)))--1)))) (-34.10)
TRk kkkk kxR AGGCAGTGTAATTAGCTGATTGT

............. AGGCAGTGTAATTAGCTGATT . - . . o e et c et eea e eeieacaaeaaeeacnaeaaeanan. 18
.................................................. AATCACTAACTCCACTGCCATC. .. .......... 17
_____________ AGGCAGTGTAATTAGCTGATTGT . . - o ot et e e e e e e e e e e ea e ea e eeaeeao AT
............ TAGGCAGTGTAATTAGCTGATT - . . - o e c it e i i iaceaoiaiaaccaaaaaaaaaaaaaao. B
............. AGGCAGTGTAATTAGCTOAT . . - .« o e et c e e e e e e e e e e e aaeaeeenaaaeaaaann T
................................................... ATCACTAACTCCACTGCCATC. ............ 6
____________ TAGGCAGTGTAATTAGCTGAT . - . . o e et ettt e e e e e eeacaiaaaacaeaa. B
................................................... ATCACTAACTCCACTGCCATCA. ........... 5

mmu-mir-34c(mmu-mir-34c)
AGTCTAGTTACTAGGCAGTGTAGTTAGCTGATTGCTAATAGTACCAATCACTAACCACACAGCCAGGTAAAAAGACT

(- - - (- (- (- - CC----22-00000000)0)) 23000 -))) -))))) - -))))) (-31.60)
FHHIHIHHHHXAXHXXFAGGCAGTGTAGTTAGCTGATTGC

............ AGGCAGTGTAGTTAGCTGATTGC . - o e i i i i i e i i meeeccaaaeeeeaaaa. 2918%
............ AGGCAGTGTAGTTAGCTGATTG. - - i e i i i i iieicceeeecceaaaneeanaaa. 1591
............ AGGCAGTGTAGTTAGCTGAT T - - oo i e i e i i i e e eeeeeeeeeeeeeaa. 975
............ AGGCAGTGTAGTTAGCT AT - o o i e e i e e e e e eeeee e e e e 279
............ AGGCAGTGTAGTTAGCTGA . - s it i i i i i i mesccccaeeaccaaaaeenaaaa. 152
............ AGGCAGTGTAGTTAGCTGATTGCT - - - e e i i i i i i i eiiieceeeccccaannan-aa.. 108
............ AGGCAGTGTAGTTAGCT G- - o i i i i e e i e e i i e i e e e e e e e i i e e e e eeeeeeeeeeeeeeaaa 20
............ AGGCAGTGTAGTTAGC . - - it i e e e e et e e eeee e e e aeeea 12
............ AGGCAGTGTAGTTAGCTGAT TGt . - - e e i i i i i ii i i ceeecccaaanneeaaaa. 359
............ AGGCAGTGTAGTTAGCTGATTGAa . - o o i e e e i i e i i i e i i i i i i i i i i i eeaaaaaeaaaa--- 140
............ AGGCAGTGTAGTTAGCTGATTGCaA - - - s e e e e e e ee e e e eeeee e meeee e e 102
............ AGGCAGTGTAGTTAGCTGAT Tt . - o i i i i i eeeeccaaaaaenanaaa. 28
............ AGGCAGTGTAGTTAGCTGYTTGC . - - e e e i et i i i i esececeeeeeeaaaaa. 14
............ AGGCAGTGTAGTTAGCTGETTG . - o oo oo i i i i i i i iiieieeeeeeaan 12
............ AGGCAGTGTAGTTAGCT GAT A . - - - e ie e e e e e e e e e e e e aeeean 12
............ AGGCAGTGTAGTTAGCTGAT Ta. & - i i e i e i i i eii e mmeeemmameeenanaaa 11
............ AGGCAGTGTAGTTAGCTGATTGCAA. - .o i e e i i i i i e i eeeecememaeenenaaa 11
............ AGGCAGTGTAGTTAGCTGCTTG - - oo oo i i i i i i i iieiieeeeeeaan 11

mmu-mir-3s0(mmu-mir-3s50)
AGATGCCTTGCTCCTACAAGAGTAAAGTGCATGCGCTTTGGGACAGTGAGGAAAATAATGTTCACAAAGCCCATACACTTTCACCCTTTAGGAGAGTTG
.......... UQE @ U (AU S 1)) ) I BN B 151D )H)) I

TTCACAAAGCCCATACACTTTC
TTCACAAAGCCCATACACTTTC. - oo - 11*
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mmu-mir-351(mmu-mir-351)
CATGGCACCTCCGTTTCCCTGAGGAGCCCTTTGAGCCTGGAGTGAAAAAAAAAAACAGGTCAAGAGGCGCCTGGGAACTGGAGAAGAGTGTTAAACTTC

A (((((({ (MM OTETTTTTTE——— 33)33)32)19)31953))3))15)3) ) S ) )) ) ) Frnes
(-37.79)

FdwwxxHHwx xR H*TCCCTGAGGAGCCCTTTGAGCCTG

............... TCCCTGAGGAGCCCTTTGAGCCT - « - - - e e e e et e e e e e e e e e e e e e e e e e e e e e e e a2 1155
............... TCCCTGAGGAGCCCTTTOAG - « - -« - - o e e e e e e e e e e e e e e e e e e e e e e e e e e e e et e e 938
............... TCCCTGAGGAGCCCTTTOA - - -« e e ce e e e e e e e e e e e e e e e e e e e e e e e e e e et 902
............... TCCCTGAGGAGCCCTTTGAGCC - - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e et e e .. 856
......................................................... GGTCAAGAGGCGCCTGGGAAC . - - < e e eea e e ee oo ... 698
............................................ ABAAAAAAAAA . . - o oo e e e .. 345
............... TCCCTGAGGAGCCCTTTOAGC « - -« - - - e e e e e e e eem e e e e e e e e e e e e e e e e e e e e e e e e e e 392
......................................................... GGTCAAGAGGCGCCTGGGAACT - - v e e e eeeeeaaeee . 224
.......................................................... GTCAAGAGGCGCCTGGGAAC . « - - e e e eee e eeeeeo.. 151
............... TCCCTGAGGAGCCCTTTGAGCCTG - « - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e o .. 140%
......................................................... GGTCAAGAGGCGCCTGGGAA - - - - v e e oo eeeeeeeeeen-. 80
............... Lel@l03 1eTNCTcTYelelo o2 m i NI 1
.......................................................... GTCAAGAGGCGCCTGGGAACT - -« v e eee e eee e ee o 36
.......................................................... GTCAAGAGGCGCCTGGGAA . - - - e e oo eee e eeeeeea. 28
............... ELCC o 1eTNcIcT Yeloloox m i S
............... TCCCTGAGGAGCCC . - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e et eiee a2 15
................. CCTGAGGAGCCCTTTOA . « - - - e e e e coe e e e e e e e e e e e e e e e e e e e e e e e e e e e e e a2 12
............... TCCCTGAGGAGCCCT - - - - e e e e eoe e e e e e e e e e e e e e e e e e e e e e e e e e e a2 1
......................................................... GGTCAAGAGGCGCCTGGGA . - - - - v ee e eeeeeeeeen.. 10
......................................................... GGTCAAGAGGCGCCTGGGAAL - - - - o o eee e e eee e 337
............... TCCCTGAGGAGCCCTTTOE - - -« e e e ce e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e 292
............... TCCCTGAGGAGCCCTTTGAGCCTGE - - - - - o e e e e e e e e e e e e e e e e e e e e e e e e e e e 283
............... TCCCTGAGGAGCCCTTTOAGT - - -« - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e et ee e 266
............... TCCCTGAGGAGCCCTTTOAGA - - « -« - e e e m e e e e e et e e e e e e e e e e e e e e e e e e e e o2 204
............... TCCCTGAGGAGCCCTTTOAR A « - -« « - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e et e e 185
............... TCCCTGAGGAGCCCTTTOAGCA - « - - - - e« e c e e e e e e e e e e e e e e e e e e e et e e eeee o 123
............... TCCCTGAGGAGCCCTTTOAL - - - o e ce e e e e e e e e e e e e e e e e e e e e e e e et 116
.......................................................... GTCAAGAGGCGCCTGGGAAT - - - - e oo ee e eeeeeo .. 115
............... TCCCTGAGGAGCCCTTTGAGCCA  « « - -« e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e et e 22 110
............... TCCCTGAGGAGCCCTTTOAAR A - « « -« - e« e c e e e e e e e e e e e e e e e e e e e e e et e e e e ee .. 108
............... TCCCTGAGGAGCCCTTTGAGCAR - - - - -« e e e e e e e e e e e e e e e e e e e e e et e O3
......................................................... GGTCAAGAGGCGCCTGGGAACA - - « - - e eea e eaeeeaao 70
............... TCCCTGAGGAGCCCTTTGAGCCTE « - - -« « e - e e e e e e e e e e e e e e e e e e e e e e oot e ee .. B3
............... TCCCTGAGGAGCCCTTTGAGCAT - - - - - e« e ce e e e e e e e e e e e e e e e e e e e e e e e e et 43
......................................................... GGTCAAGAGGCGCCTGGGAACAA - - -« - - v ae e eeeee o .. 40
......................................................... GGTCAAGAGGCGCCTGGGAAR . - - -« e eee e eee e ee oo 30
............... TCCCTGAGGAGCCCTTTOEE « « - - o - o e e e e e e e e e e e e e e e e e e e e e e e e e e e et e a2 38
............... TCCCTGAGGAGCCCTTTOAGCCAT « - - - -« e ce e e e e e e e e e e e e e e e e e e e e e e e e e a2 34
............... TCCCTGAGGAGCCCTTTOAGAR - - - - - - -« e e e e e e e e e e e e e e e e e e e e e e e e e e 32
......................................................... GGTCAAGAGGCGCCTGGGAALT - -« « o ceee e eeeeee.. 31
.......................................................... GTCAAGAGGCGCCTGGGAAR . - - -« e e vee e eee e ee e 29
............... TCCCTGAGGAGCCCTTTOARAL . - -« - - - e e e e ce e e e e e e e e e e e e e e e e e e e e e e e e e e 27
............... TCCCTGAGGAGCCCTTTORA - « - - e e ce e e e e e e e e e e e e e e e e e e e e e e e e 26
............... TCCCTGAGGAGCCCTTTGABAR - « « - - -« « = e e e e e e e e e e e e e e e e e e e e e e e e e e e 23
............... TCCCTGAGGAGCCCTTTOATE - - -« - - o e e e e e e e e e e e e e e e e e e e e e e e e e a2 22
.................................... AgGGGGTGOAAAAAAAAAA . . - o o o oo e e et .. 18
............... TCCCTGAGGAGCCCTTTGAGAL - - - - - -« - e e coe e e e e e e e e e e e e e e e e e e e e e et e e e 18
............... TCCCTGAGGAGCCCTTTOAGTE - « « - - - e e e e ce e e e e e e e e e e e e e e e e e e e e e e e e et e ee .. 18
............... TCCCTGAGGAGCCCTTTOAGCCTA  « - - e« - ce e e eoe e e e e e e e e e e e e e e e e e e e e e e e e 17
............... TCCCTGAGGAGCCCTTTGAGCCTGA - - « « - - - e e e e e e e e e e e e e e e e e e e e e e e e e et ee o 16
.......................................................... GTCAAGAGGCGCCTGGGAALT - -« o oo ceee e eeeeeeen.. 16
............... TCCCTGAGGAGCCCTTTGAGCCAR - « - - -« « = o e e e e e e e e e e e e e e e e e e e e e e e e e e ee o 16
......................................................... GGTCAAGAGGCGCCTGGGAAAA - - « < - - e vee e eeeeeen-. 15
............... TCCCTGAGGAGCCCTTTOAGCCTEE « - - -« - - e e e e e e e e e e e e e e e e e e e e e e e e e a2 14
......................................................... GGTCAAGAGGCGCCTGGGAT - - - - v v oo eee e eeee e 13
............... TCCCTGAGGAGCCCTTTGRAR A - - « -« - e e e ce e e e e e e e e e e e e e e e e e e e e e e e a2 12
............... TCCCTGAGGAGCCCTTTOAGCCTGEL - -« - - - e e e e ce e e e e e e e e e e e e e e e e e e e e a2 12
............... TCCCTGAGGAGCCCTTTOATA . - - « -« - e e e e ce e e e e e e e e e e e e e e e e e e e e e e e a2 1
............... TCCCTGAGGAGCCCTTTHE . - - -« e e e e e e e e e e e e e e e e e e e e e e e e e e e e 1
............... TCCCTGAGGAGCCCTTTGAGCE - -« « - - - e e e e coe e e e et e e e e e e e e e e e e e e e e e e e a2 10
......................................................... GGTCAAGAGGCGCCTGGGCAC . - - v v e eee e eeeeeea . 10

mu-mir-36l(mmu-mir-361)
GAAGCTTATCAGAATCTCCAGGGGTACTTAGTATTTGAAAAGTCCCCCAGGTGTGATTCTGATTTGTTTC
(R (A (A (O (R 2332-3333-3)---3330033)3--33))) (-29.50)
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Fx***TTATCAGAATCTCCAGGGGTAC

..... TTATCAGAATCTCCAGGGGTAC . - - o i i e e e i e deeee e e eeeee e e e aaa. 417
.......................................... TCCCCCAGGTGTGATTCTGATTT...... 25
.......................................... TCCCCCAGGTGTGATTCTGATT....... 16
..... TTATCAGAATCTCCAGGGGTAL . - - oo i i ii i i i ieeeeeceeeaaaaaaa- 20
..... TTATCAGAATCTCCAGGGGTAA. - - i e e i i i i i iiiiiieeccacaaaeeeaanaa-- 10

mmu-mir-362-3p(mmu-mir-362)
CTCGAATCCTTGGAACCTAGGTGTGAATGCTGCTTCAGTGCAACACACCTGTTCAAGGATTCAAA

- - - (CCCCCCCCC - - (OO - CCC-(C----D22D)-D0030)0)032)03)))))) - - - (=29.30)
AACACACCTGTTCAAGGATTCA**

......................................... AACACACCTGTTCAAGGATTCA. .. 25*
......................................... AACACACCTGTTCAAGGATTC. ... 23
- - -AATCCTTGGAACCTAGGTGTGA . - - o e e s 10
- -AATCCTTGGAACCTAGGTGT G - - i e e s 6

mmu-mir-362-5p(mmu-mir-362)
CTCGAATCCTTGGAACCTAGGTGTGAATGCTGCTTCAGTGCAACACACCTGTTCAAGGATTCAAA

- - - CCCCCCCCCCC- - - CCCCCCCC- - €CC-(C----332)-3132))3)30)))))))) - - - (~29.30)
****AATCCTTGGAACCTAGGTGTGAAT

......................................... AACACACCTGTTCAAGGATTCA... 25
......................................... AACACACCTGTTCAAGGATTC. ... 23
- - -AATCCTTGGAACCTAGGTGTGA . - i it i e meemmmmeeaaaannn 10
-« -AATCCTTGGAACCTAGGTGT G - o e e e e s 6

mmu-mir-363(mmu-mir-363)
TGTTATCAGGTGGAACACGATGCAATTTTGGTTGGTGTAATAGGAGGAAAATTGCACGGTATCCATCTGTAAACC

- (CC- - (L (- (- (- e me - - 2)--230322)33133)-2033))))--))) - (-22.30)
AATTGCACGGTATCCATCTGTA****

mmu-mir-365(mmu-mir-365-1)
ACCGCAGGGAAAATGAGGGACTTTTGGGGGCAGATGTGTTTCCATTCCGCTATCATAATGCCCCTAAAAATCCTTATTGCTCTTGCA

122 LLCCCC, - L - (OO, - Qe IN-IDNODNIOD- D). (-35.36)
TAATGCCCCTAAAAATCCTTAT***xxxxxxx
------------------------------------------ TAATGCCCCTAAAAATCCTTAT . -« oo oo .. 24%

mmu-mir-365(mmu-mir-365-2)
AGAGTGATCAAGGACAGCAAGAAAAATGAGGGACTTTCAGGGGCAGCTGTGTTTCCTGACTCAGTCATAATGCCCCTAAAAATCCTTATTGTTCTTGCAGTGTGC

ATCGGAG
N(E ) N @ (AN EOUETETD)) B ) > ) o 22233)333)--3313333)-II)))))--)))-)
_______ (-41.40)

TAATGCCCCTAAAAATCCTTAT
___________________________________________________________________ TAATGCCCCTAAAAATCCTTAT -« oo ce e ee e e
........ 24*

mmu-mir-367(mmu-mir-367)
AGGCCGTCACTGTTGCTAACATGCAACTCTGTTGAATAGAAATTGGAATTGCACTTTAGCAATGGTGATGGACCT

(((((((((((((((((((--(((((-(((( """""" ))))-)))))--))))))))))))))))_))) (_34_40)
AATTGCACTTTAGCAATGGTGA* > xk*

mmu-mir-369-3p(mmu-mir-369)
GGTACTTGAAGGGAGATCGACCGTGTTATATTCGCTTGGCTGACTTCGAATAATACATGGTTGATCTTTTCTCAGTATC
(S (N (R (((((CrN Ce )--232133--33133133133133)--333))))) (-34.90)

Page 82



Supplemental Figure S3
AATAATACATGGTTGATCT T T rskkkekex

mmu-mir-369-5p(mmu-mir-369)
GGTACTTGAAGGGAGATCGACCGTGTTATATTCGCTTGGCTGACTTCGAATAATACATGGTTGATCTTTTCTCAGTATC

(CCCCC- (- - (L - - - - (.- - - - )--23213)--333)))))))))--)))))))) (-34.90)
TRk kxR AGATCGACCGTGTTATATTCGC

mmu-mir-370(mmu-mir-370y
AGACGGAGAGACCAGGTCACGTCTCTGCAGTTACACAGCTCATGAGTGCCTGCTGGGGTGGAACCTGGTTTGTCTGTCT

CCCCCCC- CCCCCCCCC - G- - (00 COCC- CCC (L - -3 D)D) =) - ININN)IN))) (-42.40)
GCCTGCTGGGGTGGAACCTGG T Haxakkarx

mmu-mir-374(mmu-mir-374)
GAAGAAATCCTACTCGGGTGGATATAATACAACCTGCTAAGTGTTCTAGCACTTAGCAGGTTGTATTATCATTGTCCGAGGTTATGGCTCTCGTC

- - (- - - (G- (OO - (- (- ---33333333333333333333) - -3 - I - - - - - ))---))... (-46.30)
ATATAATACAACCTGCTAAGTG

..................... ATATAATACAACCTGCTAAGT . - - . o e o e e e e e e e e e e aaceacaaeaeanaana.. 16

..................... ATATAATACAACCTGCTAAGTG . - - - o o oo e e e e e e e e e e i ee e i e eaea e eana o 11%

mmu-mir-375(mmu-mir-375)
CCCCGCGACGAGCCCCTCGCACAAACCGGACCTGAGCGTTTTGTTCGTTCGGCTCGCGTGAGGC

- CCCCCC CCCCCC- - - (CCCCCC(C - - - - NN INNNIN)-)). (-26.20)
TTTGTTCGTTCGGCTCGCGTGA***

....................................... TTTGTTCGTTCGGCTCGCGTGA. ... 50*

BECCCO-GACOAGCCCC - - - o - vmommmnnom oo 16

mmu-mir-376a(mmu-mir-376a)
TAAAAGGTAGATTCTCCTTCTATGAGTACAATATTAATGACTAATCGTAGAGGAAAATCCACGTTTTC

- (CCC- (- (- - e 2))))1)))-3)))-3)-))))- (-16.21)
ATCGTAGAGGAAAATCCACGT****
........................................... ATCGTAGAGGAAAATCCACGT .. ... 215*
........................................... ATCGTAGAGGAAAATCCACGTT. ... 20

mu-mir-376b(mmu-mir-37eéb)
TGGTATTTAAAAGGTGGATATTCCTTCTATGGTTACGTGCTTCCTGGATAATCATAGAGGAACATCCACTTTTTCAGTATCA

- (CCCCC- (- (- (- - - - €C----32-222)3))301331)-33)31)3)3)) -)))))) - (=34.40)
ATCATAGAGGAACATCCACT THHtkt

mu-mir-376c(mu-mir-s76c)
TTTGGTATTTAAAAGGTGGATATTCCTTCTATGTTTATGCTTTTTGTGATTAAACATAGAGGAAATTTCACGTTTTCAGTGTCAAA

- ((C- - CCC- CCCC- (OO - COCC- (- (C-- - - - ))---3333)333)3))3)--3))3)-3)))-)))--))) - (-28.80)
AACATAGAGGAAATTTCACG Tk

mu-mir-377(mu-mir-377)
TGAGCAGAGGTTGCCCTTGGTGAATTCGCTTTATTGATGTTGAATCACACAAAGGCAACTTTTGTTTG

- (O (- (- ae- - - - 2-333)33)-33)-33)3333))))))) - (-27-80)

ATCACACAAAGGCAACTTTTGT***

mmu-mir-378(mmu-mir-378)
AGGGCTCCTGACTCCAGGTCCTGTGTGTTACCTCGAAATAGCACTGGACTTGGAGTCAGAAGGCCT

(S (G (R (T 2)3)3)-3)0)))3)3)))3)-3)-))) (-39.20)
ACTGGACTTGGAGTCAGAAGG™**
.......................................... ACTGGACTTGGAGTCAGAAGGC. . . 787
.......................................... ACTGGACTTGGAGTCAGAAGG. . .. 780*
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.......................................... ACTGGACTTGGAGTCAGAAG. .. .. 346

.......................................... ACTGGACTTGGAGTCAGAAGGa. .. 205
.......................................... ACTGGACTTGGAGTCAGAAGGCa. . 121
.......................................... ACTGGACTTGGAGTCAGAAGGtE. .. 110
.......................................... ACTGGACTTGGAGTCAGAAGGCE. . 92
........................................... CTGGACTTGGAGTCAGAAGGCE.. 71
.......................................... ACTGGACTTGGAGTCAGAAGGCaT. 46
.......................................... ACTGGACTTGGAGTCgGAAGGC. .. 33
.......................................... ACTGGACTTGGAGTCAGAAGGCETt 30
.......................................... ACTGGACTTGGAGTCAGAAGGaa.. 30
.......................................... ACTGGACTTGGAGTCAGAAGa. ... 29
.......................................... ACTGGACTTGGAGTCAGAAGGCET. 27
.......................................... ACTGGACTTGGAGTCAGAAGE. ... 24
........................................... CTGGACTTGGAGTCAGAAGGCETt 23
........................................... CTGGACTTGGAGTCAGAAGGCa. . 19
.......................................... ACTGGACTTGGAGTCAGAAGGCaa. 14
........................................... CTGGACTTGGAGTCgGAAGGCtE.. 13
........................................... CTGGACTTGGAGTCAGAAGGCET. 13

mmu-mir-379(mmu-mir-379)
AGAGATGGTAGACTATGGAACGTAGGCGTTATGTTTTTGACCTATGTAACATGGTCCACTAACTCT

(CCC- CCCC- (L - (- ae o - - 2)-233)3))--33)))))-3)))-)))) (-27.40)
*****TGGTAGACTATGGAACGTAGG

_____ TGGTAGACTATGGAACGTAGG . - « -« e e e ee e eeaea e eaaeaeaeana o 34T%
..... TGGTAGACTATGGAACGTAG. . -« < o e ee i ceaceaceacaccaeaaaaaanaas 25
..... TGGTAGACTATGGAACGTAGGC - - - - - e e e e e e ee e ceae e eameaeaaeaaean 22
..... TGGTAGACTATGGA . - - - e e e e e e e e ee i e ceiee e ieeeeeaan 1
..... TGGTAGACTATGGAACGTAGGA - - - - -« w e eeaceaeaceaceaaccamaanaanan. 151
..... TGGTAGACTATGGAACGTAGGE - - - - e e e e eeaceaccacaaaaccaceaaaanan. 96
..... TGGTAGACTATGGAACGTAGGARA - - - -« o« e e wemeeccaceaccaccaceanaaaa. 52
_____ TGGTAGACTATGGAACGTAGGLAT - - -« e eeicea e e cea e ceaaeaaenn 23
..... TGGTAGACTATGGAACGTAGGLAR . - - -« e eeaceacea e caceaeaaeanann 17
..... TGGTAGACTATGGAACGTAGGLA. - - -« v e eeeceaccaceaacamcameaneanan. 13
..... TGGTAGACTATGGAACGTAGGAAR - - - - -« e v v ee e eaceaccaeeceaceaaen. 12

mmu-mi r-380-3p(mmu-mir-380)
AAGATGGTTGACCATAGAACATGCGCTACTTCTGTGTCGTATGTAGTATGGTCCACATCTT

CCCCCC- - - OO - (- €CC----322-0002))--30)))) - -)))))  (-27.00)
TATGTAGTATGGTCCACATCTT
....................................... TATGTAGTATGGTCCACATCT.. 5

mmu-mi r-380-5p(mmu-mir-380)
AAGATGGTTGACCATAGAACATGCGCTACTTCTGTGTCGTATGTAGTATGGTCCACATCTT

(CCCCC- - - (OO - (- €CC----232-22)))) - -D)))))) - -D))))) (~27.00)
***ATGGTTGACCATAGAACATGCG

mmu-mir-381(mmu-mir-381)
TACTTAAAGCGAGGTTGCCCTTTGTATATTCGGTTTATTGACATGGAATATACAAGGGCAAGCTCTCTGTGAGTA

CCCCCC- (- (- - - C---4222---20000000)0)3)33) .11 -)) -))))))  (-35.00)
TATACAAGGGCAAGCTCTCTGT*****
................................................ TATACAAGGGCAAGCTCTCTGT . . .... 11*

mmu-mir-382(mmu-mir-382)
TACTTGAAGAGAAGTTGTTCGTGGTGGATTCGCTTTACTTGTGACGAATCATTCACGGACAACACTTTTTTCAGTA

(CCC- (OO (- - e ae - - 2-332))--33)))))))--3)))))))))) (-28.50)
FRRxAHAXFRGAAGTTGTTCGTGGTGGATTCG

.......... GAAGTTGTTCGTGGTGOATTCG . -« o e o e ee e ea e ee e eameeeac e eeameann. A19%
.......... GAAGTTGTTCGTGGTGOATTC . - - - o e e e e e e e e cea e eiaceaaeano.. 123
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.............................................. AATCATTCACGGACAACACTT.......... 98
.......... GAAGTTGTTCGTGGTGGAT T - - s e i i e e e e e i e e e e eeeeeemaeaaeananaa 94
.......... GAAGTTGTTCGTGGTGGAT - - - e e i e e e i i e e i meceeccccaeeccmananenaaaa (1
........... AAGTTGTTCGTGGTGGATTCG . - oo e i i i i i i e i i i i e e e e i eeeeeeaaeaeaeaaa 10
.............................................. AATCATTCACGGACAACACTTT......... 53
........... AAGTTGTTCGTGGTGGAT T . - o c i i e e e e e e e i e e meeememeeenanaaa 21
.......... GAAGTTGTTCGTGGT G & o m e i e e i i e i i e eeecmmaceecccmaaaacmnananenaaaa 21
.............................................. AATCATTCACGGACAACACT . .. oceaaa.. 12
........... AAGTTGTTCGTGGTGGAT T - - i i i i i ieieeeeeeeeeaaa 11
.......... GAAGTTGTTCGTGGTGGATTCGt . o oo e i i i i i maeeccccannnea-aa. 24
.......... GAAGTTGTTCGTGGTGGATT A - - - i i iiiicccecceeaaaaaanaanaaaa 21
.......... GAAGTTGTTCGTGGTGGATTA . - - o oo i i i i it i i i i i iiiiccccccceceaaaaananaaanaaaa 15
.......... GAAGTTGTTCGTGGTGGAT T - - s o o i i i i e e ceai e eeeeeemeaeaeen--a. 14

mmu-mir-383(mmu-mir-383)
CTCAGATCAGAAGGTGACTGTGGCTTTGGGTGGATATTAATCAGCCACAGCACTGCCTGGTCAGAAAGAG

- - - - (CCCCC- - COCC- (Ll - - (CC-a o - - - - 23233233303333)--2)I))) - -+ - - - (-28.90)
***AGATCAGAAGGTGACTGTGGCT
SR c7.% o7 YeT.V-Yelcy 1 e7. o c Kl N 17*

mmu-mir-384-3p(mmu-mir-384)

TGTTAAATCAGGAATTGTAAACAATTCCTAGGCAATGTGTATAATGTTGGTAAGTCATTCCTAGAAATTGTTCACAATGCCTGTAACA

- (CCC- - - (CCC- (L (- (- CCCC- - (- - - - - - - 2))---333)33)1)-332)33)-3)13)-)))))))) - (-28.10)
ATTCCTAGAAATTGTTCACAAT - kxkxx

mmu-mir-384-Sp(mmu-mir-3s4y
TGTTAAATCAGGAAT TGTAAACAATTCCTAGGCAATGTGTATAATGTTGGTAAGTCATTCCTAGAAATTGTTCACAATGCCTGTAACA

- (CCC- - - (- CCCCC- (- (- (- - (e - - - - - 2))---32))331))-)))))))-)))))-)))))))) - (-28.10)

ek ek TGTAAACAATTCCTAGGCAATGT

mmu-mi r-409-3p(mmu-mir-409)
TGGTACTCGGAGAGAGGTTACCCGAGCAACTTTGCATCTGGAGGACGAATGTTGCTCGGTGAACCCCTTTTCGGTATCA

- (CCCC- (- (OO - (.- - - - - - - 2-333:322)32)))--2))-3)33)))))))) - (-38.10)
GAATGTTGCTCGGTGAACCCCT >k
.............................................. GAATGTTGCTCGGTGAACCCCT . . ... oo .. 26%
............................................. CGAATGTTGCTCGGTGAACCCCT . ..o oo ... 24
.............. AGGTTACCCGAGCAACTTTGCAT - - - - e e e e ee e eceeceaee e eieeameeaano 17
............................................... AATGTTGCTCGGTGAACCCCT. ........... 16
.............. AGGTTACCCGAGCAACTTTGCA . - - - o e et e e e ee e aa e eacaaeaacaaaaa- B

mmu-mi r-409-5p(mmu-mir-409)
TGGTACTCGGAGAGAGGTTACCCGAGCAACTTTGCATCTGGAGGACGAATGTTGCTCGGTGAACCCCTTTTCGGTATCA

- (CCCC- (- (L - e - - - 2-3222-200)))))--))))-)))))))))))) - (-38.10)

.............................................. GAATGTTGCTCGGTGAACCCCT. .. ... ..... 26
............................................. CGAATGTTGCTCGGTGAACCCCT . o caaeeaa .. 24
.............. AGGTTACCCGAGCAACTTTGCAT - - e e e e 17
............................................... AATGTTGCTCGGTGAACCCCT............ 16
.............. AGGTTACCCGAGCAACTTTGCA. - - o i it i i iiaaeaaceacaaaaaaaaaa. B

mmu-mir-410(mmu-mir-410)
GGGTACTTGAGGAGAGGTTGTCTGTGATGAGTTCGCTTTATTAATGACGAATATAACACAGATGGCCTGTTTTCAATACCA

- (CCC- (- (- - (- - e )-333)-32-3333))--3))-))))))))))) - (-35.80)
AATATAACACAGATGGCCTGTH**F*hhkkhxks
--------------------------------------- AATATAACACAGATGGCCTGT . . o o e e e e e o .. 29%

mu-mir-4ll(mu-mir-41)
TGGTACTTGGAGAGATAGTAGACCGTATAGCGTACGCTTTATCTGTGACGTATGTAACACGGTCCACTAACCCTCAGTATCA
N (A O (A (G (T 2-3333333-3-333333-333)-3-333)3)))) - (-30.00)
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FHFFIAAIAAI A XX AXXTAGTAGACCGTATAGCGTACG

............... TAGTAGACCGTATAGCGTAC. - - - i e e i e e i e e eeiee e eeeeceaaceaaaaea--- 28
............... TAGTAGACCGTATAGCGTACG. - o i e e i i i i e eeecmaeeeccaaaaacaeaneaa. 28%
.............. ATAGTAGACCGTATAGCGTAC - - - oo e e e e e e e e i ieiiccceececeaeeea.. 26
.............. ATAGTAGACCGTATAGCGTACG .- - - e e e i e e i eeieeeeeeeeeeena. 24

mu-mir-4l2(mu-mir-412)
GGGTATGGGACGGATGGTCGACCAGCTGGAAAGTAATTGTTTCTAATGTACTTCACCTGGTCCACTAGCCGTCGGTGCCC

(CCCCC- (- COCC- CCCC- CCCCC- CCC- - CCCCCCC----332)-3220)))-)33))) -3))) -3)))) -))))))  (=33-30)
TTCACCTGGTCCACTAGCCG ks

mu-mir-421(mu-mir-421)
CATTGTAGGCCTCATTAAATGTTTGTTGAATGAAAAAATGAATCATCAACAGACATTAATTGGGCGCCTGCTCTGT

(. - (L - - (- (e oo - - - 2)2)32133333))---33))-3)))))--)) - (-30.20)
ATCAACAGACATTAATTGGGCGCH*Hxkkx

mmu-mir-423-3p(mmu-mir-423)
ACTTGTGAGGAAATAAAGGAAGTTAGGCTGAGGGGCAGAGAGCGAGACTTTTCTATTTTCCAAAAGCTCGGTCTGAGGCCCCTCAGTCTTGCTTCCTACCCCGCG

CTTG
R ( (G (CRES (T (R (A (O (((CCrErrr 233313333-333---33033333333-33303))---3)-))

... (-52.20)

AGCTCGGTCTGAGGCCCCTCAGT

............................ TGAGGGGCAGAGAGCGAGACT T T - - oo i i i i ceceeeeseeeeaaaaannn
..... 5342

............................ TGAGGGGCAGAGAGCGAGACT T T T - - o i ieeeeeceeeeeeaaannn
..... 77

............................ TGAGGGGCAGAGAGCGAGACT T - o o o i e e e et i e e eeemaeeccccaascoaaaaaaanan
..... 477

............................ TGAGGGGCAGAGAGCGAGACT - - - i i i i i i i i i i i i i i e i eceecceecsceeeeaaaaannn
..... 211

................................................................ AGCTCGGTCTGAGGCCCCTCAGT - - oo e e e e e e e e e oo -
..... 164*

............................ TGAGGGGCAGAGAGCGAGAC. - - i e e e e e i e et ceceeccccasecccaaacccaaaaaaanan
..... 84

............................ TGAGGGGCAGAGAGCGAGA . . o i i i et i e et e e eeaemaaaeceaaaeaaaaaaaan
..... 54

............................ TGAGGGGCAGAGAGCGA. - - i i i i i i i i i i i i i i i ecceceeeeeeeeaeaaaaaann
..... 42

............................................................... AAGCTCGGTCTGAGGCCCCTCAGT - - o oo e e e e e e e oo - -
..... 31

................................................................ AGCTCGGTCTGAGGCCCCTCAG. - - i e i e e e a
..... 27

............................ TGAGGGGCAGAGAGCGAG . -« c i i i it e e i e e ee i aceeamaaaacmaaaaeaaaaaaaan
..... 15

.............................. AGGGGCAGAGAGCGAGACT TTT - o o o i e i e e e e e e e e e e e e e e e e e e
..... 15

............................................................... AAGCTCGGTCTGAGGCCCCTCAG.- - - c e e e e e e e e e e oo
..... 7

................................................................ AGCTCGGTCTGAGGCCCC. v v i i i e e e e e a s
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..... 7
................................................................ AGCTCGGTCTGAGGCCCCTC. - - e e e e e e e e e
..... 6
............................ TGAGGGGCAGAGA. - - - e et e e e e it ee e i ieeeacimesccceeeacameeaa e
..... 6
............................................................... AAGCTCGGTCTGAGGCCCC. . v e e e e e iee e e e e e
..... 5
............................................................... AAGCTCGGTCTGAGGCCCCT . - e e e e e ee e e e e e
..... 5

mmu-mir-423-5p(mmu-mir-423)
ACTTGTGAGGAAATAAAGGAAGTTAGGCTGAGGGGCAGAGAGCGAGACTTTTCTATTTTCCAAAAGCTCGGTCTGAGGCCCCTCAGTCTTGCTTCCTACCCCGCG

CTTG
TN ((CI (RS (- (- - (- (- CCCCCemmmmm - 233313333-33)---33033330333)-330)03))---3)-))

)... (-52.20)

EE

............................ TGAGGGGCAGAGAGCGAGACT T T - o i e e i e e i i et i e e eeemmaaeccmccascoaaaaaaanan
..... 5342*

............................ TGAGGGGCAGAGAGCGAGACT T T T - - - e e o c e e e e e e e e e e et e e e eem e e e e e e e
..... 77

............................ TGAGGGGCAGAGAGCGAGACT T - - o i i i i i i eeceeeeseeeeaaaaannn
..... 477

............................ TGAGGGGCAGAGAGCGAGACT - - i e e e e e i e e ee i ceceeccccacacccaaaaccaaaaaaanan
..... 211

................................................................ AGCTCGGTCTGAGGCCCCTCAGT - - e v i i e i a
..... 164

............................ TGAGGGGCAGAGAGCGAGAC . - - - oo i i i i i i i i i i i i eccecccceeeeeeeaaaaannn
..... 84

............................ TGAGGGGCAGAGAGCGAGA - - - o oo e e e e eeeeeeeseaaaaaaaaaan
..... 54

............................ TGAGGGGCAGAGAGCGA . . . i it i e e esceccceeccccacacccaaaaccaaaaaaanan
..... 42

............................................................... AAGCTCGGTCTGAGGCCCCTCAGT - - o e e i i e e e i a
..... 31

................................................................ AGCTCGGTCTGAGGCCCCTCAG. - - e e e e e e e e e e e e - -
..... 27

............................ TGAGGGGCAGAGAGCGAG - - - oo i e i e e e i i e i e e i e eeeeeeseeeeaeaaaaan
..... 15

.............................. AGGGGCAGAGAGCGAGACT T T . o e i e i e e e i e i et e e ceeccccacaacaaaaaceaaaann-
..... 15

............................................................... AAGCTCGGTCTGAGGCCCCTCAG. - - i e i i e eii i o a
..... 7

................................................................ AGCTCGGTCTGAGGCCCC. - e e e e e e e e e e e e o
..... 7

................................................................ AGCTCGGTCTGAGGCCCCTC. - o i e e e e e e e e e e e e oo
..... 6

............................ TGAGGGGCAGAGA. - - - e e e e e e et aeaseeceeaaaee-aaaaeeeaaaaeaaaaaaaan



Supplemental Figure S3

..... 6

............................................................... AAGCTCGGTCTGAGGCCCC. - e e e e e e e e e o
..... 5

............................................................... AAGCTCGGTCTGAGGCCCCT . v e e e e e e e e e e e e e e e oo
..... 5

............................ TGAGGGGCAGAGAGCGAGACT Ta - - i e oo oo i i i i e e eceeeeeseeaeaaaaannn
..... 317

............................ TGAGGGGCAGAGAGCGAGACT T A - - oo oo iieeeeeeeeeeaaannn
..... 302

............................ TGAGGGGCAGAGAGCGAGY T T - o o i e i i e e i et i e meecmcmaeaccmocaeceaaaaaanan
..... 90

............................ TGAGGGGCAGAGAGCGCGACT TT - - e i i i i i i i i i i i i i i i i i i i i eccccceeeseeeeeaaaaannn
..... 74

............................ TGAGGGGCAGAGAGCGAGCCT T T - - i i i i i i i icecceeeeseeeeaaaaannn
..... 39

............................ TGAGGGGCAGAGAGCGAGACT Ta8 - - - oo oo oo e iieeeeeeeeeeeaaannn
..... 33

............................ TGAGGGGCAGAGAGCGAGACT TaAT - - e e e e i i e e e et i e e eeccmmasaccmcaaaceaaaaaaanan
..... 32

............................ TGAGGGGCAGAGAGCGAGACT T @8- - - o e e e e e e i i i i i i i i i i i i i i i i iececcceseeceeeeaaaaannn
..... 31

............................ TGAGGGGCAGAGAGCGAGACA - - - - oo oo oo eeeeeaseaaaaaaaaaan
..... 31

............................ TGAGGGGCAGAGAGCGAGACT T T Tt . - e e e i i et i i e e eeecccecacccaaaaccaaaaaaanan
..... 27

............................ TGAGGGGCAGAGAGCGYGACT T T - o o i e i i i e e i e e et i ceecmaaaccmocaaceaaaaaaanan
..... 24

............................ TGAGGGGCAGAGAGCGAGECT T T - - oo i i i i i i i i i i i i i ecccccccecccceeaaaaannn
..... 23

................................................................ AGCTCGGTCTGAGGCCCCTCAGTaT. ..o oo oo oo oo -
..... 21

............................ TGAGGGGCAGAGAGCGAGY T T T T - e e i i e e i i et i e e eeeccccacaccccaaaaccaaaaaaanan
..... 21

............................ TGAGGGGCAGAGAGCEAGACT T T - o o i e i e e et i e e eeemmmaaeccmocaecoaaaaaaanan
..... 19

............................ TGAGGGGCAGAGCGCGAGACT T T - - e e i i i i i i i i i i i i i i i ecccccecccceeeeaaaannnn
..... 18

............................ TGAGGGGCAGAGAGCGAGACT T T - - oo eceeeeeseeeaaaaaannn
..... 17

............................ TGAGGGGCAGAGAGCGEGACT T . o n i e e i e e i i et i e e eeeccccacaccccacaaccaaaaaaanan
..... 17

............................ TGAGGGGCAGAGAGCGAGACT T - i e e e e e e i i et i aceecmmaaaccccaaaccaaaaaaanan
..... 16

............................ TGAGGGGCAGAGAGCGAGARA - - - - oo oo i i i i i i i e i i i i i i i i i i i eccecceeeeeeeeeaaaaann
..... 15

............................ TGAGGGGCAGAGAGCGAGACT TTaT - - oot ececcceseeeaaaaaannn
..... 14

................................................................ AGCTCGGTCTGAGGCCCCTCAGA . - o e v e e e e e a e
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..... 14
............................ TGAGGGGCAGAGAGCGAGACT A8 - - - o e e i e i e i i i i i i i i i i i i i i i i i i iececccccceeeeeeeaaaannn
..... 14
............................ TGAGGGGCAGAGAGCGAGACAA - - - - o oo e oo oo eeeeeeeeaeaaaaaaaan
..... 13
............................ TGAGGGGCAGAGAGCGAGACT A - - - oo oo i eeeeeaeaaeaaaaan
..... 13
............................ TGAGGGGCAGAGAGAGAGACT T - o o e e i e i i et i e e eeeommaaaccmccaeccaaaaaaanan
..... 12
............................ TGAGGGGCAGAGAGCGAGACT AT - - oo i i i i i i i i i i i i i i i cccccecesceeeeaaaaannn
..... 12
................................................................ AGCTCGGTCTGAGGCCCCTCAGT. - - oo oo oo oo
..... 12
............................ TGAGGGGCAGAGAGCGAGACCT T - - o i e iieeeeeeeeeaaaanann
..... 12
............................ TGAGGGGCAGCAGAGCGAGAR. - - - - et e e et e et e e eeeamaaaecmaaaeaaaaaaan
..... 12
............................ TGAGGGGCAGAGAGCGCGACT T T T - - i i i i i i i i i i i i eccccceeeeeeeeeaaaaannn
..... 11
............................ TGAGGGGCAGAGYGCGAGACT T T - - i i i i i i i ceeeeeeseeeaaaaaannn
..... 11
............................ TGAGGGGCAGAGAGCGAGAG T T T - - o i ieeeeeeeeeeaeaaannn
..... 10
............................ TGAGGGGCAGAGAGCGCGACT T . o o o i e e i e et i e e eeecmaaacccccaeccaaaaaaanan
..... 10

mmu-mir-425(mmu-mir-425)
AAAGTGCTTTGGAATGACACGATCACTCCCGTTGAGTGGGCACCCAAGAAGCCATCGGGAATGTCGTGTCCGCCCAGTGCTCTTT

(CCC- CC- L - - (- CC- CCCC-CC- - CC----00) - - - - - 2)-232))-33)))))---2)))-3)-)))) (-33.80)
FRxrkxkk kX ANTGACACGATCACTCCCGTTGA

............ AATGACACGATCACTCCCGTTG . « - o e e e e e e e e e e e e ea e e eaameameaeaaeanans 26
............ AATGACACGATCACTCCCGTTGA. - - o o e e e e e e e e e i ecea e cecacaaeaaan. 23%
..................................................... ATCGGGAATGTCGTGTCCGCC. ... ....... 21
............ AATGACACGATCACTCCCGTTGAG . - - - -« e e e e e e e e e e e e eecacaaeeeieaceaaeanaan. 10
..................................................... ATCGGGAATGTCGTGTCCGC. . oo ovnnon.. 10

mmu-mir-429(mmu-mir-429)
CCTGCTGATGGATGTCTTACCAGACATGGTTAGATCTGGATGCATCTGTCTAATACTGTCTGGTAATGCCGTCCATCCACGGC

- (((- - (OO (- - (- - CCC----9200D223) - 2939023001 -) -)))))))) - -))) - (-36.10)
TAATACTGTCTGGTAATGCCGT > HHAharahakskskk

mu-mir-431(mu-mir-43)
CGTCCTGCGAGGTGTCTTGCAGGCCGTCATGCAGGCCACACTGACGGTAACGTTGCAGGTCGTCTTGCAGGGCTTCTCGCAAGACGACATC

(CCC- (- (- CC- - ez -z - - 2))----3333)-2-32-333333333)-3)33)))-))))- - - - - (-43.70)
FRRHR A XA XA TGTCTTGCAGGCCGTCATGCA

mmu-mir-433(mmu-mir-433)
TGCCCGGGGAGAAGTACGGTGAGCCTGTCATTATTCAGAGAGGCTAGATCCTCTGTGTTGAGAAGGATCATGATGGGCTCCTCGGTGTTCTCCAGGTAGCGGCAC

CACACCATGAAGGCAGCCC
(CCC- - - CCCCCC- - - CCC- (- CCCCC- -+ - - - - D)DDDED ) EEEEEEEE 233-33333333333-33)---203)) - (- (- (- - - -
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- )))).... (-45.70)

ATCATGATGGGCTCCTCGGTGT
.................................................................. ATCATGATGGGCTCCTCGGTGT -« oo v v e e
.................... 872*

.................................................................. ATCATGATGGGCTCCTCGGTGTT. o v v e e e e e
.................... 50
................................................................... TCATGATGGGCTCCTCGGTGT . - v v e eaem -
.................... 22
.................................................................. ATCATGATGGGCTCCTCGGTG. -« oo v e e e ea e
.................... 20
.................................................................. ATCATGATGGGCTCCTCOOT . v v v e cee e aae e
.................... 12
.................................................................. ATCATGATGGGCTCCTCGGTGTT . .o e e e e
.................... 30
.................................................................. ATCATGATGGGCTCCTCGGTGTA. « v v e e e e e e
____________________ 21
.................................................................. ATCATGATGGGCTCCTCGGTGTAT. - oo e e aee
.................... 14
.................................................................. ATCATGATGGGCTCCTCGGTGA . - - v e e e e e e
.................... 11

mmu-mir-434-3p(mmu-mir-434)
TCGACTCTGGGTTTGAACCAAAGCTCGACTCATGGTTTGAACCATTACTTAATTCGTGGTTTGAACCATCACTCGACTCCTGGTTCGAACCATC

--------- (- (- CCC- - - - (- - - - === --2330D))--30))D) -3 -))))) - -)I))IIIDD)) - - - (-38.80)
TTTGAACCATCACTCGACTCCT* ks

........................................................... TTTGAACCATCACTCGACTCC. .. voaeeno... 146
........................................................... TTTGAACCATCACTCGACTCCT ... oen oo 145%
........................................................... TTTGAACCATCACTCGACTC. ... o.ovuoo... 15
______________________ GCTCGACTCATGGTTTGAACCA . - - - e o e e c e c e e e e e e e e et e e e cee e ee e 12
.......................................................... GTTTGAACCATCACTCGACTCC. ............. 6
........................................................... TTTGAACCATCACTCGACT .. .oeeceaeeaaan.. 6

mmu-mir-434-5p(mmu-mir-434)
TCGACTCTGGGTTTGAACCAAAGCTCGACTCATGGTTTGAACCATTACTTAATTCGTGGTTTGAACCATCACTCGACTCCTGGTTCGAACCATC

--------- (- (- CCCC- € Q- - (- - === == =2030)))--))))) =) -)))))) - -))IIIID))) - - - (-38.80)
GCTCGACTCATGGTTTGAACCA

........................................................... TTTGAACCATCACTCGACTCC. . oo oo eeuao... 146
........................................................... TTTGAACCATCACTCGACTCCT.............. 145
........................................................... TTTGAACCATCACTCGACTC. . o oo oo ceee oo o2 15
...................... GCTCGACTCATGGTTTGAACCA. - o oo e e e e e i mmmeccceaaeaaeaaaaeenaaa 12%
.......................................................... GTTTGAACCATCACTCGACTCC. ... ceeeeaaa... 6
........................................................... TTTGAACCATCACTCGACT ... ... ........... 6
........................................................... TTTGAACCATCACTCGACTCt. . ... .. ... 11
........................................................... TTTGAACCATCACTCGACTCCTE. .. .......... 10

mmu-mi r-448(mmu-mir-448)
ACGAGGAGGTTGAACATCCTGCATAGTGCTGCCAGGAAATCCCTACTTCATACTAAGAGGGGGCTGGCTGGTTGCATATGTAGGATGTCCCATCTCCTGGCCCAC

TTCGTCA
- (- (CCCCCC- (- Q- CCC- CCaC- - G- - - - - - - - - 233-3333--2--33333-33330333033330-3-2033)))-) - - - - -
_______ (-50.70)
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mmu-mir-449a(mmu-mir-449a)
CTGTGTGTGATGGCTTGGCAGTGTATTGTTAGCTGGTTGAGTATGTGAGCGGCACCAGCTAACATGCGACTGCTCTCCTATTGCACACACA

- (CCCCC- - (- - - (OO € - - (- - - - - - 2)---3333333333333)-3)3)))---3)))--1))))) - - (-44.90)
***************TGGCAGTGTATTGTTAGCTGGT
--------------- TGGCAGTOTATTOTTAGCCTOGT « - - e e e eoeoeoee e e e e e e e e 10

mMu-mir-449b(mmu-mir-4dsby
AGACTCGGGTAGGCAGTGTTGTTAGCTGGCTGCGTTGGGTCAGGCCAGCAGCCACAGCTACCCTGCCACTTCCTTCTGGC

CCC = - CCCCCCCCC (G (LG G CECCECC = - (G- --) MMM I INNM)--:)))- - - (-30.90)
FHFHXHIFHXHXFFAGGCAGTGTTGTTAGCTGGC

mmu-mir-449c(mmu-mir-449c)
AGGATGAAGTGTGGGTGTGTCAGGCAGGCAGTGCATTGCTAGCTGGCTGTTAGAACTTTATCCCAACAGTTGCTAGCTGCACTACCCTCTGCTGCACTCAGAAGC

ATGC
S (CERN & (R (A (R (((a (e 2)--3333313333033333333-33-333)-)033))))-)--)

))-) (-43.60)

AGGCAGTGCATTGCTAGCTGG

mmu-mir-450a-3p(mmu-mir-450a-2)
GAACTATTTTTGCGATGTGTTCCTAATATGTACTATGAGTATATTGGGGATGCTTTGCATTCATGGTTC

(L - - CCCC- CCCrCeCCCCne - -x - - 2)2132)33)333)-3))))---3)))))) (-26.30)
ATTGGGGATGCTTTGCATTCAT*****

....... TTTTGCGATGTGTTCCTAATAT - . . oo ot e e i ca e aa e eaeaoao. 104
....... TTTTGCGATGTGTTCCTAAT . . o e e e ee e e aaee e e eeameameanena. 167
....... TTTTGCGATGTGTTCCTAATA. « ..o i et e e e e e i e ieaecaceaceaaana 62
_______ TTTTGCGATGTGTTC . - . o e ot e c e et et e e e ea o aceeaceaceaaeaaaaa. Bl
....... TTTTGCGATGTGTTCCTAA . . ot e et ee e aaiea i acaacaaaaaaaaa- 28
....... TTTTGCGATGTGTTCC . - o e o e e e e e e e e e eaee e eameameaeaaena 24
....... TTTTGCGATGTGTTCCT . - oo e e e oo e e e e e e e ceeeeeeeceeeaan 11
_______ TTTTGCGATGTGTTCCTA - . ot e e e et e e e ea i ai e ceaceaaeaaaaa- B
....... TTTTGCGATGTGT - - - o e ot ot e m e e e e e i ea e aceaeaaeaaeaaaas 3
....... TTTTGCGATGTGT T - o ot e e e e e e e e e eaieaiaceameaeaaeaaeaas 3

mmu-mir-450a-5p(mmu-mir-450a-1)
GAGAGATACTGAGCTGTTTTTGCGATGTGTTCCTAATATGTGCTATAATTATATTGGGAACATTTTGCATAAATAGCTTTGTGTCAATACA

- - - - (CCCC- (OO (- (L= - x - - - 232333333333)-3333)-3333333))-9)))) - - - - - - (-41.40)
TTTTGCGATGTGTTCCTAATAT
................. TTTTGCGATGTGTTCCTAATAT - . . o et ot e e e e e e e e e ea e e eeaeeameanaa . 194%
................. TTTTGCGATGTGTTCCTAAT . L L o e e i e e i ea e cacaaccacacaaeaaaaaaa.. 167
_________________ TTTTGCGATGTGTTCCTAATA . - - . o e ot e ot ot e e e e e e et a e e ea e aaaaaeaaaa. 62
................. TTTTGCGATGTGTTC . - -« o e ot ot e m e e et e e e e e ea o aaieaieacaacaacaaaaaaaas Bl
................. TTTTGCGATGTGTTCCTAA . . . o ot et et e e e e e e ea e e aacaacaamaaaan. 28
................. TTTTGCGATGTGTTCC . . - o o o e et e e e e e e e e e e e e e iee i eaeeeaeaaann 24
_________________ TTTTGCGATGTGTTCCT . - - . ot ot e e e e e e e e et e e e e e ee e e e eeeeeeaas 11
................. TTTTGCGATGTGTTCCTA - - oot ot ettt et e e eaieaieaiaacaaccacaaaaaaaaa- B
................. TTTTGCGATGTGT - - o e e e e e e et e e e e e m e e e e e e e e e e e eaeaeaaaeaaaas 3
.................................................... ATTGGGAACATTTTGCATAAAT ... ... ........... 10
_________________ TTTTGCGATGTGTT . - - e e et ot ot ettt et et e e e e e e e aa e ieacaaaaeaao 3
AAGAGAGATACTGAGCTGT - - - o e o e e e e o et e e m e m e e m et e m e e e e e e e e e 19
................. TTTTGCGATGTGTTCCTAL . . oo e e e e e e i e e e i e ieacecaceaaeaeaeaao.. 18
_________________ TTTTGCGATGTGTTCCTAATAG . « . -« o e e ce ot m e e e et e e e e e eaeaeeaeeaoan 13
................. TTTTGCGATGTGTTCCTAAR . - -« o e e et e e e e ee e o aaeaiacaaeacaaaaaaa. 10

mmu-mir-450a-5p(mmu-mir-450a-2)
GAACTATTTTTGCGATGTGTTCCTAATATGTACTATGAGTATATTGGGGATGCTTTGCATTCATGGTTC

(- - - (OO CLCCeCCaCC--a- - - - - - 233))133))3)3)-3))))---3)))))) (-26.30)
FHFFIFXTTTTGCGATGTGTTCCTAATAT

Page 91



Supplemental Figure S3

....... TTTTGCGATGTGTTCCTAATAT - - e e e e e e e e e e e e 104%
....... TTTTGCGATGTGTTCCTAAT - o« o o e e e e e ie i e eeeeee e e 167
....... TTTTGCGATGTGTTCCTAATA. « o i i i i aceeecceaaaaaaaaa 62
....... TTTTGCGATGTGTTC . & i i i e i i i i i i i e e e e e e e e e e e e e e aeeaaaaaaaaaa-- 51
....... TTTTGCGATGTGTTCCTAA. - i e e e e i e e e e e e e aaaaaaaaa--- 28
....... TTTTGCGATGTGTTCC . - o it e e e e i e e e e e eeeeaeeaaeeaa-a- 24
....... TTTTGCGATGTGTTC T - o e e e e i i i i meeccmmmmeeccmaaaeeaaaa 11
....... TTTTGCGATGTGTTCCTA. - i i e e e e e e e e e e e e e e e e e e e eaeaaaaaaa-- 8
....... LI I 112 €72 I I |
....... L1102 €72 [l 1 I R |

mmu-mi r-450b-3p(mmu-mir-450b)
GATACAGAATTATTTTTGCAGTATGTTCCTGAATACATAACATAAGCGTATTGGGAACATTTTGCATGCATAATTTTGTATC

(L - - CCCCC- (- (- w e w e e e 2)2333133333)-3))))---3)))3))))))) (-31.80)
ATTGGGAACATTTTGCATGCAT ** A
_________________________________________________ ATTGGGAACATTTTGCATGCAT ... ......... 55%
.................................................. TTGGGAACATTTTGCATGCAT. ... ........ 33
............. TTTTGCAGTATGTTCCTOAAT . - . . o e e e e e e ee e e eaeaaeaieaaeaaeaaa 9

mmu-mi r-450b-5p(mmu-mir-450b)
GATACAGAATTATTTTTGCAGTATGTTCCTGAATACATAACATAAGCGTATTGGGAACATTTTGCATGCATAATTTTGTATC

(- - - CCCC- (Ll CCCCC-mamaem e o - 2))333133133)-33)))---33))))))))))) (-31.80)
TTTTGCAGTATGTTCCTGAATA

................................................. ATTGGGAACATTTTGCATGCAT ... ......... 55

.................................................. TTGGGAACATTTTGCATGCAT. ........... 33

_____________ TTTTGCAGTATGTTCCTGAAT .« . . o e et ot e e e e e e e i e e e ea i aaeaeean 9

mmu-mir-451(mmu-mir-451)

CTTGGGAATGGCGAGGAAACCGTTACCATTACTGAGTTTAGTAATGGTAACGGTTCTCTTGCTGCTCCCACA

- - (CCCC- - (- - O CCCCCC----3333333323)3333)) - -)))))) - - D)D) - - (-45.70)

AAACCGTTACCATTACTGAGTT
................ AAACCGTTACCATTACTGAGT TT - o i e e i it i e e e iceee e ceeea e e e 120
................ AAACCGTTACCATTACTGAGT T - - o i e e i et i e e i iceeeciceaaaaaaaa--. 66%

mu-mir-4s2(mmu-mir-452)
GCTAAGCAGTTACAACTGTTTGCAGAGGAAACTGAGACTTTATAACTATGTCTCAGTCTCATCTGCAAAGAGGTAAGTGCTTTGC

(G (T (S (R (A (T 2)33331)-3)-33333)))-))))))-3))))-)) (=39.70)
TGTTTGCAGAGGAAACTGAGAC

mmu-mir-4s3(mmu-mir-453)
AGAAGATGCAGGAGTGCTGTGAGAAGTGCCATCCCCTGGTACTTGGAGGGAGGTTGCCTCATAGTGAGCTTGCATTATTTAA

- - - - (CCCCCCCC- - (OO - - - CCC- (CCCC--(---)--2-3330)))---D)30)3D))- D)D) - - - - - - (-34.20)
AGGTTGCCTCATAGTGAGCT TGCA***kxx

mmu-mir-455(mmu-mir-455)
CTCCCTGGTGTGAGCGTATGTGCCTTTGGACTACATCGTGAACGCAGCACCATGCAGTCCACGGGCATATACACTTGCCTCA

------ C(- (- - (G (- (- (CC-(CC- - === --23)23))-3))3))-))))))D))) -)) - -) -)) - (~37.50)
GCAGTCCACGGGCATATACACH**
________________ TATGTGCCTTTGGACTACATCGT . . -« o e e et e e ee e e e e aceaceaaeaao. 36
..................................................... GCAGTCCACGGGCATATACACT........ 26
................ TATGTGCCTTTGGACTACATCG - . . -« e e ee e eaeeeaceaaeaameeieaeeananan 21
............... GTATGTGCCTTTGGACTACAT . - . oot e ee i e e i eceeaeeececeaeaaao. 19
________________ TATGTGCCTTTGGACTACAT . . - o e et e et e e e e e e e e aa e e aaeaeeao. 10

mmu-mir-463(mmu-mir-463)
CTTTACCTAATTTGTTGTCCATCATGTAAAACATAAATGATGATAGACACCATATAAGGTAGAGGAAGGTTCACT

(CCCCCCC- CC- - (e e e - DIDIEEEDNIENI DD IEIIIDIDD) R (-20.20)
TGATAGACACCATATAAGGTAGH Xk
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mu-mir-4ea(mmu-mir-464)
ACCTTGTTATGGGGGTCTGGGGTAAGGAGTGGTCATCAGGGGGTACTACCAAGTTTATTCTGTGAGATAGA

-(CC-- - - - 22D - (- (C- - - - - - 2)-232)-3)---:330))))---I)))-- - (-13.20)
TACCAAGTTTATTCTGTGAGATA**

mmu-mir-465a-3p(mmu-mir-465a)
GCCCTATTTAGAATGGCACTGATGTGATAAAATAAAAAATTGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTAC

(- (- (- (oo - DIDDIDDIENIDIDIDIIIIIDDEEEEE )).... (-23.40)
GATCAGGGCCTTTCTAAGTAGA** >tk

......................................... GATCAGGGCCTTTCTAAGTAGA. .. ......... 0%

........................................ TGATCAGGGCCTTTCTAAGTAGA. . .......... O

mmu-mir-465a-3p(mmu-mir-465b-1)
TGCAATGCCCTATTTAGAATGGTGCTGATCTGATGAAATAAAAAATTGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

RO (AT (C((CCTTTFITTRFETFFets NN I I .. (~30.53)
GATCAGGGCCTTTCTAAGTAGAF**HAkskdexk

mmu-mir-465a-3p(mmu-mir-465b-2)
TGCAATGCCCTATTTAGAATGGTGCTGATCTGATGAAATAAAAAATTGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

R O (A (CCCC(CC (A (CCT((CCCCPFETTFFETTRFbETs M-I .- (-30.53)
GATCAGGGCCTTTCTAAGTAGA* ***kkkkakx

mmu-mir-465a-3p(mmu-mir-465c-1)
TGCAATGCCCTATTTAGAATGGCGCTGATCTGATGAATAAAAAAAAAATGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

- (- - (CC (OO CCC (- waamaamea e e 23)33)-33)-3)3233))-)))--))--- (-32.01)
GATCAGGGCCTTTCTAAGTAGA**Hxkxx
__________ TATTTAGAATGGCGCTGATCT . - -« - e e e e c e e e e e et e e e e e ea e eaaaas 2
.......... TATTTAGAATGGCGCTGATCTG - « - -« e e e c e e ot e e e e e e e e i a e e eaeaaas 2
................................................. GATCAGGGCCTTTCTAAGTAGA. . ......... O*
................................................ TGATCAGGGCCTTTCTAAGTAGA. .......... O

mmu-mir-465a-3p(mmu-mir-465c-2)
TGCAATGCCCTATTTAGAATGGCGCTGATCTGATGAATAAAAAAAAAATGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

- (- - (CC- OO CCC- (e e 23)33)-33)-3)33233)))-)))--))--- (-32.01)
GATCAGGGCCTTTCTAAGTAGA** ks
.......... TATTTAGAATGGCGCTGATCT . - . . oo e e e e e e e e e e e e e e e e e eeaeaaas 2
__________ TATTTAGAATGGCGCTGATCTG - - - -« e e e c e e ot e e e e e e e e e e e e e e e eeaeaaaas 2
................................................. GATCAGGGCCTTTCTAAGTAGA. . ......... O*
................................................ TGATCAGGGCCTTTCTAAGTAGA. .......... O

mmu-mir-465a-5p(mmu-mir-465a)
GCCCTATTTAGAATGGCACTGATGTGATAAAATAAAAAATTGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTAC

(Ll (- €l (v ee - - 2)2333233-32)-200000)))- - - - - ))).... (-23.40)
**+*TATTTAGAATGGCACTGATGTGA

mmu-mir-465b-3p(mmu-mir-465a)
GCCCTATTTAGAATGGCACTGATGTGATAAAATAAAAAATTGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTAC

(- CCC- (- CCCC e e - - 23232333):33)-22)3I)))) - - - - - MN)-... (-23.40)
GATCAGGGCCTTTCTAAGTAGA** ks
-------------------------------- GATCAGGGCCTTTCTAAGTAGA. - - - v oo O
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........................................ TGATCAGGGCCTTTCTAAGTAGA. . ... ....... O

mmu-mi r-465b-3p(mmu-mir-465b-1)
TGCAATGCCCTATTTAGAATGGTGCTGATCTGATGAAATAAAAAATTGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

G G G G LG s nrniiiiaaaiid I INIMNN - - - (-30.53)
GATCAGGGCCTTTCTAAGTAGAX***xkxkx

mmu-mir-465b-3p(mmu-mir-465b-2)
TGCAATGCCCTATTTAGAATGGTGCTGATCTGATGAAATAAAAAATTGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

- (C - (OG- - e e e e 2))))):22)-33))33))))-)))--)) ... (-30.53)
GATCAGGGCCTTTCTAAGTAGA**H*Hkdkskdkk
............................................... GATCAGGGCCTTTCTAAGTAGA. . .. .. ..... O*
.............................................. TGATCAGGGCCTTTCTAAGTAGA. . ......... O

mmu-mir-465b-3p(mmu-mir-465c-1)
TGCAATGCCCTATTTAGAATGGCGCTGATCTGATGAATAAAAAAAAAATGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

- (- - (O L (e 23313)-33)-32320)21)-)))--))-- - (-32.01)
GATCAGGGCCTTTCTAAGTAGA** >kt
.......... TATTTAGAATGGCGCTGATCT . - -« - e e e c e e e e e e e e e e e e e e e e eeaeaaas 2
.......... TATTTAGAATGGCGCTGATCTG - « - -« e e c e e e e e e m e e e e e e eaeeeaeaameameas 2
................................................. GATCAGGGCCTTTCTAAGTAGA. .......... O*
________________________________________________ TGATCAGGGCCTTTCTAAGTAGA. . ......... O

mmu-mir-465b-3p(mmu-mir-465c-2)
TGCAATGCCCTATTTAGAATGGCGCTGATCTGATGAATAAAAAAAAAATGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

- (- - (CC OO CCC- (- ra e aamea e e 23)33)-33)-3))3233))-)))--))--- (-32.01)
GATCAGGGCCTTTCTAAGTAGA**Hxkxxs
__________ TATTTAGAATGGCGCTGATCT . - .« - e e e e c e ot e e et e e e e e e ea e eaaaas 2
.......... TATTTAGAATGGCGCTGATCTG - « - -« e e e c e e e e e e e e e e i e e e eaaeaaas 2
................................................. GATCAGGGCCTTTCTAAGTAGA. .......... O*
................................................ TGATCAGGGCCTTTCTAAGTAGA. .......... O

mmu-mir-465b-5p(mmu-mir-465b-1)
TGCAATGCCCTATTTAGAATGGTGCTGATCTGATGAAATAAAAAATTGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

(G CCG CCCCCCCCC- CCC- CLCCCC- oo - - 3000000000 - --- (-30.53)
*xxxx R AR TATTTAGAATGETGCTGATCTG

mmu-mir-465b-5p(mmu-mir-465b-2)
TGCAATGCCCTATTTAGAATGGTGCTGATCTGATGAAATAAAAAATTGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

- (- - (CC- (- CCC-(CCCCCmaa e maeae e 2))33)-33)-3)33)3)))-)))--))--- (-30.53)
FHxrHk xR TATTTAGAATGGTGCTGATCTG

_______________________________________________ GATCAGGGCCTTTCTAAGTAGA. .. ........ O
.............................................. TGATCAGGGCCTTTCTAAGTAGA. .......... O

mmu-mir-465c-3p(mmu-mir-465a)
GCCCTATTTAGAATGGCACTGATGTGATAAAATAAAAAATTGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTAC

(- - (- oo - DIDDIDIENDDIDIDIIIIIDDEEEEE ))).... (-23.40)
GATCAGGGCCTTTCTAAGTAGA** >kt

......................................... GATCAGGGCCTTTCTAAGTAGA. ... ........ 0%

........................................ TGATCAGGGCCTTTCTAAGTAGA. . .......... O

mmu-mir-465c-3p(mmu-mir-465b-1)
TGCAATGCCCTATTTAGAATGGTGCTGATCTGATGAAATAAAAAATTGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA
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SRS (S (A (T ((CCCCPFTTRFETTRFFEts DN INIIMINNIIN.). .. (-30.53)
GATCAGGGCCTTTCTAAGTAGA* >k

mmu-mir-465c-3p(mmu-mir-465b-2)
TGCAATGCCCTATTTAGAATGGTGCTGATCTGATGAAATAAAAAATTGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

G G G G LG s rrniiiiaaaiid I INNNN .- - - (-30.53)
GATCAGGGCCTTTCTAAGTAGA**Hxkkdedar

mmu-mir-465c-3p(mmu-mir-465c-1)
TGCAATGCCCTATTTAGAATGGCGCTGATCTGATGAATAAAAAAAAAATGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

- (- - (CC- - CCC- (- a e ea e 23)33)-33)-3233033))-)))--))--- (-32.01)
GATCAGGGCCTTTCTAAGTAGA** ks
.......... TATTTAGAATGGCGCTGATCT . - . . oo e e et e e e e e e e e e e e e e e eaeaaas 2
__________ TATTTAGAATGGCGCTGATCTG - « . -« e e e e c e o e e e e e e e e e e e e e e eeaeaaaas 2
................................................. GATCAGGGCCTTTCTAAGTAGA. . ......... O*
................................................ TGATCAGGGCCTTTCTAAGTAGA. .......... O

mmu-mir-465c-3p(mmu-mir-465c-2)
TGCAATGCCCTATTTAGAATGGCGCTGATCTGATGAATAAAAAAAAAATGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

- (- - (OG- - (e 23)13)-33)-32333330)-)))--))--- (-32.01)
GATCAGGGCCTTTCTAAGTAGA***#xkxxs
.......... TATTTAGAATGGCGCTGATCT . - .« - e e e c et e e e e e e e e e e e e e ea e eeaeeaaaas 2
.......... TATTTAGAATGGCGCTGATCTG - « - - - e e e o e e ee e e ee e e e eeee e eeaeaaas 2
_________________________________________________ GATCAGGGCCTTTCTAAGTAGA. . ......... O*
................................................ TGATCAGGGCCTTTCTAAGTAGA. . ......... O

mmu-mir-465c-5p(mmu-mir-465c-1)
TGCAATGCCCTATTTAGAATGGCGCTGATCTGATGAATAAAAAAAAAATGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

- (- - (- - - (e e 2)31))-32)-00))0))))-3))--))- .- (-32.01)
FxHHAxxHFHATATTTAGAATGGCGCTGATCTG

.......... TATTTAGAATGGCGCTGATCT . - - . - e e e ot e e e e e e e e e e e e e e ea i eaeaaas 2
.......... TATTTAGAATGGCGCTGATCTG . « - -« e e o e e e e e e e ee e e eaeeceacaaeameaaas 2%
................................................. GATCAGGGCCTTTCTAAGTAGA. .......... O
________________________________________________ TGATCAGGGCCTTTCTAAGTAGA. .......... O

mmu-mir-465c-5p(mmu-mir-465c-2)
TGCAATGCCCTATTTAGAATGGCGCTGATCTGATGAATAAAAAAAAAATGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

- (- - (CC- (L CCC- (L ra e mmamea e e e 2))33)-33)-3)))33)))-)))--))--- (-32.01)
FkrrRk xR TATTTAGAATGGCGCTGATCTG

__________ TATTTAGAATGGCGCTGATCT . - .« -« e e e c e ot e e et e e e e e e e ea e eaaaas 2
.......... TATTTAGAATGGCGCTGATCTG . « - -« e e o et e e e e et e ee e e e ea e eaeaaas 2%
................................................. GATCAGGGCCTTTCTAAGTAGA. .......... O
................................................ TGATCAGGGCCTTTCTAAGTAGA. . ......... O

mmu-mir-466a-3p(mmu-mir-466a)
TATATGTGTTTATGTGTGTGTACATGTACATATGTGAATATGATATCCATATACATACACGCACACATAAGAC

- - (CCCCCC- - - COCCCCCCCC- CCCCCCCCC----3222)-2)--33)-333))3)33) -D)))D)) - - - - (-22.70)
TATACATACACGCACACATAAGA*

mmu-mir-466a-3p(mmu-mir-466b-1)
TGTATGTGTTGATGTGTGTGTACATGTACATGTGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAG

- (CCCCCCCC- (L - (- (- - - - - - - 223332)-3333)--3333033)3)--23))))))) - - - (=33.70)
TATACATACACGCACACATAAGA**#xkkxox
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mu-mir-466a-3p(mmu-mir-466b-2) o
TGTATGTGTTGATGTGTGTGTACATGTACATGTCTGAATATGATATACATATACATACACGCACACATAAGACACATATGAG
(G (R (L T 23))-33)1)--333333133)--I0))))))) - - - (-29.62)
TATACATACACGCACACATAAGAT ekt

mmu-mir-466a-3p(mmu-mir-466c)
GTATATGTGTTGATGTGTGTGTGCATGTACATATGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAGC

- (CCCCCCCCC- (OO (- - (- - - - - - 2323313331)-3333333133)--I3)))))))) - - - (-34.60)
TATACATACACGCACACATAAGA** ki

mmu-mir-466a-3p(mmu-mir-466e)
GTGTATGTGTTGATGTGTGTGTACATGTACATATGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAGC

- - (CCCCCCCC- (OO - (- - (- - - - - - 2233323331)--333333133)--)3))))))) - - - - (-30.00)
TATACATACACGCACACATAAGA**H+xkxiex

mmu-mir-466a-Sp(mmu-mir-4eea)
TATATGTGTTTATGTGTGTGTACATGTACATATGTGAATATGATATCCATATACATACACGCACACATAAGAC

- - (CCCCCC- - - (OO CCCLCCCCCC----3332)-2)--33)-2I00))0)))-)IJ) - - - . (-22.70)

FxHAAXX A X TATGTGTGTGTACATGTACATA

mmu-mir-466b-3-3p(mmu-mir-466b-3)
TATATGTGTTGATGTGTGTGTACATGTACATGTGTGAATATGATATACAAATACATACACGCACACATAAGACACATATGA
(- (L - CCCCC- - (- - - - - - 2)233)--33)3)--333)333)))--33)))))))) - (-32.40)
AATACATACACGCACACATAAGAX* ke

mmu-mir-466b-3p(mmu-mir-466a)
TATATGTGTTTATGTGTGTGTACATGTACATATGTGAATATGATATCCATATACATACACGCACACATAAGAC

- - (CCCCCC- - - (OO CCCCCCCCC----3332)-2)--3)-333)33)33)-D)))D)) - - - - (-22.70)
TATACATACACGCACACATAAGA*

mmu-mir-466b-3p(mmu-mir-466b-1)
TGTATGTGTTGATGTGTGTGTACATGTACATGTGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAG

- (CCCCCCCC- (- - (- (- - - - - - - 2)3332)-3333)--3333033)3)--23))))))) - - - (=33.70)
TATACATACACGCACACATAAGA**#xkkxx

mmu-mir-466b-3p(mmu-mir-4eeb-2)
TGTATGTGTTGATGTGTGTGTACATGTACATGTCTGAATATGATATACATATACATACACGCACACATAAGACACATATGAG

- (CCCCCCCC- (L - (oo - 2)3)-332)--3330033)3)--200)))))) - - - (=29.62)
TATACATACACGCACACATAAGA** >kt

mmu-mir-466b-3p(mmu-mir-4e6c)
GTATATGTGTTGATGTGTGTGTGCATGTACATATGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAGC

- (CCCCCCCCC- (OO (- - (- - - - - - 23233131331)-3333333133)--)))))))))) - - - (-34.60)
TATACATACACGCACACATAAGA* >k

mmu-mir-466b-3p(mmu-mir-466e)
GTGTATGTGTTGATGTGTGTGTACATGTACATATGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAGC

- - (CCCCCCCC- (OO - CCCCC- - (- - - - - - 2333333331)--333333133)--333)))))) - - - - (-30.00)
TATACATACACGCACACATAAGA**Hxkxsien

mmu-mir-466b-5p(mmu-mir-466b-1)
TGTATGTGTTGATGTGTGTGTACATGTACATGTGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAG
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- (L (- - - - - - - - - 22)3))-331))--)200))))))--I))))))))--- (-33.70)
FHxHxHF*FAAGATCTGTGTGTACATGTACATG

mmu-mir-466b-Sp(mmu-mir-de6b-2)
TGTATGTGTTGATGTGTGTGTACATGTACATGTCTGAATATGATATACATATACATACACGCACACATAAGACACATATGAG

- (CCCCCCCC- (Ll - (L (v e e e e 2)))-313))--333333))))--2I))))))) - - - (-29.62)
FHRHAFHAXHIHGATGTGTGTGTACATGTACATG

mmu-mir-466b-Sp(mmu-mir-466b-3)
TATATGTGTTGATGTGTGTGTACATGTACATGTGTGAATATGATATACAAATACATACACGCACACATAAGACACATATGA

(- (Ll - (- - (- - - - - 2)23))--3333)--33))))3)))--3))))))))) - (-32.40)

FRx xRk xR R GATGTGTGTGTACATGTACATG

mmu-mir-466c-3p(mmu-mir-466a)
TATATGTGTTTATGTGTGTGTACATGTACATATGTGAATATGATATCCATATACATACACGCACACATAAGAC

- - (CCCCCC- - - (OO CCCCCCCCC----3232)-3)--33)-330)33)33) - D)D) - - - - (-22.70)
TATACATACACGCACACATAAGA*

mmu-mir-466c-3p(mmu-mir-4eeb-1)
TGTATGTGTTGATGTGTGTGTACATGTACATGTGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAG

- (CCCCCCCC- (L - (- (e - - - - - - 2)3332)-2333)--333)033)3)--220)))))) - - - (=33.70)
TATACATACACGCACACATAAGA** >kt

mmu-mir-466c-3p(mmu-mir-deeb-2)
TGTATGTGTTGATGTGTGTGTACATGTACATGTCTGAATATGATATACATATACATACACGCACACATAAGACACATATGAG

- (CCCCCCCC- (L - (- (v e e e - 23))-3133)--3333333)3)--2)))))))) - - - (~29.62)
TATACATACACGCACACATAAGAX*Hxkxxn

mmu-mir-466c-3p(mmu-mir-466c)
GTATATGTGTTGATGTGTGTGTGCATGTACATATGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAGC

- (CCCCCCCCC- (OO (- - (- - - - - - 23333133331)-333)333133)--)3)))))))) - - - (-34.60)
TATACATACACGCACACATAAGA* >kt

mmu-mir-466c-3p(mmu-mir-46e)
GTGTATGTGTTGATGTGTGTGTACATGTACATATGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAGC

- - (CCCCCCCC- (OO - (- - (- - - - - - 2233323331)--333333133)--)3))))))) - - - - (-30.00)
TATACATACACGCACACATAAGA**HHxkxiex

mmu-mir-466c-Sp(mmu-mir-466c)
GTATATGTGTTGATGTGTGTGTGCATGTACATATGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAGC

- (CCCCCCCCC- (Ll OO - (- m - - - - - 2)33331321)-33333))))))--I3I))))) - - - (-34.60)
FxHAARXAAAXCATGTGTGTGTGCATGTACATA

mmu-mir-466d-3p(mmu-mir-dedy
CATGTGTGTTTGTGTGTGCGTACATGTACATGTGTGTATATGAATATACATATACATACACGCACACATAGATACGCACGCACACACACACACAGG

- - (CCCCCC- (OOl (- (- - - - - 232333333133 -)---33)-3-3333))3))))-II)))J) - - - - (-46.60)
TATACATACACGCACACATAG

mmu-mir-466d-Sp(mmu-mir-466d)
CATGTGTGTTTGTGTGTGCGTACATGTACATGTGTGTATATGAATATACATATACATACACGCACACATAGATACGCACGCACACACACACACAGE

- - (CCCCCC- (Ll €L (- - - - - 22333313333)-3---23))-3-333)3))3))3)-))))))) - - - - (-46.60)
FHkxrRA xR R TGTGTGTGCGTACATGTACATG
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mmu-mir-466e-3p(mmu-mir-466a)
TATATGTGTTTATGTGTGTGTACATGTACATATGTGAATATGATATCCATATACATACACGCACACATAAGAC

- - (CCCCCC- - - (OO (- ---3232)-2)--33)-330))0)3)) -I)))D)) - - - - (-22.70)
TATACATACACGCACACATAAGA*

mmu-mir-466e-3p(mmu-mir-deeb-1)
TGTATGTGTTGATGTGTGTGTACATGTACATGTGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAG

- (CCCCCCCC- (OO - CCCCC- (- - - - - - - 232333)-3333)--3333333)3)--33))))))) - - - (~=33.70)
TATACATACACGCACACATAAGAX*Hxkxxk

mmu-mir-466e-3p(mmu-mir-466b2)
TGTATGTGTTGATGTGTGTGTACATGTACATGTCTGAATATGATATACATATACATACACGCACACATAAGACACATATGAG

- (CCCCCCCC- (- - (- (v - 23))-3133)--3330333)3)--20))))))) - - - (~29.62)
TATACATACACGCACACATAAGAX*Hxkkn

mmu-mir-466e-3p(mmu-mir-466c)
GTATATGTGTTGATGTGTGTGTGCATGTACATATGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAGC

- (- (- (- - e e - - 2))2)33331)-333)33)133)--33)))))))) - - - (-34.60)
TATACATACACGCACACATAAGA N FHAHAkkskskeskek

mmu-mir-466e-3p(mmu-mir-466e)
GTGTATGTGTTGATGTGTGTGTACATGTACATATGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAGC

- - (- (- - (- - e - 2))2)33331)--33)33)1)))--33))))))) - - - - (-30.00)
TATACATACACGCACACATAAGA Ak

mmu-mir-466e-Sp(mmu-mir-de6e)
GTGTATGTGTTGATGTGTGTGTACATGTACATATGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAGC

- = (CCCCCCCC- (O - CCCCC- - (- o e - - - 2))333133))--23333)3))--3)))))))) - - - - (-30.00)

FHHAHIH A XA XGATGTGTGTGTACATGTACATA

mmu-mir-466T(mmu-mir-466f-1)
CATGTGTGTTTACGTGTGTGTGCATGTGCATGTGTGTATATGAATATACATACACATACACACACACATACACACACATGCAACACACACATAT
(- (- (- (- - - - - 23233333-33332-333333332-2)-IIIII))) - - e w e v (-42.80)
FHRHIA A XA X ACGTGTGTGTGCATGTGCATGT

mu-mir-466f(mu-mir-466t-2
AATGTGTGTTTACGTGTGTGTGCATGTGCATGTGTGTATATGAATATATGTATACATACACACACACATACACACTCATGTAACACACACACAC

- - (CCCCCCCCCCCC- CCCCC- (L - Lo - - - - - 232333333))----333)-33)))-3)33))-))))))) - - . (-42.40)
FRxIH AR AR ACGTGTGTGTGCATGTGCATGT

mmu-mir-466f(mu-mir-466f-3
CATGTGTGTTTACGTGTGTGTGCATGTGCATGTGTGTATATGAATATATGTATACATACACACACACATACACACGCACGCAACACACACACAC

- - (CCCCCCC- - (OO (L - (Lo - - - - - 2)3333333))----3333)-2333333))-2)I))) - - - - - (-43.90)
TR H XX AR ACGTGTGTGTGCATGTGCATGT

mmu-mir-466F(mmu-mir-466f-4)
CATCTGCATCTGTGTGTCTACGTGTGTGTGCATGTGCATGTGTGTGTATCTGTATGTGAGTGTGTGCATGCATGTGTGTGCATCTATATCTGTGTGTCTACTTGT

GTGTGAATGTGCATAT
(R (CC R ( (O (O (O (R (((( DOEIIEEDIIIIDDIEEDDIIIDIEDDD) ) EEEED DD EED D) BT

))-I))------ (-35.00)
ACGTGTGTGTGCATGTGCATGT
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mmu-mir-466f-3p(mmu-mir-4e6f-1y
CATGTGTGTTTACGTGTGTGTGCATGTGCATGTGTGTATATGAATATACATACACATACACACACACATACACACACATGCAACACACACATAT
(- (- (- (- (- - - - - 2323331)-3333)-33333333)-))-IIIIII))) == 2z xazran s (-42.80)
CATACACACACACATACACAC

mmu-mir-466T-3p(mmu-mir-466t2)
AATGTGTGTTTACGTGTGTGTGCATGTGCATGTGTGTATATGAATATATGTATACATACACACACACATACACACTCATGTAACACACACACAC

- - (CCCCCCCCCCCC- CCCCC- (L - (el - - - - - - 2)2333333))----3333)-3333)-3333)))-I)))))) - . - (-42.40)
CATACACACACACATACACAC

mmu-mir-466f-3p(mmu-mir-466f-3)
CATGTGTGTTTACGTGTGTGTGCATGTGCATGTGTGTATATGAATATATGTATACATACACACACACATACACACGCACGCAACACACACACAC

- - (CCCCCCC- - (OO (L - (el - - - - - - 223333333))----3333)-333333333)-I)II))))- - - - - (-43.90)
CATACACACACACATACACAC

mmu-mir-466f-Sp(mmu-mir-4e6f-1)
CATGTGTGTTTACGTGTGTGTGCATGTGCATGTGTGTATATGAATATACATACACATACACACACACATACACACACATGCAACACACACATAT
(- (- (- - - - - - - 2333321)-33332-333333332-2)-0III))) - - - e e (-42.80)
FxHAAXX I XTACGTGTGTGTGCATGTGCATG

mmu-mir-466f-Sp(mmu-mir-4e6f-2)
AATGTGTGTTTACGTGTGTGTGCATGTGCATGTGTGTATATGAATATATGTATACATACACACACACATACACACTCATGTAACACACACACAC

- - (CCCCCCCLCCCC- CCCCC- QL - (el -a - - 2))33333)))----3333)-33)3)-3333)))-))))))) - - - (-42.40)
FHHIFHHIHFHKTACGTGTGTGTGCATGTGCATG

mmu-mir-466T-5p(mmu-mir-466t-3)
CATGTGTGTTTACGTGTGTGTGCATGTGCATGTGTGTATATGAATATATGTATACATACACACACACATACACACGCACGCAACACACACACAC

- - (CCCCCCC- - (OO CLCLC- - (Lo - - - - - 232333333))----3333)-33333333))-I))I))))- - - - - (-43.90)
FHRxIHAXFHRTACGTGTGTGTGCATGTGCATG

mmu-mir-466F-5p(mmu-mir-466f-4)
CATCTGCATCTGTGTGTCTACGTGTGTGTGCATGTGCATGTGTGTGTATCTGTATGTGAGTGTGTGCATGCATGTGTGTGCATCTATATCTGTGTGTCTACTTGT

GTGTGAATGTGCATAT
(CC- - (CCC- - - - CCC- - Q- (- - e - - - - - - - 23-322--33333333--3333333-2003)----3))--))) - - - -

DIDEED)) e (-35.00)
TACGTGTGTGTGCATGTGCATG

mmu-mir-466g(mmu-mir-466g)
TGTGTTTTCGTGTGTGTGCATGTGGATGTATGTATATGATTTTGCATATACAGACACATGCACACACATGCGGCACACAC

(CCCCC- - (L. - (- (- - - - - 2)-232133)--3333333333)330))-2))))) - - - (-42.40)
ATACAGACACATGCACACACA*** kit

mu-mir-4e6h(mmu-mir-4eeh)
TGTATATTTGTGTGTGCATGTGCTTGTGTGTATGTGAATATATATATCATACGCACGCACACACACACACAAATGCAAGCA

- - - - (CCCCCLCCCCC- - CCCCC- - (e nae e 223333133333))--33000I0)))) - - - - - - (-34.22)

Fkx xR A XA TGTGTGCATGTGCTTGTGTGTA
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mmu-mir-466i (mmu-mir-466i)
AGAGATCATGTCAGTGAACTGCCACATTTTTGATATATATTATGTATGTATGTGTGTGTGTGTGTGTGTGTGTATATATATACACACACACATACACACTACATG

TATGCAACATATATAC
CCCCCC- - CC-CCC----32D-32-09DD) - - (- - CCCCCCCCCCCCCCCCaCCCCCCCC----333333333333333333333 -3

DI --ID))- (-53.40)

ATACACACACACATACACACTA****

mmu-mir-466j(mmu-mir-466j)
GTGTGTGTGTGTGTGCATTCGTGTGTTTGTGCATGTGTGTATGTGTGCACATTTATGTGTGTGCATGTGTATGTATGTGTGTGTGCATGTGCATGTGTGTAATTG

TGTATATATGTGCATAC
(CCCC- - CCCCCCCCCCCem - - - - - (CCER CCCCCER (CCCCER (CCCE C(CCCCRI CEE 225D) ) DD 19 ) D DD EED D)) DD EED DD D) D EED ) ) BEY)

DI --I))) (-51.20)

TGTGTGCATGTGCATGTGTGTAA***

mmu-mi r-466k(mmu-mir-466k)
ATATATGTGTGTGTGTGTGTGTGTGTGTACATGTACATGTGAGTATGTGTGTGTATATGTTTGTACATGTGCATGTGTGTGAGTATGTGAATATATGTGTATATG

TGTGCATGTGCATGTGT
- = (OG- (G- - - - (- - (- - CaaaC=----23320333223 2333344333303 - -D030003)00)))

--2)))))--))--))) (-45.20)
TGTGTGTGTACATGTACATGTGA

mmu-mir-4661(mmu-mir-4661)
CTATGTATGTGCATGTGTGTTTGTGTGTACATGTACATGTATATATATATTGATATACATATAAATACATGCACACATATTCATGCATGCACACGCACACATTAA

TGGCACTCTTAGATCC
N (R (CC (OO ((((E (R (D)) ) BD))O B DD B DD EES D)D) DD EED ) EEEEEEES

TATAAATACATGCACACATATT

mmu-mir-467a(mmu-mir-467a)
CTGTGTGCGTAAGTGCCTGCATGTATATGCGTGTATATTTTATGCATATACATACACACACCTACACACACAT

- (CCCCC- CCC- CLC- - (- (e - - - - - - 2)2)))3)31))-))--))-3))-)))))) - (-32.10)
FxHAA XX HFRTAAGTGCCTGCATGTATATGCG
......... TAAGTGCCTGCATGTATATGCG - - - -« e e e e ee e e e e ea e e ea e eaaes OF

mmu-mir-467a(mmu-mir-467b)
CCGTGTGCGTAAGTGCCTGCATGTATATGCGTGTATATTTTATGCATATACATACACACACCAACACACACAT

- - (CCCC- (- - CLC- - - (- - - - - - - 2)23)03333))-))--3))--3)-))))) .- (=29.70)
FxHHA XX HRTAAGTGCCTGCATGTATATGCG
......... TAAGTGCCTGCATGTATATGCG - - - -« e e e e ee e e e ea i eaeaeaaeaaaas OF

mmu-mir-467b(mmu-mir-d67a)
CTGTGTGCGTAAGTGCCTGCATGTATATGCGTGTATATTTTATGCATATACATACACACACCTACACACACAT
- (CCCCC- CCC- CCC- - - (et - - - - - - 2320331333333-33--333-33)-2))))) - (-32.10)
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FHFXXXXXGTAAGTGCCTGCATGTATATG
......... TAAGTGCCTGCATGTATATGCG . - - o i i i e e e i e eeeee e eeeeeaeaaaa 9

mmu-mir-467b(mmu-mir-467b)
CCGTGTGCGTAAGTGCCTGCATGTATATGCGTGTATATTTTATGCATATACATACACACACCAACACACACAT

- - (CCCC- (- - CCC- - (- CCCLCreCC(C--- - - - - 22233333333)-3)--3))--3)-3)))) .- (-29.70)
FHkxxHx*GTAAGTGCCTGCATGTATATG
_________ TAAGTGCCTGCATGTATATGCG - - - -« e e ce e ea e ee e e ea e eaeaeeaaeaaeaz O

mmu-mir-467c(mu-mir-467c)
CCTTTGTGCATAAGTGCGTGCATGTATATGTGTGTATATTTTATGCATATACATACACACACCTATACACACATGCACACAGACATGCGAGAATGGC
(CCCC- CCCCC- - (- - (Ll mmamma e e I33333333--333333--I33)))) - - - - - - 23333-3)-))-

(-29.36)
Faxwxwxdx R TAAGTGCGTGCATGTATATGTG

mmu-mir-467d(mmu-mir-467d)
CCTGTGTGCATAAGTGCGCGCATGTATATGCGTGTATATTTTATGCATATACATACACACACCTACACACACATGCACACAGACA

- (CCCCCCCCC- - CCC- - - (- - - - - III000I3)-)-)-))) - I - .- (-33.10)
FxHAAXXFH LT AAGTGCGCGCATGTATATGCG

......... ATAAGTGCGCGCATGTATATGC - - - -« o o e et e e e m e et e e e eaea o e eaaeacaaeanaaeao. 15
.......... TAAGTGCGCGCATGTATATGC . -« - - e e e e e e e e e e e e e e e e e e e e eeameeeeceeaeean 11
.......... TAAGTGCGCGCATGTATATGCG - - - - - e o e e e e e e e e e e e e e e c e iee e e e an oo 10

mmu-mir-467e(mmu-mir-467e)
GCCTGTGTGCATAAGTGTGAGCATGTATATGTGTGTATATTTTATGCATATACATACACACACCTATATACACATGCACACAGACAT

- - (CCCCCCLCC- - CCCCC- - (- -- - - - - DD D IDIDD) EE RN I --.. (-33.60)
FAHxxxAHx XX ATAAGTGTGAGCATGTATATGT
---------- ATAAGTGTGAGCATGTATATG - - o e e eoeeoe e e e e e 20

mmu-mir-467f(mmu-mir-467F)
ACGGCTACATAGAGAAATCCTGTACCCAGAAATCGAACGGGGGTGGGTGTGTGTGTAGGTGTGTGTGTGTGTATGTATGTATATACACACACACACCTACACACA

GCTTTTTTGGAATTT
--------- (((CCER (((CH ((CRETRRTREEED D) EFD D ) ) BRI { { (€ CCCCCCCCCCCCCCCCCCCCca =M M MM

=) - - (-54.30)

ATATACACACACACACCTACA****

mmu-mir-467g(mmu-mir-467g)
GTCTTGTGCATGCATATATATATATGTGTGTGTGTATATATATATACATATATATACATACATACACATGTATATGTATATATACATACACACACATATATATAT

TCATGTATATATATA
N € (O (O (O (e 233313331313331133-33333133331333))))))

--))))))-))))-. (-51.20)

TATACATACACACACATATAT****

o o o

mmu-mir-467h(mmu-mir-467h)
TTTTCACTTTTGTTTTTCTCATGTATATGTGTATGTGTGCGGTGTACATAATTATATCTATGTGTGCATGTATGTGGACATAAGTGTGTGCATGTATATGTGTGT

GTGTGGTGTACATAAT
............................... (R E N (R (AR (G (D)) B OB EII>I)D))

)--)-)--200)))-- (-34.00)
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ATAAGTGTGTGCATGTATATGT****

mmu-mir-468(mmu-mir-468)
ATAAGAAACTTGGCGTGTCGTGACTGATGTACTGATAAGAAACTCAGTGTGATATGACTGATGTGCGTGTGTCTGTCT

- - (- - - - - - e e )))--)-23)-2)-3)--3))--))-)))---. (-14.80)
TATGACTGATGTGCGTGTGTCTG***

mmu-mir-469(mmu-mir-469)
CGCGGTGCCTCTTTCATTGATCTTGGTGTCCTCAAATTGAAAGCCAAGGAAGAGGTGGGGGGCGTGGTAGCCTT

- (- (CCCCCCCC- - - (- - CCCCCCC- - - - (C- - - - - 2)--233332)--3)---I3))))))-)) - - - - - - (-22.70)
*****TGCCTCTTTCATTGATCTTGGTGTCC

mmu-mir-470(mmu-mir-470)
CAGTGCTCTTCTTGGACTGGCACTGGTGAGTTAAACTAAATACAACCAGTACCTTTCTGAGAAGAGTAAAGCTCA

- - - (CCCCCCCC- - €C- - (- (- - (- - - - - - 2))---33333)-3)--2)--2II))))))------- (-29.90)
FHkx xR X TTCTTGGACTGGCACTGGTGAGT
........ TTCTTGGACTGGCACTGGTGAGT - - - -« o e e e ee e ee e e e eeceeaeaeeannn TT%

mu-mir-473(mu-mir-471)
GTGCTTTACGTAGTATAGTGCTTTTCACATTAAACAAAAAGTGAAAGGTGCCATACTATGTATAGGA

- - - (- CCCCLCCLCC- - - (- (- - - - - - 2)-23333))--2-)3)))33)))-))-- (-26-30)

*xxx*TACGTAGTATAGTGCTTTTCAC

mu-mir-483(mmu-mir-483)
GAGGGGGAAGACGGGAGAAGAGAAGGGAGTGGTTTTTGGGTGCCTCACTCCTCCCCTCCCGTCTTGTTCTCTC
(- - CCC- - (- (e - - - - 2))-3-333)1)--233)3)3)))-))))))) (-33.90)

Fkxxk s AMGACGGGAGAAGAGAAGGGAG

..................... GAAGGGAaTGETTTT. .o oo oo i i i i iiiiiaaaaaaaa--- 363
..................... GAAGGGAaTGETTTTT . et i i i i i iieieaaaeeeeaa-aa.. 105
..................... GAAGGGAaTGET T . e e e i i i i e i i e eieccceeacccannna. IO
...................... AAGGGAATGETTTTT . e e i i e i i i e e e e e aaaaaaaaa 12

mmu-mir-484(mmu-mir-484)
CTCGTCAGGCTCAGTCCCCTCCCGATAAACCTCAAAATAGGGTCTTACCTAGGGGGCTGGCGGCGTA

- - (CCC- - (- CCCCCCCC-- - - (- - - - - ). (- - - - 2)III000000)))))-- (-24.70)

****TCAGGCTCAGTCCCCTCCCGAT

- - - - TCAGGCTCAGTCCCCTCCCOAT . - . .o e e e e et e e e e e e e e eeea e eaaeans 74*

- - - - TCAGGCTCAGTCCCCTCCCGA. - - o e e c e e e e e e e e cee e e e e eaae 12

+ o TCAGGCTCAGTCOCCTCCOOATE . <o ueencnncnnannnnnannannanananneceec 1

mmu-mir-485(mmu-mir-485)
ACTTGGAGAGAGGCTGGCCGTGATGAATTCGATTCATCTAAACGAGTCATACACGGCTCTCCTCTCTTCTAGT

(- (CCCCCCCC - (-l maenne- 23)33)))-333)3))--33)))))))-))) (-35.50)
FkxrHx X AGAGGCTGGCCGTGATGAATTC

........ AGAGGCTGGCCGTGATGAATTCG . - - - o oo eeieececeaceceaaaaeaannon. 155
............................................. GTCATACACGGCTCTCCTCTCT....... 50
........ AGAGGCTGGCCGTGATGAATTC . - o e e e e e e e aa e ea i eeaceaceanaaano. 4B%
........ AGAGGCTGGCCGTGATGAAT . . - o e e e e e e e ee e eceaeaeaeanna. 34
............................................... CATACACGGCTCTCCTCTCTTC..... 26
........ JAYeY.Xeleloy yelcloelcy e\ FeT.Y.N LD
............................................ AGTCATACACGGCTCTCCTCTCT....... 23
...... AGAGAGGCTGGCCGTGATGAAT - . . oo e e i i i e e e e e ceaeaaeaann 17
.............. AAGCEGTGATGAAT T - L . et e it ie e i e ceaceaaaaeaaaao.. 101
.............. BAGCEGTGATGAAT . - L . ot e it i e e e e ea e e eeaaeaaa. 12
.............. BGCCCGTGATGAATTA. - -« e e e e ee e ec e eeceieaeaeannn 12
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mmu-mir-486(mmu-mir-486)
CAGCCAGCTCTGATCTCGCCCTCCCTGAGGGGTCCTGTACTGAGCTGCCCCGAGGTCCTTCACTGTGCTCAGCTCGGGGCAGCTCAGTACAGGATGCGTCAGGGT

GGGAGACAACGGGGAACAAGCCA
S CERRY (CC (R (1 (O ( (O 1 (( (T (CC----3331331333313313333331331333-)-333))) -
2)-2)--I))).-- .- ))-- (-80.10)

TCCTGTACTGAGCTGCCCCGAG
................................ TCCTGTACTGAGCTGCCCCGAG - - - - - o e e e e e e e e e e e e e e e e e e e e e
........................ 141*
.......................................................................... CGGGGCAGCTCAGTACAGGAT - .. .. ... ..
........................ 64
................................ TCCTGTACTGAGCTGCCCCGA . - - - - e e e e e e m e e e e e e e e e e e e e e e e e e e e
________________________ 64
.......................................................................... CGGGGCAGCTCAGTACAGGATG. . - .. - ...
........................ 47
e eeteitieiiiiiiiiiil. TCCTGTACTGAGCTGOCCOGAGE: - - - -xsnncnnsnnsnnnnncnnnnnannananacamnnss
........................ 140
................................ TCCTGTACTGAGCTGCCCCGAGA . - - - - -« e e e e o ee e e e e e e e e e e e e e e ee e
........................ 57
................................ TCCTGTACTGAGCTGCCCCGAR - - - - - - w e e m e e e e e e e e e e e e e e e e e e e e e e
........................ 20
................................ TCCTGTACTGAGCTGCCCCOAT - - - -« e e e e e e c e e e e e e e e e e e e e e e e e e e e
________________________ 16
................................ TCCTGTACTGAGCTGCCCCGAGAT - - - -« c e e o e o e e e e e e e e e e e e ee e eaa e
........................ 12

mu-mir-487b(mu-mir-4s7b)
TGGTACTTGGAGAGTGGTTATCCCTGTCCTCTTCGCTTCACTCATGCCGAATCGTACAGGGTCATCCACTTTTTCAGTATCA

- (CCCCC- - L - - - (- G- - (- - o= - - 2-333):-3:3303))----33033)))--)))))) - (-32.20)
AATCGTACAGGGTCATCCACT TH**axkxion

mmu-mir-488(mmu-mir-488)
TTCGGGTGAGAGTGAGAATCCTCTCTCCCAGATAATAGCACTCTCAAACAAGTTTCCATGTTGTTTGAAAGGCTGTTTCTTGGTCAGAAGACTCTCAATTTCTTC

TGGA
L (O (O (T (N (O (O (O (O (T 23331333-3333333333-33--333-33-3333)-33))-))

)))) (-38.60)

TTGAAAGGCTGTTTCTTGGTC

mmu-mir-489(mmu-mir-489)
ACTGCTGCAGTGGCAGCTTGGTTGTCATATGTGTGATGACACTTTCTAAAGTCTTCCAGAATGACACCACATATATGGCAGCTAAACTGTTACATGGAACAACAA

GT
- (O (IO @O 22331)-3)-I2330333333333333)-)II33))-3)-)-))- - - -
.. (-37.40)

AATGACACCACATATATGGCAGC
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mu-mir-490(mmu-mir-400)
TGGAAAGTTCATTGTTCGACACCATGGATCTCCAGGTGGGTCACGTTTAGATATACACCAACCTGGAGGACTCCATGCTGTTGA

--------------- (CCCCC- (- (CC- - - (C-- - -----3133)-3))3))3)) - -)))))) -)))))) (-32.30)
CAACCTGGAGGACTCCATGCTG****

mmu-mir-4ol(mmu-mir-d4oly
AATTGACTTAGCTGGGAAGTGGGGAACCCTTCCATGAGGAGTAGAACACTCCTTATGCAAGATTCCCTTCTACCTGACTGAGTTGA

- G- CCCCCC - (G CC CCCCLC - CCC- CCCCCCCCCC- === INNMIN DN NN D)D)= INN)- ) (-40.10)
AGTGGGGAACCCTTCCATGAGG

mu-mir-493(mmu-mir-4e3)
CGCCAGGGCCTTGTACATGGTAGGCTTTCATTCATTTTTTGCACATTCGGTGAAGGTCCTACTGTGTGCCAGGCCCTGTGCCA

- (CCCCCCCCC- (O mama e e e 2))3331)-333033313)))-3)))))))-)) - - (-45.09)
TGAAGGTCCTACTGTGTGCCAGG s

mu-mir-4ea(mmu-mir-494)

TTGATACTTGAAGGAGAGGTTGTCCGTGTTGTCTTCTCTTTATTTATGATGAAACATACACGGGAAACCTCTTTTTTAGTATCAA

- (CCCCCC- OOl - (- - 2o - - - 2):33133:3333)--3333))3)3)))))))))) - (-36.70)
TGAAACATACACGGGAAACCT Atk

mmu-mir-495(mmu-mir-495)
AAAGAAGTTGCCCATGTTATTTTTCGCTTTTATTTGTGACGAAACAAACATGGTGCACTTCTT

- (CCCCCC- (- - (e - - e - - 2)))-3))---3)3)))-3)))))))) (-22.40)
AAACAAACATGGTGCACTTCTT
......................................... AAACAAACATGGTGCACTTCTT. 20*

mmu-mir-496(mmu-mir-496)
AGTGTTCGAATGGAGGTTGCCCATGGTGTGTTCATTTTATTTATGATGAGTATTACATGGCCAATCTCCTTTCGGCACT

(CCCC- CCCC- (L (- - (- - - - - - 2)2133)3)--313)-33333)))-3)))))))) (-35.30)
TGAGTATTACATGGCCAATCTCH*Hakaxion

...................... ATGGTC-GTTCATT T T - o e e e e e e e e eeeicma e 1624
...................... ATGGTC-GTTCATT T TA. - i i i i i i i eeeeccaaaeeenaaaaaa 31
...................... ATGGTC-GTTCAT T - - e e e i i e e eiiemeeeeccaeenenenaea. 23
..................... CATGGTC-GTTCATTTT . o oo i i i i i i iiiiccccceeeaaaa. 13

mmu-mir-497 (mmu-mir-497)
CCTGCCCCCGCCCCAGCAGCACACTGTGGTTTGTACGGCACTGTGGCCACGTCCAAACCACACTGTGGTGTTAGAGCGAGGGTA

- - (CCCC- CCC- - (- CCCC- (- (- - - - - 2))--3)-3333)33))-33))-33))-)-)))-))))) (-41.50)
FRxRRkxkk kxR CAGCAGCACACTGTGGTTTGTA

............. CAGCAGCACACTGTGGTTTOT - - -« o oo et ee e e e ee e a e eaeaceai e eeameamaanan.. 1257
............. CAGCAGCACACTGTGGTTTGTA. - - o o e e e e e e eececaaeaceceaaeeanaa . 341%
............. [o7.Yelo7.clo7.Yo7 Yo e c i e N )
................................... CGGCACTGTGGCCACGTC . . - c e e ceceaceaaccaceaaeaaana-. 58
.............. JXclo7:Yelo7. Yot o3 e el i o NN <
.............. AGCAGCACACTGTGGTTTGTA. - .o e e e e e ee i ea e e e caceaaccaieaeaaaanan. 45
______________ AGCAGCACACTGTGGTTTGTAC . - - -« o et c e ea e e e e e e e e e ceaaeaieaceaaeaaan. 45
............. (o7.Yelo7.e o7, Yo7 Yo e cTc} i LN
............. CAGCAGCACACTGTGGTTTGTAL. - - oot et e e e e ea e e e caaeeaaaao. 94
_____________ CAGCAGCACACTGTGGTTTGTAR . - - - o e o e ee e e e e e e e e e e aa e eaeeaaeaan 19
............. CAGCAGCACACTGTGGTTTGA . « - - -« o e e ee e cea e eaaeaeea o e aacaeaaanaaa- 15
.................................. TCGGAACTGAGGCCA . - - - e e cve i eeaeaeac e ieeeeeaeeaaan 11

mu-mir-499(mmu-mir-499)
GGGTGGGCAGCTGTTAAGACTTGCAGTGATGTTTAGCTCCTCTGCATGTGAACATCACAGCAAGTCTGTGCTGCTGCCT
- - - - (CCCCCC- CC- - Q- (e - - - - - 2)---323333333-33333))--3)-33))))) (-41.20)
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FHAA I AAAIXFFTTAAGACTTGCAGTGATGTTT

mU-mir-500(mmu-mir-500)
CTCCTCTGCTCCCCCTCTCTAATCCTTGCTATCTGGGTGCTTAGTGCTATCTCAATGCAATGCACCTGGGCAAGGGTTCAGAGAAGGTGAGC

------- CCCC- (- (Ll - - (- (- - - - (CC- - - == === -3))--13)))--3))33))))) -D)))) -)) -)))) (-42.90)
AATGCACCTGGGCAAGGG TTCAR* Atk

mmu-mir-501-3p(mmu-mir-501)
CTTCTGCTCTGCTCATCCTCTCTAATCCTTTGTCCCTGGGTGAAAATGCTATTTGTATGCAATGCACCCGGGCAAGGATTTGGGGAAGGTGAGCCTGATCTGCAT

GGAG
L (O (N (((( (O (((CCr (CCRR TR 23)---333333333333)--3333333-333)3))--))---))) -
)))) (-47.40)

AATGCACCCGGGCAAGGATTTG
............................................................ AATGCACCCGGGCAAGGATTTGG . - . oo e e ea
..... 65
............................................................ AATGCACCCGGGCAAGGATTTG. - o v e e i e e eea -
..... 27*

............................................................ AATGCACCCGGGCAAGGATTT . oo et e i e e ean e
_____ 17

mmu-mir-501-5p(mmu-mir-s01)
CTTCTGCTCTGCTCATCCTCTCTAATCCTTTGTCCCTGGGTGAAAATGCTATTTGTATGCAATGCACCCGGGCAAGGATTTGGGGAAGGTGAGCCTGATCTGCAT
GGAG

L (R (A (O (o (e 23)---3333333333333--3333333-333333)--3)---))) -

)))) (-47.40)

AATCCTTTGTCCCTGGGTGAAA

*kk*k

............................................................ AATGCACCCGGGCAAGGATTTGG. - e e e e e e e e e o
..... 65

............................................................ AATGCACCCGGGCAAGGATTTG. & o e e e e e e e e e s
..... 27

............................................................ AATGCACCCGGGCAAGGATTT - - o e e e e e e e e -
..... 17

............................................................ AATGCACCCGGGCAAGGATTTGGE . - - oo oo oo
..... 23

.......................................................................... AGGATTTGCtGAAGGaG. - . - ... ... ...
..... 20

............................................................ AATGCACCCGGGCAAGGATTTE . - - e e e e e e e e
..... 20

............................................................ AATGCACCCGGGCAAGGATTTGE . - oo e a e e
..... 16

.......................................................................... AGGATTTGCEGAAGG. - - - oo e i o oo
..... 13

............................................................ AATGCACCCGGGCAAGGATTTGGA . -« e e e e e e e e e e e e e oo
..... 10

......................................................................... TAGGATTTGCEGAAGG. - . oo a e e
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mmu-mir-503(mmu-mir-503)
TGCCCTAGCAGCGGGAACAGTACTGCAGTGAGTGTTTGGTGCCCTGGAGTATTGTTTCCACTGCCTGGGTA

(CCCC- - (OO CCrEeeaCC- - (- - - - - 2))13)-3333))1))1))-2)))--3)))) (-37.70)
**#**TAGCAGCGGGAACAGTACTGCAG

..... TAGCAGCGGGAACAGTACTGCAG . - - -« o e e ee e ea e e e ea e e eaeeame . 1704
..... TAGCAGCGGGAACAGTACTGCA . - - - - e e e e i e e e e ceee e e ceceaeeaaaao. 391
..... TAGCAGCGGGAACAGTACTG . - - < o e oo ee e e i iec e e iaceaceeaaaaaaaaaa .. 326
..... TAGCAGCGGGAACAGTACTGCAGT . - . o et ee e a i ea i e i aaceaeaaeaaeaoa. 230
..... TAGCAGCGGGAACAGTACT -« - - e o e e e e e e e e e e eea e acaaeaeaaaeacenaao. 140
............................................. GGAGTATTGTTTCCACTGCCTGG. ... 81
..... TAGCAGCGGGAACAGTACTGC . - - - - o e e e e e e i e e eececiacaeaaanao. 67
.............................................. GAGTATTGTTTCCACTGCCTGG. ... 62
..... TAGCAGCGGGAACAGTAC . - - - e e e e ee e e o eaeaaeaiacaaceaccaaeanaaaaz 31
..... TAGCAGCGGGAAC . - - - - o e e e e e e e e e e ee e ee e A7
..... TAGCAGCGGGAACAG - - - - - e e e e e e e e e e e e e .. 14
..... TAGCAGCGGGAACAGTACTGA. - « -« e e o ee e eamea e eac e ee e eaaeeaeeaaeno . 147
..... TAGCAGCGGGAACAGTACTAA. - « - -« « e ee o ee e mea e e e eeeeaeacaao.. 124
..... TAGCAGCGGGAACAGTACTGCAR. - - -« e ee e ee e e e e ceaeaaaan T2
..... TAGCAGCGGGAACAGTACTGCAT . - - - o e ee i ee i eaa e i e o aacaaaaaaaaaaa. 65
..... TAGCAGCGGGAACAGTACTAABA - - - - -« e x e ea o eeaeeaeaceacaaccaccaeaaeaaa. 49
..... TAGCAGCGGGAACAGTACTGAAR. - - - < - w e eeeecmea e ceaceacacaeanaaa. 44
..... TAGCAGCGGGAACAGTACTAAAA. - - -« e oo eee e ceeca oo ei e ceeceaaeaano. 37
..... TAGCAGCGGGAACAGTACTA. - -« -« c e e e e e ee e e e ea i e i aacaieaaeaaeaaan 29
..... TAGCAGCGGGAACAGTACTGCAGA. - - - -« e e eeaeeaeacmaceaamcaccaeaeanan 29
..... TAGCAGCGGGAACAGTACTGCCG . - - -« o e ee i ee i mee e e ceeaeaeeceaeaaan 29
............................................. GGAGTATTGTTTCCACTGCCTGGa. . . 29
..... TAGCAGCGGGAACAGTACTGE . - - - ot e e i i e e ee e i e eacaaaacaaaao 27
..... TAGCAGCGGGAACAGTACTGAA - . - - -« o w e ee o eeameacaieacaameaccaeanaaaa. 19
..... TAGCAGCGGGAACAGTACTGCAGR. - - - -« e eeemee o e e e eceeceaeanan. 12
..... TAGCAGCGGGAACAGTACTGCAGAA . - - - -« e e eeceeecacaceceaaeaaaoaao-. 10

mu-mir-504(mmu-mir-504)
TCCTGTTGGGAGACCCTGGTCTGCACTCTATCTGTAAACTTACTGAAGGGAGAGCAGGGCAGGGTTTCCCATACAGAGG

- - (CCCCCCCCCCCCCCC- CCCCC- CLCC-€C-€CC----21)-2)--23)-)13))-D))D)))))))) -)))) - - - (-44.30)

FkxrRax kR AGACCCTGGTCTGCACTCTATC

mU-mir-505(mmu-mir-508)
AAATTGATGCACCCAGTGGGGGAGCCAGGAAGTATTGATGTTTCTGCCAGGTTAGCGTCAACACTTGCTGGTTTTCTCTCTGGAGTATCA

- - - - (CCCCCC- - CCCC- CCC- - COCCCC- CCCC- (- €C----3)--3)30))3)-30)) 3313 - -3)) -))))-)))))) (-43.20)
CGTCAACACTTGCTGGTTTTCT

mU-mir-500-3p(mmu-mir-509)
GTGGTTCTTTACTCCAGAATGTGGCAATCATGCATAATTAAATGTGATTGACATTTCTGTAATGGAGTAACACAT

(CC- - - CCCCC- - - CCCCC- (- e 22332)-303I2)))---I3)))---))) - . (-19.40)
TGATTGACATTTCTGTAATGG **xxkax

mmu-mir-509-5p(mmu-mir-509)
GTGGTTCTTTACTCCAGAATGTGGCAATCATGCATAATTAAATGTGATTGACATTTCTGTAATGGAGTAACACAT

(R (O (A ( 222333)-3322200)-- -2 - - -))) - - (-19-40)
*HxH*HA*AXTACTCCAGAATGTGGCAATCAT

mu-mir-511(mmu-mir-51)

GATACCCACCATGCCTTTTGCTCTGCACTCAGTAAATAATAATTTGTGAATGTGTAGCAAAAGACAGGATGGGGATCCA

((C- (CCCCC- (- (OO - CCC- CCC- CCCCC---222D22D2) D)) --3D)3))))-)))) -D))) -))) - - (=27.90)
ATGCCTTTTGCTCTGCACTCA

mmu-mir-532-3p(mmu-mir-532)
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CAGATTTGCTTTTTCTCTTCCATGCCTTGAGTGTAGGACCGTTGACATCTTAATTACCCTCCCACACCCAAGGCTTGCAGGAGAGCAAGCCTTCTC

- (CC- - - CCCC- (OO CC- (- (-G - (e o 2)--23)-333)-333)3)-3)-33))33)-))))--))) - (-33.82)
CCTCCCACACCCAAGGCTTGCA

.................... CATGCCTTGAGTGTAGGACCGT - - - - e o e e e c e e ee e e eac e ceaceaaaccaeaceaneana.. 158

......................................................... CCTCCCACACCCAAGGCTTGCA. . oo eeeea e oo 6%

.................... CATGCCTTGAGTGTAGGACCGTT . - - o e e e e e e oo e i e ie i ieeceiacaaaaaaaaaa2 B

mmu-mir-532-5p(mmu-mir-532)
CAGATTTGCTTTTTCTCTTCCATGCCTTGAGTGTAGGACCGTTGACATCTTAATTACCCTCCCACACCCAAGGCTTGCAGGAGAGCAAGCCTTCTC

- ((C- - - CCCC- CCCCCCC- CC- CCCLCC- CCCC-CCC- - wa e e o 2)--23)-331)-3333))-3)-3))))))-))))--))) - (-33.82)
CATGCCTTGAGTGTAGGACCGT

.................... CATGCCTTGAGTGTAGGACCGT - - - - oo e e e e e o eo e ceiecieeeacaaaaaaeaaaaao.. 158%

......................................................... CCTCCCACACCCAAGGCTTGCA. . oo oceeeeaaaaan 6

.................... CATGCCTTGAGTGTAGGACCGTT . - - e o e e e e e e e e ea e e e eaceaeaeaacaacaanaannaaaa B

mu-mir-539(mmu-mir-539)
TACTTGAGGAGAAATTATCCTTGGTGTGTTGGCTCTTTTGGATGAATCATACAAGGATAATTTCTTTTTGAGTA

(CCC- - Ol - - -€----3--3-23-23333313333)13)1)))) - -)))) (-31.80)
*rHxAHFAGGAGAAATTATCCTTGGTGTGT

mmu-mi r-540-3p(mmu-mir-540)
TGGGCCAAGGGTCACCCTCTGACTCTGTGGCCAAGGGTAGACAGGTCAGAGGTCGATCCTGGGCCTA

(- Q- - (- (- CCC---02)--9000000000)) - -)3)))) -))))))  (-42.00)
AGGTCAGAGGTCGATCCTGG*****

..... CAAGGGTCACCCTCTGACTCTGT . o m o e i e i i i i i e i eecmmmmeeeonaaaaa-- 13
..... CAAGGGTCACCCTCTGACTCT G - oo i i i i i iiiiiiieeeeeeeeeeaaa 9
..... CAAGGGTCACCCTCTGACTCT - oo i i oo i i i i i i i i i i i i iiiiccccccceeeaaaaa.. O
.......................................... AGGTCAGAGGTCGATCCTGGG. .... 5
.......................................... AGGTCAGAGGTCGATCCTGGGC. ... 5

mmu-mi r-540-5p(mmu-mir-540)
TGGGCCAAGGGTCACCCTCTGACTCTGTGGCCAAGGGTAGACAGGTCAGAGGTCGATCCTGGGCCTA

(CCCCC- (OO - (- CCCC-CCC---22)--900000000))) - -)))))) -)))))) (-42.00)
*****CAAGGGTCACCCTCTGACTCTGT

..... CAAGGGTCACCCTCTGACT T GT e o i m e e e e i i i e meecmmmmeeammaaneaa-- 13%
..... CAAGGGTCACCCTCTGACTCT G . v c i e i e e e e e eeiee e eceececmceeecemananaaa 9
..... CAAGGGTCACCCTCTGACTCT - oo oo i i i i i i i i i i i i i i iiiiccccccceeaaaaaa.. O
.......................................... AGGTCAGAGGTCGATCCTGGG. .... 5
.......................................... AGGTCAGAGGTCGATCCTGGGC. ... 5

mmu-mir-541(mmu-mir-541)
GCCAAAATCAGAGAAGGGATTCTGATGTTGGTCACACTCCAAGAGTTTTAAAATGAGTGGCGAACACAGAATCCATACTCTGCTTATGGC

(T (R (S (R CC((TT))) T 23))-33)3)))))))---23)))-3)-)))) (-37.50)
FxFA IR A A XF R ANGGGATTCTGATGTTGGTCACACT

............. AAGGGATTCTGATGTTGGTCAC . - - -« o e e c e et e o e e ea e i eai e aceaceaaeaaaaaaaa. 257
............. AAGGGATTCTGATGTTGGOTCA. - - - e e e e c e e e e e e e e e e e e e e e eaaceameaeaaann 229
............. AAGGGATTCTGATGTTGGTCACA. - - - o e oo e e e e e e ee e c e ea e ceieaeeaeaeaa. .. 184
_____________ AAGGGATTCTGATGTTGGTCACAC . - - - -« e o e o e e e et e e e e e e e e e e eeaeeaaeaaeaa. 81
............. AAGGGATTCTGATGTTGGTCACACT - - - -« ot ot e et e e e e e e ea i aaeaea e e T1F
............. AAGGGATTCTGATGTTGOT - - - e e e e e e c e e e e e e e e e e e eaeaeaeacceameameanaaaaa. B9
............. AAGGGATTCTGATGTTGGTC . - - e o e e e e e e e e e e e e e e e e e eieceaeaaeaeaaa. 48
_____________ AAGGGATTCTGATGTTGG M « - - e o e e e e c e e e e et et e e e e e ea e eaeeaeeaaeaaaan 20
............. AAGGGATTCTGATGTTGOTCAL - - - -« e e e o et e e e e e e e e e e e e e e e eameamcaeacan 13
............. AAGGGATTCTGATGTTGGTCACE . . - - oo oot et e e e e e e e e e e eeaeeaaeaaaan 29
_____________ AAGGGATTCTGATGTTGGT@ - -« -« e e e c e e e e et e e e e e e e ea e eaeaeeaaeaaan 20
............. AAGGGATTCTGATGTTGOTCAR - - -« e w o e e e e e e e e e a e e e eaieaceaaaeaaaaaa. 19
............. AAGGGATTCTGATGTTGGTCACAT. - - . - o oot e e e e e e e e c e eaeae e e eamaameanaaaaa. 10
............. AAGGGATTCTGATGTTGGTAT . - - -« e e e ee o ee e e e e i e i ea e e acaceeaeaeacnaaan. 10

mmu-mir-542-3p(mmu-mir-542)
GGATCTCAGACGTCTCGGGGATCATCATGTCACGAGATACCACTGTGCCCTTGTGACAGATTGATAACTGAAAGGTCTGGGAGCC
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(- - - - - - - - (e (- - ))) -)))))))))---3)3)--)))-)-))))))))-)) (-38.80)
TGTGACAGATTGATAACTGAAA************

................................................... TGTGACAGATTGATAACTGAAA. . ... ........ 263*
................................................... TGTGACAGATTGATAACTGA. . ... .......... 260
................................................... TGTGACAGATTGATAACTGAA. ... ... ....... 225
................................................... TGTGACAGATTGATAACTGAAAG. .. ......... 124
............. CTCGGGGATCATCATGTCACGA. - o i i i e i e e eeecccaaaaccaaaacaeanaaa---- 14
................................................... TGTGACAGATTGATAACT . .o e i ieeeaaaaaa 12
................................................... TGTGACAGATTGATAACTG. ... cccaaa.... 6

mmu-mir-542-5p(mmu-mir-542)
GGATCTCAGACGTCTCGGGGATCATCATGTCACGAGATACCACTGTGCCCTTGTGACAGATTGATAACTGAAAGGTCTGGGAGCC

(- OO G- CCCC- - COCC- - - (- €CC----2)--2300)0))) - --D)))--)))) =) -)))))))) -)) (-38.80)
FHFFAI KKK XXX *XCTCGGGCGATCATCATGTCACGA

................................................... TGTGACAGATTGATAACTGAAA. .. .......... 263
................................................... TGTGACAGATTGATAACTGA. ... ... ... ..... 260
................................................... TGTGACAGATTGATAACTGAA. . ... ........ 225
................................................... TGTGACAGATTGATAACTGAAAG. ... ........ 124
............. CTCGGGGATCATCATGTCACGA . - - o i eeecccccaaaaaaaaaaaaaanannnaaa 14%
................................................... TGTGACAGATTGATAACT . - oo oo eaaa a2 12

................................................... TGTGACAGATTGATAACTG. . o oo oo eeaaa oo .. 6

................................................... TGTGACAGATTGATAACTGAAAGE........... 80
................................................... TGTGACAGATTGATAACTGAAAL. ... ........ 23
................................................... TGTGACAGATTGATAACTGAAAa. .. ......... 18
................................................... TGTGACAGATTGATAACTGAAt. .. .......... 11
..................................................... TGACAGATTGATAACTGAAAGE. .......... 11

mmu-mir-543(mmu-mir-543)
TGCTTAATGAGAAGTTGCCCGCGTGTTTTTCGCTTTATATGTGACGAAACATTCGCGGTGCACTTCTTTTTCAGCA

- (CC- (- (L (e - - - - - - 2)2)-33333-:3333)-2330333))-))-))) - (-31.70)
AAACATTCGCGGTGCACTTCTTH**xxx
.............................................. AAACATTCGCGGTGCACTTCTTT. . ...... 119
.............................................. AAACATTCGCGGTGCACTTCTT. ........ 84*
_______________________________________________ AACATTCGCGGTGCACTTCTTT........ 11
.............................................. AAACATTCGCGGTGCACTTCTTa. .. ..... 13

mmu-mir-544(mmu-mir-544)
CACCTAGGGATCTTGTTAAAAAGCAGAGTCTGATTGAGGGGCCAAGATTCTGCATTTTTAGCAAGCTCTCAAGTGATG

(O ((( (((((((((((((trr————. 2)2333)))-3323320)30)-3)))--))) - - - (-30.52)

mmu-mir-546(mmu-mir-546)
CCTCTCTTCCCAAAACTAAACAGGATCTATCATGGTGGCACGGAGTCAGCTAGATGTTGTCTCTTGCTATCCCTGTGCTAGTTCCATGTTTTAGAAGCAAAGTGA

TACTGGGGAGGAGAGG
(OO (@ (@ (e (e 2333-3333003333)---333-223-332-3)-2I))) - - - - - - .-

--))-3)))))))))) (-49.60)

ATGGTGGCACGGAGTC

mmu-mir-547 (mmu-mir-547)
GTGTGATGTATCACTTGAGGATGTACCACCCATTTAACAGGAAACATGCTTGGTACATCTTTGAGTGAGATAACACAC

CCCCC- (- - - (e - Cam - - - - (----222)--200)333))))--3)))-3))-))))) (-35.80)
CTTGGTACATCTTTGCAGTGAGH **H*kkkk
................................................ CTTGGTACATCTTTGAGTGAG - -« - - - - ... 13*

mmu-mir-551b(mmu-mir-551b)
GTGCTCTTGTGGCCCATGAAATCAAGCTTGGGTGAGACCTGGTGCAGAACAGGAAGGCGACCCATACTTGGTTTCAGTGGCTGCAAGAATGACTGCAT
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(O (R (R (e (e I))----29333)--9000030000--23)--000)) - - - - - - D))

(-43.70)

GCGACCCATACTTGGTTTCAG

mu-mir-568(mmu-mir-568)
ACACTATATTATGTATAAATGTATACACACTTCTATATATGTCCACATATATGCGGTGTGTGTATTATACAGGTATAGGTGTG

(- COCCLC- - - (L. - (- - --33333333-33333333313))3))33)3)))-)))) - (-31.10)
FRxkRxx kA ATGTATAAATGTATACACAC

mmu-mir-574-3p(mmu-mir-574)
TGCGGGCGTGTGAGTGTGTGTGTGTGAGTGTGTGTCGCTCCAAGTCCACGCTCATGCACACACCCACACGCCCGCACG

(- - (- C-- - - --3-3332332133)0033000)I000))))))) - - (-55.70)
CACGCTCATGCACACACCCACAFHHdkkkedek

.......... TGAGTGTGTGTGTGTGAGTGT . - o o i it i i eeecmaesccccanaaacananana--- 25
.............................................. CACGCTCATGCACACACCCACA. ... ....... 19*
.......... TGAGTGTGTGTGTGTGAGTGTGT - - oo e e i e i e i i [
.............................................. CACGCTCATGCACACACCCAC............ 6

mmu-mir-574-5p(mmu-mir-574)
TGCGGGCGTGTGAGTGTGTGTGTGTGAGTGTGTGTCGCTCCAAGTCCACGCTCATGCACACACCCACACGCCCGCACG

(- € (el C-------3-33323333)333)133))33))0)))))))) - - (-55.70)
FHIIIIIIXXTGAGTGTGTGTGTGTGAGTGTGT

.......... TGAGTGTGTGTGTGTGAGTGT - - - o i i i i i e i i e i eiiieceeccacaaaeceeaaeea--- 25
.............................................. CACGCTCATGCACACACCCACA. ... ....... 19
.......... TGAGTGTGTGTGTGTGAGTGTGT - - oo e e
.............................................. CACGCTCATGCACACACCCAC............ 6

........................................ acAGTCCACGaTC. . i i i i i aaaa 12
.......... TGAGTGTGTGTGTGTGAGTGTGaA. - - e e e e e e e e e ieieeeceeecccananeeeananaa-= 10
.......... TGAGTGTGTGTGTGTGAGTGa - - -« oo i e e i e e e i i i e i e i i i i i i i i i i i eeaeeeeeeaeeeeeaaa 10

mmu-mir-562-3p(mmu-mir-562)
ACTCTTTGGATACAGTTGTTCAACCAGTTACTAATCTAACTAATTGTAACCTGTTGAACAACTGAACCCAAAGGGTGCAAA
(L - - (- - (e - 2)23)-:3323303323))---I332))))) - - - - - (-33.94)
CCTGTTGAACAACTGAACCCAA**HHx ik

mmu-mir-562-5p(mmu-mir-562)
ACTCTTTGGATACAGTTGTTCAACCAGTTACTAATCTAACTAATTGTAACCTGTTGAACAACTGAACCCAAAGGGTGCAAA
(L - - (Ll - (e e 2)32)--222330333)))---IIIII))) - - - - - (-33.94)

FxHAAxx A XTACAGTTGTTCAACCAGTTACT

mU-mir-580-3p(mmu-mir-580)

AGTCAGAAATGAGCTTATTCATAAAAGTGCAGTATGGTGAAGTCAATCTGTAATTTTATGTATAAGCTAGTCTCTGATTGA

(CCCCCC- CC- OO (- (- - (- - - - - 2))--3333)-3)333))-3333)))-3)-)))))) - - (~28-50)
TAATTTTATGTATAAGCTAGTH*xwax

mU-mir-500-5p(mmu-mir-580)
AGTCAGAAATGAGCTTATTCATAAAAGTGCAGTATGGTGAAGTCAATCTGTAATTTTATGTATAAGCTAGTCTCTGATTGA

(CCCCCC- CC- - CCCeC- - - (- - - - - 2))--3333)-3333)1)-33)3))-3)-))))))) - - (-28-50)

Fkxkax kR GAGCTTATTCATAAAAGTGCAG

mMu-mir-Se2(mmu-mir-562)
TGATATTATGCéATGACATTGTG%CAATATGCGATGATGTGTTGTGATGGCACAGCGTCATCACGTGGTGACGCAACATCATGACGTAAGACATCA

- (G CCCCC COCCC- - CCCECCCC- COCC- CCCCCCCC- = CCCC: == -IMIMNMIMI DN DN - INN-IN)--:)))- (-39.90)
ATTGTGTCAATATGCGATGATGT
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mmu-mir-598(mmu-mir-598)
GCTGATGCTGGCGGTGATGCCGATGGTGCGAGCTGAAAATGGGCTGCTACGTCATCGTCGTCATCGTTATCATCATCAT

(- (CCCC- (OOl (- - (- - - - - - 233)))----3333))-3))333))3))-3))))-)- - (-33.30)
TACGTCATCGTCGTCATCGTTA* > ok

mmu-mir-615-3p(mmu-mir-615)
TCGGGAGGGGCGGGAGGGGGGTCCCCGGTGCTCGGATCTCGAGGGTGCTTATTGTTCGGTCCGAGCCTGGGTCTCCCTCTTCCCCCCATCCC

- - (CCCCCCC- (- - CCCCC- (- - - Comm - - - )-22233)1333)33))--33))3))))))))-)))) (-61.00)
TCCGAGCCTGGGTCTCCCTCT Ttk

mmu-mir-615-5p(mmu-mir-615)
TCGGGAGGGGCGGGAGGGGGGTCCCCGGTGCTCGGATCTCGAGGGTGCTTATTGTTCGGTCCGAGCCTGGGTCTCCCTCTTCCCCCCATCCC

- - (CCCCCCC- (OO - CCCCC- (el - - Ca- - - - - - )-33333333133333)))--3333)1)3)3)))-)))) (-61.00)
GGGGGTCCCCGGTGCTCGGATC

........................................................... TCCGAGCCTGGGTCTCCCTCT. ... ...... 30

........................................................... TCCGAGCCTGGGTCTCCCTCTT. ... ...... 21

B cTey el el el Yl 25

Lo et YTl ol Y 14

mmu-mir-652(mmu-mir-652)
AGGAACAGCTATGTACTGCACAACCCTAGGAGGGGGTGCCATTCACATAGAGTATAATTGAATGGCGCCACTAGGGTTGTGCAGTGTACAGCCTACAC

------- (A (O (@@ )OI )220 150000000000 0003 ) ) 15 ) ) JSSee
(-51.30)

AATGGCGCCACTAGGGTTGTG
............................................................ AATGGCGCCACTAGGGTTGTG. - oo oeoeaeno ... 205%
............................................................ AATGGCGCCACTAGGGTTGT - - -« o e e eeeaeaen-. 95
............................................................ AATGGCGCCACTAGGGTT . - oo e e eeeeeeaeeae .. 16
............................................................ AATGGCGCCACTAGGGTTG . - - - v vo oo 12
............................................................ AATGGCGCCACTAGGGTTGTGC . - - - oo oo eeooo . 10
............................................................ AATGGCGCCACTAGGGTTGTGE - - . - . oo oo oo ... 2180
............................................................ AATGGCGCCACTAGGGTTGTGA. - - - oo oo ee oo . 299
............................................................ AATGGCGCCACTAGGGTTGTGtE . .. .. .......... 130
............................................................ AATGGCGCCACTAGGGTTGTGEEE - . . o oo oo oo 29
............................................................ AATGGCGCCACTAGGGYTGTGE - - v o oo e oo 22
............................................................ AATGGCGCCACTAGGGCTGTGE - - . - o oo oo 20
............................................................ AATGGCGCCACTAGGGTTGTGAt. .. ..o oooon. ... 14
............................................................ AATGGCGCCACTAGGGTTGTEE - - oo oo oo oo .. 13
............................................................. ATGGCGCCACTAGGGTTGTG . - o oo oo e 12
............................................................ AATGGCGCCACTAGGGTTGTGEA . . . . oo oo ... 11
............................................................ AATGGCGCCACTAGGGTTGTGY - « -« v v ee e e 11
............................................................ AATGGCGCCACTAGGGTTGTE - -« o e o eeeeeeeeno. 10

mmu-mir-6s3(mmu-mir-653)
CATTCTTTCAGTGTTGAAACAATCTCTACTGAACCAAGCTCCAAAGCGAGTTCACTGGAGTTTGTTTCAGTATTGCAGGAGTGCT

(CCCCCC- Ll (- €CCC(- - - (CC----22)--313))-3))))-3))3))))))))))-))))))) - - (-35.80)

FkxrHx xR GTGTTGAAACAATCTCTACTG

mu-mir-654-3p(mmu-mir-654)
CTCGGTAAGTGGGAAGATGGTAAGCTGCAGAACATGTGTGTTTCTCATGTCATATGTCTGCTGACCATCACCTTTGGGTCTCTG

(CCC(. - - - - ((. - - CCCCCC- - - - - CCCCC- (e e 222333333)--3333))-3)-2))))- - - - - - (-23.90)
TATGTCTGCTGACCATCACCT TH¥ sk

mmu-mir-654-5p(mmu-mir-654)
CTCGGTAAGTGGGAAGATGGTAAGCTGCAGAACATGTGTGTTTCTCATGTCATATGTCTGCTGACCATCACCTTTGGGTCTCTG
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(- - - - - (- - (- - - - - CCCCC- (e DIINIINNII-IIN-I)-I))--- - - (-23.90)
TGGTAAGCTGCAGAACATGTGT

mmu-mir-665(mmu-mir-665)
AGAACAGGGTCTCCTTGAGGGGCCTCTGCCTCTATCCAGGATTATGTTTTTATGACCAGGAGGCTGAGGTCCCTTACAGGCGGCCTCTTACTCT

------ (- (- (O - - - - - CCCC-2--0000000 2000000 -000000000)) -D)) D)D) - - - - - - - - (-44.40)
ACCAGGAGGCTGAGGTCCCT
...................................................... ACCAGGAGGCTGAGGTCCCTTA. - e a e eiaaaaan 22

mMu-mir-666-3p(mmu-mir-666y
CTGATTCTGCCTGCGTGGAGCGGGCACAGCTGTGAGAGCCCCCTAGGTACAGCGGGGCTGCAGCGTGATCGCCTGCTCACGCACAGGAAGTGACGACAG
U T @ ERUEH QAN 5)7))))) N ) 1) IS5 ) I 1) 155 ) S N )

(-47.30)

GGCTGCAGCGTGATCGCCTGCT

mMu-mir-666-Sp(mmu-mir-666y
CTGATTCTGCCTGCGTGGAGCGGGCACAGCTGTGAGAGCCCCCTAGGTACAGCGGGGCTGCAGCGTGATCGCCTGCTCACGCACAGGAAGTGACGACAG
U AT @ QU SR QRS 5)7)))) ) ) ) 1) IS5 ) ) I5IH 155 ) FESH M)

(-47.30)

AGCGGGCACAGCTGTGAGAGCC

mu-mir-667(mmu-mir-667)
GTGGGTACTGGCCTCGGTGCTGGTGGAGCAGTGAGCACGCCATACATTATATCTGTGACACCTGCCACCCAGCCCAAGGCCCCTAGGCCCAC

(CCCCC- - - CCCC- (- CCCCC- (- - (L - (e 233)-33-333)--333333))-3)))) - - - - - )))))) (-40.94)
TGACACCTGCCACCCAGCCCAAGH*Hkakxnx

mmu-mir-668(mmu-mir-668)
GGTAAGTGTGCCTCGGGTGAGCATGCACTTAATGTAGGTGTATGTCACTCGGCTCGGCCCACTACC

CCCC- - - CaaCCC=---33220333222000333) - - -333-33))))) (-33.30)
TGTCACTCGGCTCGGCCCACTACC
.......................................... TGTCACTCGGCTCGGCCCACT . ... 16

mmu-mir-669a(mmu-mir-669a-1)
TGTATGTGCATGTGTGTATAGTTGTGTGTGCATGTTCATGTCTATATTTGAATATACATAACATACACACACACGTATAAACGCAAGCACACATACA
L CCE @R (@ a ey 233-333333333-33333333--3333-33333-333))--))) -

(-36.80)

AGTTGTGTGTGCATGTTCATGT

mmu-mir-669a(mmu-mir-669a-2y
CATGTATGTGCATGTGTGTATAGTTGTGTGTGCATGTTCATGTCTATATTTGAATATACATAACATACACACACACGTATAAACGCAAGCACACACA
1 CCE ( (@ ((CCA (CCER (A (((L ((CRETTY 233-331333333-33333333--3333-3333-3)3))-)))

(-37.80)

AGTTGTGTGTGCATGTTCATGT

mmu-mir-669a(mmu-mir-669a-3)
TTCCTCCATGTATGTGCATGTGTGTATAGTTGTGTGTGCATGTTCATGTCTATATTTGAATATACATAACATACACACACATGTATAAACGCAAGCACACATACA
-------- (- CCCCC- CCCC- - Q- - CCCC-CCC------322-32332333) 233333333 --3333-3331)-D33)) - -DID)

---- (-37.90)
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AGTTGTGTGTGCATGTTCATGT

mmu-mir-e69b(mmu-mir-669b)
ATGAATGTATGTGCATGTGTATATAGTTTTGTGTGCATGTGCATGTGTGTCTATTAATGTACATATACATACACACAAACATATACACGCATGCGCA
......... CCCCCCCCCCC- CCCC- - CCCCCLCC- CLCLC- CCLLC- - G =2 22D D)D) I DNIND - - IININNI)

AGTTTTGTGTGCATGTGCATGT

mmu-mir-669c(mmu-mir-669c)
CCTCCATGTATGTGCATGTGTGTATAGTTGTGTGTGGATGTGTGTATTTGCATATAAATAACATACACACACACACACAAGTAAACACAAGTGCACAAACAGACA

CAGG
(CC- - - (CC- (- CCCCC- (- (- - e - - - - 233-333331333333333333-33-3333)-23333))-))) - - - -

-))) (-46.00)

ATAGTTGTGTGTGGATGTGTGT

....................... L2 I € € [ ] €7 [ 1 I
..... 289*

....................... ATAGTTGTGTGTGGATGTGTGTAT - - - oo i i i e i cceeeceseeeeaaaaaannn
..... 52

....................... ATAGTTGTGTGTGGATGTGT G A . - - i i eeeeeeeeaeaaaanann
..... 33

mmu-mir-669d(mmu-mir-669d)
CAGCCCGGGATTTGTGTGTTGCTTGCTCTATATGTGTGTATACTTGTGTGTGCATGTATATGTGTGTATATGAATATACATATACATACACACCCATATACACAC

GCATGCATGCACACAC
------------ (- CCC- - - - - - - (L - CC- - Q- --+33333333333333 33333 -3300003))))

2)-2))-)0))))). (-49.71)

mmu-mir-669e (mmu-mir-669e)
GCCTGGGATTCATGGGCTGTACCCTATATATGGGCAGGTGTGTGTCTTGTGTGTGCATGTTCATTTGTGTATATGAATATGAATATACACACACTTACACACTCA

TGCACACACACACA
(((C(CEERTEES (- ---- D)) EEEEES D) - - CCCCCCCC- - - CCCCCCC- - CCC- - - - - - ((CCCCC(CETERrT 233303333)--20300)) - - -
- - - (-40.04)

mmu-mir-669F(mmu-mir-669F)
TGTATGTGCCTGTGTGTATAGTTGTGTGTGCATGTGCATGTGTGTATATGAATATACATATACATACACACACACGTATAAACGCAAGCACAAACACACACAGAG

GAATGGCACTCGTTGA
(- CCCCC- (- CCCC- - Q- - - - - - 23333333-33333-33313333--3333-33333-3333)-1)) - - ((- - ((C

-------- )))--))- (-46.30)

CATATACATACACACACACGTAT
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mmu-mir-669g(mmu-mir-6699)
CATGTGTGCTTACTTGTATGTGCATTGTATGTGTTGACATGATATACATAACATAAACACACGTGTATCTGCAAGCACACACACACAGGAAAAATTGCATTCATT

TATACGTTTGAATGATAT
- - (CCCCCCC- - - - CCCC- (- - - - - - - - 333333333-333---30033D-0IIDIIDD))) - -+ e e e ((((

((C.--.-- DI ... (=29.50)
TGCATTGTATGTGTTGACATGAT

mmu-mir-669h-3p(mmu-mir-669h)
TGTGATGCCCACCAAAAATATGCATGGGTGTATAGTTGAGTGCATATTCATTTCTCTATATGAATATGCATATACACACATGCACACACACACACACTCACACAC

AGGAATGACACTCGTTTATC
(O - (- - - - - - (R D200)00002000))0 59 )) D)) EEEEEEFEEENNE -
- - (CCCC- - - - - NI)--. (-32.99)

mmu-mir-669h-5p(mmu-mir-669h)
TGTGATGCCCACCAAAAATATGCATGGGTGTATAGTTGAGTGCATATTCATTTCTCTATATGAATATGCATATACACACATGCACACACACACACACTCACACAC

AGGAATGACACTCGTTTATC
(O TR CCCCCC- - - - - - - (R 2200020002000 59D D)) EEEEEEEEEEEN -
- - (CCC(- - - - - NI)--. (-32.99)

ATGCATGGGTGTATAGTTGAGTGC

mmu-mir-669i (mmu-mir-669i)
ATGTGATGCCCACCAATAATGTGCATGTGTGTATAGTTGTGTGCATATTCATTTCTCTATATGACTATGCATATACACACATGCATACAAACTCACATACAGGAA

TGACAGTCATATATCCTTTTGA
(- - - - - ) - - - - (e - - - - - (S (((CETR 2333-333333300330000003)) - - - - - I - - C

((----- M) (-37.60)

mmu-mir-669j (mmu-mir-669j)
AGCATGCGATTCATGTGATGTCCACCAAGAATGTGCATGTGTGTATAGTTGTGTACATATTCACTTTTGTATATGAATATGCATATACTCACATGCAAACATACT

CCCACGAATGGCCCGA
----- ((SICCCER(CEREEE ) ) BN ( &1 (CCCCCCCCR ((((ER ( (I (I (CEED 25D D) B D)) EEED ) D DD B9 DD DD NS DOD B9 )
----- ))-))--.. (-31.80)

TGCATATACTCACATGCAAACA****

mmu-mir-669k(mmu-mir-669k)
TCTTATGCCCACCAAAAATGTGCATGTGTGTATAGTTGTGTGCATATTCACTTCTCTATATGAATATGCATATACACGCATGCAAACACATTCATAGGAATGGCC

AGAGCTATATCTCAGTTAGGAG
CCCCC- CCC- - (- - - (e - - - - - (CCCCC(CE T 233303300033000330033)----I03))----))---)))-
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TATGCATATACACGCATGCAA

mu-mir-670(mmu-mir-670)
GGTTTGGAGGTGGGCCTGACATCCCTGAGTGTATGTGGTGAACCTGAACTTGCCCTGGGTTTCCTCATATCCATTCAGGAGTGTCAGCTGCCTCTTCGCT
(OO ( (R R ((C (R (O (N (e 23333--2-33333-33333333--3333333--3313)--)))

(-46.70)

ATCCCTGAGTGTATGTGGTGAA

mu-mir-671-gp(mmu-mir-671)
TGGCAGGCCAGGAAGAGGAGGAAGCCCTGGAGGGGCTGGAGGTGATGGATGTTTTCCTCCGGTTCTCAGGGCTCCACCTCTTTCGAGCCGTAGAGCCA
- (CC- (- - (- CCC- €L - (- €CC----333--3233303333333313333-D33033) - =)D - - - - - )))-

(-57.10)

TCCGGTTCTCAGGGCTCCACC

mmu-mir-671-5p(mmu-mir-671)
TGGCAGGCCAGGAAGAGGAGGAAGCCCTGGAGGGGCTGGAGGTGATGGATGTTTTCCTCCGGTTCTCAGGGCTCCACCTCTTTCGAGCCGTAGAGCCA

N (AR (O (T (T ES 00000000000 50D D)D) FED ) ) P DR
(-57.10)
AGGAAGCCCTGGAGGGGCTGGAG

_______________________________________ AGGTCOATGGATETTTT . - - e e e e e e e e e e e e e e et 90
....................................... AGGTCOATGGATETTT - - - - e e e e e e e e e e e e e e eaeeeaeaea 10O
...................................... GAGGTCOATGOATETTTT - - - - o e e e e e e e e e e e e e B2
....................................... AGGTCOATGGATETT .« - o oo oo e e e e e B2
______________________________________ GAGGTCGATGOATETTT - - -« e o e e e e e e e e e e e e e e eeeee. . 38
...................................... GAGGTCOATGOATETT - - -« e e e e e e e e e e e e e e e e e e 24
...................................... GAGGTCOATGOATET - - - - - e e e e e e e e e e e a2 13
....................................... AGGTCOATGGATCTTTT - - - o o oo e e e e e e e e e e 1
_____________________________________ AGAGGTCOATGGATETT T« - - e« - e e e e e e e e e e e e e eeeeaeee . 10

mmu-mir-672(mmu-mir-672)
GATGGTGATCTAGCCCTTTAGTTTTGAGGTTGGTGTACTGTGTGTGAGTATACATATTTATCACACACAGTCACTATCTTCGAAAGTGAGGGTGCACATC

CC-CCa---- (O Tr——— 221)33133133133)-3133133)-31331))-))))))
(-44.32)

TGAGGTTGGTGTACTGTGTGTGA
........................ TGAGGTTGGTGTACTGTGTGTGA - « -« - e e e e e e e e e e e e e e e e e e e e e e e e e
17769*
________________________ TGAGGTTGGTGTACTGTGTGT - - - - e - e e e e e e e e e e e e e e e e e e e e e e e e e
3569
........................ TGAGGTTGGTGTACTGTGTGTG - « -« - e - e e e e e e e e e e e e e e e e e e e e e e e e e e
2063
........................ TGAGGTTGGTGTACTGTGT « - - -« - e e e e e e e e e e e e e e e e e e e e e e e e e e e 272
........................ TGAGGTTGGTGTACTGTGTG - - -« - v - e e e e e e e e e e e e e e e e e e e e 216
_________________________ GAGGTTGGTGTACTGTGTGTGA - - - - - - e o e e e e e e e e el 102
........................ TGAGGTTGGTGTAC - - - - - - e e e e e e e e e e e e e e e e e e e it 2. B3
........................ TGAGGTTGGTGTACTGT « - - - - v - e e e e e e e e e e e e e e e e e e e e e et .. 38
........................ TGAGGTTGGTGTACTGTG - - - - -« - e e e e e e e e e e e e e e e e e e e e e o2 36
________________________ TGAGGTTGGTGTA - - - - e e e e e e e e Ll 10
......................... GAGGTTGGTGTACTGTGTGTG - - - - - - e e e e e e e e e e e e e e e a1
......................... GAGGTTGGTGTACTGTGTGT - - - - -« - e e eoe e e e e e e e e e e e e e e oot 13
________________________ TGAGGTTGGTGTACTGTGTGTGE « - - -« - e - e e e e e e e e e e e e e e e e e e e e e
1229
........................ TGAGGTTGGTGTACTGTGTGTOAT - - -« - e - e e e e e e e e e e e e e e e e e e e e e e . . 382
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........................ TGAGGTTGGTGTACTGTGTGTGAR . - - o o e i i i e i i i i e i i i i i i i i i i i e e i eiecacccccccccceeeeaaa. 375
........................ TGAGGTTGGTGTACTGTGTGTGA@A.- - - - o oo oo e e e i i i i i i i i i i i i i i i ieieccccccccccceeeeaaaa-. 156
........................ TGAGGTTGGTGTACTGTGTGTGg - - - e e e i e e i i e eeiiimmeecccccaaeaceaaaeeemananaa--= 111
........................ TGAGGTTGGTGTACTGTGT G - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e eeeeeeeeeeeeeeeea. 94
........................ TGAGGTTGGTGTACTGTGTGTGC . - - oo i i e e i i i i i e e e i e e e e e e e e i i e e e e e e ieeeeeemmeeemeeenaa (1
........................ TGAGGTTGGTGTACTGTGTG Tt . - o oo oo oo i i i i i i i i i iiiccccccccceeeeeeaaaa 30
........................ TGAGGTTGGTGTACTGTGYGTGA . - - et i e i i i i mecccccascccaaaaceananaaaaaa 29
........................ TGAGGTTGGTGTACTGTGTGTGAAT - - - oo i e e e e i e e e e e eeeeeeeeeeeeaa 24
........................ TGAGGYTGGTGTACTGTGTGTGA . - - i i e i e i e e e e e e e e e e e e e e eeeeeeeeeeeeeenan. 24
........................ TGAGGTTGGTGTACT G TG TG @ - o e e e c i e e e e e e e e e e e e e e e aeeeaneaan 22
........................ TGAGGTTGGTGTACTGTGTGT A . - L o it i i ieeccccasacccaaaacenaaaaaaa--. 18
........................ TGAGGTTGGTGTACTGCGTGTGA . - - - e i e oo e e e e e e e e e e 17
........................ TGAGGTTGGTGTACTGTGTETGA . - - oo oo i i i i i i i i i i i i i i i i i e i iicicccccccccccceeeeaa-. 16
........................ TGAGGTTGGTGGACTGTGTGTGA . - - s o i e i e i i i e ceeieeeeecaaaaaeaaaaeena--2 15
........................ TGAGGTTGGTGTACTGTGTGTaA . - - e et i i i eecccccascccaaaacenananaa---. 14
........................ TGAGGTTGGTGTACTGTGTG TG A . - - i e e e e e e e e e e e e e aeeeeeeeeeeeeaa 14
........................ TGAGGTTGGTGTAETGTGTGTGA . - - oo i i i i i i i i i i i i i i i i i i i e i i iiicccccccccceeeeaaa. 13
........................ TGAGGTTGGTGTACTGYGTGTGA . - - i o i e i e i i i e eeimeeeeecaeaaaeaaeaeeeeaa--2 13
........................ TGAGGTTGGTGTACTGTGTGYGA . - - e et i i i e meecccmascccaaaaceananaaaaaa 12
........................ TGAGGTTGGTGTACTGT G T8 A - - - e e e e e e e oo e e e e oo e e e oo e e e e eeeeeeeee e 12
........................ TGAGGTTGGTGTACTGTGTGCGA . - - - i i i i e e e e e e e e e e e e i e 12
........................ TGAGGTTGGTGTACTGTGTGTGEE . - . . o i i i e i e e e e ceeeiemmemeae e aeeeenaaa 12
........................ TGAGGT TGGTGTACT G G @, - c - c e e i e e i i e e e i mmmeeccccasaccaaaaceananaaaaaa 12
........................ TGAGGTTGGTGTACTGTGCGTGA . - - - oo e e e e e e e e e e e eeeeeeeeeee e 11
........................ TGAGGTTGGTGTACTGTETGTGA . - - oo oo i i i i i i i i i i i i i i i i i i e e i i iiicccicicccceeeeeaaaa 10
........................ TGAGGTTGGTGTACTGTGTGTGAGAA . « - - - o i e e i i i eii i i e ceemcceeccamaaaeaaaaeeeana--2 10
........................ TGAGGTTGGYGTACTGTGTGTGA . - - et i i i it iicecccccasaccaaaacenananaa--=- 10

mu-mir-673-3p(mmu-mir-673)
TGGAGCCTGAGGGGCTCACAGCTCTGGTCCTTGGAGCTCCAGAGAAAATGTTGCTCCGGGGCTGAGTTCTGTGCACCCCCCTTGCCCTCCA

- (CCC- - CCCCCCC- - (OO COCCCC- CCCCC- - (G- - - - - 2)--333)33)33)1)-:3))))----3))))))--)))) - (-43.20)
TCCGGGGCTGAGTTCTGTGCACCH*Hkix

mu-mir-673-5p(mmu-mir-673)
TGGAGCCTGAGGGGCTCACAGCTCTGGTCCTTGGAGCTCCAGAGAAAATGTTGCTCCGGGGCTGAGTTCTGTGCACCCCCCTTGCCCTCCA

- (CCC- - CCCCCCC- - (- COCCCC- (e - (- - - - - 2)--2333333333)))--23)))----3))))))--)))) . (-43.20)

FRR Rk xRk X CTCACAGCTCTGGTCCTTGGAG

mu-mir-674(mmu-mir-674)
GGCCTAGTCATéACCCTGAGCCT%GCACTGAGATGGGAGTGGTGTAAGGCTCAGGTATGCACAGCTCCCATCTCAGAACAAGGCTCGGGTGTGCTCAGCT
(CC- - (- (C- CCCCC- CLCCCCLC- - CLCLCCLCLCLCC- CLCCC- - €C- - =222 DD - I --)))

(-60.40)

GCACTGAGATGGGAGTGGTGTA

........................ GCACTGAGATGGGAGTGGTGT - - - i i i i i i i i i i i i i i i iccccccccccccaaaaaanaannnnnnnnaa 225
........................ GCACTGAGATGGGAGTGGTGTA. o i i e e i e i eeecmceccccmaaaaceaaaneenannaaa- 40%
........................ GCACTGAGATGGGAGTGGTGTAA. L - o i i i i ieecccccecccccacaacaaaaacnenanaaa= 39
........................ GCACTGAGATGGGAGTGGTG. - o o i i oo i i i i i i i i i i i iiiiccccceccccaaaaaaaaaaaaannanaanaa 30
........................................................... CACAGCTCCCATCTCAGAACAA. . ... .. ... ....... 26
....................... TGCACTGAGATGGGAGTGGTGT . v o c e i e e e e i e i e e i mcescccccaaacccaaaacaeannaaa-- 24
........................................................... CACAGCTCCCATCTCAGAACA. - - i iiiie e e eeeeaa-.. 16
........................................................... CACAGCTCCCATCTCAGAAC. . ..o oo aaa oo oo 14
........................ GCACTGAGATGGGAGTGGTGTAL . - - o i i i i i i iacesccccaaacceaaaaaenanaaaa-- 40
........................ GCACTGAGATGGGAGTGGTGTAg . - - i i et i i e e eeiemacescccccesccccaaaaaceaaananenannanaa-- 16
....................................... TGGTCTAAGGCTCEGGA . - - o oo oo i i i i i i i i i i i i i i it iiiccccccccceeeeaaa. 13
........................ GCACTGAGATGGGAGTGGTGA - - - o oo i i i i i i i i i i i i i i iicccccccccccecaaaaanannnnnnnnaaa 11

mU-mir-675-3p(mmu-mir-678)

TGCGGCCCAGGGACTGGTGCGGAAAGGGCCCACAGTGGACTTGGTACACTGTATGCCCTAACCGCTCAGTCCCTGGGTCTGGCA

- (OOl CCCC- - CCCCC- - (- - - - - - 22)33)--3333)--)333)33)33)3)))))) - -)) - (-56.00)
CTGTATGCCCTAACCGCTCAGT*tixkniion

mmu-mir-675-5p(mmu-mir-675)
TGCGGCCCAGGGACTGGTGCGGAAAGGGCCCACAGTGGACTTGGTACACTGTATGCCCTAACCGCTCAGTCCCTGGGTCTGGCA
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- (- CCCC- - (- - (e m e - 2))2))--32)))--33))0)))))))))))))--)) - (-56.00)
FHFHHHAA XA A XX FTGGTGCGGAAAGGGCCCACAGT

mmu-mir-676 (mmu-mir-676)
CTTTGCCTGAATGCATGACTCTACAACCTTAGGACTTGCAGAATTAAAGGAATGCCGTCCTGAGGTTGTTGAGCTGTGCGTTTCTGGGC

- - (CCCCCCCCCCC- - (O (- -(CCan e ea o 23)-33333333)3))-3))--3))))))--)))) (-42-80)
CCGTCCTGAGGT TG TTGAGCT* ki

CCGTCCTGAGGTTGTTGAGCTG. ..o et 246

CCGTCCTGAGGTTGTTGAGCT -« oo cve e e ot 233*

. -CCGTCCTGAGGTTGTTGAGC . . -« v v e e 219

. .CCGTCCTGAGGTTGTTGAGCTGT . ... .. ... .. 207
CCGTCCTGAGGTTGTTGAG. - -« oo ee e e s 58
................................................... 18
....................................................... CGTCCTGAGGTTGTTGAGCT . oo oeeeeaaann 17
...................................................... CCGTCCTGAGGTTGTTGAGCTGA. ... ... ..... 20
...................................................... CCGTCCTGAGGTTGTTGAGCTA. - o v oeoano. 15
...................................................... CCGTCCTGAGGTTGTTGAGCA  « v e e v e e nn 12

mmu-mir-677(mmu-mir-677)
GAGCCTTCAGTGATGATTAGCTTCTGACTTTCGTTCTTCTGAATTTGCTGAAGCCAGATGCCGTTCCTGAGAAGGGGAAAATGGACAGAACTGAACATTTTTGAA

GGCT
- (CCCCCCCC- CCCC- CCCC- (- - e - - -+ - - - - - 233)---3323333133---33-233331333-333)-3))))

)))) (-35.20)
3% 3= TTCAGTGATGATTAGCTTCTGA

mu-mir-678(mmu-mir-678)
GTGGACTGTGACTTGCAGAGCTGTGCTCCAATATGAGAGATGGCCATGCACCCGTGTCTCGGTGCAAGGACTGGAGGTGGCAGT

- - (CCCC- CCCC- CCC- - CC- CCC- (- - - - CCCC- (.- - - - - - - 232)-33333)-313-3)-33)-33))-3)))) (-31.70)
GTCTCGGTGCAAGGACTGGAGG*** x>

mu-mir-679(mmu-mir-679)
CTATGGCTTTGGACTGTGAGGTGACTCTTGGTGTGTGATGGCTTTTCAGCAAGGTCCTCCTCACAGTAGCTATA

- (CCCCCC- - - - CCCCLCCCC- CCC- CCCC- CC-(C----2)----2)-20))D)) - -)))))))))))D))) (-30.90)

TR K x X HGGACTGTGAGGTGACTCTTGGT

mmu-mir-680(mmu-mir-680-1)
AGAAGTGGGCATCTGCTGACATGGGGGCCGAAGTCAGGCGCCAGGAAGCGGGCACTTTGCATCTTATCTCCGGAACATCGATCCTCTTGACAGCCTTGGGTGTCA

GGCT
- - (- Q- €G- CCCC- - CCC- - G- (G- G- - - - - - - - 2333-333)--3-32-3)---33)--3331-3)-33))---I))I))) -

-))) (-35.80)
*xkxxkGGGCATCTGCTGACATGGGGG

mmu-mir-680(mmu-mir-680-3)
GGGGGATTTAACAAAGAACAAAAAAGGTGGGCATCTGCTGACATGGGGGCAGAAGTCAGGCTCTAGGCAGCAGGTACTCTTCATCTT
----------------------- (CCCCCCC- (- - - CCCCC-C--------)-32)))--)D)))))) - - - -D))))))) (-23.70)
GGGCATCTGCTGACATGGGGG

mmu-mir-681(mmu-mir-681)
GCAGCCTCGCTGGCAGGCAGCTCCAGAGTGTGGCTGTCCTCATCACTCTCCCTAAGCAGGTAGATGGGTTTCAGTTCACTCGCAGTCCAGGGCCTCCAGCGGGAC
AGTTG
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(O @@ @ 233)-333020---990000333)--2)) - - - - IO --

-)))) (-43.50)
*CAGCCTCGCTGGCAGGCAGCT

mu-mir-682(mmu-mir-682)
GCCGTCGGCATCTGGCACTGTGGTTCCTGCATGAAAACAGTGGCCGGCGGGGCCTGGACCTACAACACCACCTCTGCAGTCACAGTGAAGTCTGCC
------ CCCC- (G- - (- - - (- (- - - - CCCC- - - G- (-2 - -20) -2 -2 -233))-D))))))))D))))) -D) - -)))) (=31.20)
CTGCAGTCACAGTGAAGTCTG**

mmu-mir-683(mmu-mir-683)
TGGGAAGTCCAGCTGGGAGGCTGCAGTGGACCCAGGCTAAAAGCCAAGCTTTTCTGCACTGCAGTGGATGCCTGCTGTAAGCTGTGTCCTCCTGGGCTGCATGGA

GCCC
- (CC- - (C- (- - (- (- - CC- - €= =000 (CCC---00)) - - - - - 3333)--33--333333-3333)--3-3))-)) - - -

-))) (-43.60)

CCTGCTGTAAGCTGTGTCCTC A eakeaeaecseos

mmu-mir-684(mmu-mir-684-1)
GTAGGGCAATCTGTCTTTAAGTAGGGATAAATTACTCTTGAACAAAATGATCCTAGATAGTTTTCCCTTCAAGTCAAGCGTCTTGC
(CCCCCC- - - - (- (CC- - - - - ((((('(((((('((('(('('"")'))"))))Xé????%gg%fégggfng;;ZZZZZZZ (-18.70)

mMu-mir-esa(mmu-mir-684-2)
TGTAGGGCAATCTGTCTTTAAGTAGGGATAAATTACTCTTGAACAAAATGATCCTAGATAGTTTTCCCTTCAAGTCAAGTGTCTTG
OO GG -2 GG GG G220 990009990)-0).0):-)9)))) (-168-80)

mmu-mir-6gs(mmu-mir-e8s)
GTCGGGGCGGATGCCTCCCTCGCCGGAGCGGATGCCTCCCTCGCCGGAGCTTGGAACAGACTCACGGCCAGCAGTGCGAGT TCAATGGCTGAGGTGAGGCACCTC
CCGG

- - (CCCC- (- (- € - - (- - - e - - - - - 23-333-3333-33-33-333-333)---333-3333-)33)3I))))

)))- (-53.00)

TCAATGGCTGAGGTGAGGCAC***

mmu-mir-686 (mmu-mir-686)
GCCACAGCAGGTGCTTATATTGCTTCCCAGACGGTGAAGAAAGTAATAGAGATCAACCCGTACCTTCTGGGCACCATGGCTGGGGGTGCAGCGGATTGCAGCTTC

TGGG
- (- CCC-CC- (G- - - - - (- - CCCC- CCCC- (- - G- - - - 23-322-3332---333)----303330)-))) - - - - - - ))-D))

)))) (-35.50)

ATTGCTTCCCAGACGGTGAAGA

mmu-mir-687(mmu-mir-687)
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ATAGTCTGACACACATTTTACACTATCCTGGAATGCAGCAATGAATCCTGGGTTATTGTTTCAGTCTGTCATTGTATTCTTGGAAAGTG
-------------------- (CCC- (- - - - (- - - (=== -=2222D)----DDDDDD)))))) -))) -)))) (-22.40)
CTATCCTGGAATGCAGCAATGA

mmu-mir-688(mmu-mir-688)
GAAAGGGCAGTGAAGAAAAGTAGGGGCTTGCTTGGGGAGAGCACCTCGCAGGCGACTACTTATTCCAGCTCGCCC

- - - - (CCCCCC- - - (- - - - - - - - - 2I))33)))--322)3)-1))--)))-)))) (-32.50)
TCGCAGGCGACTACTTATTCH >k

mmu-mir-689(mmu-mir-689-1)
CCCGGATAGCCGGGTCCCCGTCCGTCCCCGCTCGGCGGGGTCCCCGCGTCCTCCCCGCAGCGGCGCGGGGTCTCCCCCCGCCGGGCGTCGGGACCGGGATCCGGT

GCGG
- (CC- - - - (- CCCC- - - - (e - - - - - - 22000000 --- - 233311333133--3333-330033))))

-))) (-76.80)

CGTCCCCGCTCGGCGGGGTCC

mmu-mir-689(mmu-mir-689-2)
CCCGGATAGCCGGGTCCCCGTCCGTCCCCGCTCGGCGGGGTCCCCGCGTCGTCCCCGCGGCGGCGCGGGGTCTCCCCCCGCCGGGCGTCGGGACCGGGGTCCGGT

GCGG
- (CC- - - - CCCCCC- (L - - Qe e - - - - DI ----- 233311333133--333301330033))))

-))) (-83.60)

CGTCCCCGCTCGGCGGGGTCC

mu-mir-690(mmu-mir-690)
TGTGTTTTTGTGGAGCTAATTGGCTGTATTAAAGTGCTAGTAAGAAACATTCTCCTCCAGCTGGAGAGATGGCTCAGCTGTTAAAGGCTAGGCTCACAACCAAAA
TATA

(CCCCCCC- CC- CCCCC- - - (- - - (- - - (- - - - (C- - (- - - - - - - 33333-333--33333--3333-333333133)---3)-3I))

)))) (-30.20)

AAAGGCTAGGCTCACAACCAAA™*

E = = 3

............................................................. TGGAGAGATGGCTCAG - - - -« ce e ee e e e e e eee e
_____ 46

............................................................. TGGAGAGATGGCTCAGC - - -« - e e e cee e e e e ee e
..... 23

......................................................... OYGCTGGAGAGATGGCTC - - - - e e e e e e e e e e e eee e
..... 255

......................................................... OYGCTGGAGAGATGGCTCA . - - o oo oo e e e
..... 255

......................................................... OYGCTGGAGAGATGGCT - - - o o v o oo e e e e
..... 48

........................................................ OUYGCTGGAGAGATGGCTCA - - - e e e ee e e e e
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..... 25
......................................................... OGGCTGGAGAGATGGC - - - - - v oo oo oo e
..... 21
............................................................. TGGAGAGATGGCTCAGCC - - - -« e ee e ee e e
..... 16
........................................................ O9YGCTGBAGAGATGGCTC . - - o e e oo e e e e e e e
_____ 13

mu-mir-6el(mmu-mir-6e1)
GCTGATTTATTTTTGCTTTCTTCCTTGGGTCTGCTTTGAATATTCCTGAAGAGAGGCAGAAAATGTTATATTTAATAT

- - (CCC- - - (L - - (- - - - - - 2)---:333-332333)-333303)--2))) - === -- - (-15.30)
ATTCCTGAAGAGAGGCAGAAAA HX ket

mmu-mir-692(mmu-mir-692-1)
AGGGTGGCAGGGCCACAACCAGCGCAGACTGGCGCGCCCCAGGGATCTCTGGGTGAGTATCTCTTTGAGCGCCTCACTCTCAAGCACAACTAGGAGGCCTCTGCC

TTCC
- (CC- (- - - - - (- - CCC- CCC- Q- - (- - - - - D) EDD)))DEEDEDD) ) EDD) EDD) EEED ) EEREREEE )-322)-300))

-))) (-42.82)

ATCTCTTTGAGCGCCTCACTC

mmu-mir-692(mmu-mir-692-2)
GGTGGCAGGGCCACAACCAGCGCAGACTGGCGCGCCCCAGGGATCTCTGGGCGAGTATCTCTTTGAGCGCCTCACTCTCAAGCACGACTAGGAGGCCTCTGTGCC

TTCC
-CCCCC---0000) - - - - - (CCCCCC- - CCCCC- - CCCCCC----00000) - ((C-- D)) - - - - - MDD - (- -(C- - - - 2)-2)3)---330)3))-

oo .. (~39.30)

MMU-mir-693-3p(mmu-mir-693)
AGTTGTAGGCATGCTCATTACAGCCACATCCGAAAGTTTTCCTGGCTAGGGCAGCTTTCAGATGTGGCTGTAATGAGCATGCTCCCAGC

- CCCC- - CCCCCCCCCCLCCCOCCCCCCCC- CCCCCLC- CCCC- 22D NN -DDVMNMNINININI--)))) (-60.90)
GCAGCTTTCAGATGTGGCTGTAA

MU-mir-693-Sp(mmu-mir-693y
AGTTGTAGGCATGCTCATTACAGCCACATCCGAAAGTTTTCCTGGCTAGGGCAGCTTTCAGATGTGGCTGTAATGAGCATGCTCCCAGC

- 00 £ CCLLCCCCEEEEEECCaCeCCCC- CCCCCCC CCCC: - 339300299 NN ) (-60-90)

C.

Mu-mir-6e4(mmu-mir-694)
AAAGGCCAGCTCAGGCATCGCTTTCAACCCAAGACCAGGCTGAAAATGTTGCCTGAAGCAGTCTCTGCCT

- - (CCC- - (- (- - e e - - 2)-23333-3)-230)3)-3))-)))) - - - - - - (-23.60)
CTGAAAATGTTGCCTGAAG*** ks

mmu-mir-695(mmu-mir-695)
TCACGAGGAATCCTAGATTGGGCATAGGTGACTGAAGTACACAGCTGCCTTTCTTACAAAGGCACTGGTTACCTTGGTCCTGGTCACCGGCTCGGCTATCTGCTA
CTCG
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N (s (S (R (R ((a (e )))))))))) ) EEEE DESIIIIDIEIDIIDDD) EEEEE

)))) (-37.32)
FdRxowxk X AGATTGGGCATAGGTGACTGAA

mmu-mir-696(mmu-mir-696)
GGTCTGTCGCGGTGCCTGAAGCTGTCCCCGAGCCACGCTTCCTGCTTTCCCGGGCTTGCTGCTTGCGTGTGCTTGCTGTGGGCAGCTT
(CCCCC---22) D) - - CCCCCCCCCCCCCCCCCCC(. - - - - (.- C---)--0)-.... 2331):-333))--3-))))))))) (-33.10)
GCGTGTGCTTGCTGTGGG******

mmu-mir-697 (mmu-mir-697)
GAGTGGGGATGTGTCCTGGATGTTGGTCTTGACAGGTCTCAGAGGTGACTACCACACATTGAAGGGGTGGCGGTAACATCCTGGTCCTGTGGAGACTGTCATAGT

CTCC
N (((C(CErr (- (- - G- - - - - Cemm - - DESIDIEDIESIIIIIIIEIIIEIIIIIEIIB)

)))) (-40.70)

AACATCCTGGTCCTGTGGAGA* sk

mmu-mir-698(mmu-mir-698)
TCATCTCTGCCCTCACTGTAAGGGAGGGTGGTGGCTATGTGGGTGGGACAGGGATGTTCAGTTGCTAAAGACATTCTCGTTTCCTTCCCTCAGTGTCCCCAGATG

GTGA
(ORI (CCCER (C (R (R (((E (S ((CEEED ) ) ) ) B ) D EEEES D D) EED D) DB ) DD D) DDD DD DEEEES D) ) B

)))) (-38.50)

CATTCTCGTTTCCTTCCCTH A kkokkeokkeokseokskke

mu-mir-699(mmu-mir-609)
CGTGCAGCGGGGCGTCATCCGTCAGCTCACATAGTGACGCAGGCAGTGCGACCTGGCTCGCAC

- (CCCCCC- CCCCC- - - CCC- CCCCC---0DD)-2) 2000200000 -3)) -))) - D)) (-26.40)

AGGCAGTGCGACCTGGCTCG***

mmu-mir-700(mmu-mir-700)
TTCACTGGGAGTAAGGCTCCTTCCTGTGCTTGCAGGGGAGAAATACGAACTGCACGCGGGAACCGAGTCCACCCCCAGT

- CCCCCC = COCCC CCCCCCC - CCUCC - (=)= 2= DNMMIMIMN - INN-))-)N))) (-32-90)
CACGCGGGAACCGAGTCCACCH*****

.................................................... CACGCGGGAACCGAGTCCACC....... 15*

.................................. GGGGAGAAATACGAACTG. - i i i i i i e iieeeeeeeea---2 10

e eeeeeeieiiiiiiiiiiiiiiiiiiiii...CTGECACGCOGGA. .- -iiuaneioa. 26

mmu-mir-701(mmu-mir-701)
GTGGAGCATCTACCTTGAGCAAGTAATTAGCCGCTGAAATAGATGGATTGTATAGATGAGGTTCTATCTATTAAAGAGGCTAGCCACTTATCAAGTGCTAACAGC

CCAC
(O (R (R (O (O (O (O 2333133333--33-333333--3333-3333)-3-))---))

)))) (-34.86)

TTAGCCGCTGAAATAGATGGA

mmu-mir-702(mmu-mir-702)
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CGGGACAAGGTGAGTGGGGTGGTTGGCATGGGTTGCCCATGGGGACTCGACGCTGTGCCCACAGCCTCCTGATGTCCTCCTCACGCATGCCCACCCTTTACCCCG

----------- (- - CC- - QO - - - (- CCCCC----23322-33--33-3333-3)----333-33333)3 - -DIII)D))
)))- (-49.00)

TGCCCACCCTTTACCCCG

mmu-mir-703(mmu-mir-703)
AGACTGGTTAATGATAACAATGCATCATAAAACCTTCAGAAGGAAAGAATGTTGTGGACCATTTTTTTTTGTGTGTGGCAGTTTTAAGTTATTAGTTTTCAAAAT

CAGT
- - (CCCCCC- - CCC- QL - - - - - - e mmm - - II3333331)---3-332--332333-2-3332-33)-)))-)))

)))) (-19.80)

AAAACCTTCAGAAGGAAAGAA

mu-mir-704(mmu-mir-704)
GCTGGGAGCTAGAGGATGTGGTCAGCTGCAAGGATCTTCCTCAGACATGTGCTCTGCTCCTAGGGATTGTTGACTAC

- (CCCCCCC- CCCC- (- - - - - C(C--CCC - - - - DDIDDIEDIIDIENIIIIIIIIDD ) FE R (-29.40)
AGACATGTGCTCTGCTCCTAGH *akanx

mu-mir-705(mmu-mir-708)
ATGTCCCAGTAGTGGTGGGAGGTGGGGTGGGCACAGAGGGAATGACTTCTTTCTCCTGCAGTCCTCCCTACCTCCCTAACAT

----------- (- - - (OOl - CCC- (- === ==+ =3)33)3))--D)))-))))))))))) - -)) - - (-40.80)

FHRRHH XA A XK GGTGGGAGGTGGGG TGGGCA

mu-mir-707(mmu-mir-707)
GGCATGCAGTCATGCCGCTTGCCTACGCTTGTGTGAGCATGGGCATGCGGTCATAGTTGTTGCGGGCAATTCG

- (CC- (CCC- - (- CCCCCC-CCCC--2-3322-29302)-0)3D 30D - -0 ) - - - - - - - - (-32.40)
*xHxx*CAGTCATGCCGCTTGCCTACG

mmu-mir-708(mmu-mir-708)
CTGTGTTTGAAATGGGGACTGCCCTCAAGGAGCTTACAATCTAGCTGGGGGTAGATGACTTGCACTTGAACACAACTAGACTGTGAGCTTCTAGAGGGCAGGGGC

------------ (CCCC- (- (- CCCCC- - G- - CCC-€C----5339022--2-32-03000 230003300033 -00I000)) - - =)

*hkAhk

......................................................................... AACTAGACTGTGAGCTTCTAGA. ... ... ...
..... 53

.......................... AAGGAGCT TACAAT CTAGCT GG . - - e i e i i e e i e et i e e eeecccceseccccaaasccaaaaaaanannn
..... 42

.......................... AAGGAGCT TACAAT CTAGCT GGG . - - e i i i e i it i i e eemmasacccccasccaaaaaaaannn
..... 42*

........................................................................ CAACTAGACTGTGAGCTTCTAG - « - o oo oo -
..... 33

........................................................................ CAACTAGACTGTGAGCTTCTAGA. . .. ... ...
..... 14

................................................. GGTAGATGACTTGCACTTGAACA. - o e i e e eee e meeaa-

Page 121



Supplemental Figure S3

MMu-mir-709(mmu-mir-709y
TGTCCCGTTTCTCTGCTTCTACTCAGAAGTGCTCTGAGCATAGAACTGTCCTGTTTGAGCAGCACTGGGGAGGCAGAGGCAGGAGGAT

- CCCCC G CCCCCCCCLC - CCCCC - - CCCCC CCCCC- - € =) MMM == IINMINMINNI D) )N (~34.50)
GGAGGCAGAGGCAGGAGGA*

mmu-mir-710(mmu-mir-710)
CTCTCTCGTCAAATAGAAGCCAAGTCTTGGGGAGAGTTGAGCTTGGTGTGAAAACTGACATACCCCTTCAACTCTTTAGAACTTAGGTATCTGAAGTGGAGTGGA

TGGAG
(O (O (O (O (N (e (e 23322)--3333330333333-3333-332-33))---)))----))

-)))) (-34.10)

CCAAGTCTTGGGGAGAGTTGAG

mu-mir-7ii(emu-mir-71)
CATGTTCCTAACTTTGAATCTCTTCTTAGGGTGCTTCAGGCAAAGCTGGGGACCCGGGGAGAGATGTAAGTCTGGGGAGATG

CCC CCCCCCCCCC = COCECCCCCC CCCC CCCCLC- = - = DIMIMMIMMININI - INIINN)-))) (-38.00)
GGGACCCGGGGAGAGATGTAAGHHHdkakskeakeakekeke

mmu-mir-712(mmu-mir-712)
TCTCCGCTTCTCCTTCACCCGGGCGGTACCCGCTCCGGCGCCGGCCCGCGGGACGCCGCGGCGTCCGTGCGCCGATGCGAGTCACCCCCGGGTGTTGCGAGTTCG

GGGA
CCCCCC- - - CCCC- - (- (- - - CLCaaaaaaCC---+333333-2-333-333333--333-32-320333333) - -3 -))) - -))

)))) (-72.60)
FHkxkxx*CTCCTTCACCCGGGCGGTACC

mmu-mir-713(mmu-mir-713)
GGCCTATCCGGAGGCCCTGATTGGTTAGTGAGACTTGATTGACATGAGCACCTCCCTTAGGGTTAGAGTGCACTGAAGGCACACAGCATAGGGCTTCCAAGATCG

GGT
- (CCCCCC- (Ll - - - CCC- CCC- G- CCC- G- (G- G- - - - - - - 23333)---33333-3-332--333332-33201333))--)))-)

))) (-87.10)

TGCACTGAAGGCACACAGC

mmu-mir-715(mmu-mir-715)
GGCTGGGGAGAGGGCTCCGTGCACACCCCCGCGTGCGCGGTACTTTCCTCCCCTCCTGAGGGCCGCCGTGCGGGACGGGGTGTGGGTAGGCAACGGTGGGCTCCC

GGGTC
Q] (O O (O () (e (((( e 2333)--3903333)-3-2333)-3))- - - - - 2)-3)3)->--300))

-)))) (-57.80)
FHAR Ak xkwx kX CTCCGTGCACACCCCCGCGTG

Fkkkk
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mmu-mir-717(mmu-mir-717)
TTGTCCGCTATCACTGTACCGTCATTTTTCAGTCTCAGACAGAGATACCTTCTCTGAATTCATAGAAGCTGCTCTCCGTTCCGAAGGGATTCAGAAGTGATAAAT

------------- (CC- - - - (OO COCCC- CCC- (- - CC----32-3320032-3330 233D - - - - -D33DD)-DDDDII)D) - - - -

mu-mir-718(mu-mir-718)
ACGCCCCCGTGTGGCGGAAGGCCGCGGAGGGCAAGATGGCGGCGGGTCGAGCGCCGCCTCTTCCGCCCGGCCGGGTGTCGCACGAGGT

- - (C(- - CCCCCCCCC- - - CCCCC- CC- - CC- (- (- - - - - 23313333333):33333))---33))3))))-))) (~53-40)
CTTCCGCCCGGCCGGGTGTCGH** x>

mmu-mir-719(mmu-mir-719)
TTTAGGTGCTTAAAGAACAGTATCTCGGCTACAGAAAAATGTTTTTGGGTGATGCTGTGGATGTGTTTGAAGCCAGGAGAACAGAAGCCAAGAAGTGGCAGAATG

CACCC

mmu-mir-720(mmu-mir-720)
CTGGAGCCCCAGAATGAAGATGCAGCTTTAGAATTTGGGTGGTCTATCTCGCTGGGGCCTCCAG
- - - (- - ee e e o 2)-323)))-))---2)))))-)))))) (-28.20)
ATCTCGCTGGGGCCTCCA*
............................................. ATCTCGCTGGGGCCTCCA. . 110*
.............................................. TCTCGCTGGGGCCTCCA. . 107
............................................. ATCTCGQTGGGaCCTCCA.. 75
.............................................. TCTCGQTGGaaCCTCCA. . 50
.............................................. TCTCGQTGGGaCCTCCA. . 42
............................................. ATCTCGQTGGaaCCTCCA. . 36
............................................... CTCGQTGGGaCCTCCA. . 12
.......................................... TC-ATCTCGCTGGGGCCTCCA. . 11
.......................................... TCaTATCTCGCTGGGGCCTCCA. 11

mu-mir-721(mu-mir-721)
GGAAGACAGTGCAATTAAAAGGGGGAAAAAAGTACCTGGGATGTTCTGAGAATTTCATTTTTCTTGTTATTGCCACTCCTGCTTGGAA

-------- (- CCCCC- - - - (- - CCC- - (CCC- - (C-(C---2-3)-2)-3)))--0)--2)) - - D)D) - - (((- - - - -))) - (-16.20)
*HxxkCAGTGCAATTAAAAGGGGGAA

mu-mir-74l(mu-mir-74
TTGATCTACGTAGATTGGTACCTATCATGTAAATCATGTAAGCATGAGAGATGCCATTCTATGTAGATTAA

- (O (- (- (- m e - - 2)31)3-3)-33333-3)23))3))))) - (-31.60)
TGAGAGATGCCATTCTATGTAGA****

mu-mir-742(mmu-mir-742)
TGCTCTACTCACATGGTTGCTAATCACGTGAAGTGTAGGTGAAAGCCACCATGCTGGGTAAAGTA

(- (- (- - - (- - - - - 2)-23))-3)-33)3))-))))))-2))) (-25.70)

GAAAGCCACCATGCTGGGTAAA**>*
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mmu-mir-743a(mmu-mir-743a)
CTGTATTCAGATTGGTGCCTGTCATGTTTATAAGAATGAAAGACACCAAGCTGAGTAGAGTA
(- - (- - e 2)))-2)-222)2)-2))))))-))-- (-23.00)
GAAAGACACCAAGCTGAGTAGA™**

mmu-mir-743b-3p(mmu-mir-743b)
TGCAGTGCTGTGTTCAGACTGGTGTCCATCATGTGAAATATTTGTGAAAGACATCATGCTGAATAGAGTAAGGCCCA

- (- - (CCC- (OO - (- - (- - - - - - 2)2))--3333331--333333)-3)))--))-- . (-29.00)
GAAAGACATCATGCTGAATAGA***#xxkkxs
----------------------------------- GAAAGACATCATGCTGAATAGA. . - .. ...... 8%

mmu-mir-743b-5p(mmu-mir-743b)
TGCAGTGCTGTGTTCAGACTGGTGTCCATCATGTGAAATATTTGTGAAAGACATCATGCTGAATAGAGTAAGGCCCA

- (- - (CCC- (L - (- - (- - - - - - 2))1)--33333))--3)))3))-))))--))--. (-29.00)
FkxxR kxR TGTTCAGACTGGTGTCCATCA

mmu-mir-744(mmu-mir-744)
GGCTGGGCAAGGTGCGGGGCTAGGGCTAACAGCAGTCTTACTGACGGTTTCCTGGAAACCACACACATGCTGTTGCCACTAACCTCAACCTTACTCGGTC

CCCCCCC- Q- - - - e - - - - DD ICCCCCEEED)))) ) 02000000930 933)333))3)))))))
(-45.50)

FarwxHxxH xR TGCGGGGCTAGGGCTAACAGCA

............ TGCGGGGCTAGGGCTAACAGCA - - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e
4872*

............ TGCGGGGCTAGGGCTAACAGC - - - - - - - e e e e e e e e e e e e e e e e e e e e e e e e, 509
............ TGCGGGGCTAGGGCTAACAG - - - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e 312
............ TGCGGGGCTAGGGCTAAC - - - - -« -« e e e e e e e e e e e e e e e e e e e e e e e e e e et e e B3
............ TGCGGGGCTAGGGCTAACA - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e 42
............ TGCGGGGCTAGGGCTAA . - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e 34
............ TGCGGGGCTAGGGCTAACAGCAG - - - - - -« o e e e e e e e e e e e e e e e e e e e e e e e 29
............. GCGGGGCTAGGGCTAACAGCA - - - - - -« e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e et 28
............ TGCGGGGCTAGGGCTAACAGCAGT - - - -« - - o e e e e e e e e e e e e e e e e e e e e e e e e e e 12
............ TGCGGGGCTAGGGCTA - - - - - o e e e e e e e e e e e e e e e e e e e e e e e e a1
............ TGCGGGGCTAGGGCTAACAGCAT - - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
1452

............ TGCGGGGCTAGGGCTAACAGCAR - - - - - - -« e e e e e e e e e e e e e e e e e e e e e e e e ..., 165
............ TGCGGGGCTAGGGCTAACAGCAET - - - - - - e e e e e ee e e e e e e e e e e e e e e e e e e e e a2 190
............ TGCGGGGCTAGGGCTAACAGE - - - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e 132
............ TGCGGGGCTAGGGCTAACAGA - - - - - - -« - e e e e e e e e e e e e e e e e e e e e e e e 128
............ TGCGGGGCTAGGGCTAACAGCE - - - - - -« - e e o e e e e e e e e e e e e e e e e e e e e e .. B3
............ TGCGGGGCTAGGGCTAACAGCAAT - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e et B2
............ TGCGGGGCTAGGGCTAACAGAA - - - -« - -« - e e e e e e e e e e e e e e e e e e e e e e e e ettt e .. 38
............ TGCGGGGCTAGGGCTAACAGCALA - - - - - - - o o e oo e e e e e e e e e e e e e e e e e e e e 32
............ TGCGGGGCTAGGGCTAACAGCAETE - - - - - - o oo oo e e e e 22 30
............ TGCGGGGCTAGGGCTAACAGCC - - - « - -« - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e 27
............ TGCGGGGCTAGGGCTAACAGCAGR - - - - - -« - e e e e e e e e e e e e e e e e e e e e e e e e e e e 26
............ TGCGGGGCTAGGGCTAACAR - - - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e et 24
............ TGCGGGGCTAGGGCTAACT - - - - - - o o e e e e e e e e e e e e e e e e e e e e e e e e e e 20
............ TGCGGGGCTAGGGCTAACAGCCT - - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e et 15
............ TGCGGGGCTAGGGCTAACAGAAR - - - - - - - - - e e e e e e e e e e e e e e e e e e e e e e e ettt . . 13
............ TGCGGGGCTAGGGCTACCAGCA - - - - - -« e e e e e e e e e e e e e e e e e e e e e e e e e e e e 13
............ TGCGGGGCTAGGGCTAACCGCA - - - - - -« - e e e e e e e e e e e e e e e e e e e e e e e e a2 13
............ TGCGGGGCTAGGGCTCACAGCA - - - - -« - e e e e e e e e e e e e e e e e e e e e e e e e e e e a2 13
............ TGCGGGGCTAGGGCTGACAGCA - - - - - -« e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e 12
............ TGCGEGGCTAGGGCTAACAGCA - - - - - - o e e e e e e e e e e e e e e e e e e e e e e e e e e e o1
............ TGCGGGGCTAGGGCTAACAGCAATE - - - - - - o o e oo e e e e e e e e e e e e e e e e e e e o2 1
............ TGCGGGGCTAGGGCTAATL - - - -« - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e 1
............ TGCGGGGCTAGGGCTAAR - - - -« -« e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e o1

mu-mir-7s8(mmu-mir-758)
TGGGTGCGTGAGGTGGTTGACCAGAGAGCACACGCTATATTTGTGCCGTTTGTGACCTGGTCCACTAACCCTCAGTATCTA
(- CCCCCCC- Q- - - (- - CCC----303-033 03D ---33033 3300 - -DII0030)))))  (=32.30)
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TTTGTGACCTGGTCCACTAX**karkatkakorkx

mu-mir-759(mmu-mir-759)
GGATTATAATAAATTAAATGCCTAAACTGGCAGAGTGCAAACAATTTTGACTCAGATCTAAATGTTTGCACTGGCTGTTTAAACATTTAATTTGTTCC
------- (- - Q- (- - (- - CC------32-3333133133333-33313313--333333333)3)) - -

(-31.40)

GCAGAGTGCAAACAATTTTGAC

mmu-mir-760(mmu-mir-760)
CGGGAGGATGCCTCGGTGCGGGGCGCGTCGCCCCCCTCAGGCCACCAGAGCCCGGATACCTCAGAAATTCGGCTCTGGGTCTGTGGGGAGCGAAATGCAACCCAA

ACCCCGTTTCCCCG
(N (CCCR (( R (( N (O (O (O (O (T (O 2333033333333333-3333-333)---3)--))) - -

2))-))))--3))) (-61.40)

CGGCTCTGGGTCTGTGGGGA

R o o o S

mu-mir-76l(mmu-mir-761)
TGGCAAGTGGAGGAGCAGCAGGGTGAAACTGACACAGTGCTGGTGAGTTTCACTTTGCTGCTCCTCCTGACTCCCA

- (- - (- €C-€C----3233-233333333333333)33)3)) - -))) -)) - (-47.50)

FRHRH R AR H X GCAGCAGGGTGAAACTGACACA

mu-mir-ze2(mmu-mir-762)
GCCCGGCTCCGGGTCTCGGCCCGCACGGTCCGGCCGGCCATGCTGGCGGGGCTGGGGCCGEGACAGAGCCCGTGGC

(L - - (OO - - CCCCCC- CCCCCC---22D22)-30)30)30))0)33)) -))) -D)) -))) (-55-20)
GGGGCTGGGGCCGGGACAGAGCH**xxx

........................................ cGCYGGCGGGGLEGGGG. - o i i i i i i i i e 23
............................................ aGCGGGGCTGGGEgCG. oo a e i e oo oo 16
......................................... GCgGGCGGGGLCEGGGG. - i v e i e e e aaaa. 10

mmu-mir-763(mmu-mir-763)
AATGATGGAGGTGCAGGCGTTTCCTGGGGATTAATGACCAGCTGGGAAGAACCAGTGGCCCTCGGCTCTGCCTCCCAGCCAGCCATTAACTCCAAGGAAATGTCT

TTTGCTGAGGTCGTT
CCCCCERR (CER (@ @ R (((a e (G (CCE))0D)) D I DDDD) EED B DD 000D E9DD DD )D))

---)))---)))))) (-49.80)

CCAGCTGGGAAGAACCAGTGGC

FhkFxhkrhkhkhkhkrhkik

mmu-mir-764-3p(mmu-mir-764)
TCAACACAATCTGAATCTTGGAGGCAGGTGCTCACATGTCCTCCTCCATGCTTATAAATACATGGAGGAGGCCATAGTGGCAACTGTCACCATGATTGATTTCGT

TGG
- (CCC- - (CCC- - CCCC- - (- CCC- - (e memmen - - 233313333133-333-333333-33333-333-3333))3)--))

))- (-49.90)

AGGAGGCCATAGTGGCAACTGT

mmu-mir-764-5p(mmu-mir-764)
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TCAACACAATCTGAATCTTGGAGGCAGGTGCTCACATGTCCTCCTCCATGCTTATAAATACATGGAGGAGGCCATAGTGGCAACTGTCACCATGATTGATTTCGT

TGG
- (CCC- - (CCC- - (- - (- (- - (e mem e - - 23331333333-333-333333-33333-333-3333))3)--))

))- (-49.90)

GGTGCTCACATGTCCTCCT

mu-mir-770-3p(mmu-mir-770)
GCCACCTTCTGTGCCCCCAGCACCACGTGTCTGGGCCACGTGAGCAACGCCACGTGGGCCTGACGTGGAGCTGGGGCCGCAGGGGTCTGATGGE

(- - (- (O - - - CC- (- €C--232000000) 23D -3333))-D)30))) DI - - - - - )))) (-59.10)
CGTGGGCCTGACGTGGAGCTGG

mMu-mir-770-Sp(mmu-mir-770y
GCCACCTTCTGTGCCCCCAGCACCACGTGTCTGGGCCACGTGAGCAACGCCACGTGGGCCTGACGTGGAGCTGGGGCCGCAGGGGTCTGATGGC

CCCC: CCCCCCCC COCCLCC: CCCCLL - - - (G CCCCCCC- CC- - IMNNND D)= DN INMN INNN)- - - --)))) (-59.10)
AGCACCACGTGTCTGGGCCACG

mmu-mir-7a(mmu-mir-7a-1)
TTGGATGTTGGCCTAGTTCTGTGTGGAAGACTAGTGATTTTGTTGTTTTTAGATAACTAAAACGACAACAAATCACAGTCTGCCATATGGCACAGGCCACCTCTA

CAG
- (CCCC- (- - CC- Q- - € COCQaaaCCal----32233--333331333333331333-33333133 313331333 -)))

. (-47.10)

TGGAAGACTAGTGATTTTGTTGT

E

....................... TGGAAGACTAGT GAT TT TG T TG T T - - o o i e e i e e i e e e e e e e d e e e e e e e e e e meam e e aaan
161

....................... TGGAAGACTAGTGAT T T TG T TG - - o o oo e e eeeseeceeaaaaaaaaaaaa e e
59*

....................... TGGAAGACTAGT GAT TT TG T TG v c n e e e e e e e i e e eecececasccccceaacccaaasceaaaaaananannn
10

mmu-mir-7a(mmu-mir-7a-2)
GGTCGGGCCAGCCCCGTTTGGAAGACTAGTGATTTTGTTGTTGTGTCTCTGTATCCAACAACAAGTCCCAGTCTGCCACATGGTGCTGGTCATTTCA

(N (@ O )--I2)333333333)-3333)-31)-I33)-I0)))))---)) -
(-41.70)

TGGAAGACTAGTGATTTTGTTGT
.................. TGGAAGACTAGTGATTTTOTTOT - - - - e e e e e e e e e e e e e e e e e e e e 161
.................. TGGAAGACTAGTGATTTTOTTOT - - - o e e e e e e e e e e e e e e oo e e . BO*
__________________ TGGAAGACTAGTGATTTTOTTG - - - - e e o e e e e e e e e e e e e e e e e e e e e e e a2 10

mmu-mir-7b(mmu-mir-7b)
AGGAGCGGAGTACGTGAGCCAGTGCTATGTGGAAGACTTGTGATTTTGTTGTTCTGATATGATATGACAACAAGTCACAGCCAGCCTCATAGCGTGGACTCCTAT

CACCTT
(G ((CEE 22 (CCCCC- CCCCCCC- (- - - - - (- (- (- - - - - 2)-3033300333333)----32-3II03I930)-))) - - - -
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mmu-mir-so2(mmu-mir-802)
GGTCCTATTATTTGCAATCAGTAACAAAGATTCATCCTTGTGTCAATCATACAACACGGAGAGTCTTTGTCACTCAGTGTAATTAATAGCCTTCACC
(- - (CCCCC- CCCCC- - - CCC- (- e - - - - 233333---3333333333333-33>---3333)-2000)))) - - - - - -

(-31.40)

TCAGTAACAAAGATTCATCCTT

mu-mir-804(mmu-mir-804)
CCCTACACATCCATCTTTGAGGTTACAACTTCCCCAGTAGACTGTTTCCTGACATTCCTTGTGAGTTGTTCCTCACCTGGAAGATGTGGTGGCGG
(- - CCC- L - - - - G- - €G- CCCC----00D-2-00)-0000)0) -D))) - - -))) -))))) -)))) -)) (-28.60)
TGTGAGTTGTTCCTCACCTGGA** ki

mmu-mir-805(mmu-mir-805)
GTCATATTTTGGGAACTACTAGAATTGATCAGGACATAGGGTTTGATAGTTAATATTATATGTCTTTCAAGTTCTTAGTGTTTTTGGGGTTTGGC

(CCC- CCCC- - COCCC- (L - - - (- - (- - - - - 2))----23333)))---333))-33)))))))--1)))-)))) (-26.40)
GAATTGATCAGGACATAGGG

_____________________ GAATTGATCAGGACATA. - -« - o e ot ot ettt et et e e e e iea e e aaaaaaaao... 584
..................... GAATTGATCAGGACATAG - - - - - o o e ot e e et e e et e i e o e aaeacaoeaoeaaaaaa.. 387
..................... GAATTGATCAGGACAT - - - - o e e e e e e e e e e eaieaiaceaeaeaaeaaeaaaaaaaa. 205
..................... GAATTGATCAGGACA . - - - -« o e e et e e e e e e e e e e e e i e ee e aieaeaaao.. . 184
_____________________ GAATTGATCAGGACATAGGG - - - « - -« o e e c e e o e e e e e e e e et e e e ee e e eaaaeaaa T2%
..................... GAATTGATCAGGACATAGG . - - - - o e o et ot e e e e e ea o ea o eaiaacaaaaaeaacaacaaoaa. 55
..................... GAATTGATCAGGACATAGGGT - - - . - e o e e e e e e e e ea e ea i eacaeaaaaeaaaanaaa- 16
..................... GAATTGATCAGGACATAGGGTT - - . - e e e e e ee e e e i e cec e e ecaaaaeeaaanano 10
..................... GAATTGATCAGGACATAGGGA - - « - -« o e e c e e e e e e e e e ea e ea e e eaeeaaeaanans 20
..................... GAATTGATCAGGACATAR . - - - -« o e e e e e e e e e e e e e e e e a e eaee e eaaeaaeeannns 27
..................... GAATTGATCAGGACATAGA . - - - < - e e e e e e e e e e e e e i e ieaeeeeaceaceaaeaao-no 16
_________________________________________________________________________________ TTTTGGGGTTTGGaa 10

mu-mir-871(mu-mir-871
TGCAGTGCTCTATTCAGATTAGTGCCAGTCATGTGAAATACATATGACTGGCACCATTCTGGATAATGTAATGCTCA

- (CC- (CC- - (- - - (e - - - - 222333333333))---233)3)))--3))-))) - - - (-40.30)

Fkxrkx xR TATTCAGATTAGTGCCAGTCATG

mmu-mir-872(mmu-mir-872)
AACTTGTTAGAAGGTTACTTGTTAGTTCAGGACCTCATTACTTTCTGCCTGAACTATTGCAGTAGCCTCCTAACTGGTTAT

(CCC- (- (OO (Ll ma e m e 2)33321))--33333))))-33)))-)))) - - (-31.49)
FkRxrR A xR A AAGGT TACTTGTTAGTTCAGG

.......... AAGGTTACTTGTTAGTTCAG . - -« - e e e e e m e e e e e e e ea e eeceeaaaeaa e eaeaaena- 719
.......... AAGGTTACTTGTTAGTTCA . - . oo e e e e e e e ee e e aea e e e e eaao. - 496
__________ AAGGTTACTTGTTAGTTCAGG . - - -« e e e c e e et e e e e e e e e e e eee e e e eaoa o 4B2%
................................................. TGAACTATTGCAGTAGCCTCCT ... ........ 98
.......... AAGGTTACTTGTTAGTTCAGGA - - - - - e e e e e e e e e e e e eecaaaaeaeanaanaaanan.- B3
................................................. TGAACTATTGCAGTAGCCTCC. ..o ..o 11
.......... AAGGTTACTTGTTAGTTCAGA . - « - -« « e w e c e e e e eea i ea o ea o eaaaacaceaeaaaanaaaas 20
.......... AAGGTTACTTGTTAGTTCAGE . - - -« e e e e e e e e e ea e e e aaaaeaceaeaaeanaaas 20
................................................. TGAACTATTGCAGTAGCCTCCTE. ......... 16
__________ AAGGTTACTTGTTAGTTCAR . . -« - e e e e c e e e e e et e e e e e e e ea e eeaeaao 12
.......... AAGGTTACTTGTTAGTTCAGGAR : « - « -« « e c e e e e e e e e e e e e e e eaea e eaaeeaaaao 12
................................................. TGAACTATTGCAGTAGCCTCCTEE. .. ...... 11

mmu-mir-873(mmu-mir-873)
GTGTGCATTTGCAGGAACTTGTGAGTCTCCTATTGAAAATAGACAGGAGACTGACAAGTTCCCGGGAACACCCACAA

(CC- (- - - L - - (C-mm - - - - 2)-)00)))))-00))))))-)-)))--)-)))-. (-34.30)

mu-mir-874(mmu-mir-874)
TTAGCCCTGCGGCCCCACGCACCAGGGTAAGAGAGACTCACTTCCTGCCCTGGCCCGAGGGACCGACTGGCTGGGC

(CCCCC- - - CCC- CCC- (- - - (- - (C- - - - - 2)--22033)3))--3)-3))-)))---I))))) - - (-37.10)
CTGCCCTGGCCCGAGGGACCGA** ks
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mu-mir-875-3p(mmu-mir-878)
TCTGTGGTACTATACCTCAGTTTTATCAGGTGTTCATTAAAATCACCTGAAAATACTGAGGCTATGTTTCACTGAGCA

(- CCCC- (- (OO (- (e v e - 2)3333)-33-33333)-333))-3)))-)) - - . (-28.70)
CCTGAAAATACTGAGGCTATGH*xaxktxson

mmu-mir-875-5p(mmu-mir-875)
TCTGTGGTACTATACCTCAGTTTTATCAGGTGTTCATTAAAATCACCTGAAAATACTGAGGCTATGTTTCACTGAGCA

(- - (- - (- e e 2))3))-32-333))))-3))))-))))-))--- (-28.70)
FrXIAXXXXAXTATACCTCAGTTTTATCAGGTG
...................................................... tCgGAGGCTETGTTT. .. .... ... 1840
....................................................... CgGAGGCTETGTTT. oo v oo .. 12

mmu-mir-876-3p(mmu-mir-876)
TCACGTGCTATGGATTTCTCTGTGAATCACTATATCAAATCTAGTGTGGTAGTGGTTTACAAAGTAATTCATAGTGCTTCA

- - == (- (OO (- (- -(Cam - - - - - 2)--333323322)3-3)-2000))))--) - - - - (-31.20)
TAGTGGTTTACAAAGTAATTCAX Ak

mu-mir-876-5p(mmu-mir-876)
TCACGTGCTATGGATTTCTCTGTGAATCACTATATCAAATCTAGTGTGGTAGTGGTTTACAAAGTAATTCATAGTGCTTCA

- - - - (- - (OO CC- (e - (- - - - - - - 2)--222323333333)-2)-)00)I)))--)---- (~31.20)

FxHAAxF A XTGGATTTCTCTGTGAATCACTA

mmu-mir-878-3p(mmu-mir-878)
TGCAATGCTTTATCTAGTTGGATGTCAAGACACGTGAAACTTAAGTGCATGACACCACACTGGGTAGAGGAGGGCTCA

- (- - (- (OOl (- (- v e e e - 2)))-3333333)-33)3))33)3)-)--))--- (~29.50)
GCATGACACCACACTGGGTAGA**

mu-mir-878-5p(mmu-mir-878)
TGCAATGCTTTATCTAGTTGGATGTCAAGACACGTGAAACTTAAGTGCATGACACCACACTGGGTAGAGGAGGGCTCA

- (- - (- CCCCCCCCCCCCC- (- (- (e v e mae - 231)-2333233)-33333)33)))-)--))--- (-29.50)

FkrRx xR R TATCTAGTTGGATGTCAAGACA

mu-mir-879(mmu-mir-879)
TTCTAGGTCCAGAGGCTTATAGCTCTAAGCCTTGGATGAAAGAGGCTTATGGCTTCAAGCTTTCGGAGCTGGAGAC

(CCCCC- CCC- - (L - CCCC- CCCCCCCCa- - - - - - 2))3321)-33))--33))))--3))-)))))) - . (-38.30)

FkRxrRxx kA AGAGGCTTATAGCTCTAAGCC

mmu-mi r-880(mmu-mir-880)
TGCACTGCAATACTCAGATTGATATGAGTCACTTCCTATTGCATGTTACTCCATCCTCTCTGAGTAGAGTAAGGCACA

(O AR (R { (S (. 2):-232)-32)---23))3)3)--))--)))-- (-21.90)

mmu-mir-881(mmu-mir-881)
TGCAGTACAATATTCAGAGAGATAACAGTCACATCTTTTCTAAAGTAACTGTGTCTTTTCTGAATAGAGTAATGTTCA

- (CC- (- - (- C-(Cam e e 2)-3333))))-33)))))3))--)))-)))--- (-22.80)
AACTGTGTCTTTTCTGAATAGA ket
.............................................. AACTGTGTCTTTTCTGAATAGA. . ... .. 79*
.............................................. AACTGTGTCTTTTCTGAATAG. - - - oo .. 26

mu-mir-gg2(mmu-mir-882)
CAGCAGTACCAGGAGAGAGTTAGCGCATTAGTGCAATAGTTAGTCCTGATTTCTGGGTTTTTCTAATGGCTGCTCTT
N (R (O (R ((((CH TR 2--33223--332-900003)----0I))) - - - (-22.10)
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FHRIHIHIHXXXXXAGGAGAGAGTTAGCGCATTAGT

mmu-mi r-883a-3p(mmu-mir-883a)
GCACTATAATGCTGAGAGAAGTAGCAGTTACTTTATTCTATAAGTAACTGCAACAGCTCTCAGTATTGTAAGGCTC

(- - (Ll - (- (CCCCCCCCa- - - - - - 222233133)-3)--3333)33))))))--)) - - (-39.20)
TAACTGCAACAGCTCTCAGTATHHxxkktrx
-------------------------------- AACTGCAACAGCTCTCAGTATT.......... 6

mmu-mi r-883a-5p(mmu-mir-883a)
GCACTATAATGCTGAGAGAAGTAGCAGTTACTTTATTCTATAAGTAACTGCAACAGCTCTCAGTATTGTAAGGCTC

(- - (OOl - (- €= - - - - - - 2332)333))-3)--22)0))))0)))))--)) - - (-39.20)
FxIIXX XX XTGCTGAGAGAAGTAGCAGTTAC

mmu-mir-883b-3p(mmu-mir-883)
TGCAATGCATTACTGAGAATGGGTAGCAGTCACTTTGTACTATGAGTAACTGCAACATCTCTCAGTATTGTAAGGTTC

- (- - (CCC- (- - - - (- - (- - - - - - 2)))-3333)-3)---333)33))-))))--)) - - (-28.00)
TAACTGCAACATCTCTCAGTAT* Akt

mmu-mir-883b-5p(mmu-mir-883)
TGCAATGCATTACTGAGAATGGGTAGCAGTCACTTTGTACTATGAGTAACTGCAACATCTCTCAGTATTGTAAGGTTC

- (- - (CCC- (L - - - (- (- (- - - - - - 2))2-3333)-3)---3)))3)))-))))--)) - . (-28.00)

FkkxrRx xR+ TACTGAGAATGGGTAGCAGTCA

mmu-mir-9(mmu-mir-9-1)
CGGGGTTGGTTGTTATCTTTGGTTATCTAGCTGTATGAGTGGTGTGGAGTCTTCATAAAGCTAGATAACCGAAAGTAAAAATAACCCCA

- (CCCCCC- - - - (- - (- - (C. - - - - - - 2)33331)-33))1330)))))))--3))---3)))))) - (-42.00)
FxHA AKX A A XX A XTCTTTGGTTATCTAGCTGTATGA

............... TCTTTGGTTATCTAGCTGTAT . - . . ot ot e e et e e e e e e e e eaa e ieaeeaeeaaeaan T
............... TCTTTGGTTATCTAG . - - -« e e e o e e e e e e e e e e e eaceaeameaeaacaamaacaanaaanaaaas B
............... TCTTTGGTTATCTAGCTGTATG . - - - o o e e e e e e e e e e e e e eaeeieecaaeaanaas 3

mmu-mir-9(mmu-mir-9-2)
GTTGTTATCTTTGGTTATCTAGCTGTATGAGTGTATTGGTCTTCATAAAGCTAGATAACCGAAAGTAAAAAC

(CC- CCC- - CCCCCCrCCCC- (- -€----3--231233-32332)1))))3))) - -))) -))) (-29.00)
FHFAAFFTCTTTGGTTATCTAGCTGTATGA

....... TCTTTGGTTATCTAGCTGTAT - - e e e e e T
....... IO 1 1 1 1 C U =
....... TCTTTGGTTATCTAGCTGTATG. & - i e e e i i i i i meeccccaaaacananaes 3

mmu-mir-9(mmu-mir-9-3)
GGAGGCCCGTTTCTCTCTTTGGTTATCTAGCTGTATGAGTGCCACAGAGCCGTCATAAAGCTAGATAACCGAAAGTAGAAATGACTCTCA

- (CCC- - (- (e - - (.- - - - - 2)--21))-3333331)))))))))-30)))))--)))) - (-41.10)
FxHA AR A XXX AXTCTTTGGTTATCTAGCTGTATGA

............... TCTTTGGTTATCTAGCTGTAT . - . . oo et e et e e e et e e e ea e aaeeeeaeeaaeaan T
............... TCTTTGGTTATCTAG . - - - -« o e e e e e e e e e e e e e e e o aaeaaeaeaeaacaacaanaanaaaa B
............... TCTTTGGTTATCTAGCTGTATG . - - - o o e e e e e e e e e c e e e eceaeecaceaaeaan 3

mmu-mir-92a(mmu-mir-92a-1)
CTTTCTACACAGGTTGGGATTTGTCGCAATGCTGTGTTTCTCTGTATGGTATTGCACTTGTCCCGGCCTGTTGAGTTTGG

- - (C( - - (OO - (- (- - - - - - 233333133333 --3333333333))-))) - - - - - (-35.30)
TATTGCACTTGTCCCGGCCTGH**wakax
................................................. TATTGCACTTGTCCCGGCCTGT - ... ...... 3197
_________________________________________________ TATTGCACTTGTCCCGGCCTG. -« o oouo. 72%
................................................. TATTGCACTTGTCCCGGCCT . . oo oeeean. 72
................................................. TATTGCACTTGTCCCGGC. -« vonenn-.. 53
................................................. TATTGCACTTGTCCCGGCCTGTT......... 88
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................................................. TATTGCACTTGTCCCGGCC. .. .......... 38
.................................................. ATTGCACTTGTCCCGGCCTGT.......... 67
................................................. TATTGCACTTGTC. - o e e e e e e e 14
........................................................ CTTGTCCCGGCCTGT.......... 24
.......... AGGTTGGGATTTGTCGCAATGCT - - oo i i i i i i i i i i iiiiccicccccceeeaa. 23
.......... AGGTTGGGATTTGTCGCAATGC - - - o i i i i i e i eeiim e eeeeccmaeaecaeaeaeen---2 13
......................................................... TTGTCCCGGCCTGT. ... ..... 13
....................................................... ACTTGTCCCGGCCTGT. ... ... 12
................................................. TATTGCACTTGTCCCGGCCTGTa. ........ 149
................................................. TATTGCACTTGTCCCGGCCTGTaa........ 58
................................................. TATTGCACTTGTCCCGGCCTGTaT........ 45
................................................. TATTGCACTTGTCCCGGCCTGTaG........ 10

mmu-mir-92a(mmu-mir-92a-2)
TGCCCATTCATCCACAGGTGGGGATTGGTGGCATTACTTGTGTTAGATATAAAGTATTGCACTTGTCCCGGCCTGAGGAAGAAAGAGGGTT

- (CCC- CCC- CCC- CCCCC- (OO (- - CCC=--222-22223-20233) 233331233313 -))) -))) - - -)))) - (-40.90)
TATTGCACTTGTCCCGGCCTG

...................................................... TATTGCACTTGTCCCGGCCTG. e a e e e e e e e e e e e 72%
...................................................... TATTGCACTTGTCCCGGCCT . ..o oo e e e oo a e oo oo 72
...................................................... TATTGCACTTGTCCCGGC. . . ..o oooooooo...... 53
...................................................... TATTGCACTTGTCCCGGCC. o oo oo e eiaa oo oo 38
...................................................... TATTGCACTTGTCCCGGCCTGA. . ... ... ....... 32
...................................................... TATTGCACTTGTC. o o e e e e e e e e e e aaa.. 2 14
............. [0 o 72X €T o 11161 €7y I R R

mmu-mir-92b(mmu-mir-92b)
GGTGGGCGGGAGGGACGGGACGTGGTGCAGTGTTGTTCTTTCCCCTGCCAATATTGCACTCGTCCCGGCCTCCGGCCCCCTCG

(- CCCC- (OO - (- (e mama e e 2))33))3313333333)-3))))-3))))) - - - (-52.92)
TATTGCACTCGTCCCGGCCTCCH* Ak
................................................... TATTGCACTCGTCCCGGCCTCC. . ... ...... 25*
................................................... TATTGCACTCGTCCCGGCCTC. .. ooo... 13
................................................... TATTGCACTCGTCCCGGCCT ..o v v meene.. 11
...... (olcTcT:Y.Yelel Yol cY. N
................................................... TATTGCACTCGTCCCGGCCTCCA. .-« .o 10

mmu-mir-93(mmu-mir-93)
AGTCATGGGGGCTCCAAAGTGCTGTTCGTGCAGGTAGTGTAATTACCTGACCTACTGCTGAGCTAGCACTTCCCGAGCCCCCAGGACA

- (- (CCCCCCCC- - Q- (- (- (- e - a - - 2)3333133333))-333))))---)3)))))))-))) - (-47.20)
FHRAIHHIFH A XA XCAAAGTGCTGT TCGTGCAGGTAG

______________ CAAAGTGCTGTTCGTGCAGGTAG . - - - -« e o e c e c e et et e e e e ea e e e eeaea e 428%
.............. CAAAGTGCTGTTCGTGCAGGTA. - -« o et e e e e e a e eaeacacaacaaaaaaaaaa- 56
.............. CAAAGTGCTGTTCOTGCAGGT - - - - e e e e e ee e e e e e e e eaaacaaceaameacaanaanaaa- 45
.............. CAAAGTGCTGTTCGTGCAGGTAGT - - - - o e e e e e e e e e e e e e e eeeaceaan B4
.............. CAAAGTGCTGTTCOTGCAGGTAGA - « - - -« o e o e e e c e e e e e e ea e e eaacaamaaaanaaa 67
.............. CAAAGTGCTGTTCOTGCAGGTAL. - - - - o e et e e e e e e e e e e e e e eaeaeaaeaen 32

mu-mir-96(mmu-mir-96) T
CCAGTACCATCTGCTTGGCCGATTTTGGCACTAGCACATTTTTGCTTGTGTCTCTCCGCTGTGAGCAATCATGTGTAGTGCCAATATGGGAAAAGCGGGCTGCTG
c

(((@GnM‘‘Cc’C’UC(U’(’'If“""9MP99"MT9Tdd“T"l’'FYC"'ee D) ESIIIIESI>3)33)33303) 1)) 9533030 9)))))
. (~47.30)

TTTGGCACTAGCACATTTTTGCT

mmu-mir-98(mmu-mir-98)
CTGCACATGCTGGGGTGAGGTAGTAAGTTGTATTGTTGTGGGGTAGGGATTTTAGGCCCCAGTAAGAAGATAACTATACAACTTACTACTTTCCTTGGTGTGTGG

CAT
N (R (O (O (e D))))) EETEEREE 2333-333313331333303333)3--3333))-)
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))- (-50.10)

mmu-mir-99a(mmu-mir-99a)
CATAAACCCGTAGATCCGATCTTGTGGTGAAGTGGACCGCGCAAGCTCGTTTCTATGGGTCTGTG

(CCC- OO - CCC- (- (- - - - - - 23)333))-31)--23))3)3))-)))) (-29.10)
****AACCCGTAGATCCGATCTTGTG
< - -AACCCGTAGATCCGATCTTGTG - - -« o e ce e ee e m e e ea e e e e e ea e eaas 6878*
IRV, ololec] y.YcT.\ [oleicT.Y Lof i K¢ LI 5017
Y. el olo’c] yYcN [ oleic7.Y o} 258
I, el oloc] y.Yc7.N [ ofeic7.N o8 i K c N 226
<o - -AACCCGTAGATCCGA. - - - o o oot et et oot e e 66
UR.Y.-Xeloleicy - XcT.y yelelcTY oy 3 LN 43
Y. Yelolo’c] y.Yc7.N [ oleicY.Y L og i LN 23
BIY-Yo’elelcy /21T, Ko{oZc7 N F o g 20
_________________________________________ CAAGCTCGTTTCTATGGGTCTG. .. 17
AACCCGTAGATCCGAT - - - - e o e e c e e e e et e e e e e e ea e ea e aaee s 14
BIYY.Yelolo(c] y.Yc7.\ [oleicT. [og i ey [ 3 NN 2454
- - -AACCCGTAGATCCOATCTTGTGA. - - < o e e oo ee o ee e ce e ee e e eaae 884
< - -AACCCGTAGATCCOATCTTGTGAR A « « - -« - e e e wemee i ea i eeaeaea e eans 39
IIY.Y.Yeloloc] y.YcT.N [oleicle Log i ey N 34
Y. elolo(c] y.YcT.\ [oleicT. Log i ey i N 28
- - -AACCCGTAGATCCGCTCTTGTG. - - - oo e e oo e e i e e e e e e eaas 28
< - -AACCCGTAGATCCOATCTTGOT A « - -« o e o e e m e e eaea e a e e ea e eans 23
IIY.Y.Yeloloc] y.Yc7.\ [oleicT.Y oy it e} 1 o LN 17
IIYY.elololc] y.YcT.\ [oleicle] Loy i ey 3 NN 12
< - -AACCCGTAGATCCOYTCTTGT - - - - o e ot ot e e e e e e ea e e ea e eaaeaas 11
- -AACCCGTAGATCCGATCTTGEG - - - - -« o e e e e e e e ea o ee e ea e ea e e 10

mmu-mir-99b(mmu-mir-99b)
GGCACCCACCCGTAGAACCGACCTTGCGGGGCCTTCGCCGCACACAAGCTCGTGTCTGTGGGTCCGTGTC

(CCCC- - (O - CCC- CCCC- CCCCC----22)-2-D-23))-2))--3)))))))) - -))))) (-30.00)
Fxxx**XCACCCGTAGAACCGACCTTGCG

...... CACCCGTAGAACCGACCTTGC - - - i i i i i it iecccccceeeeaaaaaaaa. 1441
...... CACCCGTAGAACCGACCTTGCG. « c i e e e e e e eeii i e ameecaaeeeoeananaa----. 1357%
...... CACCCGTAGAACCGACC. - - i i it i i e e e eeceececcceaecaaaanaaaa 92
...... CACCCGTAGAACCGACCTT G - i i i i i i i i i i i i i i i i i i iiicicccceeeeeaaaaaaaaa DT
............................................ CAAGCTCGTGTCTGTGGGTCCGT 37
............................................ CAAGCTCGTGTCTGTGGGTC....... 24
...... CACCCGTAGAACCGA. i i i i et e e eeeecccaceccecasaacannananan 22
...... CACCCGTAGAACCGACCT T - - i iiccccceeaaaaanaaas 22
............................................ CAAGCTCGTGTCTGTGGGTCC...... 19
............................................ CAAGCTCGTGTCTGTGGGTCCG. . ... 17
....... ACCCGTAGAACCGACCTTG . v v i e e i i i i iiie e i eeeeceeceeecceaanaaaeaaaa 15
....... ACCCGTAGAACCGACCTTGC . - i i i e e e e e e e e e e e e e e e e e e e e e e e e eeeeaaaaaa-2 14
...... CACCCGTAGAACCGACCTTGCGE . « - o e e i i i i i i i e meeciaameeeoeaanaea----. 481
...... CACCCGTAGAACCGACCTTGLGA. - - i s e ee e e eeiee e eceeceeceeecccnanananaaa 318
...... CACCCGTAGAACCGACCTTG A . - - o i i i i i i i i i i i it i i iiiiicccceeeaaaaanaaaa D2
............................................ CAAGCTCGTGTCTGTGGGTCCGa 30
...... CACCCGTAGAACCGACCTTGLGAA . - - - c e e e e e e mmemeemmmmeacammanananaa 27
...... CACCCGTAGAACCGACCTTGLAA. - - s s e e i e e eeeie e meceemeceeaecnanananaa 12
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