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Supplemental Figure S1: Alignment of 454 sequence signatures from E14.5 to miRBase 11.0 precursors. The

top line in each case represents the sequence of the miRNA precursor obtained from miRBase. The mature
miRNA as it is represented in miRBase is denoted with a (*). All the sequences above the dashed line
match the precursor sequence exactly. Sequences that exhibit 3" and 5" end trimming and additions are
represented above the dashed line without a *. All sequences below the dashed line represent "loose*

matches that align with the miRNA precursor with 1-3 mismatches.

mmu-let-7a(mmu-let-7a-1)
TTCACTGTGGGATGAGGTAGTAGGTTGTATAGTTTTAGGGTCACACCCACCACTGGGAGATAACTATACAATCTACTGTCTTTCCTAAGGTGAT

- (CCCC- (- L - (L - - (- - - - 2)-((----3)----3223))20))))))))--))))))))-))))) - (-43.50)
FHIIHIHI I I XX FTGAGGTAGTAGGTTGTATAGTT

............ TGAGGTAGTAGGT TGTATAGT T . - o o i i i i e i aasacccccasccccaaaacacnanaaennanana--- 2089%
............ TGAGGTAGTAGGT TGTATAGT - - - oo it i i i i i i iiiiiccceecceeeeeaaaaaaaaaa. D91
............ TGAGGTAGTAGGT TGTATAGT TT - - oo i i i i i i it i i i i iicccccceeeceecaaaaaaaananaaa. 116
........... ATGAGGTAGTAGGT TGTATAGT T - - o o e i i e e i e e e e e e acaecmaaceccaaaaacanaaaaa--- 165
........... ATGAGGTAGTAGGT TG TATAGT - - o o i i e et i i e i aesscccccaascoccacascccaaaaacananaaaa--- D4
............ TGAGGTAGTAGGT TGTATAG - - - oo e i i e e e e e i e iiiiiiiccccceeeeeaaaaaaaaaa 10
........... ATGAGGTAGTAGGT TGTATAGT TT - - i i i i i i i i i icccccccccccaaaaaaananaaaa 17
............. GAGGTAGTAGGT TGTATAGT T - - o o o i e i i e i e et e e e eaeaeacaecaaceecaaaaacaaeaaaa. b
............ TGAGGTAGTAGGT TGTATAGT TT T - o o e i i i i i i e i e eeecccccaascceccasccceaaaaceananana== 9
............ TGAGGTAGTAGGT TGTANAGT T - - oo i i i i i i i i i i iiccccccececaaaaaaaaaaa. O
........... ATGAGGTAGTAGGT TGTATAG .- - - oo i i e e i iiicccccccccacaaaannnnnaaa 4
............ TGAGGTAGTAGGT TGTNTAGT T - - o o i i e e e e e i e e e e e e e ceemaceecaaaaaaaaaeaea-- 3
................ GTAGTAGGT TGTATAGT T . - e i e e e i i e i e e esecccaasceccacaaceaaaaacaaanaaaaaaa 1
............ TGAGGTAGTAGGT TGTATAGT Ta . - o oo oo i i i i iicccccccceaaaaaaaannanaaaa 217
............ TGAGGTAGOAGGT TGTATAGT T T - - o i i i e e et i e e eeeemmamaeeaceecaaaaeeeaaaaa-- 140
............ TGAGGTAGTAGGT TGTATAGY T T - - o i i i i i i i e i i aesecccccascoccaaaaaccnaaaaaananan-=-- 100
............ TGAGGTAGYTAGGT TGTATAGT T . - e e e i i i i i e meeeecccccaccccacasacccaaaaacnanananaa (9
............ TGAGGTAGTAGGT TGTAT-GT T . oo oo i i i i i i i i i i i i iiccccccccccccacaaaaaaannanaaa. D4
............ TGAGGTAG-AGGT TGTATAGT T - - o o i it e e e e e e e e aeeae e ceeaaeeaaeaaaeana--- 49
............ TGAGGTAGTAGGT TGTATEAGT - - - o i i i i i i i i i eeeeccccaaaccecaaasccccaaaacananana--- 48
............ TGAGGTAGTAGGT TGTATAGT A, - - e i e e i i i i i eieicceeeeccccacacccacasacccanaaacnanananaa 39
............ TEAGGTAGTAGGT TGTATAGT T - - i i i i i i i i i i iicccccccccceecaaaaaaaaanaas 32
............ TGAGGTAGTAGGT TGTATEAGT T - - o i e e e i e i e e eeammamacamaceecaeaaaeaeaea--- 31
............ TGAGGTAGTAGGT TG AT -Gl . o o o e i it i i i e i i eeeeccccaaaccmaaaaaacaaaacanananaa== 29
............ CGAGGTAGTAGGT TGTATAGT T . e e i e i i i i i eiicceeeccccacascccaaaaacccaaaaaaaeanana- 28
............ TGAGGTAG-AGGT TGTATAGT - - - oo i i i e icccccccccccaaaaaanaaaaas 22
............ TGAGGTAGTAGGT TGTAGTAGT T - - o e i o et i e e e e e e e e e e meeae e eeeeaaeaeaaenan 22
............ TGAGGTAGTAGGT TGTATAGYT - - o o i e e i i e i e eeeccccaacccccasacccaaaaaanananeaaa 22
............ TGAGGTAGTAAGT TGTATAGT T . o o e i e i i i it i i meeeecccccacccacacacccaaaaaananana-a= 21
............ TGAGGTAGGTAGGT TGTATAGT - - - oo i i i i i i i i i i i i i iicicccccccccceeaaaaaanaaaaaa 20
............ TGAGGTAGOAGGT TGTATAGT TaAT - - - e oo e e i i e e e e e e e e meamaeeeceeeaaeeaaaaeana--- 19
............ TGAGGTAGTAGGT TGTATAGT G - o c i e i et i i e i i eeeeocccaaacceccasccccaaaaaananaea--- 19
............ TaAGGTAGTAGGT TGTATAGT T . - o e i i i i i e meeeecccccaccccacasacccaaaaaaenanana-== 19
............ TGAGGTAGTAGGT TaTATAGT T - - oo i i i i i i i i i i i i i iicccccccccceeacaaaaanaaaaa 16
............ TGAaGTAGTAGGT TGTATAGT T - - o o i i it e e e e e e e e mceecamaceeceaaeecaaaea--- 16
............ TGAGGTAaTAGGT TGTATAGT T . - o o i i i i i i eeecccccaascceoacasccceaaaacenanaana--- 15
............ AGAGGTAGTAGGTTGTATAGT T . e e i i i i i i i i i i eieeccaceeccccacaccecaaaaaccaeaaaanaananana- 15
............ TGAGGTAGTAGGT TGTATART T . - i i i i iccccccccccacaaaaannnnaaa. 14
............ TGAGGTAGTAGGT TGTOTAGT T - - o o i i e e e i e e e e e e e emeamaceecaeaaeeaaaaaaea--- 13
............ TGAGGTAGTAGGT TaGTATAGT T - - o i i e i i i i i e i i e eeeccccaaaccmcaasccccaaaacenanana--= 13
............ TGAGaTAGTAGGT TGTATAGT T . o o e i e e i e it i e eeeecccccacccacasaccaaaaaaananananaa 12
........... ATGAGGTAGTAGGT TGTATAGT Ta . - oo oo i i i i i i i i i i iicccccecceecceaaaannanaaaa 11
............ TGAG-TAGTAGGT TGTATAGT T - - o o i i e e e i e e e e e e e e e e e meeeee e emeeeeeaeee--- 11
............ TGAGGTAGTAG-TTGTATAGT - - o o o i et i e e i i eeeecccacacceacasacaaaaaenaaana--- 11
............ TGAGGTAGTAGGT TGTATAGYT T T . - e e e e i i i i i i i meeecccccaaccccaaasacccanaaaenanana--= 10
........... ATGAGGTAGGTAGGT TGTATAGT T - - oo i i i i i i i i i i i i i i iiiccccecccccceaaaaaaaaaaaaa 9
............ TGAGGTAGTAGGT TGTACTAGT T - - o i i e e i e e e e e eeeeam e ceeamaceeaaecaeaaaaaaea-= 9
............ TGAGGTAGTACGGT TGTATAGT T . - o o i i i i e e i i eeecccccascceccascccaaaaceananana== 9
............ TGOGGTAGTAGGT TGTATAGT T . - o e i e e i i i e iieceseccccccaccccacasaccaeaaaaceanananaas 9
............ TGAGGTAGTAGGTTGTAGTAGY T T - - oo i i i i it i i i i iiccccccccccceaaaaaaaaaaaas 9
............ TGAGGTAGTAGGT TGTATAGCT - - - - i i i i e e e e et e e e e e maeaceeccaaaaaacaaacae--- 8
............ TGAGGTAGTAGGT-GTATAGT - - o o o i i i i e aaeecocccasceeccasccccaaaacaaanaaaa-- 8
............ TGAGGTAGTAGGT TGTATAGT TaAT - - c e e e i i i e e ceeeccccacasccccacasaccacaaaacanananaas 8
............ TGAGGTAGTAGGT TGTATAGT G- - oo i i e e i e i i i iiccccccccccaaaaaaaannnana [
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............ TGAGGTAGTAGGT TOT AT AGT T - - - - o o o e e e e et e e e e e e e e e e mm e mee e e emeaemmeeaae e
............ TGAGGTAGTAGG T TGTAG T AGT - - - o o o e e e e e e e e e e e et e e e et e e e e e e e e
............ TGAGGTAGGTAGG T TG T AT AGT T - - - e o o o e e e e e e e e e e e e e e e e e e e e e e e ee e e e eeea e mmeeaaeaean
............ COAGGTAGTAGGT TG T AT AGT - - - - e e e e e e e e et e e e e e e e e e eea e i me e e mea e mmeeae e
............ TGAGGTAGGTAGGT TG T AT AGT T T - - - o o o e e e e e e e e e e e e e e e e em e e mme e e emeaemmeeaae e
............ TEAGGTAGTAGG T TG T AT AGT - - o o e e o o o e e e e e e e e e e e e e e e e et e e e e e e e e
............ TGAGGTAGTAGGG T TG T AT AGT T - - - e o o o e e e e e e e e e e e e e e e e e e e e e i eee e e eeea e mmeeaaeiean
............ TGAGGTAGTAGGT TGO T AT AGT - - - o e e e e e e e e et e e e e e e e em e e eeee e e immaemmeeaaeaenn
............ TGAGGTAGTAGGT TCOT AT AGT T - - - - o o o e e e e et e e e e e e e e e e em e mee e e emea e mmeeaaemen
........... ATGAGGTAGGAGG T TG T AT AG T T T - - - o o e e e o e e e e e e e e e e e e e e e e e e e e e e ea e e maae s
............ TGAGGTAGTAGGT COT AT AGT T - - e o o e e e e e e e e e e e e e e e e e e ee e e eeee e e ieea e mmeeaae e
............ TGAGGTAGAAGGT TG T AT AGT T - - e e e e e e e et e e e e e e e e e e em e e emme e mimmaemmeeaae e
............ TGAGGTAG-AGGT TG AT AGT T - - - e o o o e e e et e e e e e e e e ea e e mee e emeaemmeeaa e
............ TGAGGTAGTAGG T TG T AT ARG T T - - - o o o e e e o e e e e e e e e e e e e e e e et e e e e e e e e mea e e aean
............ TGAGGTAGTYGGT TG T AT AGT T - - - e o c o e e e e e e e e e e e e e e e e e e e e e ee e e e eeea e mmeeaaeaean
............ TGAGGTAGTACGG T TG T AT AGT - - e c e e e e e et e e e e e e e e e em e e mee e e immaemmeeaae e
............ TGAGGTAGTEAGG T TG T AT AGT T - - - - o o o e e e e et e e e e e e e e e e em e mee e e emeaemmeeaae e
............ TGAGGTAGTAGG T TGTATAGTAA - - - = o o o e e e e e e o e e e e e e et e e e et e e e e e e e e e e aean
............ TGAGGTAGTAGGCT G AT AGT T - - e o c o e e e e e e e e e e e e e e e e ee e e ee e e e ieea e mmeaaaa e
............ TGAGGTAGTAGGT TaT AT AGT - - - o e e e e e e e et e e e e e e e e e em e e eeee e e immaemeeeaae e
............ TGAGGTAG-AGGT TG AT =Gl T - - o o e ot e e et e e e e e e e e e e em e e mee e e eeaemmeeaaemea
............ TGAGGTAGTAG-T TG AT AGT T - - e o o o e e e e e e e e e e e e e e e et e e e e e e e i e e
............ TGAGGTAGCAGGT TG T AT AGT T - - - e o c o e e e e e e e e e et e e e e e e e e e e i ea e e e ieea e meeeaaa e
............ TGAGGTAGGAGGT TG T AT AGT T T - - - o o o e e e et e e e e e e e e e e em e emme e e meaemmeeaaaenn
............ TaAGGTAGTAGGT TGTATAGT T - - - - o o o e e e e et e e e e e e e e e e ee e e emee e emeaemmeeaae e
........... CTGAGGTACGTAGG T TG T AT AG T T - - o o o e e o o o e e e e e e e e e e et e et e e e e e e e e e maee s
............ TGAGATAGTAGGT TG T AT AGT - - - o o e e e e e et e e e e e e e e et e ea e e i ee e e e ieea e mmeaaaa e
............ TGAGGTAGTAGGT TGTNT =G T T - - o o o e et et e e e e e e e e e e e mm e e emme e mimmaemmeeaaeenn
............ TGAGGCAGTAGGT TG T AT AGT T - - e e o e e e et e e e e e e e e e mm e e mee e emea e mmeeaaemean
............ TGEAGGTAGTAGG T TG T AT AGT - - - o o o e e e o e e e e e e e e e e e e et e e e e e e e e
............ TaAGGTAGTAGG T TG T AT AGT - - - o o o e e e e e e e e e e e e e e e e e e e e e i ea e e e ieea e mmaaaae e
............ TGAGGTAGTAGGT TG T AT =G T T T - - s e o o o e e e e et e e e e e e e e e em e e mme e memeaemmeeaaenn
........... ATGAGGTAGTAAGGT TG T ATAGT T - - - o o e e e e e e e e e e e e e e e e e e e e e e e eeaemeeeaa e meeen s
.......... AATGAGGTAGTAGG T TG T AT AGT T - - o o e e e o o e e e e e e e e e e e e e e e e e e e e e e e ea e e e a s
............ AGAGGTAGTAGGT TG T AT AG T T@e - o o c e e e e e e e m e e e e e e e e e e e e e e e e e eea e e meea e e
............ TGAGGTAGTAGGT TaT AT =Gl T - - o e e e e e e e e et e e e e e e e e e em e emme e mimmaemeeeaae e
........... ATGAGGTAGTAGG T TG T AT =G T - - - e o o e e et e e e e e e e e e e e e e e em e e e e e e imeae e meeae e meeen s
........... ATGAGGTAG-AGG T TG T AT AGT - - o o o e e e e e e e e e e e e et e e et e e e e e e
............ TGAGGTAGTAGGT TaG T AT AGT T T - - - o o o e e e e e e e e e e e e e e e e e e e e e e ee e e e ieea e mmeeaaeeean
............ TGAGGTAGTAGGT TGTAGTAGYT - - - - - - e e e e e e e e e e e e e e e e e e e em e mme e e emma e mmeeaae e
........... ATGAGGTAGTAGGT TG TATAGOT T - - - o o e e e e e e e e e e e e e e e e e e e e e e e e e memae e emea e meean s
........... ATGAGGTAGTAGG T TG TATAGT C - - - e o o c e et e o e e e e e e e e e e e e e et e e e e e e e e e e e
........... ATGAGGTAGT ARG T TG T AT AGT T - - - - o o e e e e e e e e e e e e e e e e e e e et e e e e e e ieea e e eeea e e
........... ATaGAGGTAGTAGGT TG T ATAGT - - - - o o e e e e e e e e e e e e e e e e e e e e eee e e ieeaemeeeaa e
............ TGAGGTGGTAGGT TG AT AGT T - - o o o e e e e e e e e e e e e e e e mm e e mee e eeeaemmeeaaemean
............ TGAAGGTAGTAGG T TG T AT AGT - - - o o o e e e o e e e e e e e e e e et e e et e e e e e e e
............ TGAGGTACGTAGGT TG T AT AGT - - - - o e o e e e e e e e e e e e e e e e e ea e e ee e e e eea e mmeaaa e
........... ATGAGGTAGTAGGT TG T AT EAGT T - - - o o e e e e e e e e e e e e e e e e e em e e mmm e e ieeaemmeeae e
............ TGABGTAGTAGGT TG AT AGT - - - o e o e e e e e e e e e e e e e e ea e e mee e e emeaemmeeaa e
............ TGAGGTAGYGTAGG T TG T AT AGY T T - - - o o o e e e o e e e o e e e e e e e e e e e et e e e e et a e mmeaa e aean
........... ATaGAGGTAGTAGGT TG T AT AGT T - - - o o e e e e e e e e e e e e e e e e e e et e e e e e e eea e e eeea e e e
............ TGAGGTAGGTAGGT TG T ATAGT T - - - o o o e e e e et e e e e e e e e e e em e e emee e e iemaemmeeaaeenn
............ TGAGGTAGAAGGT TG AT AGT - - - - e o e e e e e e e e e e e e e e e em e e mee e eeeaemmeeaaemenn
............ TGAGGTAGAAGG T TG AT AG T T o o c e e e e e e e e e e e e e e e e e et e e e e e e e e i e e
............. TAGGTAGTAGGT TG T AT AGT T - - o o o e e e e e e e e e e e e e e e e e e e e eee e mieea e mmeaa e
............ TGAGGTAGTAGGG T TG T AT AGT - - - o c e e e e e et e e e e e e e e e e em e e emee e e immaemmeeaaa e
............ AGAGGTAGTAGGT TG T AT AGT - - - - o e c e e e e e e e e e e e e e e e ee e ee e e mmea e
............ TGAGGTAGTAGGT TG T AGT AGT T - - o o o e e e o e e e e e e e e e e et e e e et e e e e e e e e i e e e aean
............ TGAGGTACGTAGGT TG T AT AGT T - - - e o o o e e e e e e e e e e e e e e e e e e e e e ee e e e ieea e mmaeaaaaean
............ TGAGGTAGTAGGT TG TAGEGT - - - o e e o i e e e et e e e e e e e e i ea e e eeme e mieeaemmeeaaaaenn
............ TGAGGTAGTAGGT TGO TAGEGT T - - - - o oo e e e et e e e e e e e e e em e e eee e e eeeaemmeeaa e
........... CTGAGGTAGTAGG T TG T AT AG T T - - o o o e e e o e e e e e e e e e e e e e e e e e e e e e e e ee e e maee s
............ TGAGGTAGTAGGT =G T AT AGT T - - - e o o o e e e e e e e e e e e e e e e e e e e e e eea e e e ieea e mmeaaaaaean
............ TGEAGGTAGTAGGT TG T AT AGT T - - - o o e e e e e et e e e e e e e e e e e em e e emme e mimmaemmeeaaeenn
.......... TAGEAGGTAGTAGG T TG T AT AGT - - - o o e e e e e e e e e e e e e e e e e e e em e e eee e eeea e
............ TGAGGTAGTAGGT TG T AN =G T T - - - o o o e e e e e e e e e e e e e e et e e e et e e e e e e e e mmea e e aean
........... ATCGAGGTAGTACGGT TG T AT AGT - - - o o e e e e e e e e e e e e e e e e e e e e e e e e e e e ea e e eaea e e e
............ TGAGGTAGTAGGT TG AT EAGYT - - - - - - o e e e e et e e e e e e e e e e e em e e mme e memeaemmeeaae e
............ TGAGGTAG-AGGT TG AT EAGT T - - - - o o o e e e et e e e e e e e e e e em e mee e e emeaemmeeaaemean
........... ATGAGGTAGTAGG T TG T AT ARG T T - - - o o o e e o e e e e e e e e e e e e et e e e e e e a e e ea e e maae s
............ TEEGGTAGTAGG T TG T AT AGT T - - - e o o o e e e e e e e e e e e e e e e e e ea e e ee e e e ieea e mmeeaaa e
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............ TGAGGTAGTAAGT TGTATAGT TT - - i i i i i i cccccccccccaaaaaaaaannans 2
............ TGAGGTAGOTAGGT TGTAGTAGT T - - o e e o i e e e e e e et e e e e e eeeeee e aeeaaeaaanens 2
............ TGAGGTAGTAGGY T TGTATAGT T - - o o i i i e e i i eeeccmccasccmcaasaccaaaacanananaas 2
............ TGACGGTAGTAGGT TGTATAGT T T - - i iiccccccecaaaaaaaaaaaas 2
........... ATGAGGTAGTAGGT-GTATAGT - - - oo i i i i i i ccccccccccacaaaaaaaaaaas 2
............ TGAG-TAGTAGGT TGTATAGT - - - o o e e e e e e e e e et e e e e e e e e eeeeaaeaaanens 2
............ TGAGGTAGTAGGT TaG TATAGT - - o o e e i e e e eeecceccaacceccascccaaaaccnananaas 2
............ CGAGGTAGTACGGT TG TATAGT T - - o o o o o i e e e eeeeeaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaas 2
........... ATGAGGTAGTAGGT TGTAT -Gl - o oo i i i i i i i i iccccccccccccaaaaaaaaaaaas 2
............ TGAGGTAGTAGGT TEGTATAGT T - - o o i i ot i e e e e e e e e e e e e e e e e eeeeaaeaeanens 2
............ TGAGGTAGTAGGT TGTATAGT Ta . - o e e it i e i i e eecmaaaaccmccascccaaaaccnananaas 2
............ TGAGGTAGTAG-TTGTATAGT T T - - i i iiccccccecaaaaaaaaaaaas 2
............ TGAG-TAGTAGGT TGTATAGT T T - - i i i i ccccccccccaaaaaaaaannans 2
............ TGAGGTAGTAGGT TGTATABGT - - - o i i i i e e e e e e e e e e e e e e e eeeeaaeaaanaas 2
............. TAGGTAGTAGGT TGTATAGT T . o oo i i i i e e e eeecmacascccaaacccaaaaacnananaas 2
............ TGAGGTAGGAGGT TGTATAGT TTaA . - - i iccccccccccaaaaaaaanaas 2
............ TGAGGTAGTAGGT TGTATAAT - - - i i i i cccccccccecaaaaaaaaanans 2
............ TGOGGTAGTAGGT TGTATAGT - - - o o e e e e e e e e e e e e e e e e e e eeeeaaeaaanens 2
............ TGEAGGTAGTAGGT TGTATAGYT - - - o e i i i i e i i eeeccmccaaccmccascccaaaaacnaaanaas 2
............ TGAGGTAATAGGT TGTATAGT - - - i i icccccceeaaaaaaaaaaaas 2
............ TGAGGTAGTAGGT TGTATARGT T T . - o i i i i it i i cccccccccccaaaaaaaaaanaas 2
............ TGAGGTAG-AGGT TGT AT -Gl . - o o o i i i e e e e e e et e e e e eeeeee e ceeeaaeaaanens 2
........... ATGAGGTAGTAGGT TGTAGTAGT T - - e e e e e i f et i e e e maaaccmccasccccaaaacaaaaaanaan 2
............ TGAaGTAGGAGGT TGTATAGT T T - - i i iicccccceecaaaaaaaanaas 2
............ TGAGGTAGTAGGT TGTATAGT TaaA . - - oo i i i iccccccccccccaaaaaaaaannans 2
............ TGAGGTAGTACGGT TGTATAG T T - - o i i o i e e e e e e e e et e e e e e e e e eeeeaaeaaanens 2
............ TGAGGTAGTAGGT TGTA-=GT T . o o o i it i e i aeeccccaasccmcascccmaaaacenananaas 2
............ TGAAGGTAGTAGGT TGTATAGT T - - e ieccccecaaaaaaaaanaas 2
............ TGAGGTGGTAGGT TGTATAGT - - - oo i i i i i iccccccccccaaaaaaaaanaans 2
........... ATGAGGTAGTAGGT TGTOTAGT T - - o e e e et e e e e e e e e e e e meeee e e eaeaeannas 2
........... ATGAGGTAGYTAGGT TGTATAGT - - o i e e i e e e eeeamaaaccmccasccccaaaacanaaanaan 2
............ TGAGGTAGTAGGT TGTATAGY - - - - oo e ieicccccceeaaaaaaaanaas 2
........... ATGAGGTAGTAGGT TGTACTAGT T - - i i i i i i i icccccccccccccaaaaaaaaaaas 2
............ TGAGGTAGTAGGT TGTATAGT CT - - o o i i e e e e e e e e et e e e e e e e eeeeaaeaeanens 2
............ TGAGGYTAGTAGGT TGTATAGT T . - o o i e i e e i i eeeccmccasccmccascccaaaaccnananaas 2
............ TGAGGTAGTAGGT TGTGTAGT - - - i i iiccccccecaaaaaaaanaaas 2
............ TGAGGTAGTAGGT TGTATAGT TG - oo e oo oo i i i icccccccceaaaaaaaaaanans 2
............ TGAGGTAGTACGGT TGTATAGT T T - o o e i ot e e e e e e e e e e e e e e e ceeeme e aeeeaaeaaanens 2
............ TGAGGTAGTAGGT TGTATGGT TT TA . L e e e e i e e eeecaaaccmccascccaaaaacnananaas 2
............ TGAGGTAGTAGGT TETATAGT T . o o e e e i i i i i e e eeecccccceccccacasaccaaaaccnananans 2
........... ATGACGGTAGTAGGT TGTATAGT T - - oo i i ccccccccccccaaaaaaaaaaans 2
............ TGAG-TAGTAGGT-GTATAGT T - - o o i i e e e e e e et e e e e e e e ceeeaaeaaanens 2
............ TGAGGTAGTAGGT TGTAGTAGT T T - o o i e e it i i e e i i eeeccmccaacccccascccaaaaccnananaas 2
.......... TAQEAGGTAGTAGGT TGTATAGT T o e e e e i i i i e e ceeecccccasccccacasaccaaaaacnananans 2
............ TGAGGT-GTAGGT TGTATAGT - - - i i i i i ccccccccccaaaaaaaaannans 2
........... OTGAGGTAGTAGGT TGTATAGT T . - o o o i e i et e e et e et e e meee e emeee e eaeeaeaeanans 2
............ TGAGGTAGTAGGT TCGTATAGT - - o o e e i i e e e e eeeccmccasccmccascccaaaacceananaas 2
............ TGEAGGTAGTAGGT TGYTATAGT T . - e e e i e i i i i i i e eeecccccescccacasacccaaaacanananaas 2
............ TCAGGTAGTAGGT TGTATAGT - - - i i i i i i ccccccccccaaaaaaaaannans 2
............ TGAGGTAGTAGGT TGTACTAGT - - - o i i i e e e e e e e et e e e e eeeeee e eeeeaamaaanens 2
............ TGAGGTAGYTAGGT TGTATAGT Ta .. - o e e e e i et i e e e i e eeeccmccasccmcaaccccaaaaacnananaas 2
............ TGAGGTAATAGGT TGTATEAGT . - - o e e i i i e e ceeecccccascccacasacccaaaaccnananans 2

mmu-let-7a(mmu-let-7a-2)
CTGCATGTTCCCAGGTTGAGGTAGTAGGTTGTATAGTTTAGAGTTACATCAAGGGAGATAACTGTACAGCCTCCTAGCTTTCCTTGGGACTTGCAC

- (CCC- (- CCCCCC- - CCC- (- (e - - - - - (.- - 23))3))3333333))-3))-3))--3)))))))-)))) - (-41.00)
TGAGGTAGTAGGTTGTATAGTT
................ TGAGGTAGTAGGTTGTATAGT T« - . - o et ot ot c e e e et e ot a i eaieaceaaccacaaaaaeaaaaao.. 2089%
................ TGAGGTAGTAGGTTGTATAGT . - - . - e e et e c e e ea o ea o aaeamaeaacaaceamaaneanaaaa.. 501
................ TGAGGTAGTAGGTTGTATAGTTT . . -« et e ee e e i e a i aceceaeacaceaeaaaano.. 116
________________ TGAGGTAGTAGGTTGTATAG . - - -« c « e ot e e e e e e e e e e et et e ea e i eacaaeaceaaeaaaao 10
................. GAGGTAGTAGGTTGTATAGTT . - . . ot ot c e et e e e e et a o e e e eaceaacaacaaaaacaaaa B
................ TGAGGTAGTAGGTTGTATAGTTTA. - . . o e et et e e e e e e e e e e eaeaeaceeaeaacaaeannas O
................ TGAGGTAGTAGGTTGTANAGT T - . . - e ettt e e e e e e e i eaccaieacaaaaeaacaaaa.. B
_______________ TTGAGGTAGTAGGTTGTATAGT T« . -« o e et ot ot e et e e e e et e e e e e e aaeaaeaaaaa b
................ TGAGGTAGTAGGTTGTNTAGT T - . . o e ot ot e c et e e e e e e e ea o eaeaceaceaaaacaaaaaaaas 3
.................... GTAGTAGGTTGTATAGT T - - - o e ot e e e e e e e e e e e i e eaeaeaceaaeaaeaannaaan 1
________________ TGAGGTAGTAGGTTGTATAGTTAA . - - . -« e e ot e e e e e e e e et a o ea e ceaaaaaaeaaeaaaa. 15
............... TAGAGGTAGTAGGTTGTATAGTT . . -« . o e et ottt m e e e e e e e i eaea e e aaeeaeaaaao. 14
............... TAGAGGTAGTAGGTTGTATAGT - - - -« et ottt e e e e e e e e e e e e ea e eameaeaaaaeaameannae T
............... TCGAGGTAGTAGGTTGTATAGT - - - - e o e e e e e e e e e e e e e e e e ceaeaeeaeanaa 4
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................ TGAGGTAGGAGGTTGTATAGT TTA . - i i i i icccccccccccaaaaaannnannaas 4
............... TCGAGGTAGTAGGT TGTATAGT T - - o i i i e e e e e e eeemmm e caeaeeaeecaaaaacaaaaeaa- 3
............... TCGAGGTAGTAGGT TGTATAGT T T - o e e i e e i it e e i e eeecccecasceccasccccaaaacananaanaa- 3
............... TaGACGGTAGTAGGTTGTAATAGT T - - i cecccceaaaaaaaaaaaaanas 2
............... TCGAGGTAGTACGGTTGTATAGT T - - i i i cccccccccccaaaaaaaaaaaaanas 2

mmu-let-7b(mmu-let-7b)
GCAGGGTGAGGTAGTAGGTTGTGTGGTTTCAGGGCAGTGATGTTGCCCCTCCGAAGATAACTATACAACCTACTGCCTTCCCTGA

- (CCCC- (Ol o - - - - 2)))))----3)----333)33))1)))))))))))))))) - (-49.00)
*xH*ARTGAGGTAGTAGGTTGTGTGGTT

...... TGAGGTAGTAGGTTGTGTGOTT - . . -« o e c et e e e e e e e e e e e eameaeaeaaceameameananaaa. 209%
...... TGAGGTAGTAGGTTGTGTGOT . - . . - o e e e e e e e e e e e i e e ieeceiacaaeeaceaeaanaaa. 69
______ TGAGGTAGTAGGTTGTGTGGTTT . . -« e ot ot e e m e e e e e e e ea o eaceacaaaaoaaeaaaaao. 33
...... TGAGGTAGTAGGTTGTGTGG . - -« -« x o e o e e e e e m e et e e e o eaeaceaceacaacaacaanaanaaaaaa B
...... TGAGGTAGTAGGTTGTNTGGTT - . . - o oo e et e e e e e e e e e e e e eaaeeaeaeaeeaeaaaena. 4
...... TGAGGTAGTAGGTTGTNTGGT . - . - - o oo e et e e e e e e e e e e e e e e eeiaieaeaaa 2
...... TGAGGTAGTAGGTTGTAGTGGTT . - -« o c ot e e m e e e e e e o e e ea o eac e eaaeaaeaaanaaanaz 23
...... TGAGGTAGTAGGTTGTGTGOT A - - -« o e o e e e e e e e e e ea e e mea e e eeameameaeanaanas 23
...... TGAGGTAGTAGGTTGTGTGOTTAR. - - - - -« e e e e mee e e me e e e e eecaceaeaceaoeaanaaa. 18
_____ ATGAGGTAGTAGGTTGTGTGGTT . & -« o e e e e c e e e e e e e e e e e e e ea e eaeeaceaaeaaan. 13
...... TGAGGTAGTAGGTTGTGTAGGTT . - - -« o x o e e e m e e e e e e o e e ea e e aaeaoeaaeaaeaaan 11
...... TGAGGTAGTAGGTTGTGTGOTTTE. - - o e ot e e e e e ea e e eaeacaeaaeaameameaneanaana. 10
...... TGAGGTAGTAGGTTGTGTGGTTAT . - - . oo e e e ea e e i eaceecacacaaeaaeaeaaaaaa. 10
______ TGAGGTAGTAGGTTGTAGTGGT - - - -« e o x o e e e m e e e e e e e e e e e ea e ea e eaeaaeeaan 9
..... EYeTNeleq V- Xe] y e e e Ly Kl A (
...... TGAGGTAGTAGGTTGTGTEGGTT. - - - oo e et e e e e e e e e e e e e e eaeeameaeaeeaeaaaana. 4
...... TEAGGTAGTAGGTTGTGTGOTT - . . - oo oo et e e e e e e e e e e i ecea e ieieaeeaaea. 4
______ TAAGGTAGTAGGTTGTGTGGT T - - -« ot ot e e m e e et e e e e e e aaaacaceaaeaaeaaan 3
...... TGAGGTGGTAGGTTGTGTGGTT - . - -« e o e ot e et m e et e e e o eaieaoeaceacaaceaaaaaaaaaa 3
...... TGAGGTAGTAGGTTGTAGTGGTTT . - - o e o e e e m e e e e e e eaeaaceaacaameaceanaanaaanaas 3
...... TGAGGTAGTAGGTTGTGTGGTTAY . - - - - -« e e e e e e e e e e ee o e e e e caaeaceaceaceaaaanaa 3
______ TGAGGTAGTAGGTTGTGTGGTTTAA . - - .« « ot o e e m e e e e e e ea o e acaacaceaaeaaaaaan 3
...... TGAGGTAGTAGGTTGTGTGGTTTEA - . . o« ottt c et ea i eaeaoeaceaacaaaaaaaaaaaaaz 3
...... TGAGGTAGTAGGTTGTGTGOTTTA. - - - - x o e e e e e e e e e e e e e e e e e eam e eaeaaeanaas 2
...... TGAGGTAGTAGGTTGTGTGOTA . - - - -« o e e e e e e e e e e e e e e e e e e e eeceecaaeaaa 2
_____ ATGAGGTAGTAGGTTGTGTGGETTA - « - -« o e c et m e c e e e e e e e e e e e e e ea e e aaaaas 2
...... TOAGGTAGTAGGTTGTGYT - - -« -« x e c e o e e e e m e e e e e e e e e e e e ea e eaieaaeaaeaaan 2
...... TOAGGTAGTAGGTTOTGTGA . - -« -« e c e o e e e e m e e e e e e e e e e e e e eam e e eaaeanaas 2
..... CTGAGGTAGTAGGTTGTGTGOTTA - - - -« o e e e e e m e e ee e e e e e e e e e e ee e e eaaeaaaas 2
______ TGAGGTAGTAGETTGTGTGGT T - - -« e e ot ot ot e m e e et e e e e e e ea e ea e eaeaaan 2
...... TGAGATAGTAGGTTGTGTGGTT - - . -« ot ot et m e e e e e e e e e e e ea e eaaeaaeaaan 2
...... TOAGGTAGTAGGT TG TGTGET . - . - e oot et e e m e e e e e e e e e e e e eameaeaeaaeanaas 2
...... TGAGGTAGTAAGTTGTGTGOTT - . . - - oo e et e e e e e e e e e e e e e ee i eceiaaeaaa 2
______ TGAGGTAGTAGGTTGTGTGE . . -+« o e e ot ot e e e et e e e e e e e e e et a e ee e ea e aaeaaan 2
...... TGAGGTAGTAGGTTGTONGGTTTE. - - . o e ot et m et e e e e ea e e aa e eaieaaeaaaaaas 2
...... TGAGGTAGTAGGTTGTGTGOTC - « - -« e o x o e e e e e e e e e e e e e e e e e eameaeaaeaaeaaas 2
...... TGAGGTAGTAGGTTGTGTGOTAAR. - - - - -« o e e e e m e eem e e e e e e e ee e eeeecaaeaaa 2
______ TGAQGTAGTAGGTTGTGTGGTT - - - -« e ot ot o e e m e e e e e e e e e e ee e ea e aaeaaan 2
...... JT.eleteT.Xeg - Xelcy i K e fe] FcTcy NN

mmu-let-7c(mmu-let-7c-1)
TGTGTGCATCCGGGTTGAGGTAGTAGGTTGTATGGTTTAGAGTTACACCCTGGGAGTTAACTGTACAACCTTCTAGCTTTCCTTGGAGCACACT

- (CCCCC- (CCCCC- - CCC- CCC- (el - (- (- (- - - - )--2-333313333333))-3))-3))--233))))))))) - (-43.30)
FHRHIH KA XK XA TGAGGTAGTAGGTTGTATGGTT

_______________ TGAGGTAGTAGGTTGTATGGT - - - - e ot e et ot ot e e e e e e et a i eaeac e aaaacaaaaa.. B1T
............... TGAGGTAGTAGGTTGTATGGT . - . -« e e ot et m e e e e e e e e e e eaea e e eeaaeao. 177
............... TGAGGTAGTAGGTTGTATGGTTT . . - o e et c e e e e e e e e e e eameaeaeeaaeaaeaamnnn. AT
............... TGAGGTAGTAGGTTGTANGGTT - . - - e o e e e ee o ee e e e e i e ea e ieacaaeaeaeaaan O
_____________________________________ TAGAGTTACACCCTGGGAGTTAA. . -ttt ee e eacaaaacaaaeaaeas 4
............... TGAGGTAGTAGGTTGTATGG . - -« - -« ot e e e ot e e e e e e e e e e e e e e e e ea e aaeaaeaas 2
............... TGAGGTAGTAGGTTGTNTGGT - . - - e e e e e et e e e e e e e e e e e e e eeaeaaceaeaeanan 4
.............. TTGAGGTAGTAGGTTGTATGGTT . - - - e e c e e e e e e e e e e e e e e eceaeeceanaaaan 4
________________ GAGGTAGTAGGTTGTATGGTT . - . ot ot e e e e e e e e e e e et e e e ee e eaaeeaeaaeaa
............... TGAGGTAGTAGGTTGTATGGTTTA  _ . . ottt ot ot e e e et e e e e ea e e aaeaaaaaas 2
............... TGAGGTAGTAGGTTGTNTGGT - - - - - e e e e e e et e e e e e e e e e e e eeeaaaeaameaeanan 2
_______________ TGAGGTAGTAGGTTGTATGGT A - -« -« e o e e e e e m e e e et e o e e eaa e eaaeaacaaaaaaaaa. 50
.............. ATGAGGTAGTAGGTTGTATGGTT . - - . ot ot ottt e e e e ea e eaaeaeaeaaeaacaaaaaa.. 48
............... TGAGGTAGTAGGTTGTATEGGT - - - -« e e e e et e e e e e e e ea e eaaea e eeaeaacaaaaanaaa. 18
............... TGAGGTAGGAGGTTGTATGGT T - - - - o e e e e e e e e e e e e e ee e e ceaeeeeeeannn 17
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............... TGAGGTAGTAGGT TGTATGG @A - oo oo oo oo i i i i i i i i i i i i i i i iiiiccccccccceceaaaaaaaananaaaa 15
............... TaAGGTAGTAGGT TGTATGGT T . - o o o e e e e e e e e e e e e e e e e eeeeeemeeaaeanana. 14
............... TGAGGTAGTAGGT TGTATEGGT T . o o o i i i e i i i e eeecmcacaccccaasaacaaanaaaaaa. 14
.............. aTGAGGTAGTAGGTTGTATG T - - - o oo e i eeeeeeaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaa= 9
............... TGAGGTAGTAAGT TGTATGGT T . o o oo oo oo i i i i ittt i i i i i iicccccccecccceaaaaaaaaaanaa 8
............... TGAGGTAGTAGGT TGTATGGT TaA . - - it i i i e e e eeecimacaecacceecaaaaacanaaaaa 8
............... TGAGGTAGOTAGGT TGTATGGT T . - o o i e e i i e e i e eeecccccascccaaaaacaaaaananaae [
.............. TT-AGGTAGTAGGT TGTATGGT T - - i i i iiicccccccccaaaaaaaanaaaa [
............... CGAGGTAGTAGGTTGTATGGT T . - o o o o e i i eeeeeeccaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaa [
............... TGAaGTAGTAGGT TGTATGGT T - - o o i i i i e e e i e eeeamacaecacacaccaaaaacaeaaaa. b
............... TGAGGTAGTAGET TGTATGGT T . - o o i i it i i e i e eaecccccascccccasacccaaaaaaananaas O
............... TGAGGTAGTAGGT TGTATGGT . - oo oo i i i i i i i i i iicceeeeeeeaaaaaaaaaas D
............... TGAGGTAGTAGGT TGTATGAT T . . oo oo oo i i i i it i i iiccccecccccceaaaaaaaaaaas D
............... TGAGGTAGTAGAT TGTATGGT T - - o o i i e i i et i i e eeeamacaeceacaeaccaaaaacaanaaaa D
............... TGAGGTAGTAGGT TaTATGGT T . - o o i i i i e e i aeaecccccasccccacasacccaaaaaaananaaas O
.............. TaGAGGTAGTAGGT TGTATGGT T - - oo i i i it i i i i i i iiiicccccceeeeeaaaaaaaaaas D
............... TGAGGTAGGTAGGT TGTATGGT - - oo it i i i i i i iiiccccccccccacaaaaaannnaaaa 4
............... TGAGGTAGTACGGT TGTATGGT T - - o o i i e e e et e e e e e e e eeeeeeeeeaennaa. 4
............... TGAGGTAGTAGGTTaGTATGGT T . - o e i e e i e i i e eeecccacascccaaacccnaaaaananans 4
............... TGAGGTAGTAGGT TGO TATGGT T - - oo it it iiicccccceeeeaaaaaaanaaa 3
............... TGAGGTAGTAGGT TGTATGG G- - oo i i i i i i i i i i i i i i i i i i i i i i i iiiiccccccccccceaaaaaaaaaaas 3
............... TGAGGTAGTAGGT TGTATGGCT - - - o e e i i e e e e e e e e e caeameceeeaaeaacaaaaaaa 3
............... TGAGGTAG-AGGT TGTATGGT T . - o o i i i e e e aeaecccccasceccaaacccaaaaaaananaas 3
............... TGAGGTAGTAGGT TGTATGGTAC. - - o oo oo oo i i i i iiiiicccccceceaaaaanaaaaan 3
............... TGAGGTAGTAGGT TGTACGGT T . - oo i i it i it i i i iiccccccccccacaaaaaaaanaaas 3
............... TGAGGTAGTAGGCTGTATGGT T - - o o i i e e i e e e i e e eeeeem e maeaeeeeeaeaaeaaaaaaa 3
............... TGAGGTAGTAGGT TGTATGGT T - - i e e e e i e e e iaeeacccccasccccaaaacccaaaaaananaas 3
............... TGAGGTAGTAGGT TGTATGGYT - - oo oo i oo i i i i i iiiiiccccccceeaaaaaaaaaa 3
.............. aTGAGGTAGTAGGTTGTATGGT T T . - o o o i e i i eeeeseeaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaa 3
.............. TaGAGGTAGTAGGT TGTATGGT - - - o o i e e et e e e et e e e e e e e e e e meee e eeaeamaaane 2
............... TGAGGTAGTAGGT-GTATGGT .« o o e i i i e i e et imaaecccccascccaaaaacaaaaananans 2
............... TGEGGTAGTAGGT TGTATGGT T . - o i i icccccccccaaaaaaaaaaaas 2
............... TGAGGTAGTAGGT TGTACTEGGT - - oo i i i i it iiccccccccccccaaaaaaaaanaaas 2
............... TGAG-TAGTAGGT TGTAT GG T T - - o o o i i e e e e et e e e e e ceeee e e ceeeeemeeaeaaanaee 2
............... CGAGGTAGTAGGT TGTAT GG T Tal. & c o c i e e i e i i i e e mmaasccmccascccaaaacaaaaanaan 2
............... TGEtAGGTEAGTAGGT TGTATGGT T . - o i iccecccccaaaaaaaaanaaas 2
............... TGAGGTAGTAGGTTaTATGGT T . i i i i i it ccccccccccccaaaaaaaaaaaaas 2
.............. TaGAGGTAGTAGGT TGTAGT GG T T - - o e i e oo e e e et e e e e e ceeem e e e e eeaeaeaaane 2
............... TGAGGTAGTAGGTCGTAT GG T T . o o o i e e i e e e i maaecccccascccaaacccaaaaananans 2
............... TGAGGTAGTAGGT TGTATGGC. « v cc i e e i e i i e eeeecaeeeccccacasccaaaaacccaaaaancnannne 2
............... TGYGGTAGTAGGT TGTATGGT T . - i i i i i i cccccccccccaaaaaaaaaaaaas 2
.............. ATGAGGTAGTAGGT TGTAT GG T Ta. - - - o e e e i e e e e et e e e e e e e e e e eeeeaamacaannas 2
............... TGAGGTAGTAGGT TGTATGGT TaAA - - - e e o i e i i et i i meeeccacasccccaaacccaaaacnanans 2
............... TGAGGCAGTAGGT TGTATGGT T . o e e i e e i e i i e e meeecccacescccaaaaccaaaaacnanane 2
............... TGAGGTAGGAGGT TGTAT GG T Ta. - oo oo oo oo i i i i it iccccccccccaaaaaaaaaaanas 2
............... TGAGGTAGTAAGGT TGTATGGT T - - o o e e e e e e e e e e e e e ceeei e e eeeee e aeaeaaanane 2
............... TGAGGTAAGTAGGT TGTATGGT T . - o o i e e i i e e i e eeecccccascccaaaaccaaaaananans 2
............... TGAGGTAGTAGGT TGTATGGAA . - - - e e e e i e i e e eeeeecaesecccacasccaaaaaacananaaanannne 2
............... TGAGGTAGTAGGT TGTATCGGT T . - oo i i i it iicccccccccccaaaaaaaanaaas 2
............... TGAGGTAGTAGGT TGTAT GG - - - - - e e e e o e e e e e e e e e e e e ceeee e e eeeeemaeaeaanane 2
............... TGAGATAGTAGGT TGTATGGT . - o o o i e e i e e e i maaecccccascccaaaacaaaaananans 2
............... TGAGGTAGOAGGT TGTATGGT .« e c e i e e e i i i e e cmeeeccccacascccaaaacccaaaaaacnannns 2
............... TGAGGTAGTAGGT TGTATGG a8 - - - o o i oo oo i i i i i i i i i i iiicccccccccccaaaaaaaaaaaan 2
............... TGAGGTAGTAGAT TGTAT GG - - - - o i e e et e e et e e e e e ceeee e e e e eeeaeaanaen 2
............... CGAGGTAGTAGGT TGTATG T - v e e i i i e i i e e i maaeccmccascccaaaaceaaaaanaas 2

mmu-let-7c(mmu-let-7c-2)
ACGGCCTTTGGGGTGAGGTAGTAGGTTGTATGGTTTTGGGCTCTGCCCCGCTCTGCGGTAACTATACAATCTACTGTCTTTCCTGAAGTGGCCGC

- (CCCCCCC- CCC- CCC- - (OOl - CCCC-- =000 €(C---23)--23332)333))33)))--)))-)))-)))-))))) - (-48.70)
FHIIIIII A XXX XTGAGGTAGTAGGTTGTATGGTT

............. TGAGGTAGTAGGT TGTAT GG T T - - o o o e i e e e e e e e e e e ceeameceeaaeaaaemaaaaa- B17*
............. TGAGGTAGTAGGT TGTATGGT . - o oo e e i i i e e i e aeeccmccasccccaaaaacaaaacenanana-- 177
............. TGAGGTAGTAGGT TGTATGGT T T . o e e e e i i i i e e eeeecccacaccccacaaacccanaancnanannaa- 47
............. TGAGGTAGTAGGT TGTANGGT T - - oo i i it it i i i i i i iicccccccecccccaaaaaaaaaaaaas 9
............. TGAGGTAGTAGGT TGTATGGT T T T - - o i i ot i e e i et e e e e e ceeaieceeccaaaacaacaea-- 8
............. TGAGGTAGTAGGT TGTATG . -« c o i e e e e e e e e i maaecccccasccccaasacaaaaacenananaas 2
............. TGAGGTAGTAGGT TGTNTGGT T . - o s e e i e i i i i ceeeccccacasccccacasaccacanaacceanana-- 4
.............. GAGGTAGTAGGTTGTATGGT T . - o o oo i e eeececeeccaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaa 1
............. TGAGGTAGTAGGT TGTNT GG - - - o o e e et e e e e e e e e e e e e e eeeeaaeaaaaens 2
............. TGAGGTAGTAGGT TGTATGGTTaT - - c e e e e i i e i i e i eeeeccccesccccacaccaaaaacnananaas 2
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mmu-let-7d(mmu-let-7d)
AATGGGTTCCTAGGAAGAGGTAGTAGGTTGCATAGTTTTAGGGCAGAGATTTTGCCCACAAGGAGTTAACTATACGACCTGCTGCCTTTCTTAGGGCCTTATT

(T (U@l UUUUOTITUUE@E@E@E@E O ) ) ) rrrErEEeE. 233)3)-33133133133133)03))))--)))))
(-49.82)

Kk AARK A AKX R ACAGGTAGTAGGTTGCATAGTT

............... AGAGGTAGTAGGTTGCATAGT T« - « - - - e e e et e e e e e e e e e e e e e e e e e e e e e e e e e
483*

............... AGAGGTAGTAGGTTGCATAGT « - - -« e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
144

______________ AAGAGGTAGTAGGTTGCATAGTT - - - - - e e e e et e e e e e e e e e e e e e e e e e e e e e e e e
29

............... AGAGGTAGTAGGTTOCATAGTTT - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
28

................ GAGGTAGTAGGTTGCATAGT T« - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
27

.............. AAGAGGTAGTAGGTTGCATAGT « - -« - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
13

________________ GAGGTAGTAGGTTGCATAGT « - - - e e e et e e e e e e e e e e e e e e e e e e e e e e e e e e
10

.............. AAGAGGTAGTAGGTTGCATAGTTT « - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
3

............... AGAGGTAGTAGGTTGCATAGTTTT « - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
3

..................................................................... CTATACGACCTGCTGCCTTTCT -« v e e e e e .
2

............... AGAGGTAGTAGGTTECATAGTTA - « - - - e e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e
a1

_______________ TGAGGTAGTAGGTTGCATAGT T - -« - e e e e e e e e e e e e e e e e e e e e e e e e e e
31

............... TOAGGTAGTAGGTTOCATAGT « - -« - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
10

............... AGAGGTAGTAGGTTGCATEAGT - - « - - - e e e e ce e e e e e e e e e e e e e e e e e e e e e e e e e e
9

............... AGAGGTAGTAGGTTGECATAGT T« - - - - o e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
6

_______________ AGAGGTAGTAGGTTGCATAGTTAR - - - -« e e e e e e e e e e e e e e e e e e e e e e e e e e e e
6

............... COAGGTAGTAGGTTOCATAGT T - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
5

............... AGAGGTAGTAGGTTGCATAGTA - « - - -« e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
4

.............. AA-AGGTAGTAGGTTGCATAGT T« -« - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e
4

_______________ AGAGGTAGTAGGTTGCATAGET - - « - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e
4

............... AGAGGTAGTAG-TTOCATAGT T - -« - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
3

............... AGAGGTAAGTAGGTTGCATAGTT - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
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3
............... OGAGGTAGTAGG T TGCAT AGT T - - o o o o et e e e e e e e e e e e e e e e e e e e e e e e eeemm e e maemm e e
3
............... AGAGGTAGTAGGTTaCATAGT T - - o i e eeesesssceccaaaaaaaaaaaaa e
3
............... AGAGGTAGTAGGTTGCATAGT TaaA . « - - e eeeseseeeeeaaaaaaaaaaa e e
2
............... AGAGGTAGTAGGT TG AT AGT T - - s e oo e i e i e e eec i amascmccasacccccasaccecaaaaenaaaaen-
2
............... TGAGGTAGTAGGT TG AT AG T T T - - - o i o e e e e e e e e e e e e e e e e e e e e e e e e e mama e e e e aaen
2
............... AGEAGGTAGTAGGT TGCATAGT T - - o e eeesessecscaaaaaaaaaaaaaa e aaaannn-
2
.............. AtGAGGTAGTAGGT TGCATAGT T - - o o o e eeseseesseeeaaaaaaaaa e e aaaaann
2
.............. AGGAGGTAGTAGGT TG AT AGT - - - i e o e it e et e e eem e mascmomascocoasacoecaasceeaaaaaeanan
2
............... AGAGGTAGTAGGT TG AT AGT - - - - o et oo et e e e e e e e e e e e e e e e e e e e e e maee e e e e aaean
2
.............. AAGAGGTAGTAGGT TGCATAGT T . - - i e eeeessssccecaaaaaaaaaaaaaaa e
2
............... AGAGGTAGTAGGT TGCATAGT TaT - - - o e eeeeeeseeeaeaaaaaaaaa e aa e
2
............... AGAGGTAGTAGGT TG AT AGT T - - st e e e i e e e e eeo i mascmccasacoccasaccmcaaaaenaaaaen-
2
............... TGAGGTAGTAGGT TG AT AG T Ta - - - o et oo e e e e e e e e e e e e e e e e e e e e e maee e e meaeeaaan
2
............... AGAGGTAGTAGGT TGCATAG - - - - - oo eeeesssececaaaaaaaaaaaaaaaaaaaaaann-
2

mmu-let-7e(mmu-let-7e)
CGCGCCCCCCGGGCTGAGGTAGGAGGTTGTATAGTTGAGGAAGACACCCGAGGAGATCACTATACGGCCTCCTAGCTTTCCCCAGGCTGCGCC

- (CCC- - (- CCC- - (- COCQrareaeeac- (- - - - - ... )----3333333)33333))))-3))--3))-))--)))) - (-45.90)
FARH I H A I H X TGAGGTAGGAGGTTGTATAGTT

______________ TGAGGTAGGAGGTTGTATAGT T« - . -« et ot ot e c e e et e e e e e e eaeaoeaaeaaeaaoa. . 1320%
.............. TGAGGTAGGAGGTTGTATAGT . - . o« e et e e e i e e ea e o e o e eaceaaaacaaaaaaaao.. 418
.............. TGAGGTAGGAGGTTGTATAGT TG - -« - e e e e e e e e e e e ea e aaca e eaaeaacaaaaaaaaaa. 60
.............. TGAGGTAGGAGGTTGTATAG . - - - o e e e e e e e e e e e e e e e e e e e e eaeaeaaeaaaoo. 14
______________ TGAGGTAGGAGGTTGTATAGTTGA . - . -« o et ot e e e e e et e et ea e ee e e eaeeeeaan 11
............... GAGGTAGGAGGTTGTATAGT . . - o e et c et e e e e e e e a i ea e eaieacaacaacaaeaaaas 3
............... GAGGTAGGAGGTTGTATAGT T . - . . e et ot e e e e e e e e eea e ea e e aacaamcaeaceaas 3
.............. TGAGGTAGGAGGTTGTANAGT . - . . -« e o i et e e e e e e e e e e e e eeceaeaeaaeann 2
______________ TGAGGTAGGAGGTTGTANAGT T - . . - o e et ot ot et e e et et e e et a e e e ceaaeaa 2
.............. TGAGGTAGGAGGTTGTATAGT T - -« e - e e e e e e e e e e e eamaceaameameaeaeaacaaaaanaaa.. 158
............. ATGAGGTAGGAGGTTGTATAGT T . - - . oot e i et e e e e e e e e e eeeeieeiaaeaeaaan 42
______________ TGAGGTAGGAGGTTGTATAGTTAA . -« - -« ot ot e e e e e e et et a e e e e ea e aaaaaeaaaaaa. 2B
.............. TGAGGTAGGAGGTTGTATRAGTT . . -« . o e e ot e e e c e e e e ea e e ea e e aacaaaaaaaa. 24
............. ATGAGGTAGGAGGTTGTATAGT - - - - o o e e e e e e e e e e ee e eeameaeameaaeaaeeaeanans 23
.............. TGAGGTAGGAGGTTGTATEAGT - - . -« e e e e e e e e e e e e ea e e ceaeaeeeaann 21
______________ TGAGGTAGGAGGTTGTATAGTTGE . -« . -« et ot ot e e e e e e e e ea e e ea e caaaaeeaeaoa. 10
.............. TEAGGTAGGAGGTTGTATAGT T« . . - o et c e et e e e ea e aa e eaieaaaacaaaaoaao.. 18
.............. TGAGGTAGGAGGTTGTATAGTA . - - -« e e e c e e e e e e e ea e eaaeaaeaaeaaceameanaaaa. 13
.............. CGAGGTAGGAGGTTGTATAGTT . . - - o oo o e e e e e e e e e i ea e eeieceaeacaaeaeaaaaa B
______________ TAAGGTAGGAGGTTGTATAGT T - . -« o et c e e et e e e e et a o e e ea e aacaacaaaaaaaaa. 8
.............. TGAGGTAGGAGGTTGTATAGTC . - - -« - e e c ettt e e e e e e ea o eaaieaieaeaacaacaacaacaaaa 8
.............. TGAG-TAGGAGGTTGTATAGT T - . . - e et e et e e e e e e e e e ea e e eaeaaeeaeanan T
.............. TGAGGTAGGAGGTTAGTATAGTT . . - - . o e e et e e e e e e e e e e eae e ieaceaeaeeaaeann T
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.............. TGAGGTAGGAGGT TGTATAGT @8 - - - oo oo oo i i i i i i i i iiicccccccceeaaaaanaaaaaa [
.............. TGAGGTAGGAGGT TGTATAGCT - - - - i e e e e e e e e e e caeee e e eeeeemeeaaeaaane [
.............. TGAGGTAGGAGGTCGTATAGT T . - o o i it i i i e i aeaeccccacasceccaasacccaaaaaaaeanan. b
............. aTGAGGTAGGAGGTTGTATAGT TG . - - o oo e eeeeeeaaaaaaaaaaaaaaaaaaaaaaaaaaa-- 6
.............. TGAGGTAaGAGGT TGTATAGT T - - oo i i it i i i i i i i i iiiccccccceccccaaaaaaaaaaaa O
.............. TGAGGTAGGAGGT TGTATAGT T-AG - - e i e e i e e i e e eeeeimacaeccceacaaaaacaeaaaa- b
.............. TGAGGTAGGAGGT TGTATAAT T . - o o i i it i i aeeccccccascecacaaaacccaaaaaaacanau. b
.............. TGAGGTAGGAGGTTaTATAGT T . - oo i it i i i i i iiiicceeceeeeaaaaaaaaaaa D
.............. TGAGGTAGGAGGT TGTATAGGT T . - o oo oo i i i i i i it i i iiicccccccececeaaaaaaaaaaas D
.............. TGAGATAGGAGGT TGTATAGT T - - o o i e i i et i e e eeeammacaeceacceaccaaaaacaaeaaaa D
.............. TEAGGTAGGAGGT TGTATAGT TaA. - o i e e e i i i e i aaaeccccacasceccaasacccaaaaaaaeanaas O
.............. TGAGGTAGGAGGT TGTATAGY T T - - i i e iiicccccceaaaaananaaaa 4
.............. TGAGGTAGGAGGT TGTATAGA - - - o oo i i i i i i i i i i iiiiccccccccccccaaaaannnaaaa 4
............. ATGAGGCTAGGAGGT TGTATAGT Ta . - - o o i e e e e e e e e e e e e e e ceeeeeeaaaananaaa 4
.............. TEAGGTAGGAGGT TGTATAGT - - o o e e e i i et aeacccccacacceaaaacccaaaacaeanan 4
.............. CGAGGTAGGAGGT TGTATAGT - - - oo e eeeecaaaaaaaaaaaaaaaaaaaaaaaaaaaaaa-- 4
.............. TaAGGTAGGAGGT TGTATAGT - - oo i i i i i i i i iiiccccccccccccaaaaaannnaaaa 4
.............. TGAGGTAGGAGGT TGTATAGT TC - - - i i i e e e et e e e e e e e e eeeeeananaa. 4
.............. TGAGGTAGGAGGT TGTATAGT T . - o o e e i it iceeecccacaccccaaaacccaanaaaeanan 4
.............. TGAGGTAGGAGGTTEGTATAGT T - - i i i iiiccccccceaaaaaannaaaa 4
............. TaGAGGTAGGAGGT TGTATAGT - - oo i i i i i i i i iiccccccccccaaaaaanaanaaa 4
.............. TGYGGTAGGAGGT TGTATAGT - - - o o i i e e e i e et e e e eeeee e e ceeeeeeeeaaeaaeaaaaaaa 3
.............. TGAAGTAGGAGGT TGTATAGT T . - o o i i i i e e aeeecccccasccccaaaacccaaaaaananaas 3
.............. TGEGGTAGGAGGT TGTATAGT T - - oo i i i it i i it i iiiccccceceeeeaaaaaaaaa 3
.............. TGAGGTGGGAGGT TGTATAGT T - - oo oo i i i i i i i i i i i i iicccccccccccceaaaaaaaaaas 3
.............. TGEAGGTAGGAGGT TGTATAGT T - - o i i e e i e et e e eecm e e meeeeceeaeeaaeaaaaaaa 3
.............. TGAGGTAGGAG-TTGTATAGT - - o o o i e i i et iaaaecccccasceccaaeacccaaaaaananaas 3
.............. TGAGGTAGGAGGT TGTATAGT - - - o i i i i i i i iiicccccceceeaaaaaaaaaa 3
.............. TEEGGTAGGAGGT TGTATAGT - - oo oo i it i i i i i i i i i i i iicccccccccccceaaaaaaaaaas 3
.............. TGAGGTAGGAGGT TGTACAGT T - - - o i i e e i e et e e e e e caeemeeeeaeeaaeaaaaaaaa 3
.............. TGAGGTAGGAGGT TGTATAGT g - - c i e e e e i e et e meaecccccascccaaaaacaaaaanannans 2
.............. TGYGGTAGGAGGT TGTATAGT T - - e iieccccceeaaaaaaaaaaas 2
.............. TGOaGTAGGAGGT TGTATAGT T - - i i i i it icccccccccccaaaaaaaaaaaas 2
.............. TGAGGTAGGAGGT TGCATAGT T - - o o i i e e e e et e e e e e deee e e eeeeemaeaeaaanane 2
.............. TGAGGTAGGAGGT TGTAGTAGT - - o o i i e i i et maascccccascccaaaaccaaaaananaans 2
.............. TGAGGTAGGAGGT TGTATAGYT - - - i iieccccccaaaaaaaaaaaas 2
.............. TGAGGTAGGAGGTCGTATAGT - - - i i it icccccccccccaaaaaaaaaaaas 2
.............. TGAGGTAGGAGGT TGTATAAT TaA . - - i i e e e e e e e e deeei e e e e eaaeaaaaane 2
.............. TGAGGTAGGAGGT TGTATAGT - - - - - e e e et i e e e aaaecccccascecaaaacecaaaaaananans 2
.............. TGAGGTAGGAGGT TGTATAGT TEG. - - i i e i i i i i eeiccacascccacacccaaancnanane 2
.............. TGAGGTAGGYGGT TGTATAGT T - - i i i i i i icccccccccccaaaaaaaaaaaas 2
.............. TGAGGTAGGAGGT TGTATAGT TaAA - - - c o o o et e e et e e e e e c e e eeeeemeeaeaeanaee 2
.............. TGAGGTAAGAGGT TGTATAGT Ta . - - i e e e e i e e e i meeecccccascccaaaccaaaacnannans 2
.............. TGAGGTAGGAGGT TGTEATAGT T . - o e i e e i it e e meeecccacascccaaaaaccaaaaanannne 2
.............. TGAGGTAGGAGGT TGTATEAG .. - - o oo i i i icccccccccccaaaaaaaaaaaas 2
.............. TGAGGTAGGAGAT TGTATAGT T - - o o e i e e e e et e e e e e ceee e e e e aeeaaeanann 2
.............. TGAGGTAGGAGGT TaTATAGT T-AG . - i i i i e i e e eecmacascccccaacccaaaaananans 2
............. TCGAGGTAGGAGGT TGTATAGT T . o e e e i i i i e et cmeeeccccccacccaaacaacaaananannns 2
.............. TGAGGTAGGAGGT TGTAT -Gl T . oo i i i i i i i cccccccccccaaaaaaaaaaaas 2
.............. TGAGETAGGAGGT TGTATAGT T - - o o e i e e e e et e e e e e caee e e eeeee e aeaeaeanane 2
.............. TGAAGTAGGAGGT TGTATAGT - - o o o i e i i et imeaecccecascccaaaacccaaaaaananaans 2
.............. TGAGGTAGGAGGT TGTATAGT TaA . - - e e e i i e e e meeecccacascccaaaaaccaaaacnannne 2
.............. TGAG-TAGGAGGT TGTATAGT - - - i i i i i cccccccccceaaaaanaaaaas 2
.............. TGAGGT-GGAGGT TGTATAGT T - - o o e i e e e e et e e e e e ceeei e e e e aeaeaeanane 2
.............. AGAGGTAGGAGGT TGTATAGT T . e e e i i i i i i e e eeecmaaeccmccascocaaaacaaaaanaan 2
.............. TGAGGTAGGAGGTTGTATAGTAAA . - - e e e i it i i meeeccccacascccaaaaaccaaaaanannne 2
............... GAGGTAGGAGGTTGTATAGT Ta . - i oot i i iiicccccccccaaaaaaaaaanas 2
.............. TGAGGTAGGAGGT TGTATAGT—GA - - - i e e e e e e e e e e e e e e eeeaaeaaane 2
.............. TGAGGTAGGAGGT TGTATAGT TG A . < .o i e i e eec i cascccccaaccaaaaananans 2
.............. TGAGGTAGGAGGT TGTATACGT . - - e e e e i it e e e eeecccacascccaaaaaaccanaacnanane 2
.............. TGAGGTAGGAGGT TGTATAAGT - - oo i i i ittt i i cccccccccccaaaaaaaaaaaas 2
.............. TGAGGTYGGAGGT TGTATAGT - - - o o i e e e e e e et e e e e e e ceee e e eeeeeeeeeeaeanane 2
.............. TGAGGTAGGAGGT TGTATAGT AT - - o o i e i i i e e i e eeecccccasccccaaaacccaaaacnanans 2

mmu-let-7f(mmu-let-7f-1)
ATCAGAGTGAGGTAGTAGATTGTATAGTTGTGGGGTAGTGATTTTACCCTGTTTAGGAGATAACTATACAATCTATTGCCTTCCCTGAG

- CCCC- G- - CCCLCCLCCCLCCCCCCCCCOCCCCCCCCC- - MM <= o - - IINIMDNNINININI--NN)- (~44.40)
FHFXFXXTGAGGTAGTAGATTGTATAGTT

....... TGAGGTAGTAGAT TGTATAGT T - - o o i i e i e e e e e et e e e e eeeem e e cee e e eeeeeemaeeaa-= 9T

....... TGAGGTAGTAGAT TGTATAGT - - o o e i i i e i i i eeeecccasacccaaaaceccaaaaaaenanana-== 25

< s TOAGGTAGTAGATTETATAGTTAL - -« e emenmnananaian e e e e e e aeaneeanaeaeaeees 8
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....... TEAGGTAGTAGAT TGTATAGT T - - oo i i it i i i i i i i i i i i i iiiicccccceeeeaaaaaaaaa 3
....... TGAGGTAGTAGAT TGTATAGT @ . - - - e e i e e e e et e e e e e e eeeaaeacaecccceccaaaaaea-- 3
....... TGAGGTAGTABAT TGTATAGT T . - o i i i i i e i e eeeccccascccccacasceccaaaaaccaaanaaa-= 3
....... TGAGGTAGTAGAT TGTATEAGT T - - o oo i i it i i i i i i e i i i iiiiiiiiicccccceeeeaeaaaa 3
....... CGAGGTAGTAGAT TGTATAGT T - - o eeeeccecccaacaaaaaaaaaaaaaaaaaaaaaaas 2
..... AGTGAGGTAGTAGOT TGTATAGT T - - - e o o i o e e e e e e e e e e e e e e e e e eeeeee e 2
....... TaAGGTAGTAGAT TGTATAGT T . o o e i i i et i e eeeomaaaccccacaacaaaaaaaanaaaas 2
....... TGAGATAGTAGAT TGTATAGT Ta - - oo iiiiiiiicceeeeanaaas 2
....... TGAGGTAGTAGAT TGTATAGT . - oo i e e i e i i e i i i e e i iiiccccccccaaaaaaaas 2
....... TEAGGTAGTAGAT TGT AT AGT - - - o o i i e e e e e e et e e e e e e e eeeeeeeaeaans 2

mmu-let-7f(mmu-let-7f-2)
TGTGGGATGAGGTAGTAGATTGTATAGTTTTAGGGTCATACCCCATCTTGGAGATAACTATACAGTCTACTGTCTTTCCCACG

- (CCCCC- (CC- - (L. - - (- - - - - ) -C(C(.-- - - 2)))3333331)3))))))--3)))))))) - (-40.70)
*rHx xR X TGAGGTAGTAGATTGTATAGTT

....... TGAGGTAGTAGATTGTATAGT T - . oottt e e e e e e cecea e e ieaeaeaa. 9T
_______ TGAGGTAGTAGATTGTATAGT .« -« e ot ettt e e et et e e e e e e acaaceaceaaeaaeaaan 25
....... TGAGGTAGTAGATTGTATAGTTT . . - o ottt et e e e e e e e e e aa e ieaeeeaeeaan T
...... ATGAGGTAGTAGATTGTATAGT - . . - - oot et e e i e et a e e e e caaaaeaaeaaeaaeanaaa. B
...... ATGAGGTAGTAGATTGTATAGTT . . - - o e et e e e ee i ea e eiecaaeaacacacaaeaaaan 3
______ ATGAGGTAGTAGATTGTATAGTTT . - - . ot ot et c et et a e e e e e a e e ieaaaas 2
...... ATGAGGTAGTAGATTGTATAGTTA. - - < o e o et e e e m e e e e e e e e e e e eaea e eeaeaaaan 2

mmu-let-7g(mmu-let-7g)
CCAGGCTGAGGTAGTAGTTTGTACAGTTTGAGGGTCTATGATACCACCCGGTACAGGAGATAACTGTACAGGCCACTGCCTTGCCAGG

(- (CC- (- creeeeeccd. - - - - CCCC-CC-CCCC---22D0))--332))0))))))))))-))))))))))) -)) (-40.80)
*xHH AR TGAGGTAGTAGTTTGTACAGTT

...... TGAGGTAGTAGTTTGTACAGT T - . . - o ot ot e et et et e e e e e e e e aaea e T4%
...... TGAGGTAGTAGTTTGTACAGT . - - - ot ot et e e e e e e e e e e aaeaeanaeaaccacaacaaaaaa- 18
...... TGAGGTAGTAGTTTGTACAGTTT . . - - o e e et e e e e e e e aieacacaaeaccaaeaaaaaaaaa. 8
...... TGAGGTAGTAGTTTGTACAGT T - - -« ot o et e e e et e e e e e et e e e e ea i eea e ieaeeaaeaa. 12
...... TGAGGTAGTAGTTTGTACEAGTT . . - - ot ot e et e e e e e e e e e ea e e eaeaeaaeaaeana 9
...... TGAGGTAGTAGTTTGTATAGT T - . . oo o it et e e e e ee e e aieacacaacaccaaaaaaaaaaa. 8
______ TGAGGTAGTAGYTTGTACAGT T - - . -« ot ot ottt e et et et e e e e ea e iaacaaaeaaeaaaaaa. B
...... TGAGGTAGTAGTT-GTACEAGTT . . - - ot ot et ettt e e e e ea e e ea e eaaeaaeeaan 4
...... TGAGGTAGTAGYTTTGTACAGTT . - -« ot ot e et e e e e e e e e eaeaeaceaaceaccamaanaanaaaaaz 3
...... TGAGGTAGTAGYTTTGTACEAGT T . - - oot e et i eaeaieacaiaacacaaeaaeaaaaaa 3
______ TGAGGTAGTAGGTTGTACAGT . - - .« « ot ot e ottt e et et et e e e e e e ta o aaieaceaaaaeaaaaaas 3
...... TGAGGTAGTAGTT-GTACAGT T - . . -« ot ot ettt i et et e i eaeaoeacaaacaaaaaaaaaaaaaaa 3
...... TOAGGTAGTAGTTTOTATAGT . - . . o o ot ot et e e e e e e e e e e e e e e e ea e eaeaaeaaas 2
...... TGAGGTAGTAGTTTGTACAGTY - - - - - e e o e c e e e e e e e e e e e e e e e e e e ee e acaaeaaas 2
______ TGAGGTAGTAGTT-GTANAGT T - . . -« ot ot ot e et et et e e e e et e e ea e e aaeaaan 2
...... TGAGGTAGTAGTT=GTACEAGT - . - -« ot ot ettt it et e e e e e e e a e ea e aaaaaaaan 2
...... TGAGGTAGTAGTTTOTACEAGT - - - -« et ot e et e e e e e e e e e e e e e e eaeaeaaeaaeanas 2

mmu-let-7i(mmu-let-71)
CTGGCTGAGGTAGTAGTTTGTGCTGTTGGTCGGGTTGTGACATTGCCCGCTGTGGAGATAACTGCGCAAGCTACTGCCTTGCTAG

(T D) INEEEEEE 2))-2220000000000000)))))) (-42.10)
*#x**TGAGGTAGTAGTTTGTGCTGTT

..... TGAGGTAGTAGTTTGTGCTGTT - - -« - e ce e e e e e e e e e e e e e e e e e e e e e e e e e eeeeenanan. . 35%
..... TGAGGTAGTAGTTTGTGCTOT - - - - - e e e e e e e e e e e e e e e e e e e e e me e e e e e e eeee e eeeeeeeen 12
_____ TGAGGTAGTAGTTTGTGCTOTTA - - - - e e ee e e e e e e e e e e e e e e e e e e e e e e e ee e e e eeeenn. 21
..... TGAGGTAGTAGTTTGTGCTGTTE -« - e - e e e e e e e e e e e e e e ee e e e e e e e e e e e e e eeeaaennn B

BIFEY {7.YcTen y2YCh vYeh e eTon ey i 3

mmu-mir-1(mmu-mir-1-1)
GCTTGGGACACATACTTCTTTATATGCCCATATGAACCTGCTAAGCTATGGAATGTAAAGAAGTATGTATTTCAGGC

CCCCC- - (- - - (e e 22)))-32))333)00))3)))-)--)))) (-32.84)
TGGAATGTAAAGAAGTATGTAT
................................................ TGGAATGTAAAGAAGTATGTAT . ....... 10*

mmu-mir-1(mmu-mir-1-2)
TCAGAGCACATACTTCTTTATGTACCCATATGAACATTCAGTGCTATGGAATGTAAAGAAGTATGTATTTTG

Page 9
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- (CCCC- (- - - - - - - 2)-:2222)-)00000))0))))))-))))) (-25.30)
TGGAATGTAAAGAAGTATGTAT****
.............................................. TGGAATGTAAAGAAGTATGTAT..... 10*

mmu-mir-1-2-as(mmu-mir-1-2-as)
TTCCTTTAGCTTCTTCTTGGCGGACATTACCTACCCAAAATACATACTTCTTTACATTCCATAGCACTGAATGTTCATATGGGTACATAAAGAAGTATGTGCTCT

GAGTAGGCACTCCTGCG
------------------- ((CCERREEN (( (] (S & CCCCCCCCCCCCCERN ((CCCCRI (SRR ) EEED D) DD EEEEI DI I IO B

mmu-mir-100(mmu-mir-100)
CCTGTTGCCACAAACCCGTAGATCCGAACTTGTGCTGATTCTGCACACAAGCTTGTGTCTATAGGTATGTGTCTGTTAGG

(CCC- - OO CCC- - CCCC- - - - (- - - - - 2)31321)-33)--23))--3))-))))-)---)))) (-28.80)
sk xxkANCCCGTAGATCCGAACTTGTG

............ AACCCGTAGATCCGAACTTGTG - - - -« e e et e e e e e ee i eamea e e eeameaoaa o 10%
............ JYXolelelcy y-Ye7.y [elorcT.Y.Yoq i c LAY ¢
............ AACCCGTAGATCCGAACTTG . - -« o e e e e ee e e e e e e e e e ceeieeaeaean 2
_____________ ACCCGTAGATCCGAACTTGTG . -« - -« e e c e ot e e e e e e et e e e e e ea i eaeaa 2
............ AACCCGTAGATCCOAACTTGTGE . - -« e e e e e e e e eaee e eaceaameameaaena. 4
............ AACCCGTAGATCCOAACTTGTGA - -« e o w e cee e e ee e ee e e ceaceeaeaeacena 4
___________ AAACCCGTAGATCCOAACTTGTGE . - -« - o e o e e e e e e e e e ea e ea e aaaaa 2

mmu-mir-10la(mmu-mir-101a)
AGGCTGCCCTGGCTCAGTTATCACAGTGCTGATGCTGTCCATTCTAAAGGTACAGTACTGTGATAACTGAAGGATGGCAGCCA

- (CCCCCC: - - - - (- (v naanea - 22)333333333)300))) - - - - - 2))I))) - (-47.30)
TACAGTACTGTGATAACTGAA**Hkxkaion

................................................. GTACAGTACTGTGATAACTGA. ............. 5
_________________________________________________ GTACAGTACTGTGATAACTGAA. . ........... 4
.................................................. TACAGTACTGTGATAACTGA. . .. .......... 4
.................................................. TACAGTACTGTGATAACTGAAG. . .......... 4
.................................................. TACAGTACTGTGATAACTGAA. ... ......... 3*
.................................................. TACAGTACTGTGATAACTGAAL . ........... 6

mmu-mir-101b(mmu-mir-101b)
ATCTGAGACTGAACTGCCCTTTTTCGGTTATCATGGTACCGATGCTGTAGCTCTGAAAGGTACAGTACTGTGATAGCTGAAGAATGGCGGTGCCATC

--------- (A (A OO @D B2 ) 000 5))) ) IS ) e
(-39.70)

TACAGTACTGTGATAGCTGAA
............................................................ TACAGTACTGTGATAGCTGAAG - - « v e v e eeeae.. 10
........................................................... GTACAGTACTGTGATAGCTGA . -« e e e eeeeeaeen. 6
____________________________________________________________ TACAGTACTGTGATAGCTGAA - - - v v ee e ee . 6%
........................................................... GTACAGTACTGTGATAGCTGAA - -« v e e eeeeeena B
............................................................ TACAGTACTGTGATAGCTGAAA . « - e e e e ea e 4
____________________________________________________________ TACAGTACTGTGATAGCTGAAGE . - - v v e ee e een . 4
........................................................... GTACAGTACTGTGATAGCTGAAR . « - v e e vee e eaeas 2
............................................................ TACAGTACTGTGATAGCTGAAT - « - - v e ceeeeeaen 2

mmu-mir-103(mmu-mir-103-1)
TTCTTACTGCCCTCGGCTTCTTTACAGTGCTGCCTTGTTGCATATGGATCAAGCAGCATTGTACAGGGCTATGAAGGCATTGAGAC

- (CCCC- - (- (- - - C-=22D200000000000000)-D0)0))) - =)D -)))) -))))) - (-36.00)
AGCAGCATTGTACAGGGCTATGAR***Fskkkkkksk

................................................... AGCAGCATTGTACAGGGCTATGA. ... ... ... 76%
................................................... AGCAGCATTGTACAGGGCTAT . o e e eeeea e e a2l 4
......................................................... ATTGTACAGGGCTATGA. ............ 6
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................................................... AGCAGCATTGTACAGGGCTATG. .. ..o 5
................................................... AGCAGCATTGTACAGGGCTATGAA. .. ......... 4
.................................................. AAGCAGCATTGTACAGGGCTATGA. ..o oo 3
.................................................... GCAGCATTGTACAGGGCTATGA. ... ... ...... 2
......................................................... ATTGTACAGGGCTAT . . ..o oooaaaaa2 1
.......................................................... TTGTACAGGGCTATGA. . . ... ....... 1
................................................... AGCAGCATTGTACAGGGCTATGAt. ........... 18
................................................... AGCAGCATTGTACAGGGCTATGtA............ 6
................................................... AGCAGCATTGTACAGGGCTATGE. . ... ........ 4
................................................... AGCAGCATTaTACAGGGCTATGA. ... ......... 3
................................................... AGCAGCATTGTACAGGGtCTATGA. .. ......... 3
................................................... AGCAGCATTGTACAGGGCTATGAg - - - - eaa---- 3
................................................... AtCAGCATTGTACAGGGCTATGA. .. ..o 2
........................................................ aATTGTACAGGGCTATGA. .. ... 2
......................................................... tTTGTACAGGGCTATGA. ... ... 2
................................................... AGCAGCATTGTACAGGGCTATGAAL. .......... 2
................................................... tGCAGCATTGTACAGGGCTATGA. . ..o 2
.................................................. AA-CAGCATTGTACAGGGCTATGA. ..o oa oo 2
.................................................. AAGCAGCATTGTACAGGGCTATGAt . .. ......... 2

mmu-mir-103(mmu-mir-103-2)
GTCTTCGTGCTTTCAGCTTCTTTACAGTGCTGCCTTGTAGCATTCAGGTCAAGCAGCATTGTACAGGGCTATGAAAGAACCAAGAA

- (CCC (- - (- e - - - - - - 2)))----23330133)3)-33)))--3)))))-))-)))) - (-32.10)
AGCAGCATTGTACAGGGCTATGA***kaix

................................................... AGCAGCATTGTACAGGGCTATGA. .. .......... 76*
................................................... AGCAGCATTGTACAGGGCTAT. ......ccunann. 4
......................................................... ATTGTACAGGGCTATGA. . ........... 6
___________________________________________________ AGCAGCATTGTACAGGGCTATG. ... ......cu.. 5
................................................... AGCAGCATTGTACAGGGCTATGAA. ... ....... 4
.................................................. AAGCAGCATTGTACAGGGCTATGA. ... ......... 3
.................................................... GCAGCATTGTACAGGGCTATGA. . ... ....... 2
_________________________________________________________ ATTGTACAGGGCTAT. .. vveeenan.. 1
.......................................................... TTGTACAGGGCTATGA. . ... ....o... 1

mu-mir-105(mmu-mir-108)
TGCATTTTAGCCAAGTGCTCAGATGCTTGTGGTGGCTGCTTATGCACCACGAATGCTTGAGCATGTGCTATGGTACCTAC

(CC- - - - CCCC- - - (OO - (- - - G- CCCC-CCC- 22209000 -)--99))0000))--0))) - D)) - - - - - (-28.40)

FHRkxHHx xR X CCAAGTGCTCAGATGCTTGTGGT

mu-mir-106a(mmu-mir-106a)
ATGTCAAAGTGCTAACAGTGCAGGTAGCTTTTTGAGTTCTACTGCAGTGCCAGCACTTCTTACAT

(CCC- - CCCLCCC- - CC- CCCCC- - CCCCC---332)---23)))-2)--))))))) - - -)))) (-22.70)

****CAAAGTGCTAACAGTGCAGGTAG

mmu-mir-106b(mmu-mir-106b)
CCTGCTGGGACTAAAGTGCTGACAGTGCAGATAGTGGTCCTCTCTGTGCTACCGCACTGTGGGTACTTGCTGCTCCAGCAGG

(CCCCCCC- - - - (L (- - - - (G- -C- - - - )--233)-333331)-3))))))-----3))))))) (-43.60)
FwxHx ko xTAAAGTGCTGACAGTGCAGAT

___________ TAAAGTGCTGACAGTGCAGATA L . . -« et ot e e e e e et a e e e eeaeeaa . 34
........... TAAAGTGCTGACAGTGCAGAT . - . . o o e e e ettt e e e e ea e ea e e aaaaa. 22%
........... TAAAGTGCTGACAGTGCAGA . - -« -« e e e e e e e e e e e e eeaeaeecacaaeaaaaaaaas b
................................................... CCGCACTGTGGGTACTTGCT. ... ........ 3
................................................... CCGCACTGTGGGTACTTGCTG. .. ........ 3
................................................... CCGCACTGTGGGTACTTGCTGC. . .. ...... 3
........... TAAAGTGCTGACAGTGCAGATAG . - - - - - e e o e e e e e e e e e e e e e e e e e eeameaaaan 2
........... TAAAGTGCTGACAGTGCAGATAGT . - . - - oo e e e e e e e e e e e e e eaeaeas 2
........... TAAAGTGCTGACAGTGCAGATAR. - - - -« e c e et e e e e e e i e o aaaa e ieaeeaaeeaaaas 31
........... TAAAGTGCTGACAGTGCAGATAGA . - « -« v e e e ea e eacea e eaeaaccaaeaeaneanana- 10
........... TAAAGTGCTGACAGTGCAGATAL . . - - . oo e et i e i iaa e caaaaaaaaaaa.. B
___________ TAAAGTGCTGACAGTGCAGABA - - - - - ot e et e e et e e e e e aeaeaaea 4
........... TAAAGTGCTGACAGTGCAGATEA . . - - . oottt e i i e i ee e i e e e eaeaaa 3
........... TAAAGTGCTGACAGTGCAGATAGAA - - - - -« o c e e e e eamea e e e eeameaeaiaaaeaaaaas 3
........... TAAAGTGCTGACAGTGCAGABAR . - - - - - -« e e e e e e e e e e e e e e e ceaeaeas 2
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................................................... CCGCACTGTGGGTACTTGCTGE. « o oo nnn 2
................................................... CCGCACTGTGGGTACTTGCTGCa. « ..o cnna 2
........... TAAAGTGCTGACAGTGCAGA-AG . - - e e e e i ie e et ieeecceeaacccaaaacaaaannnas 2
................................................... CCGCACTGTGGGTACTTGCTE. v v oo nnan 2

mmu-mir-107 (mmu-mir-107)
TTCTCTGTGCTTTCAGCTTCTTTACAGTGTTGCCTTGTGGCATGGAGTTCAAGCAGCATTGTACAGGGCTATCAAAGCACAGAGAGC

(OO CLCC- - (e - - - - - 2)3132)33)3333331-3333))---3)))))0)))))) - (-41.10)
AGCAGCATTGTACAGGGCTATCA***Hkkaiaxx
................................................... AGCAGCATTGTACAGGGCTAT. ... ccocceann.. 4
................................................... AGCAGCATTGTACAGGGCTATCA. . ............ 9*
................................................... AGCAGCATTGTACAGGGCTATC............... 6
_________________________________________________________ ATTGTACAGGGCTAT. ... veinenno. 1
......................................................... ATTGTACAGGGCTATCA. . ..o 2
........................................................ AATTGTACAGGGCTATCA. .. ... ..... 2

mmu-mir-10a(mmu-mir-10a)
GACCTGTCTGTCTTCTGTATATACCCTGTAGATCCGAATTTGTGTAAGGAATTTTGTGGTCACAAATTCGTATCTAGGGGAATATGTAGTTGACATAAACACTCC

GCTCA
N (A (R (O U OTrTrrrTTe—— 2233333333-2333333)-II3333))--I)))---)))- - --
_____ (-32.39)

TACCCTGTAGATCCGAATTTGTG
_____________________ TACCCTGTAGATCCOAATTTGT - - -« - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
...... 108
..................... TACCCTGTAGATCCOAATTTGTG . - - - - o e e e e e e e e e e e e e e e e e e e e e e e e e
...... 20%
...................... ACCCTGTAGATCCOAATTTOTG - - - - - o e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
______ 11
...................... ACCCTGTAGATCCOAATTTOT - - - - e o e e e e e e e e e e e e e e e e e e e e e e e e e e e e
...... 10
_____________________ TACCCTGTAGATCCOAATTTOTGT - - -« - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
...... 9
.............................................................. CAAATTCGTATCTAGGGGAAT . - . oo
...... 8
...................... ACCCTGTAGATCCOAATTTOTGT - - - - o e e e e e e e e e e e e e e e e e e e e e e e e e e e e
______ 6
..................... TACCCTGTAGATCCOAATTTG - - - - - e ce e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
...... 6
_________________________ CTGTAGATCCOAATTTOT - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
...... 4
...................... ACCCTGTAGATCCOAATTTG - - - - - o o o e e e e e e e e e e e e e e e e e e e e
...... 2
...................... ACCCTGTAGATCCOAATTTOTGTA . - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
______ 2
............................... J N eelcTY-y i e T
...... 2
_______________________ COCTGTAGATCCGAATTTGTG - - - -« - e e ce e e e e e e e e e e e e e e e e e e e e e e e e e e e e
...... 2
______________________ ACCCTGTAGATCCOAATTTOTGA - « - - e« e e e e e e e e eoe e e e e e e e e e e e e e e e e e e e e
...... 22
..................... TACCCTGTAGATCCOAATTTOTGA - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e
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..................... TACCCTGTAGAT CCGAAT T G @, & o o o it e e e e e e et i e e eeomcmeecocccaaascmoaaaacaaaann-
...... 2
..................... TACCCTGTAGAT CEGAAT TTGT - - o o o it e e i e e e e e e et e e e e e e et e e e meeem e e e e e
...... 2
..................... AACCCTGTAGATCCGAAT TTGTGa . - - - e e eeeeseseecaaaaaaaaaaaaa e
...... 2
..................... TACCCTGTAGATCCGAAT T Ga .- - - - e e e e et eeeeeseeeeaaaaaaaaaaa e e aa e
...... 2
..................... TACCCCTGTAGAT CCGAAT TTGT - o o o o it i e e e e e et i a e aecmcaescccccaseccmcaaaacaaaaan-
...... 2

mmu-mir-10b(mmu-mir-10b)
TATATACCCTGTAGAACCGAATTTGTGTGGTACCCACATAGTCACAGATTCGATTCTAGGGGAATATA

(CCCC- CCCC- COCCC- - - (- - - - - 2)---2333)3)31)-3)))))))-3)))) (-24.50)
****TACCCTGTAGAACCGAATTTGTG

- - - - TACCCTGTAGAACCGAATTTGT . - o e e et e e e e e e e e eamee e eean e 13

- - - - TACCCTGTAGAACCGAATTTGTG . . . - e o e e e e e e e e e e e e e e eae 12*

< - - TACCCTGTAGAACCGAATTTG . - - . o e e ce e c e e e e e e e e e e e 3

mmu-mir-1186(mmu-mir-1186)
TCCACCTGTCTCTGCCTCCCGAGTGCTGGAATTAAAGGCATGCACCACCACTGCCCGGCAGGTTCTGTTATTTCTGAGTGTGAGAAATATATGGGGAAAAGTCTT

CATGGTGAGTCCAAAGG
- - (CCC- - CCCC- - - (L - - - - - - - - - D)EDD)) EEEEE 233332--33333--33)-9000))- - - - CCCCCC----20»

D)D) R (-28.30)
GAGTGCTGGAATTAAAGGCATG

mmu-mir-1187(mmu-mir-1187)
TCATATAGTATTAAACCGAACTGTTTTCCTTATAGACACAATTTATTTTTACACACACACACACACACATATATATATATATGTGTGTGTGTATGTGTGTAAATA

ACAATGTTAAAATAGTA
------------------- ((CCCCCCCTEEPR ((CCERRPRRR ( (CC (OO CCCCCCCCCCCCCCE )00 00000000 B0 DD )DD)) B

TATGTGTGTGTGTATGTGTGTAA***

mmu-mir-1188(mmu-mir-1188)
ATACTCACAGTCTCCCAGCTGGTGTGAGGTTGGGCCAGGATGAAACCCAAGGCTCTCCGAGGCTCCCCACCACACCCTGCTGCTGAAGACTGCCTAGCAAGGCTG

TGCCGAGTGGTGTGG
SR (A (A (R R ((((Q ((QCCRI CEFE 225 D)) ) EED ) DDD EED EES ) DD D) EED D) D EED B D) D I(CCCEEEI ) D) B

=== -. - (-44.20)
TGGTGTGAGGTTGGGCCAGGA

Fhk Kk hhkhdkhk ok hkhk

mmu-mir-1190(mmu-mir-1190)
GCTGACACTCTGAGAGTGTTGGTGAGCTCTGGGGCCTTTGCAGACGTGGGAAGGTCTCTGCTGGCCTGATGCTTCCCCCGTCAGCTGAGGTTCCCCTCTGTCTGG

GATGCTGCCTTGAGTC
(ER (D)) BB BN (((F ((ER (A (((E ((CH ER (( (R () ) FEES D)) B ) B B DD B I B

Page 13
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))----))00)))))- (-49.80)

TCAGCTGAGGTTCCCCTCTGTC***

mmu-mir-1191(mmu-mir-1191)
TGGAACCAGCCTGGTCTACATAGCAACATCTAAGCCAGCCAGGGCTACATAGTGAGAACCTGCCTCAAAAGCAAAACAGCAGTCTTACTATGTAGCCCTAGATGG

CCTAGAACTCCCTAT
(CCC-((--- - - I - (- - - - - [ (O O (O (O T 23331333313333133313)-)-3))
). )))) (-47.16)

CAGTCTTACTATGTAGCCCTA*****

Fhk Kk hdkhdkhkhkhhkhk

mmu-mir-1192(mmu-mir-1192)
CCTTCCAAACAGTAAAAACAAACAAACAAACAGACCAAATTTGTCATTGTTGTTTCGATTTGCTCTTTTTGTTTGTTTGCTTTTGTGTTTTGAGACAGGGTCTGG

CTTGTATAGCTCATGC
(- L (- (-l - === --22---430333-233-303390333313 2330333323330 -)) D)) - - - - (C

((.---- NDN.--.- (-31.90)
AAACAAACAAACAGACCAAATT

mmu-mir-1193(mmu-mir-1193)
CTGAAGGGACAATGATGCCCACTGTTCTCGGGGTAGCTGTGTGGATGGTAGACCGGTGACGTACACTTCATTTATGCTGTAGGTCACCCGTTTTACTATCCACCA

ACACCCAGACCATCTG
----- (((EI(CEES)))) BN (S (CER ( (A & (S (C(CAE (R B D)) B IO B B IIIID)

-)))))))-)) .- .- (-45.30)

TAGGTCACCCGTTTTACTATCH****

mmu-mir-1194(mmu-mir-1194)
ACACCTTCTGCTGGAGACAATATAAGGACATTGGAAGAAGGGAGTCTAGCTCTTGCTCCTTTGCCTGCTTGCTGCGTGAGAATGAGTAACTGCTAGATCCTTGGA

CTTCCATTCACAGCTG
TN (G (E(CE) BB EEEN ( (S (A (R (G (R G ((Crre 23)-3--33-333222--203000)3)) - - -

D)O))) PP (-41.40)

GAATGAGTAACTGCTAGATCCT****

mmu-mir-1195(mmu-mir-1195)
TAGAGGCAGGCAGATCTCTGTGAGTTCGAGGCCAGCCTGCTCAACAGAATGAGTTCTAGGGCAGCCAGGAACACACAGAGAAACCCTGTCTCAAGAAGCTAAAAA
GTAAAAAAAAAAAAAAAA

Page 14
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- - (O - - - (- CCCC- - - - - - - - ))))EEEE D)) EDDEE D) IDDIIIDD) EEEDD) D)D) ) EEEEEEETEREE

.................. (-46.80)
TGAGTTCGAGGCCAGCCTGCTCA

mmu-mir-1196 (mmu-mir-1196)
TGCTGGTCTTGAACTCACAGAAATCTACCTGCCTCTGCCTTCCAAGTACTGGGCAGTGTGCCACCAAAACCCTACATTTTTGCTGGGCTGGGGGTGAGGGTGGTT

TTTTTTTTTTTAAA
-------- (CCCCERREN (@ (C (R (((C R ((CEN (CEFREE ) BEED D) EEFEEES ) DD BRSO D) B D)D) D EE I B
))----)))))- (-30.20)

AAATCTACCTGCCTCTGCCT

FKAAAAAAAAAAdd*k

mmu-mir-1197(mmu-mir-1197)
GTGAGCTGGAATCAGCCAGCGTTACCTCAAGGTATTTGAAGATGCGGTTGACCATGGTGTGTACGCTTTATTTATGACGTAGGACACATGGTCTACTTCTTCTCA

ATATCACATCTCGCC
(- - - - - - D)D) ) R (O (R (O (N G ((C( TR )-3222-3---333333-330003))--)

M)----- )))). (-37.20)

TAGGACACATGGTCTACTTCT*****

mmu-mir-1198(mmu-mir-1198)
TTTTTTTTCTTTTGTTTATTTTGTTTGTGACAGTTGTCTGTTATGTGTTCCTGGCTGGCTTGGTACTCATGTGTAGCCCAAGCTAGCCTCTAACTCATGGCAGTC

ATCCTGTCTCAGTCTC
------------------------ CCC- CCCCC- CC- Q- CLC- - - Q- --4-323--3333303333)---333-D00330)) -)

mmu-mir-1199(mmu-mir-1199)
AGCCTGCGCCGGAGCCGGGGTCTGAGTCCCGGTCGCGCGGGCGAGGAACTCATTGAGTTGCGCGTGCGGCCGGTGCTCAGTCGGCCCGGCTCCGGTACTCCGCTG

CCGCGCGCCCTGGA
- - (C- G- - (O (- - Q- CCC- - - - €CCC---2332013-30333303333--3313-D--3I00II00))) - -) - - (((.- -

---)))-.-.)). (~72.50)
TCTGAGTCCCGGTCGCGCGG

Fk Kk hhkhdkhkhkk ki

mmu-mir-122(mmu-mir-122)
AGCTGTGGAGTGTGACAATGGTGTTTGTGTCCAAACCATCAAACGCCATTATCACACTAAATAGCT

(CCCCC- - CCCCLCC- (e --- - - - 2)-23333)33))-3))))))--))))) (-33-20)
**Hx*TGGAGTGTGACAATGGTGTTTG

..... TGGAGTGTGACAATGGTGTTTG . « o o e ee i eeceaccacacaaccaceaceanan. 160%
_____ TGGAGTGTGACAATGGTGTTTGT . . - o e e e e i ceac e eaceaceaaeaaeaaan. 83
..... TGGAGTGTGACAATGGTGTTT . - ot e ee e ea e eaceaeaceaaeaaans 21
..... TGGAGTGTGACAATGGTGTT. - - e e o e e e e e eaceaceaaccacaceaacanans B
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..... TGGAGTGTGACAATGGTGTTTGA . - o o e e e e e e e e e e e e e e e e e e e e e e e e e e eeeaaaa 21
- - -aTGGAGTGTGACAATGGTGT T G - o m c e e e e e e e e e e e e e e eeeea s 10
.- - -aTGGAGTGTGACAATGGTGT TTGT . o o o e e e e e e i i e e meecmmmaeaan- 7
..... TGGAGTGTGACAATGGTGT TG e e e e e e e e e e e e e e e e e e e e e e e e e e aeeeeeeaaaa B
..... TGGAGTGTGACAATGGTGTTTa. -« e e i e i e e e e e i e e e e e e e e e e e e e e eeeeeeaaaa2 B
..... TEGAGTGTGACAATGGTGTTTGT - - o e i i i i i i i i i ieiieeecaaaaaeaa-- 5
..... TGGAGTGTGACAATGGTGTTTGTa . - i e e i e e i i i i i i i eeeecaaaneea-- 4
..... TGGAGTGTGACAATGGTGTTTGT . - e i i e e e e e e e e e eeeeaaa . 4
..... TGGAGTGTGACAATGGTGTTTaG. - o i i i i i e e i i e e e e e e e e e e e e e i e e e eaeeaaaa2 3
..... CGGAGTGTGACAATGGTGTTTGaA . - - o i oo i i i i i i i i i i i i iiiiccccceeenaaaa 3
..... TaGAGTGTGACAATGGTGT TTG. & o e i i i i e i e meeemamaeaaaas 2
..... TGGAGTGTGACAATGGCGTTTGT - - - e i e e e e e e e e eeeeeeaa 2
..... TaGAGTGTGACAATGGTGTTTGT - - e e i i e e e e e eaeaaaaa 2

mmu-mir-124(mmu-mir-124-1)
AGGCCTCTCTCTCCGTGTTCACAGCGGACCTTGATTTAAATGTCCATACAATTAAGGCACGCGGTGAATGCCAAGAATGGGGCTG

- (CCCCC- - CCC- - (- CCC- - (e 2233331)--33)-333)))--3))--3))))) - (-35.92)
TAAGGCACGCGGTGAATGLCH*+xaxixion

.................................................... TAAGGCACGCGGTGAATGCCAA. . ... ....... 3

.................................................... TAAGGCACGCGGTGAATGCCA. . ooeeno. 1

mmu-mir-124(mmu-mir-124-2)
ATCAAGATCAGAGACTCTGCTCTCCGTGTTCACAGCGGACCTTGATTTAATGTCATACAATTAAGGCACGCGGTGAATGCCAAGAGCGGAGCCTACGGCTGCACT

TGAA
N (R (] (O (O (O (O 23233333--333-33033333--33033033)-3)----3))--))
D)) (-45.70)

TAAGGCACGCGGTGAATGCC
............................................................. TAAGGCACGCGGTGAATGCCAA . .« . - e ev i eaceaaean e
..... 3
............................................................. TAAGGCACGCGGTGAATGCCA . - o v e ec e aea
..... 1

mmu-mir-124(mmu-mir-124-3)
CTCTGCGTGTTCACAGCGGACCTTGATTTAATGTCTATACAATTAAGGCACGCGGTGAATGCCAAGAG
(G (TR (T 2))33))--3))-)2))3))))-)))) (-25.80)
TAAGGCACGCGGTGAATGCC*****
........................................... TAAGGCACGCGGTGAATGCCAA. ... 3
........................................... TAAGGCACGCGGTGAATGCCA. .... 1
........................................... TAAGGCACGCGGTGAATGCCAAt. .. 6
........................................... TAAGGCACGCGGTGAATGCCAAa. .. 2

mmu-mir-125a-3p(mmu-mir-125a)
CTGGGTCCCTGAGACCCTTTAACCTGTGAGGACGTCCAGGGTCACAGGTGAGGTTCTTGGGAGCCTGG

(- (- - - - - === 200 - - --00000000000) -0)) - -)) - -)) - -) (=34.70)
ACAGGTGAGGTTCTTGGGAGCC***

..... TCCCTGAGACCCTTTAACCTGTGA . - i i i i iiiiiieeecceanaaaaa---.. 86
..... TCCCTGAGACCCTTTAACCTGT - - i e i i i i i i i i e e eeceseccccaaaanaaaaa. 83
..... TCCCTGAGACCCTTTAACCTGT G - i i e e e e e e e e e e e e e e e e e e e e e e e e e e eaaaaaaaa 19
........................................... ACAGGTGAGGTTCTTGGGAGCC. 24*
............................................ CAGGTGAGGTTCTTGGGAGCC. 8
.............. CCCTTTAACCTGTGA. i i e i i i iieeeacesccccacaeaaaaanaaaa D
..... TCCCTGAGACCCTTTAACCT G - i i i i e e i e e i e e e e e e e e e e e e e e eeeeeeaaaaaaa B
........................................... ACAGGTGAGGTTCTTGGGAGC. .... 3
............. ACCCTTTAACCTGTGA . - o i i i i e e mescmmaaaaaaaaa 2
..... TCCCTGAGACC . e i i i i i i i eeeeecccaeacccaaaeeceanaaaanana 1
........................................... ACAGGTGAGGTTCTTGGGAGCCT 2
.............. CCCTTTAACCTGT G - e e m i e e e e e e e e e eeeeeaeanans 2
........................................... ACAGGTGAGGTTCTTGGGAG. . .... 1
...... CCCTGAGACCCTTTAACCTGT - e e i e i e e e e e eeeeececeeccmeeeememananaaa 1
...... CCCTGAGACCCTTTAACCTGTGA . - - i i it iiiceeeeeeeaaaaa 1
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mmu-mir-125a-5p(mmu-mir-125a)
CTGGGTCCCTGAGACCCTTTAACCTGTGAGGACGTCCAGGGTCACAGGTGAGGTTCTTGGGAGCCTGG

- (- - - (O - - (=D =0000000)) -))) - -)) - -)) - =) (=34.70)
*%3x%TCCCTGAGACCCTTTAACCTGTGA

..... TCCCTGAGACCCTTTAACCTGTGA. - - i e i e e e e e e e e e e e e eeeaaaa- - 86
..... TCCCTGAGACCCTTTAACCTGT - - o e e i i i i i i i iiciaceeecceaaaaeaaaaa. 83
..... TCCCTGAGACCCTTTAACCTGT G - e i e e e e e e e e e e e e e e e e e e e e e e e e e eaaaaeaaaaa 19
........................................... ACAGGTGAGGTTCTTGGGAGCC. 24
............................................ CAGGTGAGGTTCTTGGGAGCC. 8
.............. CCCTTTAACCTGTGA. - i i i i i i i iacesceccacaaaaaaaaaa D
..... TCCCTGAGACCCTTTAACCT G - e i e i e e e e e e e e e e e e e e e e e e e e e aaaaaaeaaaaa2 B
........................................... ACAGGTGAGGTTCTTGGGAGC. .... 3
............. ACCCTTTAACCTGTGA . - o i e e e e e e e eeeeeaaaa 2
..... TCCCTGAGACC . v i it i i i i i i i i e eeeecaaceeccmcaeeccaaaeeeaaaa 1
........................................... ACAGGTGAGGTTCTTGGGAGCCT 2
.............. CCCTTTAACCTGTG. - i it iiicceeeeannaaas 2
___________________________________________ ACAGGTGAGGTTCTTGGGAG. .. ... 1
...... CCCTGAGACCCTTTAACCTGT - e e c i e e i i e i eii i e meecmmmmeeamaneeaaa 1
...... CCCTGAGACCCTTTAACCTGTGA . - - it i iiiiiciceeeeeeeaaaa 1
........ CTGAGACCCTTTAACCTGT - - i i i i i i i iiiiccceeeeeeeaaaa 1
........ CTGAGACCCTTTAACCTGTGA . - - o i e e e e e eeee e eeeeeeeeeaa 1
..... TCCCTGAGACCCTTTAACCTGTGt . - - o i i i i i i i i i i i i i i i e i i e i i e e eaaaaaaaaa- 61
..... TCCCTGAGACCCTTTAACCTGT A - c i e e e e e e e e e e e e e e e e e e e e e e e e eeeeeaaaaa2 20
--.-aTCCCTGAGACCCTTTAACCTGTG. - - i i e i e e e e i e e e e e i i e e eeeemmns 15
..... TCCCTGAGACCCTT-AAC-TGTGA . - i et i i eeeeemmeeeeaaaaa. 14
-..-aTCCCTGAGACCCTTTAACCTGTGA . - - o e eeeeeeeees 10
..... TCCCTGAGACCCTTTAACCTGT G - - i i i i i i i i i i e e e e e e e e e e e e e e e eeeeeaeaa2 9
..... TCCCTGAGACCCTT-AAC-TGTG. - o i e e e i i e e i e e e e e e e e e e e e e e eeeeeeeaa 9
..... TCCCTGAGACCCTT-AACCTEGTGA . - it i i i ieeceammeeeeeaaaa 9
.......................................... aACAGGTGAGGTTCTTGGGAGCC. 9
..... TCCCTGAGACCCTTTAACCTGTaA . - - i e e e eaaaaaeaaa T
aTCCCTGAGACCCTTTAACCTGT - - i eeesscceeceaaaaaaannn 7
..... TCCCTGAGACCCTTTAACCTGTGAL . - .o i i i meeeeammmmaana [
..... TCCCTGAGACCCTTTAACCTGTE. - - i i i e i i i i i iiciececccccanaaaaaaaaa O
..... TCCCTGAGACCCTTTAACCTGTG A - - oo oo i i i i i i i i e e aeeaaaaaa--- 6
..... TCCCTGAGACCCTTTAACCTGTGAA.- - - e e e e e e e e e e e e e e e e e e e e e eeeeeeeaaaaa-2 B
..... TCCCTGAGACCCTT-AACCTGTGA . - - i i i i i i i iacasecccanaaaaaaaaa D
..... TCCCTGAGACCCTT-AACCTGTG. - i i i i i i i i i eeieccacescccccanaaaaanana D
aTCCCTGAGACCCTTTAACCTG . - - eeesceceeeeaaaaaaannn 4
........................................... ACAGGTGAGGTTCTTGGGAGCa . 3
..... TECCTGAGACCCTTTAACCTGT - - o e i e e e e i et immmecccmaaaaaanaaa 2
........................................... ACAGGTGAGGTTCTTGGGAGCCa 2
............... ACTTTAACCTGTGA. - ittt iiccccceeaaannaaa 2
tCCCCTGAGACCCTTTAACCTGT - - - i ieeessccecceaeaaaaannn 2
TtCCCCTGAGACCCTTTAACCTGTGA . - o e e i i e e i e meeccmmmaaaaanan 2
.............. CCCTTTAACCTGTGE. v e i e e e i i i e meeecmeeeaeannns 2
..... TCCETGAGACCCTTTAACCTGT G - v i i e e e i e e e e e e e e e e e e e e e e eeeeaaaaaan 2
aTCCCTGAGACCCTTTAACCTGTGE . - - . iieesceeeeeaaaanannn 2
..... TCCCTGAGACCCTCTAACCTGT - - o e i e e e e i e i e mmeccmaaeaaanaaa 2
..... TECCTGAGACCCTTTAACCTGTGA . - e e e e i e meeeemmeeanenana 2
..... TCCCTGAGACCCTTTAACCTAGT - - i e i i i e i e e e e e e e e e eeeaaaaaa 2
--.-TCCCCTGAGACCCCTTTAACCTGT - - e e e e e i e i e eeeeeeenes 2
..... TCCCTGAGACCCTTTAACCTGTGEL . - .o i i i i i eieecmaaeaaanaaa 2
............................................ CAGGTGAGGTTCTTGGGAGtCC 2
..... TCCCTGAGACCCTTTAACCTGC . - - i e i e e e e e e e e e e e e e e e e e e e e e e e e e eeeaaaaaaan 2

mmu-mir-125b-3p(mmu-mir-125b-1)
TGCGCTCCCCTCAGTCCCTGAGACCCTAACTTGTGATGTTTACCGTTTAAATCCACGGGTTAGGCTCTTGGGAGCTG

----------- (CC- - (C- - CCC- (- - CCCCC-----2232)-30)30)330))-3)) - -)) - -))) (-30.70)
ACGGGTTAGGCTCTTGGGAGCT*

.............. TCCCTGAGACCCTAACTTGTGA . . . o e e i eee e aaeacacaaeaeaaaana.. 333
.............. TCCCTGAGACCCTAACTTGTG . — e e e e ee e ec e eacaceaameaceaaan T4
_______________________ CCCTAACTTGTGA . - - e et ee e ee e aa e ceacaceaaeaaaaao 15
............... CCCTGAGACCCTAACTTGTGA . - - - e e e e e e e eacea e ceacaacaaaoas 8
...................................................... ACGGGTTAGGCTCTTGGGAGCT .. 11*
.............. L e(oeg [7.YeT.ololox /2Y:Yox 2 L ¢
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.............. TCCCTGAGACCCTAACTTGTGAT - oo i i i i i i i i iieccccaccceea--. 8
...................... ACCCTAACTTGTGA . - o i i e e e eiee e eeeecaeaceeaaaaaaa 3
..................... GACCCTAACTTGTGA. - o oo i i i e eeeeimaeeecaaaanaaaaa 2
.............. 1O 62 03 1721 C7 Y 010X 1
......................... CTAACTTGTGA. - i i i i iiiieeeeeeeeeean 1
....................... CCCTAACT TG TG - i e e e e i e e ie e e eeeeee e eeeeeeeeeee 1
............... CCCTGAGACCCTAACTTGTGAT - e e i i i e i e i i e eeeemmmmeemanaeaaa 1
................. CTGAGACCCTAACTTGTGA . - - oot iceceeeeaaaaananaanaaa 1
.................... AGACCCTAACTTGTGA. - i i i i i eeeeeeccaaaaaaaaaaaaaaaaaaaa--- 0
............... CCCTGAGACCCTAACTTGTG. - i i i i i i i i i i i i i i iiiceeccccccaaaaanannnanaaa O
....................................................... CGGGTTAGGCTCTTGGGAGCT. . 1
................. CTGAGACCCTAACTTGTG . - - i i i i i iiiicccceeaaaaaaanannaaaa O
..................... GACCCTAACTTGTG.- - o e e e e e e e e e e e e e e e e i i i e i e eeeeeeeeeeeeaaaaa O
............. GTCCCTGAGACCCTAACTTGTGA . - - i i i i iiicceccccceaaannnnnnaaaa O

mmu-mir-125b-5p(mmu-mir-125b-1)
TGCGCTCCCCTCAGTCCCTGAGACCCTAACTTGTGATGTTTACCGTTTAAATCCACGGGTTAGGCTCTTGGGAGCTG

----------- C(C- - (- - CCC- (Ll - CCCCC-----313))-33)3)))))))-))) - -)) - -))) (-30.70)
FHkrH R KA xR HXTCCCTGAGACCCTAACTTGTGA

.............. TCCCTGAGACCCTAACTTGTGA . . . o e i eiieeiecceacacaceaaeaaaao .. 333%
.............. TCCCTGAGACCCTAACTTGTG . — o e e e e ee i ee i eaeacea e eaameaeaaan T4
....................... CCCTAACTTGTGA. - - e et e e e e e ceacaccaceaceaaeaaaao 15
............... CCCTGAGACCCTAACTTGTGA . - - - e e e e ee i ee i eac e cacacaaeanaaan B
...................................................... ACGGGTTAGGCTCTTGGGAGCT .. 11
.............. TCCCTGAGACCCTAACTTGT . L - oottt i e ee e e ea e e eaaeeeeaan T
.............. TCCCTGAGACCCTAACTTGTGAT . - - e e e e e e ee i eacacaaeaaeaacaaaenaan B
...................... ACCCTAACTTGTGA . . - e e e e e e cecaieaaaeaaa 3
_____________________ GACCCTAACTTGTGA . - - - e e e e c e e e e e e e e e e ea e eaeeaaa 2
.............. TCCCTGAGACCC - - - - e e e e e e e e e e e e e e e e eaiee e ieaeeeeeea 1
......................... CTAACTTGTGA . - - o e e e e ee e eeeeeeieeceeameeneaan 1
....................... CCCTAACTTGTG . - o e e e e e e ee e eeieececeeeeenn 1
_______________ CCCTGAGACCCTAACTTGTGAT . . - e o ce e e e e eecea e eeaeeeeaa 1
................. CTGAGACCCTAACTTGTGA . . - oot e i et e e ea e cee e eaeeen
.................... AGACCCTAACTTGTGA . - - - e e eecee e e ceacacaaaaeaaceannaaaa O
............... CCCTGAGACCCTAACTTGTG . - w e e e ee i eecceeccecaceaaecaeaaaaan O
....................................................... CGGGTTAGGCTCTTGGGAGCT .. 1
................. CTGAGACCCTAACTTGTG . . - e ee e ee e e eacea e caaaaaaaeaaaaz O
..................... GACCCTAACTTGTG. -« e e e eecea i eaaeaeaceaaeaacaacennnaaan O
............. GTCCCTGAGACCCTAACTTGTGA. - - o i ee i ee i e c e caciaaecacanacaaaa O
...................................................... ACGGGTTAGGCTCTTGGGAGE. .. 7
..................................................... CACGGGTTAGGCTCTTGGGAGE. .. 6
...................................................... ACGGGTTAGGCTCTTGGGAGCTat 5
............. taCCCTGAGACCCTAACTTGTGAT . L . i iee e e e cieceaaeaa 3
...................................................... ACGGGTTAGGCTCTTGGGAGCTLL 3
...................................................... ACGGGTTAGGCTCTTGGGAGCTLLL 2
.............. TCCCTGAGACCCTAACTTGTGOT - - -« o e e e cee e e cee e e e e ceaaeaeaaan 2
______________ TCCCTGAGACCCTAACTTGTGET - - -« o e e c e e e e e e e ea e e eaeaa 2

mmu-mir-125b-5p(mmu-mir-125b-2)
GCCTAGTCCCTGAGACCCTAACTTGTGAGGTATTTTAGTAACATCACAAGTCAGGTTCTTGGGACCTAGGC

(CCCCC- - CC- - CCC- CCC- (- - (CC----2))---333))))-D))-D)) - -)) - -)))))) (~36.30)
*#x**TCCCTGAGACCCTAACTTGTGA

...... TCCCTGAGACCCTAACTTGTGA . - - oo i i i i i i i i i i e i i e e e e e e e e eeaaaaaaaaaaa--. 333*
...... TCCCTGAGACCCTAACTTGT G - - o i e e e ie i e e eeaeeaaeaean-- T4
............... CCCTAACTTGTGA . - i i i i iaieecccaaacaenanaea--- 15
....... CCCTGAGACCCTAACTTGTGA. .t e e e e i i eacescccccceaceaaaaaaaeana 8
...... TCCCTGAGACCCTAACT TG - v i e i e e e e e e e e e e e e e e e e e e e e e e e e e eaeaeaaeaa T
.............. ACCCTAACTTGTGA. - o i i e e i i i e ieeeaeaeeeaaaaaaeeaeaaa 3
............. GACCCTAACTTGTGA. - o i i e e e i e eeecimmeeeccaaaaaaenana 2
...... TCCCTGAGACC . e i i i i i i i e eeeccccceecccacaeeecaanaaeananana 1
................. CTAACTTGTGA . - ittt iiccccceeeaenanaaaaa 1
...... TCCCTGAGACCCTAACTTGTGAG . - - e e e e e e eeeeeeeaaean 4
............... (00 0 1 G I 1 I
......... CTGAGACCCTAACTTGTGA . - i i i e i i e meseecmeeeeeeananaaa 1
............................................. ACAAGTCAGGTTCTTGGGACC. ..... 2
............ AGACCCTAACTTGTGA . - o i i i i i e eii e e ceeeeeeceeeaaaaa 0
....... CCCTGAGACCCTAACTTGT . - e e i i e i e i e eeeiimacescccaaeaaccnananaa=aa 0
......... CTGAGACCCTAACTTGTG. - i e i e i i i i i ieeeececescccceeaecenanana-- 0
............. GACCCTAACTTGTG. - o i i oo i i i i i i i i i i i iiiiiccccceeeeeannaaaaaa 0
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..... GTCCCTGAGACCCTAACTTGTGA. - oo i i i it iiiiccccceceaaaaanaaaaa 0
..... aTCCCTGAGACCCTAACTTGTGA. « - o e i i e i e e i e mmeacmmaaaaananan (T
...... TCCCTGAGACCCTAACTTGTG A . - oo i i i i i i i i i i i i i e i e e e e eaaaaaaaaaa-2 B
...... TCCCTGAGACCCTAACTTGTGAR . - - i i e e e e e e e e e e e e e e e e e e e e e e e eeaeaaaaaa--- 44
...... TCCCTGAGACCCTAACTTGTGE . - o oo oo i i i i i i i i i i i i i i i i i iiieeeeaaaaaaaa--- 31
..... tCCCCTGAGACCCTAACTTGTGA. « - o i e i i i i i eeeccmaeeccceaaaaeaa-aa. 18
...... TCCCTGAGACCCTAACTTGTaA . - - i i i i e e e e e e e e e e e e e e e e e e eeeeaaaaaaa-- 18
...... TCCCTGAGACCCTAACT TG A - c e e e e e e e e e e e e e e e e e e e e e e e e e e e e eeeaaaaaaa--- 16
...... TECCTGAGACCCTAACTTGTGA .« o i e e e e i e i e e meeeee e 12
..... tCCCCTGAGACCCCTAACTTGTGA . & - i i i i i eeiimmeeccceaaneeaa-=a. 10
..... aTCCCTGAGACCCTAACTTGTG. - oo i i i iiiiiccceeeeeeaaaaaaa 9
..... aTCCCTGAGACCCTAACTTGTGEA. . i i it iiiiccccccacaaaaaaaaa. O
...... TCCCTGAGACCCTAACTTGTGtAA. - - oo i e e i i i i i i i i i e i i i i i e e e e eeeeaaaaaaaa--- 6
...... TCCCTGAGACCCTAACTTATGA . & - it i i iiceecccccanaaacaaaaaa. b
...... TCCCTGAGACCCCTAACTTGTGA . - - i i e i e e e e e e e e e e e e e e e e e eeaaaaaaaaa-- 6
...... TCCCTGAGACCCTAACTTGTGABA - - - o c e e e e e e e e e e e e e e e e e e e e e e e eeaaaaaaaaaa2 D
...... CCCCTGAGACCCTAACTTGTGA . - - oo i i i i i it iiiccccccccceeaaaaaaaaa D
...... TCCCTGAGACCCTAACTTGT-AG. - - i i i i i i i i iiescccccaaaaaaaaaaas D
...... TCCCTGAGACCCTAACCTGTGA . - - i i i i i e e e e e e e e e e e e e e e e e e e eaeaaaaaaa B
...... TCCCTGAGACCCTAACTTAGTGA . - - oo i i i i i i e i i e i e e e e e e e eeeaaaaaaaa2 B
----AtcCCCTGAGACCCCTAACTTGTGA . - - i e i i i e eeeeennns 5
...... TCCCTGAGACCCTAACTTGTGg - - - - i e e i e e i e eeeic e e meeccmaaaaaananan 4
...... TCCCTGEAGACCCTAACTTGTGA . - - i e e e e e e e e eeeeaaaaaaa 4
...... TCCCTGAGACC-TAACTTGTGA . - oo e e e e e e e e e eeaaaaaaaa 4
....... TCCTGAGACCCTAACTTGTGA - - - o i i e e e e e e e cee e e eeeeeeeaaaeanaaa 4
----AaTCCCTGAGACCCTAACT TGTGA. « o o e i e e i i e et e mmeeccamaaacaanan 4
....... tCCTGAGACC-TAACTTGTGA . - i iiicccccccaaaaaaaaaa 4
...... TCCCTaGAGACCCTAACTTGTGA . - - i e e e e e e eeeeeaaaaaa 4
...... TCCCTGAGACCCTAACTTEGTGA . - - i i e e eeeeeeeeaean 4
...... TCCCTGAGACCCTAACTCGTGA . & o i i i i e i mmeecccaaaacanaaaas 3
............... CCCTAACTTGTGA. - it iiiccccceeaaaaaaaaaaa 3
...... TCCCCGAGACCCTAACTTGT G - i i i e e e e i e e e e e e e e e e e e e e e e e e e eeaaaaaaaaa2 3
...... TCCCTaAGACCCTAACTTGTGA. - - i i i i i i i i i e i e e e i e e e e e e e eeeeeaaaaaaaaaa2 3
...... TCCCTGAGACCCTAACT-GTGA . « - i i i i iamesccccaaaacanaaaas 3
...... TCCCTGAGACCCTAACT TG TG - - i i i i i i i i i i e e e e e i e i e e e e e e e e e eeeaaaaaaaa 3
.............. CCCCTAACTTGTGA . - i it iicccccceeeaaaaaaaaa 3
...... TCCCTGAGACCCTAACTTGTGARG - - - i e e i e e e i e e e e e e e e e e eeeeaeaaaan 2
...... aCCCTGAGACCCTAACTTGTGA. - o i i i e e i e e meecmmmmeeccmaaaaanana 2
...... TCCCCGAGACCCTAACTTGTGA . - - i i e i e e s e meccecceeaacenanans 2
..... TTCCCTGAGACCCTAACTTGTGA . - - it iiccccccccaaaaaaanas 2
..... taCCCTCGAGACCCTAACTTGTGA . - - it ccccccccacaaaannns 2
..... ATCCCTGAGACCCTAACT TG TGA@ . - - e e e e e i e e i e mmeecamaaaacnannns 2
...... TCCCTGAGACCCTEAACTTGTGA . - - i i i i e meceecccecacecannns 2
....... CCCTGAGACCCTAACTTGTGAG - - - oo iiiciccceecaaaaannaas 2
..... tcCCCTGAGACCCTAACTTGTGAG . - - - oo iicccccccceaeaannnnas 2
..... taCCCTGAGACCCTAACT TGTGA . « - o i e e e it i i mmecccaaaaaenanans 2
...... TCCCTGAGACCETAACTTGTGA. - - i i i e i e i e mececcaeaaceeanans 2
..... taCCCTGAGACCCTAACTTGTGEA . it iccccccccaaaannanas 2
............... CCCTAACTTATGA . - e e e e e eeeeeeaaans 2
..... TCCCCTGAGACCCTAACT TG T G« o i e e e e i e i i e meecmmcmeccccaaaaaananans 2
...... TCCCTGAGACCCTAACT TGT-AG-TA . .t i i i i i eeieccceeecanans 2
...... TCCCTGAGACCC-AACTTGTGA . - - i e e e e e e eaeeaaaaaa 2
...... TCCCTGAGACECTAACT TGTGA .« - o i i e e e e e eeeeeaeaean 2
...... TCCCTGAGACCCTAACTTGCGA . - - o i e i i i e i i meeccaaaacenannns 2
..... TCCCCTGAGACCCTAACTTGTGtA . - - i i i i e ceeecccmecaaceanans 2
...... TCCCTGAGAACCCTAACTTGTG A - - e e e e e eeaeaaaaaan 2
............... TCCTAACTTGTGA . - oo i e i e e e e eeeee e eeeaaaa 2
..... aTCCCTGAGACC-TAACT TGTGA. - - o i i i i e it i i mmeccccmaaaaanannns 2
...... TaCCTGAGACC-TAACTTGTGA. - - i i i i i i e e mececcccaaccnanans 2
..... aTCCCTGAGACCCTAACTTGT - - i i i icccccccaaaaaaaanas 2
...... TCCCTGAGACCCTAACOTTGTGA . - o i i i e e eeeeeaeaean 2
..... aTCCCTGAGACCCTAAACT TGTGA . < o i e i i i i mmeeccmaeaaeeannns 2
....... CCCTGAGACCCTAACTTGTG A, - o i e i i i i i i ceeccccceacananenana 2

mmu-mir-126-3p(mmu-mir-126)
TGACAGCACATTATTACTTTTGGTACGCGCTGTGACACTTCAAACTCGTACCGTGAGTAATAATGCGCGGTCA

- (CC- (- - - - - CCC----0DD--2000000)-000000000)) -)) -))) - (=32.30)
TCGTACCGTGAGTAATAATGCG* ¥

............................................. TCGTACCGTGAGTAATAATGCG. . ..... 602*
.............................................. CGTACCGTGAGTAATAATGCG. ...... 254
........ CATTATTACTTTTGGTACGCG. - - it iicccccceeaaaanaaaaaaa 212
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............................................. TCGTACCGTGAGTAATAATGC. ....... 21
............................................ CTCGTACCGTGAGTAATAATGCG. ... ... 17
.............................................. CGTACCGTGAGTAATAATGC........ 6
....... ACATTATTACTTTTGGTACGC . - - i i i i i i i i e e e e i i i i i e i i e e e i e e eeeaaaaaaaaa B
........ CATTATTACTTTTGGTACGCGC . - - oot i i icccccccaanannnnaaaaa 4
............................................ CTCGTACCGTGAGTAATAATGC........ 4
........ CATTATTACTTTTGGTACGC . - e i i i i i eicimmmeeccaaaanenaan 2
................ CTTTTGGTACGCG . - - i ccceceeaaaaaaaanaas 2
............................................... GTACCGTGAGTAATAATGCG....... 2
_____________________________________________ TCGTACCGTGAGTAATAATG. ... ..... 1
........................................... ACTCGTACCGTGAGTAATAATGCG. ...... 1
........ CATTATTACTTTTGGTACGCG T - - - i i iiiiccceceeeeeannaaaaa 1
............................................ CTCGTACCGTGAGTAATAAT.......... 1
_____________________________________________ TCGTACCGTGAGTAATAATGCGC. ..... 1

mmu-mir-126-5p(mmu-mir-126)
TGACAGCACATTATTACTTTTGGTACGCGCTGTGACACTTCAAACTCGTACCGTGAGTAATAATGCGCGGTCA

- (((- (- Q- CCCCCC-C- - - (CC----32)--2-233)1))-2))))))))))-))-))) - (-32.30)
FHFXXXXXCATTATTACTTTTGGTACGCG

_____________________________________________ TCGTACCGTGAGTAATAATGCG. .. .... 602
.............................................. CGTACCGTGAGTAATAATGCG. ...... 254
........ CATTATTACTTTTGGTACGC .- - - i ccceeeeeaaaanaaaa. 212%
............................................. TCGTACCGTGAGTAATAATGC. ....... 21
............................................ CTCGTACCGTGAGTAATAATGCG. ... ... 17
.............................................. CGTACCGTGAGTAATAATGC........ 6
....... ACATTATTACTTTTGGTACGC . - - i i i i e i i i e i e e e i i i i e e e e e e i e e eeeaaaaaaaaa B
........ CATTATTACTTTTGGTACGCGC . - - oot icccccccaanannnnaaaaa 4
............................................ CTCGTACCGTGAGTAATAATGC........ 4
........ CATTATTACTTTTGGTACGC . - .t ot i i e i eiicmmeeccaananenaas 2
................ CTTTTGGTACGCG . - - it cececceaaaaaaaanaas 2
............................................... GTACCGTGAGTAATAATGCG....... 2
_____________________________________________ TCGTACCGTGAGTAATAATG. ... ..... 1
........................................... ACTCGTACCGTGAGTAATAATGCG. ...... 1
........ CATTATTACTTTTGGTACGCG T - - - oo i i i iiccccccceeaeannaaaaa 1
............................................ CTCGTACCGTGAGTAATAAT.......... 1
_____________________________________________ TCGTACCGTGAGTAATAATGCGC. ..... 1
............................................. TCGTACCGTGAGTAATAATGECG. ..... 59
........ CATTATTACTTTTGGTACGCGE. . . ... i i iiiiicccccnaaannnnnnnaa. D4
............................................. TCGTACCGTGAGTAATAATGCa....... 50
............................................. TCGTACCGTGAGTAATAATGCGa. .. ... 47
.............................................. CGTACCGTGAGTAATAATGCGE...... 46
............................................. TCGTACCGTGAGTAATAATGCGE...... 41
.............................................. tGTACCGTGAGTAATAATGCG. ...... 39
............................................ aTCGTACCGTGAGTAATAATGCG....... 36
........ CATTATTACTTTTGGTACG . v v v i i e i i e i i eie i iemeeecccceeeccnananananaa 31
.............................................. CGTACCGTGAGTAATAATGCGa...... 30
_____________________________________________ TEGTACCGTGAGTAATAATGCG. ... ... 22
............................................. aCGTACCGTGAGTAATAATGCG. .. .... 21
.............................................. CGTACCGTGAGTAATAATGECG...... 20
.............................................. CGTACCGTGAGTAATAATGCa....... 19
........ CATTATTACTTT-GGTACGC - -« o - i e e e i i i e ceieeeeeeeeeaeeenaa. 18
........ CATTATTACTTTTGGTACGCGA. « « - - e e e i e e i i e ieeeimcmeeccaaaaaaeaaaaa 13
........ CATTATTACTTTTGGTACGECG. v i i i i e i i i e e meeeecmananenanaa 12
............................................ taCGTACCGTGAGTAATAATGCG....... 9
_____________________________________________ TCGTACCGTGAGTAATAATGaCG. . .... 7
........ TATTATTACTTTTGGTACGC . - v o i e e e e i i e i eeei e mmeecmmamaaanaaa [
....... CEATTATTACTTTTGGTACGCG. v v i i e i i it e i i i ciicicceeeccccaaaaaeanan. O
........ CATTATTACTTT-GGTACGCGE. . . ... i iiiiicceccaaaaaaaanaanaaa D
.............................................. CtTACCGTGAGTAATAATGCG....... 5
.............................................. CaTACCGTGAGTAATAATGCG....... 4
............................................. TCGTACCGTGAGTAATAATaGCG...... 4
............................................. TCGTAaCCGTGAGTAATAATGCG...... 4
______________________________________________ tGTACCGTGAGTAATAATGCGE. ..... 4
............................................. CCGTACCGTGAGTAATAATGCGa. ..... 3
........ CATTATTACTTTTGGTACGCLA. « v - i e i i i i ii i i i cieccceeecccnaaananana 3
........ CATTATTACTTTTEGGTACGCG. - - oo i it i i iicccceceeaaaaanaaaaa 3
............................................. TCGTACCGTGAGTAATAAaTGCG...... 3
............................................. TCGTACCGTGAGTAATAATagtCG..... 3
........ CATTATTACTTT-GGTACGECG. « « s i i i i i i i i i ceiccceeecccaaaananana 3
............................................. TCGTACCGTaAGTAATAATGCG....... 3
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.............................................. CGTACCGTGAGTAATAATGCat...... 3
........ TATTATTACTTTTGGTACGCGtE . - - i i i i i cii i ceeecaaaaaaean-aa 3
............................................. TCaTACCGTGAGTAATAATGCG. ...... 3
.............................................. CGTACCGTGAGYTAATAATGCG...... 3
.............................................. ttTACCGTGAGTAATAATGCG. ...... 3
.............................................. CGTACCGTGAaTAATAATGCG....... 3
............................................. CCGTACCGTGAGTAATAATGCG....... 3
........ CATTATTACTTTTGGTACGCGta . - - - oot ii i iiccccceeaaaaaaaaaaa 3
.............................................. CGTACCGTGAGTAATAAaTGCG...... 3
............................................ aTCGTACCGTGAGTAAaTAATGCG...... 3
............................................. aCGTACCGTGAGTAATAATGCGE. ..... 3
........ CATTATTACTTTTGGTACGCGET - - oot i i iicccceceaaaaaanaaaaa 3
............................................. TCaTACCGTGAGTAATAATGCGa. ..... 2
............................................. TCGTACCGTGAGTAATAATGEC. .. .... 2
....... ACATTATTACTTT-GGTACGCG. - - - i e i i i eeecacmaeeccananaas 2
............................................ tcCGTACCGTGAGTAATAATGCG. ...... 2
............................................. TCGYTACCGTGAGTAATAATGCG. ..... 2
........ CATTATTACTTTTGGTACGCGAC. - - - o i e e e e e e e e eeeeeeeaeaeaaan 2
.............................................. CCcTACCGTGAGTAATAATGCG. . ..... 2
.............................................. CGTACCGTGAGTAAQTAATGCG...... 2
.............................................. CGTACCGTGAGTAQTAATGCG. ...... 2
................. TTTTGGTACGECG. - - o o o i i i e e e e e eeeeeeeaeeaan 2
........ CATTATTACTTTTGETACGC . - v o i e i i i i i e i mmmeeccaaaanenaan 2
............................................. TCGTACCGTGAGTAATAATGgA. . . .... 2
.............................................. CGTACCGTCGAGTAATAATGCG...... 2
............................................. TCGTACCGTGAGTAATAATaCG. ...... 2
............................................ CTCGTACCGTGAGTAATAATGCa. ...... 2
........ CATTATTACTTTTaGTACGC . - - - i iccccecaaaaaanannas 2
............................................. TCGTgCCGTGAGTAATAATGCG. ...... 2
............................................ aTCGTACCGTGAGTAATAATGCGa. .. ... 2
........ CATTATTACTTT-GGTACG A - v o i e e i i i e i eeeimmmeaccamaaananaan 2
............................................. TttaACCGCGAGTAATAATGCG. . ..... 2
............................................. TCGTACCGTGAGTAATAATGtaCG..... 2
........ CATTATTACTTTTGGTACGACG. - - - - o e e e e e e e e e e e e e eeaeaeanan 2
............................................. TCGTACCGTGAGTA-TAATGCG. ...... 2
...... aACATTATTACTTTTGGTACGC .- - - - it eccccccaaaaaaaanans 2
............................................ taCGTACCGTGAGTAATAATGECG. ..... 2
............................................. TCGTACCGTGAGTAATAATGEG. .. .... 2
............................................. TCGTACCGTGAGTAATAATGE. ....... 2
........ CATTATTEACTTTTGGTACGC . v i i e e e i i i i meieecceceeccanananann 2
........ TATTATTACTTTTGGTACGCEa . - - - . i iiiccccccaaaaaaaaaaan 2
............................................. TCGTACCGTGtAGTAATAATGCG. . .... 2
............................................. TCGTACCGTGAGTAATAQTGCG. .. .... 2
.............................................. CGTACCGTGAGTAATAATaCG....... 2
.............................................. CGTACCGTGAGTAATAATGaCG...... 2
................. TTTTGGTACGCGA . - - o - e e e e e e e e e e eeeeeeeeanaan 2
............................................ taCGTACCGTGAGTAATAATGC. .. ..... 2
........ CATTAT-ACTTT-GGTACGCG. v e i i i i e i i i ceeeccccceeccanananaan 2
............................................ aTCGTAaCCGTGAGTAATAATGCG...... 2
.............................................. CGTACCGCGAGTAATAATGCG. ...... 2
.............................................. CGTACCGTGAGTAATA-TGCG....... 2
.............................................. CGTAtCGTGAGTAATAATGCG....... 2
............................................. TttaACCGTGAGTAATAATGCG. ...... 2
............................................ CTCGTACCGTGAGTAATAATGECG. ..... 2
.............................................. CGTACCGTGAGTAATAATGCGta. .... 2
............................................. TCGTAtCGTGAGTAATAATGCG. ...... 2
............................................ aTCGTACCGTGAGTAATAATGECG...... 2
........ CATTATTACTTTTGGTACGCAt. - - - i i i e e eeeeceeaeaeas 2

mmu-mir-127(mmu-mir-127)
CCAGCCTGCTGAAGCTCAGAGGGCTCTGATTCAGAAAGATCATCGGATCCGTCTGAGCTTGGCTGGTCGG

(CCC(C- - - - - (- (- (. - - - - 2)--220333-33-23)33)0I))))))) - - - - (-34.90)
TCGGATCCGTCTGAGCTTGGCT******

.......................................... TCGGATCCGTCTGAGCTTGGCT - .. ... 213*
.......................................... TCGGATCCGTCTGAGCTTGG. . ....... 35
.......................................... TCGGATCCGTCTGAGCTTGGC. - ... ... 35
......................................... ATCGGATCCGTCTGAGCTTGGCT .. ..... 11
........ CTGAAGCTCAGAGGGCTCTGATT . - - o e e e ee e e ceeceeccacaaeaaan 9
________ [oge7.¥.cTog {o7.YcY.YelelcTon foy 1 c7.N NN 4
.......................................... TCGGATCCGTCTGAGCTTGGCTG. - . ... 4
........................................... CGGATCCGTCTGAGCTTGGCT....... 3
......................................... ATCGGATCCGTCTGAGCTTGGC . ... ... 2
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.................................................. GTCTGAGCTTGGCT....... 2
................................................... TCTGAGCTTGGCT....... 2
.......................................... TCGGATCCGTCTGAGCTTGGCTE...... 53
.......................................... TCGGATCCGTCTGAGCTTGGCTaa. . ... 41
.......................................... TCGGATCCGTCTGAGCTTGGCTat..... 39
.......................................... TCGGATCCGTCTGAGCTTGGE........ 34
.......................................... TCGGATCCGTCTGAGCTTGGCTaaa 26
.......................................... TCGGATCCGTCTGAGCTTGGCTtE..... 25
.......................................... TCGGATCCGTCTGAGCTTGGCTa...... 24
.......................................... TCGGATCCGTCTGAGCTTGGECT...... 13
......................................... ATCGGATCCGTCTGAGCTTGGE. .. ..... 12
.......................................... TCGGATCCGTCTGAGCTTGGCTtaa 11
.......................................... TCGGATCCGTCTGAGCTTGGCTaaT 10
.......................................... TCGGATCCGTCTGAGCTTGGCa. ...... 9
.......................................... TCGGATCCGTCTGAGCTTGGa........ 8
.......................................... TCGGATCCGTCTGAGCTTGGCTtaT 7
.......................................... TCGGATCCGTCTGAGCTTGGCTta..... 7
.......................................... TCGGATCCGTCTGAGCTTGGCaT...... 7
.......................................... TCGGATCCGTCTGAGCTTGGCaa...... 6
.......................................... TtGGATCCGTCTGAGCTTGGCT....... 6
.......................................... TCGGATCCGTCTGAGCTTGGCaat..... 5
.......................................... TtGGATCCGTCTGAGCTTGGCTE...... 5
.......................................... TCGGATCCGTCTGAGCTTaGCT....... 5
.......................................... TCGGATCCGTCTGAGCTTGGCTatT 5
.......................................... TCGGATCCGTCTGAGCTTGGCTELT 5
......................................... ATCGGATCCGTCTGAGCTTGGCTE...... 5
.......................................... TCGGATCCGTCTGAGCTTGGaCT...... 5
.......................................... TCGGATCCGTCTGAGCTTGa......... 4
.......................................... TCGGATCCGTCTGAGtCTTGGCT...... 3
.......................................... TCGGATCCGTCTGAGCTTGGCTaGa 3
.......................................... TCGGATCCGTCTGAGCTTGGaa....... 3
.......................................... TCGGATCCGTCTGAGCTTGGETE...... 3
......................................... ATCGGATCCGTCTGAGCTTGGCTat..... 3
.......................................... TCGGATCCGTCTGAGCTTGGEC....... 3
.......................................... TCGGATCCGTCTGAGCTTGGCY-------. 3
.......................................... TCGGATCCGTCTGAGCTTGGCTata. ... 3
.......................................... TCGGATCCGTCTGAGCTTGGCTataa. .. 3
.......................................... TCGGATCCGTCTGAGCTTGGta. ...... 3
.......................................... TCGGATCCGTCTGAGCTTGGET....... 3
.......................................... TCGGATCCGTCTGAGCTTGGCTaG..... 2
.......................................... TCGGATCCGTCTGAGCTTGGCTtaaT... 2
.......................................... TCGGATCCGTCTGAGCTTGat........ 2
.......................................... TCGGATCCGTCTGAGCTTGGCTtta. ... 2
.......................................... TgGGATCCGTCTGAGCTTGGCTaa. ... 2
.......................................... TCGGATCCGTCTGAGCTTGGtaa...... 2
........................................ aATCGGATCCGTCTGAGCTTGGa. . .. ... 2
.......................................... TCGGATCCGTCTGAGCTTGGCTaac. ... 2
.......................................... TCGGATCCGTCTGAGCTTGGtaT...... 2
.......................................... TCGGATCCGTCTGAGCTTGGCC....... 2
.......................................... TCGGATCCGTCTGAGCTTGC. oo aaon 2
.......................................... TCGGATCCGTCTGAGCTTGGCTaaaT. .. 2
.......................................... TCGGATCCGTCTGtAGCTTGGCT...... 2
.......................................... TCGGATCCGTCTGAGCTTtGOT....... 2
........ CTGAAGCTCAGAGGGCTCTGA. « « - c e e e i e i i e meecemmmeeemananaas 2
......................................... ATCGGATCCGTCTGAGCTTGGCTaa. .... 2
........ TTGAAGCTCAGAGGGCTCTGAT - - - it iiccccceaaanannaa 2
......................................... ATCGGATCCGTCTGAGCTTGGCTtaa. 2

mmu-mir-128(mmu-mir-128-1)
GTTGGATTCGGGGCCGTAGCACTGTCTGAGAGGTTTACATTTCTCACAGTGAACCGGTCTCTTTTTCAGC

(CCCCC- - - (L - - CCCCC- - CCCCCCC----23000000000)) - - -DD)D))) - - -D))))) (=29.70)
TCACAGTGAACCGGTCTCTTTH***x*

........................................... TCACAGTGAACCGGTCTCTTT....... 31*
........................................... TCACAGTGAACCGGTCTCTTTT...... 13
........................................... TCACAGTGAACCGGTCTCTT........ 4
........................................... TCACAGTGAACCGGTCTCTTTTT..... 3
........................................... TCACAGTGAACCGGTCTCTTTa...... 6
........................................... TCACAGTGAACCGGTCTCTTTaT..... 3
........................................... TCACAGTGAACCGGTCTaCTTT...... 3
.......................................... aTCACAGTGtAACCGGTCTCTT....... 2
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........................................... TCACAGTGAACCGGTCTCTTTaa. .... 2
........................................... TCACAGTGAACCGGTCTCTTa- - vo--- 2

mmu-mir-128(mmu-mir-128-2)
CAGTGGGAAGGGGGGCCGATGCACTGTAAGAGAGTGAGTAGCAGGTCTCACAGTGAACCGGTCTCTTTCCCTACTG

UEE N u@Eaerm )-222)3)3)))---22)))1))))-))))))) (-37.20)
TCACAGTGAACCGGTCTCTTT*****xkk
............................................... TCACAGTGAACCGGTCTCTTT.. ... ... 31*
............................................... TCACAGTGAACCGGTCTCTT. ... 4

mmu-mir-129-3p(mmu-mir-129-2)
TGCCTTTCGCGAATCTTTTTGCGGTCTGGGCTTGCTGTACATAACTCAATAGCCGGAAGCCCTTACCCCAAAAAGCATTCGCGGAGGGCG

- (- (L - CLQaeCCzm ez o - - - 2))))---3333))--33)-333133)-3)))))))))))) - (-48.20)
AAGCCCTTACCCCAAAAAGCAT A Adddddddk

mmu-mir-129-5p(mmu-mir-129-1)

TGGATCTTTTTGCGGTCTGGGCTTGCTGTTCTCTCGACAGTAGTCAGGAAGCCCTTACCCCAAAAAGTATCTA

(- CCC- - (- CCC- - CCCC----22-22-22)-20))))--1))-))))))) -))))) (-30.90)
FHHFXCTTTTTGCGGTCTGGGCTTGC
_____ CTTTTTGCGGTCTGGGCTTGC - - v o o c e e e i e e e i i eea e mceecccieeaeaceaaanaaa 3F

mmu-mir-129-5p(mmu-mir-129-2)
TGCCTTTCGCGAATCTTTTTGCGGTCTGGGCTTGCTGTACATAACTCAATAGCCGGAAGCCCTTACCCCAAAAAGCATTCGCGGAGGGCG

- CCCCCCCCCCCCCCLOCOC- (CC- - CCCCUCCCCCC - - - - - 1IN --0NN-ININNNINNNIN)- (-4820)
CTTTTTGCGGTCTGGGCTTGC

.............. CTTTTTGCGGTCTGGGCTTGC . v e e e e e e e e i e e i iieeeeceeecccceecceeaaaeanaaa- 3%

e eeiiiiiiiiiiiiiiiiiiii......8AAGCCCTTACCCCAAMAAGCAT.............2

mmu-mir-130a(mmu-mir-130a)
GAGCTCTTTTCACATTGTGCTACTGTCTAACGTGTACCGAGCAGTGCAATGTTAAAAGGGCATC

- - (OO (- - (- CCCa- - - - - )-2)--)-2)--333)))-2)3))))) - - - (-22.50)
CAGTGCAATGTTAAAAGGGCAT*
......................................... CAGTGCAATGTTAAAAGGGCAT .. 523*
......................................... CAGTGCAATGTTAAAAGGGCA. .. 57
......................................... CNGTGCAATGTTAAAAGGGCAT .. 57
......................................... CNGTGCAATGTTAAAAGGGCA. .. 7
......................................... CAGTGCAATGTTAAAAGGG.. ... 4

......................................... CAGTGCAATGTTAAAAGGGCAC. . 66
......................................... CAGTGCAATGTTAAAAGGGCAa. . 46
......................................... CAGTGCAATGTTAAAAGGGCATt. 36
......................................... CAGTGCAATGTTAAA-GGGCAT. . 30
......................................... CAGTGCAATGTTAAAAGGGCEAT. 19
......................................... CAGTGCAATGTTAAAAGGGCATa. 18
......................................... TtAGTGCAATGTTAAAAGGGCAT. . 17
......................................... CAGTGCAATGTTAAAAGGGCACT. 17
......................................... CAGTGCAATGTTAAAAaGGGCAT. 16
........................................ aCAGTGCAATGTTAAAAGGGCAT.. 13
......................................... CAGTGCAATGTTAAAAGGGCATta 11
......................................... CNGTGCAATGTTAAAAGGGCAa. .
......................................... CAGTGCAATGTTAAA-GG-CAT. .
......................................... CAGTGCAATGTTAAAAGGGCATaa
........................................ CtAGTGCAATGTTAAAAGGGCAT. .
......................................... CAGTGCAATGTTAAA-GGGCA. . .
......................................... CNGTGCAATGTTAAAAGGGCAC. .
......................................... CAGTGCAATGTTAAAAGGGCtaC.
......................................... CAGTGCAATGTTAAAAGGGCAca .
......................................... CAGTGCAATGTTAAAAGGGCQT. .
......................................... CAGTGCAATGTTAAAAGGGCTA. .
......................................... CAGTGCAATGTTAAAAGGGTLCAT.
......................................... CAGTGCAATGTTAAA-GGGCTAT.
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......................................... CgGTGCAATGTTAAAAGGGCAT . .
......................................... CAGTGCAATGTTAAAAGGGCATtaa 4
......................................... CNGTGCAATGTTAAAAGGGCATa .
......................................... CNGTGCAATGTTAAAAGGGCATE.
......................................... CNGTGCAATGTTAAAAaGGGCAT .
........................................ aCAGTGCAATGTTAAAAAGGGCAT .
......................................... tAGTGCAATGTTAAAAGGGCA. . .
......................................... CAGTGCAATGTTAAAAaGGGCAC -
......................................... tAGTGCAATGTTAAA-GGGCAT . .
........................................ aCAGTGCAATGTTAAAAGGGCA. . .
......................................... CAGTGCAATGTTAAAAGG-CAT . .
........................................ aCAGTGCAATGTTAAAAGGGECAT.
......................................... CAGTGCAATaTTAAAAGGGCAT . .
......................................... CAGTGCAATGTTAAA-GGGCAa. -
......................................... CAGTGCAATGTTAAA-GGCTAT . .
......................................... CAGTGCAATGTTAAAAGGCTAT . .
......................................... CAGTGCAATGTTAAA-GGcaA. . .
........................................ aCAGTGCAATGTTAAAAGGGCAa. -
......................................... CAGTaGCAATGTTAAAAGGGCAT .
......................................... CAGTGCAATGTTAAAAaGGCAT . .
......................................... CAGTGCAATGTTAAAAGGGCtAa.
........................................ CtAGTGCAATGTTAAAAGGGCA. . .
........................................ aCAGTGCAATGTTAAAAaGGGCAC.
......................................... CAGTGCAATGTTAAA-GGGCtA. .
......................................... CAGTGCAATGTTAAAAGGGCAaTt
......................................... CAGTGCAgTGTTAAAAGGGCA. . .
......................................... CAGTGCAATGTTAAAAGGGaCtAT
......................................... CAGTGCAATGTTAAAAGG-CA. ..
....................................... AcgAGTGCAATGTTAAA-GGGCA. . .
......................................... CAGTGCAgTGTTAAAAGGGCAT . .
.......................................... tGTGCAATGTTAAAAGGGCAT . .
......................................... CAGTGCAATGTTAAAAGGGCEATt
......................................... tAGTGCAATGTTAAAAGGGCAa . -
......................................... CAGTGCA-TGTTAAA-GGGCAT . .

I

NNNNNNNNNNNNNNNNNNNNNNNNOOOWWWWWwAD

mmu-mir-130b(mmu-mir-130b)
GGCTTGTTGGACACTCTTTCCCTGTTGCACTACTGTGGGCCTCTGGGAAGCAGTGCAATGATGAAAGGGCATCTGTCGGGCC

(CCCCC- CCCC- - (- - (- (- - - - - ((----32-32-33133133)--3333)))--3))-3))))) (-32.10)
CAGTGCAATGATGAAAGGGCAT**H#xkx

.................................................. CAGTGCAATGATGAAAGGGCAT . . .. ....... 92*
__________________________________________________ CAGTGCAATGATGAAAGGGCA - . . -« o oo 11
............ ACTCTTTCCCTGTTGCACTACT - - - - e e et e et e e e e e e e ee e aeeeaeaaa T
.................................................. CNGTGCAATGATGAAAGGGCAT . . ... ... 7
.................................................. CNGTGCAATGATGAAAGGGCA. . ... ....... 4
____________ ACTCTTTCCCTGTTGCACTAC . - - -« e e e c e e e e e e e e e e e e e e ea e e aaceaeaaas 3
.................................................. TtAGTGCAATGATGAAAGGGCAT . . .. ....... 10
.................................................. CAGTGCAATGATGAAAGGGCATE. ......... 9
__________________________________________________ CAGTGCAATGATGAAAGGGCAQ. - - -« eceuo. 7
................................................. aCAGTGCAATGATGAAAGGGCAT. .......... 4
.................................................. CNGTGCAATGATGAAAGGGCAA. . .- ... .... 4
.................................................. CAGTGCAATGATGAAAGGGCAC. ... ....... 4
__________________________________________________ CAGTGCAATGATGAAAGGGCATaA. - . .- .... 4
.................................................. CAGTGCAATGATGAAAAGGGCAT. ......... 3
.................................................. CAGTGCAATGATGAAAGGGCEAT. ......... 3
.................................................. CAGTGCAATGATGAAAGGGCATE. ......... 2
__________________________________________________ CAGTGCAATGATGAAAGGGCATA. - - .. o.... 2
.................................................. CNGTGCAATGATGAAAGGGCATE. . ........ 2
.................................................. CAGTGCAATGATGAAAGGGCYT . . oo ceeno. 2
.................................................. CAGTGCAATGATGAAAGGGCEA. . ......... 2

mu-mir-132(mmu-mir-132)
GGGCAACCGTGGCTTTCGATTGTTACTGTGGGAACCGGAGGTAACAGTCTACAGCCATGGTCGCCC

CCCC: CCCCCCCLC - - CCCCCCCCCC- CCC- - -2)) - - DI - - DINININI D)) (-37.30)

TAACAGTCTACAGCCATGGTCG***

mmu-mir-133a(mmu-mir-133a-1)
GCTAAAGCTGGTAAAATGGAACCAAATCGCCTCTTCAATGGATTTGGTCCCCTTCAACCAGCTGTAGC
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(CCC- (- - (- - e e 2)))))))-3)-))--3))))-)))) (-27.80)
TTTGGTCCCCTTCAACCAGCTG****

mu-mir-133a(mu-mir-133a-2)
AGAAGCCAAATGCTTTGCTGAAGCTGGTAAAATGGAACCAAATCAGCTGTTGGATGGATTTGGTCCCCTTCAACCAGCTGTAGCTGCGCATTGATCACGCCGCA
SR CERY (CCCER ((CEY (CCCCCER (&1 (Y (CCCCC(CR CXTTY )---33333333-33-32--3333332-333)---I)))) - - - - - - ))--)-

(-35.60)

TTTGGTCCCCTTCAACCAGCTG

mmu-mir-133b(mmu-mir-133b)
CCTCCAAAGGGAGTGGCCCCCTGCTCTGGCTGGTCAAACGGAACCAAGTCCGTCTTCCTGAGAGGTTTGGTCCCCTTCAACCAGCTACAGCAGGGCTGGCAAAGC

TCAATATTTGGAGA
- (CCCCCC- - CCCC- (- (- - (- CC- (- CC-€CCC---I000039033-30-33--33003333 23300033 - D)) - - -))

))----)))))))- (-61.20)

TTTGGTCCCCTTCAACCAGCTA

FhkFhkdhkhk Ak hkr ki

mmu-mir-134(mmu-mir-134)
AGGGTGTGTGACTGGTTGACCAGAGGGGCGTGCACTCTGTTCACCCTGTGGGCCACCTAGTCACCAACCCT

(CCCC- - (CCCCLCC- - CCC- (- - (- - - - - 2)---333)-2))--3)-)))))))--))))) (-34.50)
*x#xx*TGTGACTGGTTGACCAGAGGGG

...... TGTGACTGGTTGACCAGAGGGG - - - -« e e v ee i eeaeea e e e eeameameameaeaan 92%
...... TGTGACTGGTTGACCAGAGGG . - - - - -« e e ee o eeceaceecaceacaeanaaaaa- 33
...... TGTGACTGGTTGACCAGAGG - - -« -« e e e ee i ec e cececieecaaaaaeaaaao 8
........... CTGGTTGACCAGAGGG . - -« -« e e e e e e e e e e ea e e e eaaeaaees 2
............... TTGACCAGAGGGG . - - - o e e e e e e e e e e e eameaeaceaaeaaas 2
...... TGTGACTGGTTGACCAGAGGGGE . . - - o o e ee e i e ieceeccecaaeaaaao 39
...... TGTGACTGGTTGACCAGAGGGT - -« - -« « o e e e e c e e ee e e ea e eeaeaameaoaas 12
...... TGTGACTGGTTGACCAGAGGGA - - - - -« o v e ee e eeaeeaeaceaceaaccaceaneanaaa 10
...... TGTGACTGGTTGACCAGEAGGGG. - - - - e e e ceeaccaceacacccaccaaacaacaaa- B
...... TETGACTGGTTGACCAGAGGGG - - - - - o e oo eececccaceacacceacaaaaaaaaaaaa B
...... TGTGACTGGTTGACCAGAGGGGEAA - - « - - <« w e ee e e caeaceaccaacaacaanaaaaaas B
...... TGTGACTGGTTGACCAGAGGGAAT. - - - - c e e eeaccac e e caacaaceaceanann b
...... TETGACTGGTTGACCAGAGGGGE . - - - - oo e eei e ee e cicaccaceaaeaaeaas 3
...... TGTGACTGGTTGACCAGAGGGGY. - - - - - -« e we o eec e cee e i cemceceeceaaeaan 3
...... TGTGACTGGTTGACCAGAGGGGEE. - - - o e e ei i ce e ea i ceaceaacaceaaaas 3
...... TGTGACTGGTTGACCAGAGGGGAAT - - - -« v e eeaceac e eaaeaccaccaaeaneans 3
...... TGTGACTGGTTGACCAGAGGGAAR. - - - - -« e« e eeemee e e ceacaceaceaeaas 3
..... ATGTGACTGGTTGACCAGAGGGG - - -« -« e o e e ee o eec e cecacceecaaeaaaaa 3
...... TGTGACTGGTTGACCAGAGGGGAA. - - « -« « o« e ee e e ce o ea e ceaccaccaaeaeans 3
..... ATGTGACTGGTTGACCAGAGGBGGT . - - -« e e e ee o ea e ea i ea e e ceaccaeaeanas 2
...... TGTGACTGGTTGACCAGAGGGGAL . - - - - -« e e ee e ce e e i ee e ceaceaaeaan 2
..... ATGTGACTGGTTGACCAGAGGG - - - -« o c e e ee o ee e e e e e eee e ceeieaaa 2
...... TGTGACTGGTTGACCAGEAGGGGT . - - - - -« o e ee e e e e e ea i eaeaeaaeaaeaas 2
...... TGTGACTGGTTGACCAGAGGGEE . - - - - o e et e e e e e e eceameaeaaeaaeans 2
...... TGTGACTGGTTGACCA-AGGGG - - - - -« e ee e e e e ee e e e ceaceaaean 2
...... TGTGACTGATTGACCAGAGGGG - - - - -« o e ee o ee e ee e eee e e cecaaan 2
............................................. CTGTGGGCCACCTAGTCACCLAA. ... 2
...... TGTGACTGGTTGACCAGAGGAGT . - - - - o e e e e e mca e e eaceacaaeaaean 2

mmu-mir-135a(mmu-mir-135a-1)
AGGCCTCACTGTTCTCTATGGCTTTTTATTCCTATGTGATTCTATTGCTCGCTCATATAGGGATTGGAGCCGTGGCGTACGGTGAGGATA

- - - (CCCCCCCC- (- CLCCCCCLCC- - (el m o 232)3333331)-33)03)333)-)-2))I)))) - - - (-43.92)
TATGGCTTTTTATTCCTATGTGA
................ TATGGCTTTTTATTCCTATGTGA. - - . oo e ot ot c e e et e o e e e e aacaeeaaeaaas 1%

mu-mir-13sa(mu-mir-13%a-2)
AGATAAATTCACTCTAGTGCTTTATGGCTTTTTATTCCTATGTGATCGTAATAAAGTCTCATGTAGGGATGGAAGCCATGAAATACATTGTGAAAATTCA
S (O (CCCERN (1 (O (G )--233233333313333333333333-33)---32)))---)) -
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TATGGCTTTTTATTCCTATGTGA
...................... TATGGCTTTTTATTCCTATGT A .« - i eccceceeaaaaaaaaaaaaaanaaaa 1%

mmu-mir-13sb(mmu-mir-13sby
CGCTCTGCTGTGGCCTATGGCTTTTCATTCCTATGTGATTGCTGCTCCGAACTCATGTAGGGCTAAAAGCCATGGGCTACAGTGAGGGGCAAGCTCC
FEQUEAERUEUUEH (R T5)5))))) )) 151 5) )3 )33 DI )I DI 2575 ) ) Fan

(-49.70)

TATGGCTTTTCATTCCTATGTGA
............... TATGGCTTTTCAT TCCT AT GT GA -« o o i o e e e et e e e e e e e e eeeee e e eeeeamaeanna 2%

mmu-mir-136(mmu-mir-136)
GAGGACTCCATTTGTTTTGATGATGGATTCTTAAGCTCCATCATCGTCTCAAATGAGTCTTC

(CCCCCCC- CCCCC- - - (OOl nane -t 23))))3)))---3)))))))))))) (-28.40)
****XACTCCATTTGTTTTGATGATGG
- - -ACTCCATTTGT TTTGATGATGGA . - - - - e e e e e e e e e eeeaa e 945
- - -ACTCCATTTGTTTTGATGATG - -« o c e e e e i e e e e mmeeamas 94>
..... CTCCATTTGTTTTGATGATGGA . - oo oo i i i iiiiccccceeaaaa.. 65
- ACTCCATTTGTTTTGATGATGGAT - - - e e e s 12
...................................... CATCATCGTCTCAAATGAGTCT. .. 10
.......... TTTGTTTTGATGATGGA . - - e i i e eeeeemeeea
....................................... ATCATCGTCTCAAATGAGTCT... 5
..... CTCCATTTGTTTTGATGATGG . - - o oo i i i i i ieeeeeeeenn 4
....................................... ATCATCGTCTCAAATGAGTCTT.. 2
........... TTGTTTTGATGATGG. - - o e e i i e i i e meeemmanen 2
.......... TTTGTTTTGATGATG . - - e i i e e e e e e e e e e e e e e e e eeeeaaa 2 2
.- -aACTCCATTTGT TTTGATGATGGA . - - - o e e e e e e e eeeea e 52
.. -ACTCCATTTGTTTTGATGATGGtA . - - o i i i e meeaaaaas 42
.. -ACTCCATTTGTTT-GATGATGGA. . . s s e e et et e e e e e eee e e e e e e e e e aaae e a - 35
.. -ACTCCATTTGTTTTGATGATGAA. . . s e e e e e e e e e eeee e e e e e e e e e aaaaaa - 21
.. -ACTCCATT-GTTT-GATGATGGA. - - - o e e e e e e e e eeeaaa s 14
.. -ACTCCATTTGTTTTGATGATGGAA. - - - - e e e e e e e e e e mmeeaaama 12
.. -ACTCCATT-GTTTTGATGATGGA. - - - - e e e e i e eiee e e meeamanan 7
.. -ACTCCATTTGTTTTGATGEATGGA. . . e s e e e e e e e e e e e e e e e e e eaaaaaaa s 7
.. -ACTCCATTTGT TTTGATGAT G - - - - - o i e e e e e e e e e e e eeeea s 7
.. -ACTCCCATTTGTTTTGATGATGGA. - - e i e e e meeeaamas 6
.. -ACTCCACTTGTTTTGATGATGGA. - - - e e e e e i e eeee e e ceeaenan 6
- --CCTCCATTTGTTTTGATGATGGA . - - - e e a s 6
..... CTCCATTTGTTTTGATGATGGtA . - - . oo i i eiei i a2 B
.. AETCCATTTGT TTTGATGATGGA. - o oo e e e e i e e mmeeeaamas 5
----ACTCCATTTGTTTTEGATGATGGA. - - - e e e e eee e e meeemas 5
- -@ACTCCATTTGTTTTGATGATGG. - e e e e e e e e e e eeeeeee e e e e e e e e e aaaama - 5
.. -OCTCCATTTGT TTTGATGATGGA. - o o e e e e e e eeeeaa s 5
- - -ACTCCATTTGTTTCGATGATGGA. - - - i e e e e e i e e meeaman 5
. .aACTCCATTTGTTTTGATGATGGAA. - - - e e e e e i e eee e e meeanan 4
.. - ECTCCATTTGTTTTGATGATGGA. . e e e e e e e e e e e e e e e e e e e e eaaaaaa - 4
----ACTaCCATTTGTTTTGATGATGGA. - - - o e i e e e e e eeeea e 4
. .aACTCCATTTGT TTTEGATGATGGA. « - o i e i i i e meeaaamas 4
----ACTCCATTTGTTT-GATGATGG . « v e i e e e e i e e e e e meeamnan 4
. -@ACTCCATTTGTTT-GATGATGGA. . . s e e e e e e e e e e e e e e e e e e e e aaaaaa s 4
.. -ACTCCATTCGTTTTGATGATGGA. - - - o e e e e e e e e eeeeaa s 4
- - -ACTCCATTTGTTCTGATGATGGA. - - - o e e e e e e i e e e meeamas 3
. .aACTCCCATTTGTTTTGATGATGGA. - - i e e e e e e e meeanas 3
.. -ACTCCATTTGTTT-GATGATGGEA. . . et i e i i i e e e e e e e e e e e eaaaa e a - 3
.. -ACTCCATTTGTTTTCGATGATGGA . - - - e e e e e eeeaa e 3
.. -ACTCCATTTEGTTTTGATGATGGA. - o i i i e e e meeaaamas 3
.. -ACTCCATTTaTTTTGATGATGGA. - - - e e e e e e e e e ceeanan 3
.. -ACTCCATTTGTTTTGATGATGGY M « « v e e e e e e eeemmmmmama e aa e e e aaaaaamm - 3
- - -ACTCCATTTGT TTTGATGATAGA . - - - - e e e e e e e eeeeee e 3
..... CTaCCATTTGTTTTGATGATGGA . - - i i i i ieeaaaann 2
.. -ACTCCATTTGTTTTGATGATGtAA. - - - e e e e e e e meeamas 2
.. -ACTCCATTTGTTTTGATGATGGE. . s s e e e e e e e e e e e e e e e e e e e e e aaaaama - 2
.. -ACTCCATT-GTTT-GATGATG - - - - - o e e e e e e e e eeeee s 2
. -ACTCCCATTTGTTTTGATGATGGtA . - - . i i e meeaamas 2
ACTCCATTTATTTTGATGATGG. - - - i e e e e e e e e e meeeeemaaan 2
..... CTCCATT-GTTT-GATGATGGA . - - i i i iiiiceeennns 2
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.- -@ACTCCCATTTEGTTTTGATGATGGA . - - e e e e e s 2
- - -ACTCCATTTGCTTTGATGATGGA . - - - - e e e e e e e e e eeeeea e 2
----ACTCCAATTTGTTTTGATGATGGA. - - o i e i i e e e meeaaamas 2
- -ACTCCATTTGTTT-GATEGATGGA . - - e e e e s 2
- -ACTCCATTTGTTTTaATGATGGA . - - e e e e e s 2
.- -aACTCCATTTGTTTTGATGATGG A, « - o i e e e eeeea e 2
- - -ACTCCOTTTGTTTTGATGATGGA. - - - i e e e e i e i e e e meeaman 2
- - -ACTCCATTTaGTTTTGATGATGGA . - - - e e e s 2
..... CTCCATTTGTTTTGATGATGGAA . - - - oo i i i iiieeeeenns 2
- - -ACTCCATTTGTTTTGATGATEG . - - - - e e e e i e e e eeeea s 2
..... CTCCATTTGT TT-GATGATGGAT - - - o e e e e e e i e eeeeaaana 2
..... CTCCATTTGTTT-GATGATGGA . - - i i i iiieeeeeeenn 2
----ACTCCATTTGTTTTGATGATGGtAA. - - - oo oo oo e e e s 2
- - -ACTCCATTTGT TTTGATGATGCA . - - - i e e e e e e e e e eeeeee e 2
.- -aACTCCATCTGTTTTGATGATGGA. - - - i e e e i e i e e e meeaaaman 2
- -ACTCCATTTGTTTTGATAGATGGA . - - - e e e s 2
- -ACTCCATTTGTTTTGATAATGGA . - - e e e a s 2

mmu-mir-137(mmu-mir-137)
CTTCGGTGACGGGTATTCTTGGGTGGATAATACGGATTACGTTGTTATTGCTTAAGAATACGCGTAGTCGAGG

(CCCCC- - (- - - - (- - - - - 2)-32)33)--3320333))3)-)))--)))))) (-32.40)
TTATTGCTTAAGAATACGCGTAG******

mmu-mir-138(mmu-mir-138-1)
CTCTAGCATGGTGTTGTGGGACAGCTGGTGTTGTGAATCAGGCCGTTGCCAATCAGAGAACGGCTACTTCACAACACCAGGGCCACACTGCACTGCAAG
----- (CCER (O (CCCEI CR ((CCCCCCCCCCERR (CCCCCCRICEREED EED) ) DD DEED D) 300500 D) B EDD OIS D) DD B

(-45.60)

AGCTGGTGTTGTGAATCAGGCCG
...................... AGCTGGTGTTGTGAATCAGGCC . - - n s e e e i e e e e e e e e e e e e e e e e e e e e eeeeeeeeeeeen 2%

mmu-mir-138(mmu-mir-138-2)
CAGCTGGTGTTGTGAATCAGGCCGACGAGCAGCGCATCCTCTTACCCGGCTATTTCACGACACCAGGGTTG

- - - (OOl - - (- - (- (- - - - - - 2)21)---3333)--23)I000I0)))) - - - - - (-30.40)
*AGCTGGTGTTGTGAATCAGGCCG
~AGCTGGTGTTGTGAATCAGGCCG - - - -« o e e e e c e e e e e e e e e e e e e e ee e nam e 2%

mmu-mir-139-3p(mmu-mir-139)
GTGTATTCTACAGTGCACGTGTCTCCAGTGTGGCTCGGAGGCTGGAGACGCGGCCCTGTTGGAGTAAC

- = - (OO (- (- (- - - - - - )-3333)33333333)-33)-3))3))) - - (=34.90)
TGGAGACGCGGCCCTGTTGGAG****

...... TCTACAGTGCACGTGTCTCCAGT - - - c e o e e e e ee e e cmeceeemeeaeeceeaena. 11

.......................................... TGGAGACGCGGCCCTGTTGGAGT. ... 5

______ TCTACAGTGCACGTGTCTCCAG . - - -« e o e et e e e e e e e e e e e eeceaaeaan 2

.......................................... TGGAGACGCGGCCCTGTTGG. .. ... 1

mmu-mir-139-5p(mmu-mir-139)
GTGTATTCTACAGTGCACGTGTCTCCAGTGTGGCTCGGAGGCTGGAGACGCGGCCCTGTTGGAGTAAC

- - - (CCCCCCCCC- (- (- (- - - - - - )-323233)3333))-))-))))))) - - (~34.90)
*%4x**TCTACAGTGCACGTGTCTCCAG

...... TCTACAGTGCACGTGTCTCCAGT - - -« e o e ee e e e eeceeceeeeeceeceeeen 11
.......................................... TGGAGACGCGGCCCTGTTGGAGT. ... 5
...... TCTACAGTGCACGTGTCTCCAG . - - - e o eeee e ee e e ceeeececnaaeaan 2%
.......................................... TGGAGACGCGGCCCTGTTGG. .. ... 1
...... TCTACAGTGCACGTGTCTCA. - -« e e v e e e e eaea e eeameameaaeaaann b

..... ATCTACAGTGCACGTGTCTCCAGT - - - o e e e e e e e cee e eeceeceaceaaaaan 2
.......................................... TGGAGACGCGGCCCTGTTGGAGA. ... 2

mmu-mir-140(mmu-mir-140)
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CCTGCCAGTGGTTTTACCCTATGGTAGGTTACGTCATGCTGTTCTACCACAGGGTAGAACCACGGACAGG

(CCCCC- (Ll e - - - - - - - 2))13)133)-3313)))))))))))-)))) (-39.30)
*****CAGTGGTTTTACCCTATGGTAG

..... CAGTGGTTTTACCCTATGGTAG . - - - e o e e e e e e ee e e e e e eeeeeameeaan . 122%
............................................. ACCACAGGGTAGAACCACGGAC. . .. 11
............................................ TACCACAGGGTAGAACCACGGAC. ... 8
............ TTTACCCTATGGTAG . - - -« e o e o ee e e e e e e e e ee e ceeceaeeaan T
............................................. ACCACAGGGTAGAACCACGGACA. .. 5
..... CAGTGGTTTTACCCTATGGTA . . oo e eeieacacacaaccacaccaaaaaaaaaa B
_____ CAGTGGTTTTACCCTATGGTAGG . - - « o e o ee e e e e e e ea e eeaeaceaceaaeaaan 4
............................................ TACCACAGGGTAGAACCACGGA. . ... 4
............................................. ACCACAGGGTAGAACCACGGA. ... 3
............................................ TACCACAGGGTAGAACCACGG. . .... 3
___________ TTTTACCCTATGGTAG - - -« o e e e e e e ee e e e aaceaceaaaaeaaan 3
..... CAGTGGTTTTACCCTATGGT . - . - - ot ot ot e e e e e e e e ea e eaceaaeaaan 2
............................................ TACCACAGGGTAGAACCACGGACA. .. 2
_____ CAGTGGTTTTACCCTATGGTAGE - . -« o e e ce e ea e e ea e eaaeacaaaeaaaaa. 20
..... CAGTGGTTTTACCCTATGOTAG - . -« o e e e cee o ea e ea e eaaeaeeaeaceao. 14
..... CAGTGGTTT-ACCCTATGGTAG. - - -« e eeacaaceaaaaeaacaacaacaacaanaaaa. 8
..... CAGTGGTTTTACCCTATGGTEAG. - - - e e e ceacacaciacccacaceaaaacaaaa. 6
<« ~@CAGTGGTTTTACCCTATGGTAG . « . -« o e e ce e e e e e e e e e e e e e eaaeaas 5
..... CAGTGGTTTTACCCTATGGTAGA. - - « o x o ee o eeamee e e eaeaeaceaaeanan 4
............................................ TACCACAGGGTAGAACCACGGACE. .. 4
............................................ TACCACAGG-TAGAACCACGGA. . ... 2
............................................. ACCACAGGGTAGAACCACGGACE. .. 2
..... CAGTGGTTTTACCCTATGGTAT . . - - oot et e e i e e e e ea e eaaeaaeaaas 2

mmu-mir-141(mmu-mir-141)
GGGTCCATCTTCCAGTGCAGTGTTGGATGGTTGAAGTATGAAGCTCCTAACACTGTCTGGTAAAGATGGCCC

(- (- (- - (e e m e - 21))-3)0013)3))))))--33)))))))) (-34.40)
TAACACTGTCTGGTAAAGATGG***
............................................... TAACACTGTCTGGTAAAGATGG. - .. 69*
............................................... TAACACTGTCTGGTAAAGATGGC. .. 24

—
>
>
O
>
(@]
4
(]
3
(@]
i
@
@
E
>
()
>
3
@
NN

............................................... TAACACTGTCTGGTAAAGATGa.... 5
............................................... TAACACTGTCTGGTAAAGATGGCCa. 3
............................................... TAACACTGTCTGGTAAAGATEGG. .. 3
............................................... TAACACTGTCTGGTAAAGATGGEC. . 2
.............................................. aTAACACTGTCTGGTAAAGATGG. ... 2
............................................... TAACACTGTCTGGTAA-GATGG. ... 2
............................................... TAACACTGTCTGGTAACGATGG. ... 2

mmu-mir-142-3p(mmu-mir-142)
ACCCATAAAGTAGAAAGCACTACTAACAGCACTGGAGGGTGTAGTGTTTCCTACTTTATGGATG

- - (CCCCCCCCCC- (- - - (- (- -----)--3333)32))-DID))IIDID) - - - (=27-50)
TGTAGTGTTTCCTACTTTATGGA**

mmu-mir-142-5p(mmu-mir-142)

ACCCATAAAGTAGAAAGCACTACTAACAGCACTGGAGGGTGTAGTGTTTCCTACTTTATGGATG

- - (L (- - - - - - -2)--D--90000000) - 00)))0))))) - - - (-27.50)

***CATAAAGTAGAAAGCACTACT
........................................ GTAGTGTTTCCTACTTTATGGA... 8
....................................... TGTAGTGTTTCCTACTTTATGG. ... 5
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....................................... TGTAGTGTTTCCTACTTTATGGA... 3
- - -CATAAAGTAGAAAGCACTACT - - - it e e e e e e e e e eaeas 2*
............................................... TTCCTACTTTATGGA. 2
ACCCATAAAGTAGAAAGCACT - - e e e e e e e e e s 1
-CCCATAAAGTAGAAAGCACTA . - e e e e e e e e e s 1
.............................................. TTTCCTACTTTATGGA. 1
.- -CATAAAGTAGAAAGCACTACT A . < e e e e e eee e mmeeaaaanan 1
........................................ GTAGTGTTTCCTACTTTATGG. - 1
............................................... TTCCTACTTTATGG. . 1
....................................... TGTAGTGTTTCCTACTTTATGGtA.. 3
........................................ tTAGTGTTTCCTACTTTATGGA. .. 2
....................................... TGTAGTGTTTCCTACTTTATGGt... 2
....................................... TGTAGTGTTTCCTACTTTATGa. ... 2
........................................ GTAGTGTTTCCTACTTTATGGtA. . 2
- - -CATAAAGTAGAAAGCACTACTAL . - - e e 2
....................................... TETAGTGTTTCCTACTTTATGGA. 2
-ECCATAAAGTAGAAAGCACTAG - - - e e e e e e et e e e 2

mmu-mir-143(mmu-mir-143)
CCTGAGGTGCAGTGCTGCATCTCTGGTCAGTTGGGAGTCTGAGATGAAGCACTGTAGCTCAGG

O (- - - - - - - 2)-3)-1)1))-3))3)))))-)))))) (-36.60)
TGAGATGAAGCACTGTAGCTC***
....................................... TGAGATGAAGCACTGTAGCTC. . .. 408*
....................................... TGAGATGAAGCACTGTAGCT..... 176
....................................... TGAGATGAAGCACTGTAGCTCA. .. 28
....................................... TGAGATGAAGCACTGTAGC...... 26

....................................... TGAGATGAAGCACTGTAGCTCt. .. 60
...................................... aTGAGATGAAGCACTGTAGCTC. ... 28
....................................... TGAGATGAAGCACTGTAGCTt.... 9
....................................... TGAGATGAAGCACTGTAGECT.... 8
...................................... aTGAGATGAAGCACTGTAGCT..... 7
....................................... TGAGATGAAGCACTGTAGCTa.... 5
....................................... TtAGATGAAGCACTGTAGCTC.... 5
....................................... TGAGATaGAAGCACTGTAGCTC... 4
....................................... TGAGATGAAGCACTGTAGCTCtt.. 4
....................................... TGAGATGAAGCACTGTAGCTCtA.. 4
....................................... TGAGATGAAGCACTGTAGCTaC... 4
....................................... TGAGATGAAGCACTGTAG-TC.... 4
....................................... TGAGATGAAGCACTGTAGCTCAt. . 3
....................................... TGAGATGAAaGCACTGTAGCTC... 3
....................................... TGAGATGAAGCACTGTAGCTtC... 3
...................................... aTGAGATGAAGCACTGTAGC...... 3
....................................... TGAGATGAAGCACTGTAGECTC... 3
....................................... TGAGATGAAGCACTGTAGET..... 2
....................................... TGAGATGAAGCACTtGTAGCT.... 2
....................................... TaAGATGAAGCACTGTAGCTC.... 2
....................................... TGAGATGAAGCACTGTAGCTCAa.. 2
....................................... TtAGATGAAGCACTGTAGCT..... 2
....................................... TGAGATGAAGCtACTGTAGCTC... 2
....................................... TGAGATGAAGCACTaTAGCTC.... 2
....................................... TGAGATGAAGCACTGTAGCa..... 2
....................................... TGAGATGAAGCACTGCAGCTC. ... 2
....................................... TGAGATGAAGCACTGTAaCT..... 2
....................................... TGAGATaGAAGCACTGTAGCTCE. . 2
....................................... TGAGATGAAGCACTGTAGCTaCt.. 2
....................................... TGAGATGAAGCACTGTAGCcC. ... 2
...................................... aTGAGATGAAGCACTGTAGCTCE. .. 2
....................................... TGAGATGAAGCACTGTAGCTCg... 2

mmu-mir-144(mmu-mir-144)
GGCTGGGATATCATCATATACTGTAAGTTTGTGATGAGACACTACAGTATAGATGATGTACTAGTC

(CCCCC- (L (- (- - - - - - 2)))--3332333)3)13333)-3))))) (-27-90)
TACAGTATAGATGATGTACT****
.......................................... TACAGTATAGATGATGTACTA. ... 19
__________________________________________ TACAGTATAGATGATGTACT. ... 12*
.......................................... TACAGTATAGATGATGTAC. ..... 2
.......................................... TACAGTATAGATGATGTACTt. ... 3
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.......................................... TACAGTATAGATGATGTACTAL. .. 2

mmu-mir-145(mmu-mir-145)
CTCACGGTCCAGTTTTCCCAGGAATCCCTTGGATGCTAAGATGGGGATTCCTGGAAATACTGTTCTTGAG

(CCC- (- - (- (- COCCCCCCClme e mae - 2))3)33)3)-3)-3)))--)))))) (-31.22)
GTCCAGTTTTCCCAGGAATCCCT
...... GTCCAGTTTTCCCAGGAATCCCT . - - o e et e e e e e e ee e eemeeeaeaaean 1%
............. TTTCCCAGGAATCCCT . - - o e e e e e e e e ieeeeeeeceaeeaaa T
_____________ TTTCCCAGGAATCCCTT . & - e ot et e e e e ee i eeeea e eaaeaaeen T
...... GTCCAGTTTTCCCAGGAATCCC . - - - e ot e e e e e ee e e eaceaeaeeaaaaa b
...... GTCCAGTTTTCCCAGGAATC . - . . o e o et e e e e e e e e eaeacaieaaeaaeaas 3
...... GTCCAGTTTTCCCAGGAATCC . . - .o e oo e e e e e e e c e cceceaaanaan 3
............. TTTCCCAGGAATCCC - - - - oo e e et e e e ce e e eeceacaaaa 3
.............................................. ATTCCTGGAAATACTGTTCT..... 2
...... GTCCAGTTTTCCCAGGAATCCCTT . - .. o e et e e e e e e e eemea i eeeaaeaas 2
............ TTTTCCCAGGAATCCC . - - - oo e e e e e e e e ee e e e e aeaaeaan 2
............. TTTCCCAGGAATCCCTA. - -« o e ee i e e ea e aaeaaeaaeaaeaaas B
...... GTCCAGTTTTCCCAGGAATCCCTAT - - - - e e e e eacce e eaaceaccaccaceaaaaa- B
...... GTCCAGTTTTCCCAGGAATCCCTA. - - o v ee e eeee e e eecaeaeaaann b
_____________ TTTCCCAGGAATCCCTAT - - ot ee e e e e e e eaeaaeaaeaaees 4
............. TTTCCCAGGAATCCCTTA . -« o x o ee e e e ea e eaaeaeeaaeaaeaaaan 3
............. TTTCCCAGGAATCCCTAAT - - - -« o e e e e e ceeceeceaeaeacaaaaaann 3
.............................................. ATTCCTGGAAATACTGTTCTa. ... 2
____________ ATTTCCCAGGAATCCCTAT - . -« ot e e e ee e e e ea e eaaeaan 2

mmu-mir-146a(mmu-mir-146a)
AGCTCTGAGAACTGAATTCCATGGGTTATATCAATGTCAGACCTGTGAAATTCAGTTCTTCAGCT

(CCC- - Q- CCCCCClCaamemee - 2))133))-333))))))3))-)))) (-26.60)
***x*TGAGAACTGAATTCCATGGGTT

..... TGAGAACTGAATTCCATGGGTT - . . oo e i ee e cea e e e e aeeaa o 13%
_____ TGAGAACTGAATTCCATGGGTTA. . -« oot ee e aa e eaceaaeaaeaaaa. 4

..... TGAGAACTGAATTCCATGGGT . - - ot e e e e e e e e eaa e e eaaeaaas 2

..... TGAGAACTGAATTCCATGGGTT . . o oo e i e e e e ceaaeaaaana. 4

_____ TGAGAACTGAATTCCATGGGTTAR . « -« o e e ee e ee i ea e eaaea e eaaeaaan 2

URIEY [ c7.YeT.Y.Yog [7.Y2N i e{eT.Y L cTc e} AN 2

mmu-mir-146b(mmu-mir-146b)
GACTGAGAGAACTTTGGCCACCTGGCTCTGAGAACTGAATTCCATAGGCTGTGAGCTCTAGCAGACGCCCTAGGGACTCAGTTCTGGTGCCCGGCTGTGCTATAC

-------------- (- CCC- CC- (- (- Q- - - CC----32--332-03000030-3390033300-33) 23D -0 - D)D) - - -

TGAGAACTGAATTCCATAGGCT

mu-mir-147(mu-mir-147)
TATGAATCTAGTGGAAACATTTCTGCACAAACTAGATGTTGATGCCAGTGTGCGGAAATGCTTCTGCTACATTTGTAGG

(- - (CC- L - (- (e - - - - D)oo 2)I)30)3313)-33)--33)-)))--)) - . (-28.90)
GTGTGCGGAAATGCTTCTGCTA*** stk

mmu-mir-148a(mmu-mir-148a)
AGCCAGTTTGGTCTTTTGAGACAAAGTTCTGAGACACTCCGACTCTGAGTATGATAGAAGTCAGTGCACTACAGAACTTTGTCTCTAGAGGCTGTGGTC

e (@ r“<“E“m U@ 13)-3333313)--2)-313333133331))-2))))))))))) -
(-41.10)

TCAGTGCACTACAGAACTTTGT
............................................................ TCAGTGCACTACAGAACTTTGT - - o e e eeeeeaeen.. B5%
............................................................ TCAGTGCACTACAGAACTTTGTC. .- oo 20
. TCAGTGCACTACAGAACTT-GT..riiiiiiiii...3
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mmu-mir-148b(mmu-mir-148b)
CAGGCACCCTTAGCATTTGAGGTGAAGTTCTGTTATACACTCAGGCTGTGGCTCTGAAAGTCAGTGCATCACAGAACTTTGTCTCGAAAGCTTTCTA
----------- (UMUM@ D)) Eemrem ) ) B O B I DD EE ) D) DD D B9 ) ) BEEEE

TCAGTGCATCACAGAACTTTGT *esksessitarscaon
............................................................ TCAGTGCATCACAGAACTTTGT ..o veeeeeenao. 5%

mmu-mir-149(mmu-mir-149)
GGCTCTGGCTCCGTGTCTTCACTCCCGTGTTTGTCCGAGGAGGGAGGGAGGGACGGGGGCGGTGCT

(- CCC- (L CCCCC- COCCC- (- €CC----32)-30)20)3))) -D))))) -))) -))) (-36.00)
***TCTGGCTCCGTGTCTTCACTCCC

.- -TCTGGCTCCGTGTCTTCACTCCC . - s o i i e e e e i e e ee e mmeecmmaaaan- 9o*
.- TCTGGCTCCGTGTCTTCACTCC. . e et e e e e e e e e e e eemae e e e e e e e e e 4
---TCTGGCTCCGTGTCTTCACTCCCA. - - i i i e e i e i e e e e e e e e e e e e e e eeeme s 4
.- -TCTGGCTCCGTGTCTTCACTCCCAT . - - o e e e e i i i e meeammaeaan- 2
.- TETGGCTCCGTGTCTTCACTCCC. . et e e e e e e e e e ee e eem e e e e e e e e e e e a s 2
- -TCTGGCTCCGTGTCTTCACTCCA . - - i e e m e s 2
..aTCTGGCTCCGTGTCTTCACTCCC . - - i i e e e e eeeeees 2

mu-mir-150(mmu-mir-150)
CCCTGTCTCCCAACCCTTGTACCAGTGCTGTGCCTCAGACCCTGGTACAGGCCTGGGGGATAGGG

(O - CLC- (e (- - - - - 2))-3-333)13))))--3))))))))) (-40.20)

*****TCTCCCAACCCTTGTACCAGTG

mmu-mir-151-3p(mmu-mir-151)
CCTGCCCTCGAGGAGCTCACAGTCTAGTATGTCTCCTCCCTACTAGACTGAGGCTCCTTGAGGACAGG

(CCC- L - (- - - - - - )-323313313)-333))))3))))-3))) (-41.90)
CTAGACTGAGGCTCCTTGAGG*****
....... TCGAGGAGCTCACAGTCTAGT . - . e e et ee e ee e e eaeaceecnaaans 32
.......................................... CTAGACTGAGGCTCCTTGAGG. .. ... 8%
_______ TCGAGGAGCTCACAGTCTAGTA . - - - ot ottt e ee e e e eee e caaeaaeas 3
.......................................... CTAGACTGAGGCTCCTTGAG. - ..... 3
....... TCGAGGAGCTCACAGTCTAG . - -« e e e ee i eeaeacacaaeaeeaaeaaeaaan 3
....... TCGAGGAGCTCACAGTCTAGTAT . . . oo e e e ee e e e e ceaeaaaan 2
_______________ CTCACAGTCTAGT . - - ot e e e e ee e ieea e ieeceeeeaea 1

mmu-mir-151-5p(mmu-mir-151)
CCTGCCCTCGAGGAGCTCACAGTCTAGTATGTCTCCTCCCTACTAGACTGAGGCTCCTTGAGGACAGG

(CCC- Ll - (e - - - - - 2-33313331)-333)))))))))-)))) (-41-90)
*Hxx**TCGAGGAGCTCACAGTCTAGT

_______ TCGAGGAGCTCACAGTCTAGT . -« - et ot e e e e ee e ea e caeceaaa . 32%
.......................................... CTAGACTGAGGCTCCTTGAGG. ..... 8
....... TCGAGGAGCTCACAGTCTAGTA . - . - ot et eeeee e ceaceacaceaaeaaaas 3
.......................................... CTAGACTGAGGCTCCTTGAG. ...... 3
....... TCGAGGAGCTCACAGTCTAG . - -« o oo ee e i e i aiieceececaceaaaan 3
....... TCGAGGAGCTCACAGTCTAGTAT . . - oot e e i e e e e i e ea e eaaeaaees 2
............... CTCACAGTCTAGT . - - oot e e e ea e e iaaeeieaeeeaeaaaan 1
_______ TEGAGGAGCTCACAGTCTAGT . - ot e e e ea e e eaceaceaaeaaes 4
....... TCGAGGAGCTCACAGTCTAGTAG: - - -« e cea e ee e ceeceeeaceaceaaas 4
.......................................... CTAGACTGAGGCTCCTTGAGGAA. ... 3
....... TCGAGGAGCTCEACAGTCTAGT - - - - o e e e e ee e e eecececaaaan 2
.......................................... CTAGACTGAGGCTCCTTGAGGE. ... 2

mmu-mir-152(mmu-mir-152)
CCGGGCCTAGGTTCTGTGATACACTCCGACTCGGGCTCTGGAGCAGTCAGTGCATGACAGAACTTGGGCCCGG

(- CC- CCC- - (CCC- - - (CC----22D32)33))) -3 -D)3)13)))))))))))  (-44.30)
TCAGTGCATGACAGAACTTGG******

.............................................. TCAGTGCATGACAGAACTTGG. . ..... 35*
.............................................. TCAGTGCATGACAGAACTTGGG. . .... 3
....... TAGGTTCTGTGATACACTCCGACT - - e i i e i e i i i i meemmaeeccananeas 2
.............................................. TCAGTGCATGACAGAACTTGGE...... 9
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.............................................. TCAGTGCATGACAGAACTTGGGE. .... 3
.............................................. TCAGTGCATGACAGAACTTGGa. . .... 3
.............................................. TCAGTGCATGACtAGAACTTGG. .. ... 2

mu-mir-153(mmu-mir-153)
CGGTGTCATTTTTGTGACGTTGCAGCTAGTAATATGAGCCCAGTTGCATAGTCACAAAAGTGATCATTG

(- - (- CC- - - - - - - 2)--23)33)1--3333)3313))))-3)))) (-29.60)

TTGCATAGTCACAAAAGTGATCH***

TTGCATAGTCACAAAAGTGATCAT. .. 5

mmu-mir-154(mmu-mir-154)
GAAGATAGGTTATCCGTGTTGCCTTCGCTTTATTCGTGACGAATCATACACGGTTGACCTATTTTT

(CCCCCCCCLCC- (- - - - (- - - - )-2)))----233)))-2))))))))))) (-25.00)
**H**TAGGTTATCCGTGTTGCCTTCG

_________________________________________ AATCATACACGGTTGACCTATT. ... 117
..... TAGGTTATCCGTGTTGCCTTCG - - - - o s e ee i ee e ee e eeaceaceaaeaaas 36%
......................................... AATCATACACGGTTGACCTAT. ... 20
.......................................... ATCATACACGGTTGACCTATT. ... 15
_________________________________________ AATCATACACGGTTGACCTATTT... 8
.......................................... ATCATACACGGTTGACCTAT..... 3

< - «ATAGGTTATCCOTGTTGCCTTCG - - - e e e e e e e e e e e e ee e e emee e e e eme e 2
..... TAGGTTATCCGTGTTGCCTTC . - - o ce e e e e e e e e e e ceaaaeen 2
........................................ aAATCATACACGGTTGACCTATT. ... 16
......................................... AATCATACACGGTTGACCTAAT. ... 4
......................................... TATCATACACGGTTGACCTATT. ... 3
_________________________________________ AATCATACACGGTTGACCTAA. ... 3
..... TAGGTTATCCGTGTTGCCTTCGA - - -« o e e ceacea o eaceameaceaceaaeaaaas 3
..... TAGGTTATCCOTGTTGCCTTA. -« - e e e e e e e e e ee i eeeeaeeeaceaaeaaaan 2
......................................... AATCATACACGGTTGACCTATTa. .. 2
_____ TAGGTTATCCGTGTTGCCTTCA  « - -« e e e e e e cea o eeea e ee e eaaeaaean 2

mmu-mir-155(mmu-mir-155)
CTGTTAATGCTAATTGTGATAGGGGTTTTGGCCTCTGACTGACTCCTACCTGTTAGCATTAACAG

(R (TR T 2-323333)-3-3))))))))))))) (-27-30)
***TTAATGCTAATTGTGATAGGGGT

- - -TTAATGCTAATTGTGATAGGGGT - - - . o e o e e c e e e e e e e e eeaea s a*

o TTAATGCTAATTGTGATAGGGGT T . - e o e e e et c e e e e e ee e e eaaee s 3

mmu-mir-15a(mmu-mir-15a)
CCCTTGGAGTAAAGTAGCAGCACATAATGGTTTGTGGATGTTGAAAAGGTGCAGGCCATACTGTGCTGCCTCAAAATACAAGGA

- (CCC(- - - - - - - (- - CCCCCCCC- - (- (- - - - - )--232333333)--I0))))))--)--- - - - )))))- (-31.22)
TR xR H X TAGCAGCACATAATGGTTTGTG

______________ TAGCAGCACATAATGGTTTGTG - - - - e o et ce et e e e cea o e o e o eaaeaaeaaaaaans BT
.............. TAGCAGCACATAATGGTTTGT . - . . o e et m ettt eaeaceacacaacaaeaaeaaaaao.. 18
.............. TAGCAGCACATAATGGTTTGTGE. . -« oot ee e e e e ceaccaiaaaeeaaanaa. 4
_______________ TGCAGCACATAATGGTTTGTG . — - e e e ce et e e e e e e e e e e ea e eaaeaaaaa 4
.............. TAGCAGCACATAATGGTTTGTA . - . -« e e et eea e e e e a e eaaea e eaaeeaaaaaas 4
............. ATAGCAGCACATAATGGTTTGTG. - - .« c e e e e eaea i eacaaeaaccaeaeaacanaaanas 3
.............. TAGCAGCACATAATGGTTTGTEG . . -« oo oo e ea e ccacacea e ceaaeaaeaaaan 3
______________ TAGCAGCACATAATGGTTTGTE - - -« o ee e c et e e e e e e e e e e ea e eeaeaaaas 2
.............. TAGCAGCACATAATGGTTTGTGA - -« -« e c e e e e e e e e e a i ea e e eaaeaaaan 2

mmu-mir-15b(mmu-mir-15b)
CTGTAGCAGCACATCATGGTTTACATACTACAGTCAAGATGCGAATCATTATTTGCTGCTCTAG

((C- (CCCCCC- - (- - (- (- - - - - - 2))))--23333)-3)-23)))))-))) (-20.70)

***TAGCAGCACATCATGGTTTACA

< - - TAGCAGCACATCATGGTTTACA. - -« ot ot e c e e e e e e ee e 180*

- - TAGCAGCACATCATGGTTTAC . - - - o e ot e e e e e ee e e e e e e e aeas 77

......................................... CGAATCATTATTTGCTGCTCTA. . 3
TAGCAGCACATCATGGTTTACAT . . - e e e e ee e ee e eceaeaas 3
TAGCAGCACATCATGGTTTABA . . . -« ot e et c e e ee e ea e e eaaeans 14
L EGCAGCACATCATGGTTTACA. . - ottt e e e e e e ea e ea e aaeans 12
TAGCAGCACATCATGGTTTAC-TA. « . e e e e i e e ea e eieaeaas 10
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- - EGCAGCACATCATGGTTTAC . - - e e e s 7
.- -TAGCAGCACATCATGGT T A - - - e e e e e e e e e e e eeeee e aeas 6
.- -TYgGCAGCACATCATGGT TTACA . - it e e e eee e mmeeaaanan 3
-« - TAGCAGCACATCATGGTT=AC . - - e e e e e e e s 3
- -aTgGCAGCACATCATGGTTTACA . - - e e e e s 2
- - -TAGCAGCACATCATGGT TTACAA - - - o - i e e e e e e e e e e e e e aea s 2
- -aTAGCAGCACATCATGGT TTACA . < it e e e eeemameaaaannn 2
- - - TAGACAGCACATCATGGTTTAC . - - e e e e e s 2
.- -TAGCAGCACATCATGGT TTAA . - . e e a s 2
- -aTAGCAGCACATCATGGTTTAC . - - it i e e e e e e e e eeee e aaas 2

mmu-mir-16(mmu-mir-16-1)
ATGTCAGCGGTGCCTTAGCAGCACGTAAATATTGGCGTTAAGATTCTGAAATTACCTCCAGTATTGACTGTGCTGCTGAAGTAAGGTTGGCAA

- (L - CCC- (Ll - C- (e - - - - 21)-3-333)13))-3)-))))))))))-3))--3)))))) - (-39.00)
FHFAK KKK h* XXX XTAGCAGCACCGTAAATATTGGCG

............... TAGCAGCACGTAAATATTGGC . - - oo i i i i i i i i i i i iiccccccceeeaeaaaaananaa. 334%
............... TAGCAGCACGTAAATATTGGCGT - - - o e e e e i e e e e e meeme e e ceeee e e ceeeeeeameeaaan (1
............... TAGCAGCACGTAAATAT GG . - o o i e e i i e e mmaaecccccacccaaaaamanaaenanaa 17
............... TAGCAGCACGTAAATATTGGCGT T . o oo i i iiccccccccaaaaaaaanaaaa 4
................ AGCAGCACGTAAATATTGGC . - - oo i i i i i i i i i i i i i i i iiiccccccccceceaaaaaaaaaaaa 1
................ TGCAGCACGTAAATATTGGC . v c i n e i i e i e e eeemamaecccccaacecaaaacanananaa== 19
............... TAGCAGCACGTAAATATTGGECG . - o oo i it i it i i i iiiiccccceeeeeaaaaaaaaaa. 38
............... TAGCAGCACGTAAATATTGGCa . - - oo oo oo i i i i i i i i i i i i i iiiicccccccccecaaaaaaaanaaa. 28
............... TAGCAGCACGTAAATATTGGCGA - - - - e e e o i e e i e et e e e e e e e e eeeeeeaaaaaanana. 24
.............. ATAGCAGCACGTAAATATTGEC . v o i e e e i i e i e e e e mamaecccacaaccaaaaacenananan-a 17
................ TGCAGCACGTAAATATTGGCGT - - oo i i i i i i i i i i i i i i i i iiiiiccccccceeeeeaaaaaaaaaa 15
............... TAGCAGCACGTAAATATTGACG . - - oo oo oo oottt i it i i i it i i iiiiccccccececcecaaaaaaaanaaa 8
............... TOGCAGCACGTAAATATTGGCG . - - o o e e i i e i e et e e e eeecmeaceccacaeecaaaaaaaaaa 8
............... TCGCAGCACGTAAATATTGGC . o i c e e i e i e e maeeacccacaacaaaaacanaaannaa [
............... CAGCAGCACGTAAATATTGGCG . - - o o o i i i e eeeeeeaaaaaaaaaaaaaaaaaaaaaaaaaaaa [
............... TAGCAGCACGTAA-TATTGGC . - o oo oo oo i i ittt i it it i i i i i iiiiccccccccceccccaaaaaaaaaaa O
................ TGCAGCACGTAAATAT TG . - - o o i e i i i e e eee i e eaeaacasccaaaacaaaaaaaanaaa D
.............. aTAGCAGCACGTAAATATTGGCGT - - o o e i e e i it i i i e e iaaascccccescoccacaaaaceaaaaaaanana D
............... TAGaCAGCACGTAAATATTGGC .- - - oo iiicccccceaaaaanananaa 4
................ TGCAGCACGTAAATATTGGCA - - - oo i i i i i i i it iiiicccccceceaaaaannnnnnaa 4
............... TAGCAGCACGTAAATAT TGGECGT - - o i i i e i et e e e eeeam e e ceaeeeeeeceaaaaaeanaaa 4
.............. TT-GCAGCACGTAAATATTGGCG. - o c e i e i i i i i e eeecccacaccccaasacccnanaaananan 4
............... TAGCAaCACGTAAATATTGGCG. - o n e e e i i i i e e e cmacaeccccceaccccacaacennnananaaa 4
............... TAGCAGCACGTAA-TATTGGCGT - - oo i i i i ittt i i i i i i i i iiiiicccccccceccecaaaaaaaaaaas 3
.............. ATAGCAGCACGTAAATATTGG . - - o o o i e e e e i e e e e e e eeecamacaeceaceecaaaaaaeanaaa 3
............... TAGCAGCACGTAAATAT TGGtG. - - oo i i it i e i i aaeecccccacccccaaaaacaaaaaaaaaaa 3
............... TAGCAGCACGTAAATATTGGCGY . - - c i e e i e i e i i e e eeecmacaccccaaceacccaaaaaaceanaaaaaanana 3
............... TAGCAGCACGTAAATATTGGCGAaT - - o o oo oo i i ittt it i i it iiicccccccccccacaaaaaaaaaas 3
............... TAGCAGCACGTAAATATTGGACE - - - - i e i e e i et e e e eeeame e ceeaeceeeaaaaaaeanaaa 3
................ TGCAGCACGTAAATAT TGGCGA. - - - c i e e i i et i i e e i ameacccccascoccaaaaanaaaaenaaa 3
............... TAGCAGCACATAAATATTGGCG. o i e i e e i i e i i e e ieiecaeasccccacescccaaacaaceaaaaananana 3
............... TAGCAGCACGTAAATATTEGGC . - o oo oo i i i it i it iiicccccccceccecaaaaaaaaaaas 3
............... aAGCAGCACGTAAATATTGGCG. - - o i i iieeeccecccaaaaaaaaaaaaaaaaaaaaaaaaaaaa 3
............... TCGCAGCACGTAAATAT TGGCGT - - o o e e i e i e et mameecccccascccaaaaacaaaaanaan 2
............... TAGCYGCACGTAAATATTGGCG. o i e e e i i i i i e ecaeeecccaceccccaaaaaccaaananann 2
................ TGCAGCACATAAATATTGGC . - - oo i i i i i iiccccccccccccaaaaaaaaaaas 2
............... TAGCAGCACGTAGATAT TGGCGT - - - o e e i i e e e e et e e e e e ceeei e e eeeeeeeaeaaanns 2
............... TOGCAGCACGTAAATAT TGGCGT - - o o e e i e e et a i aeaacccccascccaaaaacaaaaanaan 2
............... TAGCAGCACGTAAATATTGGtaCGT . - et e i i e i i i eeeeccccceccccacaacaaananann 2
............. aaTAGCAGCACGTAAATATTGGCG . - - o o i i i eeeeeecaaaaaaaaaaaaaaaaaaaaaaaaaaaaas 2
............... TAGCAGCACGTAAATAT TAGCGT - - - o et i et e e et e e e e e ceeee e e meeeeeaeaaannn 2
............... TAACAGCACGTAAATAT TGGC . o m o e e i e i e e e i aeeeccccacacccaaaaacaaaaaanaan 2
............... TAGCAGCACGTAAATATCGGCG. o i e i e i e i i i i e eeeecaeeecccacaccccaaaaacaaaaananann 2
............... TAGCAGCACGTAAATATTG-CG . - o oo oo i i i i i i iccccccccccccaaaaaaaanaas 2
............... AALCAGCACGTAAATATTGGC - - o o i o e e e et e e et e e e e e e e eeeeaeeaeanas 2
............... TAGCAGCACGTAAATAT TGO a. - - o o e i e i it i e eeecccacascccaaaaacaaaaanaan 2
............... TAGaCAGCACGTAA-TATTGGCG. - - c e e i i i i i i i e aeeeccccacescccaacaacaanananann 2
............... TAGCAGCACGTAAATATTGGECa . - - oo oo oo i i i it iiccccccccccccaaaaaaaanaas 2
............... TAGCAACACGTAAATAT GG . - - o o o et i et e e et e e e e e e e e eeeeeeaeaaaann 2
.............. TggaCAGCACGTAAATAT TGGCG. - o o i i i i i e i i e eeeccccasccccaacccaaaaananans 2
.............. TaAGCAGCACGTAAATATTGGCGT . - i e e e i e i et e e meeeccccacascccaaaaaccanaaanannne 2

mu-mir-16(mmu-mir-16-2)
CATGCTTGTTéCACTCTAGCAGC/)\CGTAAATATTGGCGTAGTGAAATAAATATTAAACACCAATATTATTGTGCTGCTTTAGTGTGACAGGGATA
N (R (((ER (N (((((((E (CH ((CEEEE 233-33-3333331)--33333313)--333)--33)))-)) - (-38.60)
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TAGCAGCACGTAAATATTGGCG

................ TAGCAGCACGTAAATATTGGC G- - - o o e e e i et e et e e eea e e e e e e e e eaeeamana. 334
................ TAGCAGCACGTAAATAT TGGCGT - - o o e e i e i i e e maeescccacaecccaaaaacaaanenaaaa (1
................ TAGCAGCACGTAAATATTGG - - - i iiicecccccceeeaaaaaanaaaaa 17
................. AGCAGCACGTAAATATTGGC . - - oo i i it i i i i i i i iiicccccccccceaaaaaaaaaanaaaa 1
................ TAGCAGCACGTAAATATTGGCGaAA . - - . et i i i i e e i amaecccccascccaaaacceaaaacnannans 2
................ TAGCAGCACGTAAATATTGGC-TA . L i iccccccceaaaaaaaaaaaaas 2

mmu-mir-17(mmu-mir-17)
GTCAGAATAATGTCAAAGTGCTTACAGTGCAGGTAGTGATGTGTGCATCTACTGCAGTGAGGGCACTTGTAGCATTATGCTGAC

(- (- - - - (- (- - - - - (CCC----322)--2222)-2)--20)))))---)))))))-))))) (-39.10)
FHRFIHAAAAAAXXXFCAAAGTGCTTACAGTGCAGGTAG

............. CAAAGTGCTTACAGTGCAGGTAG. « c o i e e i e i et i e meeecaaaaeccmaaanaeenanaaa-- 220%
.................................................. ACTGCAGTGAGGGCACTTGTAG. - e e eeeeeaa.. 71
............. CAAAGTGCTTACAGTGCAGGTAGT - - - - it i i iiiieceeecaaaaaaaaaaaaaaananaaaaa- D6
.................................................. ACTGCAGTGAGGGCACTTGTAGC. ........... 50
............. CAAAGTGCTTACAGTGCAGGTA. . o oo e i i i i ceeccccaaecccaaaeaeeaaaaaa---- 10
................................................... CTGCAGTGAGGGCACTTGTAG. ............ 6
..................... TTACAGTGCAGGTAG.. - - oo oo i i i i i i i i i i i i i iiiiiicccccccccceeaaaa.. O
............. CAAAGTGCTTACAGTGCAGGT - - s i i i e i i i i i i e ceeicaaaeecceacaeccaeaaaaaaaa-- 5
.................... CTTACAGTGCAGGTAG. - - o i i it i i i aeecccccascceaaaaaaaaaaa D
.................... CTTACAGTGCAGGTAGT - - oo i i i i i i i i i iiiiccciiicccceceeaaa. 3
.............. AAAGTGCTTACAGTGCAGGTAG .- - - oo i e e i e e i e i iiiiiiieieceannna 2
............. CAAAGTGCTTANAGTGCAGGTAG . - - o o i e e e e i e et e e e e e eeaeenna 2
................................................... CTGCAGTGAGGGCACTTGTAGC. . e o oo e e 2
............. NAAAGTGCTTANAGTGCAGGTAG. - - e e e e e e e et e e e e eeeeaaaaaaaa e e e e e e e e e e eaeaaaaa 2
............ TCAAAGTGCTTACAGTGCAGGTAG .- - - oo e i e e e i i i i iiiiiciieeeannaa 2
............. CAAAGTGCTTACAGTGCAGGTAR. - - - - e e i i i e i e meeccaeecccaaaeaceaaaaaaaaa 23
............. CAAAGTGCTTACAGTGCAGGTAGA - - - - oot ieeeeeeaaaaaaaaaaaaaaaaanaaaa 23
................................................. aACTGCAGTGAGGGCACTTGTAG. . ... ... ..... 9
.................................................. ACTGCAGTGAGGGCACTTGTAGt............ 8
.................................................. ACTGCAGTGAGGGCACTTGTAA. - oo e e e e oo 7
............. CAAAGTGCTTACAGTGCAGGTATL . - i ieeceaeaaaaaaaaaaaaaaaaaaaaa [
............ aCAAAGTGCTTACAGTGCAGGTAG. - - - it i i iiiieecescaaaaaaaaaaaaaaaaaaaaaa O
.............. CAAGTGCTTACAGTGCAGGTAG. - - i it i i it iiiiceececccsaaaaaaaaaaaaaaaaaaa D
................................................. aACTGCAGTGAGGGCACTTGTAGC. ... ... 4
............. TAAAGTGCTTACAGTGCAGGTAG. - - e i i it i i meeecccaceeccccnnnnaaaaa 4
............. CAAAGTGCTTACAGTGCAGGTAGTAAA - - - - i i iiiicccccecaaaaaaaaaaannnnnannaa 4
............. CAAAGTGCTTACAGTGCEAGGTAG. - - - i iiieeccecccaaaaaaaaaaaaaaaaaaan 3
............ ACAAAGTGCTTACAGTGCAGGTAGT - - - i i i i i i i i aeecccmcaaecceaaaaaaaaaaa 3
.................................................. ACTGCAGTGAGaGCACTTGTAGC. .. ......... 3
.................................................. ACTGCAGTGAGGGCACTTGTAGCt........... 3
................................................. aACTGCAGTGAGGGCACTTGTAGE. .. ......... 3
............. CAAAGTGCTTACAGTGCAGGTEAG. - - - o i e e it i it i i eeiccmasscccccaaacceaaaaaa-= 3
.................................................. ACTGCAGTGAGGGCACTTGTEAG. . .......... 3
............. CAAAGTGCTTACAGTGCAGGTAGG . - - - i iecceccaaaaaaaaaaaaaaaaaaaas 2
.................................................. ACTGCAGTGAGGGCACTTGTAE. .. ... ... .... 2
................................................. aACTGCAGTGAGGGCACTTGTAa. - oo e eeea a2 2
............. CAAAGTGCTTACAGTGCAGGTAA. - - - e ee e e i e i i e e ceeecccacacccaaaaacenaananann 2
............. CAAAGTGCTTACAGTGCAGGAAA - - - - - i eecceaeaaaaaaaaaaaaaaaaaaaas 2
............. COAAGTGCTTACAGTGCAGGTAG . - - o i i e e e e et e e e e e eeaenaa 2
............. CAAAGTGCTTACAGTGCAAGTAG. « - o i i e e i i i i e e eemmaaeccmcaaaceaanaaaaa 2
............. CAAAGTGCTTACEAGTGCAGGTAG. - - - e e i i i i e e cmececccccasaccaananana 2
............. TAAAGTGCTTACAGTGCAGGTAGT - - - i i i i i i iiiciiiiiieennaa 2
............. TAAAGTGCTTACAGTGCAGGTAGA - - - o e e o e e e e e e e e e e e e eeeeeaaana 2
............. TAAAGTGCT TACAGTGCAGGTA . < o o e i e e i e aeecccccaaceaaaaaaanans 2
............. CAAAGTaGCTTACAGTGCAGGTAG. - - - e e i i i e e e ccaceeccccaeaccaananaas 2
............. CAAAGTGCTTACAGTGCAGGTAAT - - - - oo iieeceeceaaaaaaaaaaaaaaaaaaaas 2
.................................................. AtTGCAGTGAGGGCACTTGTAG. - .o oo oo o o2 2
............. CAAAGTGCTTACAGTGCEAGGTAGA . - - - e e e i i e i i e e cmaeeccacaeaceaanaaaaa 2

mmu-mir-18la(mmu-mir-18la-1)
GGTTGCTTCAGTGAACATTCAACGCTGTCGGTGAGTTTGGAATTCAAATAAAAACCATCGACCGTTGATTGTACCCTATAGCTAACC

(CCCCCC- - CC- G- - (- - (- e e e 2))333133)333)3))-3))-)-))--)))-1))) (-29.22)
FkxRkxRkx k< AACATTCAACGCTGTCGGTGAGT

_____________ AACATTCAACGCTGTCGGTGAGT - . - -« o e o e ot m e e e e e e e e e e e eaaee e ea e ea e AO%
............. AACATTCAACGCTGTCGGTGAGTTT - - . - o oo e e e i e e ea o eeaea e cacaaceaeaaanaas 25
............. AACATTCAACGCTGTCOGTGAGTT . - - o e o e e e e c e e ea o eameacaceacaamcameanaaaa.. 18
............. AACATTCAACGCTGTCGGTGAG - - - - - e e e ee e e e e e e ea e ececaaeaeaaaaan. 15
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.............. ACATTCAACGCTGTCGGTGAGT - - - i i i i i i e i e e i i i i i i i iiiiiccceeeeenanaaa 4
.............. ACATTCAACGCTGTCGGTGAGT T - - o e e e i i i e e e e e eeeea e e eeeeaeaanaa 4
.............. ACATTCAACGCTGTCGGTGAG . - - c e i it i i et iaesecccccascecaaaaaaaaaaaaa-- 3
.............. ACATTCAACGCTGTCGGTGAGT T T . - oo i i i i i i i i i i i i iiiiiicicccccceeeeaaaaa 3
............. AACATTCAACGCTGTCGGT G - oo i i i e e e e e e e e e i i i i e i e e i i i i i iiiiimmcceeeeneeaaaa 1
............. AACNTTCAACGCTGTCGGTGAGT - - - o e e i e i e e eeii e e eeeecamacaeaaaceeaaaaaaaaa 3
............. AACNTTCAACGCTGTCGGTGAGT T T - - e e e e e e e e e i i aeeecccccascccaaaaacenanans 2
................ ATTCAACGCTGTCGGTGAGT - - e e e e e e e e e e e eeemmmeaaaaaaaaaa e aaaeeeeeeaeeeaeaa 1

mmu-mir-18la(mmu-mir-18la-2)
CCATGGAACATTCAACGCTGTCGGTGAGTTTGGGATTCAAAAACAAAAAAACCACCGACCGTTGACTGTACCTTGG

(CC- (- (- (L - (- (L e 22313)1))))03)))-3))-))-))) (-28.73)
*xHxx* AACATTCAACGCTGTCGGTGAGT

...... AACATTCAACGCTGTCOGTGAGT . - - - e o e e e e e e eecea i eeameameaeaaeaaeeamnana. A9%
...... AACATTCAACGCTGTCGGTGAGTTT . - e e e e ei e i e cea e acaaeaacaaaaaaan 25
______ AACATTCAACGCTGTCGGTGAGTT. - - o e ottt e e ee o ea e e ceaceaceacaaeeaeaao.. 18
...... AACATTCAACGCTGTCOGTGAG . - - - -« o e e e e e e e ea e eaeaieaceaaeaacaaaaoa. 15
....... ACATTCAACGCTGTCGGTGAGT - - - o e o e e e e e ea e ea i eaeeeaaeaaeaanannna. 4
....... JXo7.y [ &7.Y:Yoclog 3 FelcTc] J c7.Xcy i
....... ACATTCAACGCTGTCOGTGAG. - - -« e ee o ee e e e i e i ec e ieceieaeaaaaan 3
....... ACATTCAACGCTGTCGGTGAGTTT . - - ot e i e ia e et a i eaceaceaaaacaaaaaaa 3
...... AACATTCAACGCTGTCOGTG . - -« e e v e e e e e e e e e e maeeamemmeeeeameaaeeemnanan 1
...... AACNTTCAACGCTGTCGGTGAGT . - - - - o e e e e e ea e e a i eacaccacaceaaeeacaaaaz 3
______ AACNTTCAACGCTGTCGGTGAGTTT - - . o e ot et c et e e e e ea e ea e eaaeaaa 2
......... ATTCAACGCTGTCGGTGAGT - - -« o« o e o e ee e e e ee e i emeeieeceaaeaeeaaan 1
...... AACATTCAACGCTGTCGGTGAGTTTE - - . - o e e e e ee i e i e acacaacaaaaaaaa2 B
..... AAACATTCAACGCTGTCGGTGAGT . - . . oo i e i ie e i ecc e ciaceaciaaaaaaaaaaaaa B
...... AACATTCAACGCTGTCGGTGEAG . - - -« o x e ei e e e ea o ea o eaceaceaacaacaaaaaaaas 3
...... Io7.YoT N L O7.Y-Yeicloy F ey el cy 7.
...... AACATTCAACGCTGTCOGTGAGA. - - - < - - v e e e me e e e e e e e ee e caceaeeeaaan 2
_______ ACATTCAACGCTGTCGGTGRAGT . . - - e o e ot e e e e e e e e e e e e eaaeaaeaa 2
....... ACATTCAACGCTGTCGGTGAGTTTEE . . - oottt e et e i ca e iea i eaaeaaaas 2
....... ACATTCAACGCTGTCGOTGRAG . - - - -« o e e e e ea e e ee e eameemee e eaameameaas 2
...... TACATTCAACGCTGTCOGTOAGT - - - - . o e o e e e e m e ee e e e e e e e e eaeeanan 2
______ AACATTCAACGCTGTCGGTGAGT A - -« - -« o e e e e m e e e e e e e e e ea e e eaeeaa 2
...... AACNTTCAACGCTGTCOOTGAGTTTE . - - - oot et c et e e e e e eaea e e eaaeaas 2
...... AACATTCAACGCTGTCOOTGAR . - - - -« o e e e e e e e e e e e e e e e e eaeeaeeaaeeameanan 2
...... AACATTCAACGCTGTCOGTGEAGT . - - . o oot e e e e ee e e e e caaeaaeaaan 2

mmu-mir-181b(mmu-mir-181b-1)
AGGTCACAATCAACATTCATTGCTGTCGGTGGGTTGAACTGTGTAGAAAAGCTCACTGAACAATGAATGCAACTGTGGCC

- (CCCCCC- - - - - (L - - (- - - (C----2)---3133)33)))-2)))))))) - - - -D)))))) (=32.70)
FkRxxRA xR AMCATTCATTGCTGTCGGTGGGT

........... AACATTCATTGCTGTCOGTGOGTT . - - e e c e e ee e ea e e eaaeameacaeaeanaeaaa. 13
........... AACATTCATTGCTGTCGGTGGGT - - - - o c e ee o ee e e e ee i ea e caieaceeameaaaao. BF
___________ AACNTTCATTGCTGTCGGTGGGTT . - - - o e o e e e e ea e aeaaaaeaceaaeaaaaaa. 8
........... AACATTCATTGCTGTCGGTGG . - - - -« e e e e e e e ee e meaeaaeaceaaecaaanas 3
........... AACATTCATTGCTGTCOGTGOG - - - - -« e e e e ea e e e ea o eeaeaccaaeaeaacaaaanas 3
............ ACATTCATTGCTGTCGGTGGGT - - - - - e c e ee e e c e e e e c i eececeaieaeaeaas 3
___________ AACNTTCATTGCTGTCGGTGGGT - - - - o e o e e e e e ee e e mee i ea e eeaaeaaaa 4
............ ACATTCATTGCTGTCGGTGGGTT . - - - - o e ot e e m e e ea e e e e ea e eeaeaaas 2
........... AACATTCATTGCTGTCOGTG . - -« e e e m e e e e e e e e ee e eameemeemeaeaameemeaa 1
............ ACATTCATTGCTGTCGGTGG . - -« - c e c e eeee e e ee e e eeeecmeieeameenean 1
____________ ACATTCATTGCTGTCGGTGGG . - - -« c e e e e e e e e ea i ee e emeaceaieeaceaeean 1
.......... (o7.V.Xo7.¥ i {oT.Y s [cTeg [} KeleTe] L cTc ey N DR |
................... LI Lcleg Fc3 Kelcley FeTc]cy N |
___________ AACATTCATTGCTGTCGGTGGGTTA  « - -« o e o ee e e e eeaeaeaeaceaaeaaaa. 4
........... AACATTCATTGCTGTCGOTEGGGT . - - -« e o e e e e e e e e i e e cea e eaaeeamaaas 2
........... AACATTCATTGETGTCOOTGOGTTAA - - - oo e ee e e e ea e eameacea e eaaceamaaas 2

mmu-mir-181b(mmu-mir-181b-2)
TTGATGGCTGCACTCAACATTCATTGCTGTCGGTGGGTTTGAATGTCAACCAACTCACTGATCAATGAATGCAAACTGCGGGCCAAAAA

- - - - (CCCCCCC. - - - - (L - (L. - - - - 2)---32322300000000000)) - - - - - 2))-)))))--.. (-33.50)
FxHA IR A A x 3K A X AACATTCATTGCTGTCGGTGGGT

............... AACATTCATTGCTGTCGOGTGGGTT . - -« . o e o e e c e e e e e e a e aea e i eaaeaeaeeaaeaaaa. 13
............... AACATTCATTGCTGTCOOTGOGT - « -« c e e e e e e e e e ee e ea e eaeaamcameanaanan. BF
............... AACATTCATTGCTGTCGGTGOGTTT - . . - e e e e e e e e e e e e iecaaceaccaceaaeaaaaa- B
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............... AACNTTCATTGCTGTCGGTGGGT T . - oo oo oo i i i i i it it i i i i i i i i iiicccccccccecceaaaaaaaaa 8
............... AACATTCATTGCTGTCGGTG A - - o c o e e e e i e e e e e ie e e meecmmacaeaaeeceeaaaaaaaa 3
............... AACATTCATTGCTGTCGGTGGG . - o i e i e it i i i i i eeeeccccacscceccaaaaaaaaanaea-- 3
................ ACATTCATTGCTGTCGGTGGGT .« - v e e e e e e e e e e e e e e e eaaaaaaa e e aa e e e e eeeeeeaaaaaaaaa- 3
............... AACNTTCATTGCTGTCGGTGGGT - - - oo i i i i i i i i i i i i i i i i i i i iicicccccccccccaaananaaaa 4
................ ACATTCATTGCTGTCGGTGGGT T - - v e e o c i e e e et i e eeeme e e ceem e e ceeameeaaaaaas 2
............... AACATTCATTGCTGTCGGT G - o o c e e i e i i e e maseecccccaacmaaaaaanaea-- 1
................ ACATTCATTGCTGTCGGTGG . - v e e e e e e e e e eememaeaaaaaaaaaa e e e e e e eeeeeeeeeeeeeaaaa- 1
................ ACATTCATTGCTGTCGGTGG - - - i oo i e i i e i i i i i i i i i i i i i i i iiiccccccceeeeeanaaaaa 1
.............. CAACATTCATTGCTGTCGGTGGGT - - - o o e e e e i e i e e eeii e mememem e ceemeeemeeeeeeaeaaa 1
....................... TTGCTGTCGGTGGGT -« o o o e e i i e i e e i iameccmccaeceaaaaeanaaaas 1
............... AACNTTCATTGETGTCGGTGGGT T . oo i i it i it iiicccccccccccaaananaaaa 4
............... AACATTCATTGETGTCGGTGGGT T - o e e e o o i h e e e e e i i i e eeecmmacaeaaceeeaaaaaa 3
............... AACATTCATTGCTGTCGGTGGGT Tt . o o o i e i i i i i iaaceececcaaaccaaanaea-- 3
......................... GETGTCGGTGGGT T . o it i i iiiiiccccceeeaaaaaas 2
.............. aAACATTCATTGCTGTCGGTGGGTaAT - - - o o e e i i eeeeeeeeaaaaaaaaaaaaaaaaaaaaaaaas 2
.............. AAACATTCATTGCTGTCGGTGGGT T - - o e e o i e e e e e i e e eeam e ceeem e meeeaaeaaans 2

mmu-mir-18lc(mmu-mir-181c)
GCCAAGGGTTTGGGGGAACATTCAACCTGTCGGTGAGTTTGGGCAGCTCAGACAAACCATCGACCGTTGAGTGGACCCCGAGGCCTGGA

- (CC- (- (CCCCCC- - - (OO - (- (v ee - 23333333331)-3333)3))--3))))))-3)))) - (-45-30)
AACATTCAACCTGTCGGTGAGT
................ AACATTCAACCTGTCGGTGAGTTT . - . e e e e e e e e e e e e e e e eeaeaan 12
________________ JLYXo7.y 1 [7:V-Xoog 3 yelcTc] .Y} NN -
................ AACATTCAACCTGTCGGTGAGT - - - - o e ot et m e e ee i eea e eeiea e iaaaaaaaaaas 2%
...................................................... AACCATCGACCGTTGAGTGGAC. . . v eeenn 2
....................................................... ACCATCGACCGTTGAGTGGAC. - .. voeaann 2
................ AACATTCAACCTGTCGGTGRAGTTT . - . . ot o e e c e et e e e e e e e eacaieaaeaaeaaan 2
...................................................... AACCATCGACCGTTGAGTGGACE. . oo venenn 2

mmu-mir-181d(mmu-mir-181d)
ACAATTAACATTCATTGTTGTCGGTGGGTTGTGAGGAGGCAGCCAGACCCACCGGGGGATGAATGTCACTGT

------- (- € - €O - - - (C------32-222322))02) D)D) - - - - - - (=27.60)
*xH4xx AMCATTCATTGTTGTCGGTGGGT

...... AACATTCATTGTTGTCGOTGOGT . . -« o e e ee i ee e ee e e eaeaeaeaoa. 21%
...... AACATTCATTGTTGTCOGTGOGTT . - - o e e e e e e aa e e eaaeaaccameananaa. 16
....... ACATTCATTGTTGTCGGTGGGT - - - -« e e v ee i eeceea e ee e ceaeaceaeaan T
______ AACATTCATTGTTGTCGGTGGG - « - -« « o e e e e ee e ea e ea e aaceaceaaeaeaaan B
...... AACNTTCATTGTTGTCGGTGOGT . - -« w o e o e e ee e e ee e eaaceaeaaeaeaaan 4
...... AACNTTCATTGTTGTCOGTGOGTT. - - o e e e e e eaee e e meameaeaceanan 4
...... AACATTCATTGTTGTCOGTGG. - - - - - v e e e e e e e e e e ee i eaeaeaceaan 2
_______ ACATTCATTGTTGTCEGTGGGTT . - -« e« e e ce e e e e e e e ea e eeea e eaeaan 2
................ (€ I e [oeTey el DN
...... AACATTCATTGTTGTCGGTGGGTAT - - - - - e v e ee o eeceacacceacacaaeacaaaas 3
_____ AAACATTCATTGTTGTCOGTGGGT . - o e e e e e e ee e e e ea e aaceaceaceaaaas 3
...... AACATTCATTGTTGTCOGTGOGTTET - . . o e o e e e e e ee i ee e eaaeaameaeaa 2
...... AACATTCATTGTTGTCOOTGGGA - - -« - e e c e e me e eeeeameemeaeeaeeameaeaa 2
..... BAACATTCATTGTTGTCOOTGGGTT - . . - e e e e e e eecee o ee e e ceaeaeaaas 2
______ AACATTCATTGTTGTCGGTGGGTAR A - « - -« - e e m e e e e e e e ee i ea e eeaeaaeaan 2

mmu-mir-182(mmu-mir-182)
ACCATTTTTGGCAATGGTAGAACTCACACCGGTAAGGTAATGGGACCCGGTGGTTCTAGACTTGCCAACTATGGT

(CCCC- - (L C- (- - - (e vaaea e e 22313313333 --2)0)))))--))))) (-29.14)
*kxx*TTTGGCAATGGTAGAACTCACACCG

...... TTTGGCAATGGTAGAACTCACAC. - - - o o e e e e e e e e ee e e ieaeanaa. 42
______ TTTGGCAATGGTAGAACTCACACC . - - . o e ot e e e e e e e e e eacaciaaeeaaeaaao. 38
...... TTTGGCAATGGTAGAACTCACACCG - - - - - e o e e e e e ea i ea i eaeaieaaaaaaaaaao. 23%
...... TTTGGCAATGGTAGAACTCAC . - - - - e e e e e e e e e e e e e e e eeeeieeeeeaeeeeaa 11
...... TTTGGCAATGGTAGAACTCACA . - - - - e o e e e e e e e e e e e ieaaaeeaaean 9
...... TTTGGCAATGGTAGAACTCACTEACC - -« - o e e e e ee e e e e e ea e eaaeaaeaeaa 4
...... TTTGGCAATG-TAGAACTCACAC. - - - - o e e e e ee o ee e e ee i eeiaaeaeaaeaeaa 3
...... TTTGGCAATGGTAGAACTCACACCGE - - . - o e e e ee e e i e i e ceaeacaceaaeaan 3
______ TTTGGCAATGGTAGAACTCACACGT . - . - e o et e e e e e e e ee e i e e e ceaceaaeaan 3
...... TTTGGCAATGGTAGAACTCACACT . - - . o e e e e i e e ee i iea i e aaaaccaceaaaaan 3
..... ATTTGGCAATGGTAGAACTCACACC . - - - e et e e e e ea i ea e e aaaaeaeaaas 3
..... ATTTGGCAATGGTAGAACTCACACCG . - - - - o e e e e e ee e e e e e e e e eeaean 2
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...... TTTGGCAATGGTAGAACTCACACCGA - - - - e e e e e e e e i e e e meeeeeeeeeaemeeeaemenn 2
______ TTTGGCAATGGTAGAACT CACTAC - - - - o i it e e e e e e e e e i e et a e aiaaaaae 2

mmu-mir-183(mmu-mir-183)
CTGTGTATGGCACTGGTAGAATTCACTGTGAACAGTCTCAGTCAGTGAATTACCGAAGGGCCATAAACAG

(CCC- CCCCCC- - (- - (.- - - - - 2))--3333333))))))----)3))))-)))) (-26.90)
***x*TATGGCACTGGTAGAATTCACT

..... TATGGCACTGGTAGAATTCACT - . . - oo e ee i eaeacececeeaceaceaeaaaao. BI¥
______ ATGGCACTGGTAGAATTCACT . - . - ettt ee e e e e ea e eeceeeeeceeae 1
..... TATGGCACTGGTAGAATTCACTG. . - - o e ee i ee i ce e e i e ieaaeaaeaaeean O
..... TNTGGCACTGGTAGAATTCACT - - - - e e o e e e e e e e e e eeeaeeaeeaaeaan T
...... ATGGCACTGGTAGAATTCACTG . . oo e e e ea e cacaacacaaeaeaaaan B
______ ATGGCACTGGTAGAATTCACTGT . . -« oot ee o ee e ea e e e eaceaaeaaes 4
..... TATGGCACTGGTAGAATTCAC . - - - - e e e e e e e e e e e e eeeeceaceaaeean
............................................. TGAATTACCGAAGGGCCATAAA. ... 4
..... TATGGCACTGGTAGAATTCACTGT . - - e e e e e e e ee e e ceaaaaan 2
..... TETGGCACTGGTAGAATTCACT - - . - oot e e i e e e i e ieaaeaaeaaeaao 3

- - -@TATGGCACTGGTAGAATTCACT - . . o e e e e et e e e e e e e e ea e eaaeaas 3
..... CETGGCACTGGTAGAATTCACT . . - - o e et e e e e e e ee e ceiaaeaaa 2
______ ATGGCACTGGTAGAATTCACTGA . - - -« o e e e ee e e e e ea e e e e e ea e eaceaaeas 2
..... TATGGCACTGGTAGAATTCACTE . - - - e o e ottt e e e e e e e ea e 2

mmu-mir-184(mmu-mir-184)
CCTTTCCTTATCACTTTTCCAGCCAGCTTTGTGACTCTAAGTGTTGGACGGAGAACTGATAAGGGTAGG

(- (- (- - (- - - - 2)3)-3))))--3333))-3)3))))))-))) (-28.90)
TGGACGGAGAACTGATAAGGGT***
............................................ TGGACGGAGAACTGATAAGGGT. ... 5*

mmu-mir-185(mmu-mir-185)
AGGGATTGGAGAGAAAGGCAGTTCCTGATGGTCCCCTCCCAGGGGCTGGCTTTCCTCTGGTCCTT

(CCCCC- - (L QL - - (.- - - - - 22))33)33))-3)))))))--)))))) (-38.00)
*RHxFRTGGAGAGAAAGGCAGTTCCTGA

______ TGGAGAGAAAGGCAGTTCCTGA . « - o e ee e e ee e ceaceea e eeaaaa. 30%
...... TGGAGAGAAAGGCAGTTCCTGAT . . -« e e e e i i e ceaaccaaaceaacaaaaaaz 3
...... TGGAGAGAAAGGCAGTTCCTGAR . - - -« e e e ee e ceeaceceececeaaeaa T
...... TGGAGAGAAAGGCAGTTCCTGAAA. - - - o w oo eececeeceacaceaaaaaaaa. B

..... ATGGAGAGAAAGGCAGTTCCTGA. . - oot eiiee e ieaccacaaaaeaaaas 3
...... TGGAGCGAAAGGCAGTTCCTOAATAR - - -« e v e e e eeamcaeaeeacaaeanas 2
...... TGGAGAGAA-GGCAGTTCCTGAT . . - - o e e ee e ea e cececaaaaaas 2
...... TGGAGAGAAAGGCAGTTCCAA . - « -« v eecee e ceec e ceie e 2

mmu-mir-186(mmu-mir-186)
ACTTTCCAAAGAATTCTCCTTTTGGGCTTTCTCATTTTATTTTAAGCCCTAAGGTGAATTTTTTGGGAAGT

(- (- - CCCCCCamvamamaaae 2))13)-33))-33)))))))))))))) (-33.44)
*HxxkCAAAGAATTCTCCTTTTGGGCT

...... CAAAGAATTCTCCTTTTGGGCTT . - - v v e c e e eececeececeeceaccanaaana- 10
______ CAAAGAATTCTCCTTTTGGGCT - - - - e o e e e e e e e e e e e e aeaceaaeaae TF
............................................. GCCCTAAGGTGAATTTTTTGGG. . ... 2

mmu-mir-187(mmu-mir-187)
TCAGGCTACAACACAGGACCCGGGCGCTGCTCTGACCCCTCGTGTCTTGTGTTGCAGCCGG

- - - (CCC- - - (Cam - - - - )-2-2)-22-I00))))))))-3)))-- (-28.90)
TCGTGTCTTGTGTTGCAGCCGG
............................................. CTTGTGTTGCAGCCGG. 2

mmu-mir-188-3p(mmu-mir-188)
TCTCACATCCCTTGCATGGTGGAGGGTGAGCTCTCTGAAAACCCCTCCCACATGCAGGGTTTGCAGGA

(CC- - (- - (O - (- - - (e - - - - Do 20)))--22303)))--))--))) (-30.30)
CTCCCACATGCAGGGTTTGCA***

..... CATCCCTTGCATGGTGOAGGGT - - - - e o e e e e e e e e ee e eaeeeeceaaeaanan 2

............................................ CTCCCACATGCAGGGTTTGCA. ... 2*
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mmu-mir-188-5p(mmu-mir-188)
TCTCACATCCCTTGCATGGTGGAGGGTGAGCTCTCTGAAAACCCCTCCCACATGCAGGGTTTGCAGGA

(CC- - (- - (- - - - - (.- - - - Do 2))1))--333))))))--))--))) (-30.30)
**#*x*CATCCCTTGCATGGTGGAGGG

..... CATCCCTTGCATGGTGOAGGGT - - - - e o e e e e e e e e ee e aaeaeecaaeaaaan 2
............................................ CTCCCACATGCAGGGTTTGCA. ... 2

..... CATCCCTTGCATGGTGGAGGGAA. - - « -« e e e e ceaceaceacaaeaaeaaeaaeanaaas 3

..... CATCCCTTGCATGGTGOAGGGTE. - -« o e e e e e e ee e eameeeaceaaeaaaan 2

..... CATCCCTTGCATGGTGBAGGGTA. - - < - v e e e eeee e eeeeceaceeaeaanan 2

..... CATCCCTTGCATGGTGGAGGGA-AG - - - -« o e oo e ee e e c e e e ceaaaaan 2

mmu-mir-18a(mmu-mir-18a)
TGCGTGCTTTTTGTTCTAAGGTGCATCTAGTGCAGATAGTGAAGTAGACTAGCATCTACTGCCCTAAGTGCTCCTTCTGGCATAAGAAGTTATGTC

- (L (- CCC- - CCC- - CCCCC-€C----2)--32-232))))-))--2))-)))--)))-)))))))) -))))) - (-31.00)
TAAGGTGCATCTAGTGCAGATAG

................ TAAGGTGCATCTAGTGCAGATAG .- - - i i i i i i i i iiccccccceeeeeeaaaaaaanannaa. 100*
................ TAAGGTGCATCTAGTGCAGAT - - o o o i e i e e i e et e i e eeecaeacaecaaceeaaaaaaaaanaaa-- 45
................ TAAGGTGCATCTAGTGCAGAT A .« o o e i e et iaeaececcascccaaaaccaaaaaaenannaaas 37
................ TAAGGTGCATCTAGTGCAGA . - - - i i iiiccccecceeaaaaaaaaaaanaaa 16
................ TAAGGTGCATCTAGTGCAGATAGT - - - oo i it i it i i i iicccccccccecaeaaaaaanaaanaaaa 10
......................................................... ACTGCCCTAAGTGCTCCTTCTGG. « v v e eeeeeeeeaan 3
........................ ATCTAGTGCAGATAG . - - o i it it i e e eeeccmeccccaaaaccaaaaaacnaaas 2
................ TAAGGTGCATCTAGTGCAGATAG - - - i cccccccceaaaaaanaaanaaaaa 12
................ TAAGGTGCATCTAGTGCAGATAGA - - - e e o e e e e e e e e e e e meee e e meeeeeeeeee e e 11
................ TAAGGTGCATCTAGTGCAGAT . « o o i i i et i i e eeecicccscccccaasaccaaaaaaananan. b
................ TAAGGTGCATCTAGTGCAGAT g - - o oo iiiicccccecaaaananaaaaas 4
............... aTAAGGTGCATCTAGTGCAGATAG . - - o o i i i i i eeeeeecaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaa 3
................ TEAGGTGCATCTAGTGCAGAT - - o o o o e e e e e e et e e e e e e e ceameeaeeeeaaacaaaaaaaa 3
................ TALGGTGCATCTAGTGCAGATAG . « - o i i it e et i e eaemacascecaeaccaaaaaacnannas 2
................. TAGGTGCATCTAGTGCAGAT A . o e e i i i e et eaaeeccccacescccaaaaccaaanancnannne 2
................ TAAGGTGaCATCTAGTGCAGATAG . - - i cccccccccaaaaaaaanaaaaas 2
................ TAAGGTGCATCTAGTGCAGAR. - - - - o e e o et e e e e e e e e e e e e e e e e eaeaeaaaen 2
................ TAAGGTaGCATCTAGTGCAGAT - - o o o e i et i e eaeacascccaacccaaaacnanans 2
................ TAAGGTGCATCTAGCGCAGAT A . o i e i i e et ecaeaeccccceccccaacaacaaaaancnnnnn 2
................ TAAGGTGCATCTAGTGECAGATAGT - - - i cccccccccccaaaaaaaanaaaaas 2
................ TAAGGTGCATCTAGTGCAGAT AL .« - o it et e e et e e e e e e e eeeaeaaaen 2

mu-mir-18b(mmu-mir-180)
TCTCTTGTGTTAAGGTGCATCTAGTGCTGTTAGTGAAGCAGCTTACAATCTACTGCCCTAAATGCCCCTTCTCGCACAGGCTA

- = - CCCCCCC- CCCC- CCCC- CCC- €L - - - - DN ---((C.--- - 2)--23)-3))-3)))---3))))))--- (-23.30)

FHkx xRk xR A TAAGGTGCATCTAGTGCTGTTAG

mmu-mir-190(mmu-mir-190)
CTGTGTGATATGTTTGATATATTAGGTTGTTATTTAATCCAACTATATATCAAGCATATTCCTACAG

(CCCC- - (el - - oo -e - - 2)213)33)33)))))))--)-)))) (-23.60)
**H**TGATATGTTTGATATATTAGGT

..... TGATATGTTTGATATATTAGGTT. . oo e e i eac e aaceaacaaeaaeaaana- B

..... TGATATGTTTGATATATTAGGT - . o e e e e ee e e cea e eeceeaeaan A%
_____ TGATATGTTTGATATATTAGG . - -« o c e et e e e e e e e e ee e ea e eaaeaan 2
............ TTTGATATATTAGGT T - -« o e ot e e e e e e e e e ea e aaaaeas 2

mmu-mir-190b(mmu-mir-190b)
TGCTTCTGTGTGATATGTTTGATATTGGGTTGTTAAATTATGAACCAACTGAATGTCAAGCATACTCTCACAGCAGTAAG
(AT 2)-222))-I0000000))))-))-I3)))-))))-. (-32.70)

sk kxR TGATATGTTTGATATTGGGTT

mmu-mir-191(mmu-mir-191)
AGCGGGCAACGGAATCCCAAAAGCAGCTGTTGTCTCCAGAGCATTCCAGCTGCACTTGGATTTCGTTCCCTGCT

CCCCCC- - (- - (- - CCCC--242-22 24990000 --9000)))0))))) -))))))  (-36.90)
sk xCAACGGAATCCCAAAAGCAGCTG
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...... CAACGGAATCCCAAAAGCAGCT - - oo i i i i i i i iiiccccceeeeaaanaaaaaaa. 118
...... CAACGGAATCCCAAAAGCAGCTG . - i i i i i i i i i i i i i it i i i iiccccccececeeaaaananaaaa 109%
...... CAACGGAATCCCAAAAGCAGCTGT - - - i e i i e i e eeeccacesecccaaaaaananana- D7
...... CAACGGAATCCCAAAAGCAGC - - - i i i i i iiiieeeeeeeeeaaaaaaaaaaa 39
...... CAACGGAATCCCAAAAGCAG . - - i iiecccccecaaaaaaaaaaaaa 12
............. ATCCCAAAAGCAGCT G . - o it e e e e e e e e e e meee e e e 11
....... AACGGAATCCCAAAAGCAGCT G . & - i i e i i i i i ceecccmcesccccaaaacccanan--- 4
............. ATCCCAAAAGCAGCTGT - - i e e e i e e e e e e e e e e e e e e e e e e e e e e eeeeaaaaaeaaa 3
....... AACGGAATCCCAAAAGCAG T - - i e e e e e e e e e e e e e e e e e e e eeeeeeeeeean 2
...... CAACGGAATCCCAAAAGCAGCT GT T - - e e e e e e e e e e e e e eeeeeaeanaean 2
.............. TCCCAAAAGCAGCT G - o n e e i e i i i i eee i mmeeeccaaaacananaas 2
...... CAACGGAATCCCAAAAGCAGCTA . - o i o i e i i i i i i i i i i i iiiiicecceeeeeaaaaaaaaaaa. 18
...... CAACGGAATCCCAAA-GCAGCTG. - i i i i i i i i i i i i it i i i icccccccccceaeaaaaanaaaa 13
...... TAACGGAATCCCAAAAGCAG T . v o i e i i i i i e ieeciiceeccccaaaeceanaea== 9
...... CAACGGAATCCCAAAAGCAGCTGA - - - o oo i i i i i iiiiiieeeceeeaaaaaaaaaaa 9
...... CAACGGAATCCCAAA-GCAGCT - - oo i i i i i i i iccccccccccaaaaaaaaaaaaa 9
...... CAACGGAATCCCAAAAGCAGCTAT - - oo oo i it i i i i i it it iiiccccccccccccaaaaaaaananaa 8
..... aCAACGGAATCCCAAAAGCAGCT . - - i i i i i e i i i i eeecccccsscccccaaaacaaanaaa--- b
...... CAACGGAATCCCAAAAGCAGCTE . - i i icccecceceaaaaaaaaaaaaa D
...... CAACGGAATCCCAAAAGCAGCT@AA - - -« oo i i i i i i i i i i iiiicccceecceaaaaaaaaaaanas D
...... CAACGGAATCCCAAAAGCAGECT - - - oo oo i i i i it i i ittt iicccceccccccaaaaaaanaas D
....... CACGGAATCCCAAAAGCAGCT G . v o i i e i i i i i e ieeecccccsacccaaaaaaaanaas D
...... CAACGGAATCCCAAAAGCAGCTAG .- - - o i o oo i i i iiiicccccecaaaaananaaaa 4
...... CAACGGAATCCCAAA-GCAGCTGT - - i i i i i iicccccccccaaanaannnnaaa 4
...... CAACGGAATCCCAAA-GCAGC . - - oo ittt cccccccccccccaaaannnnaaa 4
...... CAACaGAATCCCAAAAGCAG T .« i e i it i i e eeeccmceeccccaaaccaacea--- 4
...... CAACGGAATCCCAAAAGCAGCTEG . - - oo i iiiccccccccaaaaananaaaa 4
....... CACGGAATCCCAAAAGCAGCTGT - - i i i i i i i i i iiccccccecacaaaaaaaaaaaa 3
............. ATCCCAAAAGCAGCTAT - - i i i i i i i i e e i e i e i i iiiaeaaaaaaeaaa 3
...... OAACGGAATCCCAAAAGCAG T .« o e i i i it i i e eeeiacaecccccaaaeceeaaaea-- 3
...... CAACGGAATCC-AAA-GCAGCT G - - oo oo i i i i iiiiccceceeeaaaaaaaaaaa 3
..... aCAACGGAATCCCAAAAGCAGC . - - oo it i i i iiiiccceceeeeaaaaaaaanaaa 3
...... CAACGGAATCCCAAAAGCAGCA - - - oo oo i i i i i i i i i iieccccccccccacaaaaaanaas 3
...... CAACGGOATCCCAAAAGCAG . - i e i e i i i i i e ceecimceecccaaaaceaaaneas 2
..... aCAACGGAATCCCAAAAGCAGCT G - - i ieeecceeecaaaaaaannas 2
..... CtAACGGAATCCCAAAAGCAGCT - - i iccccccccccaaaaaananans 2
...... CAACGGAATCCCAAA-GCAGECT - - - oottt iicccccccccccaaaaaaaanans 2
..... CaAACGGAATCCCAAAAGCAGCT G, - o i i i e i e e i i i eee i mmeecccaaaaceananeas 2
----aCaAACGGAATCCCAAAAGCAGCT . - i i e i i i e i e meeeccceeeccaeaacaananns 2
...... CAACGGAATCCCAAAAGCAGCTET - - i iccccccccaaaaaaaanananas 2
..... aCAACGGAATCCCAAAAGCAGCTGT - - i i iccccccccceacaaaaaaanaan 2
..... aCAACGGAATCCCAAAAGCAGCTE . - o o i e it i i e e i mmeecccaaaacenannnaas 2
....... CACGGAATCCCAAAAGCAG T - it i e i i e e e eceeccccacaccaaaaacnanane 2
...... CAACGGAATCCCAAA-GCAG . - - oo iecccccccaaaaaaaaaaaas 2
............. ATCCCAAA-GCAGCT G- - o e e i i et e e e e e e e e 2
...... CAACGGAATCCCAAAAGCAGET . & o i i i it iemeeccaaaeaceannneas 2
............. ATCCCAAAAGCAGCT A - i i e e e e eeee e e eeeececececcaaaaaccnananaas 2
...... CAACGGAATCCCAAAAGCAGA - - - - oo iiieecceaaaaaaaaaanaas 2
...... CAACGGA-TCCCAAAAGCAGCTG. - i i i i i i i it iiicecccccccccaaaaaaananann 2

mmu-mir-192(mmu-mir-192)
CGTGCACAGGGCTCTGACCTATGAATTGACAGCCAGTACTCTTTTCTCTCCTCTGGCTGCCAATTCCATAGGTCACAGGTATGTTCACC

G CCC € CCCCCCCCCCCCCC QL rermaaen e IMNINNINNNN-N-)-IN-N). (-37-69)
FHFAAAA XXX A AFCTGACCTATGAATTGACAGCC

............. CTGACCTATGAATTGACAGCC . i e e e e i ieee e i iieeccesecccescacceeaaeeaanaannana- 8%
............. CTGACCTATGAATTGACAGC - - - e i o e e e et e e et e e eeeaa e e e e eeeeaaaaeans 2

Ceeeiienn (CTOACCTATOAATTOACAGCAA -« nenenomenanemaen oo 2

mmu-mir-193(mmu-mir-193)
GAGAGCTGGGTCTTTGCGGGCAAGATGAGAGTGTCAGTTCAACTGGCCTACAAAGTCCCAGTCCTC

I (R (R (T 2)))-3)-2))--333))-3))))--))) (-32.00)
AACTGGCCTACAAAGTCCCAGT****
........................................ AACTGGCCTACAAAGTCCCAGT. . ... 30*
........................................ AACTGGCCTACAAAGTCCCAG...... 9

........................................ AACTGGCCTACAAAGTCCCAGTa. ... 7
........................................ AACTGGCCTACAAAGTCCCAGTaa. .. 7
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........................................ AACTGGCCTACAAAGTCCCAGTaaT.. 3
....................................... aAACTGGCCTACAAAGTCCCAGT.. ... 3

mmu-mir-193b(mmu-mir-193b)
GGCCCAGAATCGGGGTTTTGAGGGCGAGATGAGTTTGTGTTTTATCCAACTGGCCCACAAAGTCCCGCTTTTGGGGTCA
- (- - (- - -G e )--2)-2)-22))-)33)--2)))-))))-)))))- (-36.00)
AACTGGCCCACAAAGTCCCGLTH sk
............................................... AACTGGCCCACAAAGTCCCGCT . - i eea e 3™
............................................... AACTGGCCCACAAAGTCCCGC. - - veeaaen 2

mmu-mir-194(mmu-mir-194-1)
ATCGGGTGTAACAGCAACTCCATGTGGACTGTGCTCGGATTCCAGTGGAGCTGCTGTTACTTCTGAT

(- (- (- CCCCCCC----22)--23000000)) -))))))))) -)))))) (-34.10)
FrxXFFTGTAACAGCAACTCCATGTGGA

...... TGTAACAGCAACTCCATGTGGA . - - i i i i i i e i i mceeccecaaaaeaaaa OBF
...... TGTAACAGCAACTCCATGTG G - v e e e e e e e e e e e e e e e e e e e e e e e e e eeeeeeeeaaaa 1
...... TGTAACAGCAACTCCATGTGAG - - - - i e e e e e e e e e e e eeeean 2
...... TGTAACAGCAACTCCATGTGa. - - - i e e e e e e e e e mmmeecamanaaaas 2
...... TGTAACAGCAACTCCATGTGGAL . - - e e e e e e e e e e eeaaeaaa 2
...... TETAACAGCAACTCCATGTGGA . - - e e e e e eaaaaaaaa 2

mmu-mir-194(mmu-mir-194-2)
GTGGCTCCCACCCTCTGTAACAGCAACTCCATGTGGAAGTGCCCACTGGTTCCAGTGGGGCTGCTGTTATCTGGGGTGGCGGCTAG

- CCCCC- (OO - (- - CCC- - - =00 - - - - (CCCCCC----32)))))--3)))))))) - -))))))) -))))) - (-49.60)
FHFAAAF I KK AAFXFTGTAACAGCAACTCCATGTGGA

............... TGTAACAGCAACTCCATGTGGA . - - oo e e i iiiiiiiiicceeeeeaa.. BF
............... TGTAACAGCAACTCCATGTGGAA . - - i i i i i it i i iiiiccccccccceaeaaaaaaa D
............... TGTAACAGCAACTCCATGTG . - - c o i e e i e e e e e e eeim e e meemcmemaeeemeeeeeeaaa 1
.............. aTGTAACAGCAACTCCATGTGGAA. oo e i i i e caesecccccaccaaaaaanana 2

mu-mir-196(mmu-mir-198)
ACACCCAACTC#CCTGGCTCTAG%AGCACAGAAATATTGGCATGGGGAAGTGAGTCTGCCAATATTGGCTGTGCTGCTCCAGGCAGGGTGGTGA

- (CCC- - CCCCCCLCCC- - - - (- (- (- - - - - - 2)2333)3331)--32))))3))13))))-3)))))))) - (-49.40)
TAGCAGCACAGAAATATTGGC

mu-mir-19Ga(mu-mir-196a-1y
TGAGCCGGGACTGTTGAGTGAAGTAGGTAGTTTCATGTTGTTGGGCCTGGCTTTCTGAACACAACGACATCAAACCACCTGATTCATGGCAGTTACTGCTTC
S (O R CCCCERA (X (O (] (C((C(C(CR CERT T )--2-333323333-3333-33333-3333)-333))--)-)))) -

(-37.10)

TAGGTAGTTTCATGTTGTTGGG

mu-mir-196a(mmu-mir-196a-2)
AGCTGATCTGTGGCTTAGGTAGTTTCATGTTGTTGGGATTGAGTTTTGAACTCGGCAACAAGAAACTGCCTGAGTTACATCAGTC

- (CCCC- - (- (- - C---2--3-233222332)-)300))))0)))))))))))))) - (-45.10)

ke kxR X TAGGTAGTT TCATGTTGTTGGG

mmu-mir-196b(mmu-mir-196by
AACTGGTCGGTGATTTAGGTAGTTTCCTGTTGTTGGGATCCACCTTTCTCTCGACAGCACGACACTGCCTTCATTACTTCAGTTG

(CCCCC- - QL - (- (- CCCCCrCCCmeaemn e 23331333)1)-3)-33)))))--3))))))))))) - (-35.80)
xRk kXX TAGGTAGTTTCCTGTTGTTGGG

mu-mir-197(mmu-mir-197)
GGGGCTGTGCCGGGTAGAGAGGGCAGTGGGAGGTAAGAGCTCTTCACCCTTCACCACCTTCTCCACCCAGCATGGCCGGCA

- - (CCCCCCC- (L (- - CCCC- - (CCCCC----3D-22)- 2333 --0))3)))-)))-D)III)) - - - - (-44.10)
TTCACCACCTTCTCCACCCAGCH >k




Supplemental Figure S1

mmu-mir-199a-3p(mmu-mir-199a-1)
GCCATCCCAGTGTTCAGACTACCTGTTCAGGAGGCTGGGACATGTACAGTAGTCTGCACATTGGTTAGGC

(- - - CCCCCCC- (- (== --00)) - - - - - - - 2)2030)33))-333))))---))) (-28.21)
ACAGTAGTCTGCACATTGGTTA***

..... CCCAGTGTTCAGACTACCTGTTC . & - e o e e e e e e e ee o ea e acceaaaaaaoaa.. 68
............................................. ACAGTAGTCTGCACATTGGTTA. ... 50*
............................................. ACAGTAGTCTGCACATTGGTT. ... 21
_____________________________________________________ CTGCACATTGGTTA. ... 19
..... CCCAGTGTTCAGACTACCTGT T - . ot o et e e e e e ee e e e ee e ee e A7
.............................................. CAGTAGTCTGCACATTGGTTA. ... 11
..... CCCAGTGTTCAGACTACCTGTTCA - oo et e e e e e e ceeceeccecaaeaaan
_____________________________________________ ACAGTAGTCTGCACATTGGT...... 4
..... CCCAGTGTTCAGACTACCTGT - - . - o e e e e i eecacecaciaaaceaaaaaan B
............................................ TACAGTAGTCTGCACATTGGTT..... 3
............................................. ACNGTAGTCTGCACATTGGTTA. ... 24
______________________________________________ CAGTAGTCTGCACATTGGTT..... 3
............................................. ACNGTAGTCTGCACATTGGTT. ... 16
............................................ TACAGTAGTCTGCACATTGGTTA 1
.............................................. CAGTAGTCTGCACATTGGT...... O
______________________________________________ CNGTAGTCTGCACATTGGTTA 6
........... GTTCAGACTACCTGTTC . -« o e e c e e e e e ee e ceaaeeacaaeaaeaaan O
.............................................. CAGTAGTCTGCACATTGGTTAG. .. O
............................................ TACAGTAGTCTGCACATTGGT...... O
_____________________________________________ ACAGTAGTCTGCACATTGGTTAG. .. O
............................................. ACNGTAGTCTGCACATTGGT...... 2
.................................................... TCTGCACATTGGTTA. 0
............ TTCAGACTACCTGTTC. - .o e e e e e e e i e ceaaceaaeaaeaaaaaaaaa O

mmu-mir-199a-3p(mmu-mir-199a-2)
TGGAAGCTTCAGGAGATCCTGCTCCGTCGCCCCAGTGTTCAGACTACCTGTTCAGGACAATGCCGTTGTACAGTAGTCTGCACATTGGTTAGACTGGGCAAGGGC

----- ((CERN CERN (( (A (O ((((UE (R (CEEEES D EEEEE D)) DD DD D) B D)) DD EES D) B D))

ACAGTAGTCTGCACATTGGTTAXFHAA A aadskstddedx

E e

.............................. CCCAGTGTTCAGACTACCTGT T . & c mn i e e e i e i et masecccccaececacaaanannn
...... 68

..................................................................... ACAGTAGTCTGCACATTGGTTA. .o oo .
...... 50*

..................................................................... ACAGTAGTCTGCACATTGGTT. ..o oo oo oo oo -
...... 21

............................................................................. CTGCACATTGGTTA. - e e e e e
...... 19

.............................. CCCAGTGTTCAGACTACCT G T T e e et e e i e e e i e e eeeemmasacccccaacecaaaaaaaaannn
...... 17

...................................................................... CAGTAGTCTGCACATTGGTTA. - . oo oo
...... 11

.............................. CCCAGTGTTCAGACTACCTGTTCA . - o oo e e eeeeeeaaaaaaaaa e e e e e e e
...... 7

..................................................................... ACAGTAGTCTGCACATTGGT e v v i e e e
...... 4

.............................. CCCAGTGTTCAGACTACCT G - e i i i e i e et e e i e e eseocmaasaccccacaccaaaaaaaaannn
...... 5

.................................................................... TACAGTAGTCTGCACATTGGTT . - o oo oo e
...... 3

..................................................................... ACNGTAGTCTGCACATTGGTTA. .. ..o
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...... 24

...................................................................... CAGTAGTCTGCACATTGGTT. e e i e e e e e
...... 3

..................................................................... ACNGTAGTCTGCACATTGGTT . - oo oo e
...... 16

.................................................................... TACAGTAGTCTGCACATTGGTTA. .. ..o - ..
...... 1

...................................................................... CAGTAGTCTGCACATTGGT - - - o oo a
...... 0

...................................................................... CNGTAGTCTGCACATTGGTTA. - oo oo ea o
...... 6

.................................... GTTCAGACTACCT GTTC . - o i i o et e e e e e et e e e e e e e e e
...... 0

...................................................................... CAGTAGTCTGCACATTGGTTAG. - - - oo oo
...... 0

.................................................................... TACAGTAGTCTGCACATTGGT . - oo oo oo oo oo -
...... 0

..................................................................... ACAGTAGTCTGCACATTGGTTAG. - oo a e
...... 0

..................................................................... ACNGTAGTCTGCACATTGGT . - - o oo oo e
...... 2

............................................................................ TCTGCACATTGGTTA. . ...
...... 0

..................................... TTCAGACTACCTGTTC . - n i i i i e i i e eeecccacasccaaaaaaaaaann-
...... 0

mmu-mir-199a-3p(mmu-mir-199b)
CCAGAGGATACCTCCACTCCGTCTACCCAGTGTTTAGACTACCTGTTCAGGACTCCCAAATTGTACAGTAGTCTGCACATTGGTTAGGCTGGGCTGGGTTAGACC

CTCGG
N (((Crr (CCCER ((UE (@ (@@ ) EE D B D)D) DI 0DD) BD)) D ED ) B ) ) ) BEEEEE D)

*hkk*k

................................................................ ACAGTAGTCTGCACATTGGTTA. - - e e e o
...... 50*

................................................................ ACAGTAGTCTGCACATTGGT T - oo e e e e a o
...... 21

........................................................................ CTGCACATTGGTTA. - o i e e e e
...... 19

................................................................. CAGTAGTCTGCACATTGGTTA. . .o a s
...... 11

......................... CCCAGTGTTTAGACTACCTGT T . o n i i e e e i i i e eeecmcececcccasecccacaecaaaaaaaannn
...... 18

................................................................ ACAGTAGTCTGCACATTGGT . v o o i e e e i a
...... 4

............................................................... TACAGTAGTCTGCACATTGGT T - o e e e e e o
...... 3

................................................................ ACNGTAGTCTGCACATTGGTTA. - oo oo oo
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...... 24

................................................................. CAGTAGTCTGCACATTGGT T . e e e e e e e
...... 3

................................................................ ACNGTAGTCTGCACATTGGTT . - o o i e e e e e a
...... 16

............................................................... TACAGTAGTCTGCACATTGGTTA. - oo a s
...... 1

......................... CCCAGTGTTTAGACTACCT G T - - o oo i e e e e e eeeeesesseeaaaaaaaaa e aa e
...... 4

................................................................. CAGTAGTCTGCACATTGGT - - e e e e e e o
...... 0

................................................................. CNGTAGTCTGCACATTGGTTA. - - oo -
...... 6

................................................................. CAGTAGTCTGCACATTGGTTAG. - - oo oo a s
...... 0

............................................................... TACAGTAGTCTGCACATTGGT - - o oo a s
...... 0

................................................................ ACAGTAGTCTGCACATTGGTTAG. - e e i e a oo
...... 0

................................................................ ACNGTAGTCTGCACATTGGT . - o o e e e e e e e a
...... 2

....................................................................... TCTGCACATTGGTTA. - oo oo
...... 0

......................... CCCAGTGTTTAGACTACCTGT T . - . o e eeeeseeceaaaaaaaaaaaaa e e e e e
...... 5

......................... TCCAGTGTTTAGACTACC T G T e e e s i e e i e e i i e e eeeccccececcccaasacccacasccaaaaannnn
...... 2

mmu-mir-199a-5p(mmu-mir-199a-1)
GCCATCCCAGTGTTCAGACTACCTGTTCAGGAGGCTGGGACATGTACAGTAGTCTGCACATTGGTTAGGC

((CC- - - CCCCCCC- (- CCLCCCC-2220)) - - - - - - 2))13)133))-)))))))---))) (-28.21)
**#x*CCCAGTGTTCAGACTACCTGTTC

..... CCCAGTGTTCAGACTACCTGTTC . - - e o e e e e e e e i ee o eecececeeaaeaeaonao. BB%
_____________________________________________ ACAGTAGTCTGCACATTGGTTA. ... 50
............................................. ACAGTAGTCTGCACATTGGTT. ... 21
..................................................... CTGCACATTGGTTA. ... 19
..... CCCAGTGTTCAGACTACCTGT T - - . o e e e e e e e e e e e cecee e e e A7
______________________________________________ CAGTAGTCTGCACATTGGTTA. ... 11
..... CCCAGTGTTCAGACTACCTGTTCA - .o e et e e i e e ee e e eaceaaeaaan T
............................................. ACAGTAGTCTGCACATTGGT...... 4
..... CCCAGTGTTCAGACTACCTGT - . . oo e e e e e e o ececeeceaaaeaaaaan B
____________________________________________ TACAGTAGTCTGCACATTGGTT..... 3
............................................. ACNGTAGTCTGCACATTGGTTA. ... 24
.............................................. CAGTAGTCTGCACATTGGTT..... 3
............................................. ACNGTAGTCTGCACATTGGTT. ... 16
____________________________________________ TACAGTAGTCTGCACATTGGTTA 1
.............................................. CAGTAGTCTGCACATTGGT...... O
.............................................. CNGTAGTCTGCACATTGGTTA 6
........... GTTCAGACTACCTGTTC. -« e e e e e i ea e ceeceaeceacaeacaaaan O
______________________________________________ CAGTAGTCTGCACATTGGTTAG. .. O
............................................ TACAGTAGTCTGCACATTGGT...... O
............................................. ACAGTAGTCTGCACATTGGTTAG... O
............................................. ACNGTAGTCTGCACATTGGT.. ... 2
____________________________________________________ TCTGCACATTGGTTA. 0
............ TTCAGACTACCTGTTC. & - ottt e i e i e e i aaceaaeaaeaaaaaaeaa O
............................................. ACAGTAGTCTGCACATTGGTTAa. .. 110
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..................................................... CTGCACATTGGTTAa. . .
............................................. ACAGTAGTCTGCACATTGGTTAL
..... CCCAGTGTTCAGACTACCTGT T . - o i i i i meeecmamaeacenanan
.............................................. CAGTAGTCTGCACATTGGTTAa
..... CCCAGTGTTCAGACTACCTGTTa . - - i eeeeeeceeaaaaaaaaanannn
..................................................... CTGCACATTGGTTAt
..... TtCCAGTGTTCAGACTACCTGT T . & oo e e e i i i meeecmmmaeacenanan
............................................. ACAGTAGTCTGCACATTGGTTt.
..................................................... tTGCACATTGGTTA.
............................................ aACAGTAGTCTGCACATTGGTTA.
..... CCCAGTGTTCAGACTACCT T Tt . - oo e i e i et i i mmeecmmaaaaenanan
............................................. ACAGTAGTCTGCACATTGGTa. . . - .
............................................. ACNGTAGTCTGCACATTGGTTAa
.................................................... aCTGCACATTGGTTA.
............................................ aACAGTAGTCTGCACATTGGTTAa
..... CCCAGTGTTCAGACTACCTGTTAC . - - - i e eceeeeeeeeeaaaaaaannn
aCCCAGTGTTCAGACTACCTGTTC . - - i eceeeecceeaaaaaaaaanannn
............................................. ACNGTAGTCTGCACATTGGTTAL
............................................. ACAGTAGTCTGCACATTGGTTEA
............................................. tCAGTAGTCTGCACATTGGTT. .. ..
.............................................. tAGTAGTCTGCACATTGGTTA. . ..
..... CCCAGTGTTCOGACTACCTGTTC . - - ieeseeceeeeeeaaaaaannnn
..... CCCAGTGTTCAGACTACCTGT e v c i e e e i e e i e meemmmmeecmaaaaaananan
.............................................. CAGTAGTCTGCACATTGGTTATL.
............................................. ACAGTAGTCTGCACATTGGTTAat
............................................ TACAGTAGTCTGCACATTGGTTAL.
..... CCCAGTGTTCAGACTACCTGTTEC . & o i i e i i e meemmmaeacnanan
..................................................... CTGCACATTGGTTAat
..... TCCAGTGTTCAGACTACCTGT T . - i eeesssccecaaaaaaaaanannn
..... TCCAGTGTTCAGACTACCT T TCA . - o it e e e e e e eeeeaea e
.................................................... aCTGCACATTGGTT. .. ..
............................................ TACAGTAGTCTGCACATTGGTTAa
----ACCCAGTGTTCAGACTACCTGT T - - i e e e e e e e e e eeeeeenns
............................................. ACAGTAGTCTGCACATTGaTTAL. ..
............................................. ACNGTAGTCTGCACATTGGTaA. ...
............................................. ACAGTAGTCTGCgCATTGGTTA. ...
............................................. ACAGTAGTCTGCACATTEGGTTA. ..
..................................................... CTGCACATTGGTTTA. ..
............................................. ACAGTAGTCTGCACATTGGTTAC. . .
............................................ aACAGTAGTCTGCACATTGGTT. . ...
............................................. ACAGTAGTCTaGCACATTGGTTA. ..
............................................. ACAGTAGTCTGCACATTGGTaA. . ..
............................................. CtAGTAGTCTGCACATTGGTTA. . ..
..... CCCAGTGTTCAGACTACCTAGT T c s e e i e e e e e e e e mececccaaeaaananan
............................................. ACAGTAGTCTGCACEATTGGTT.
.................................................... aCTGCACATTGGTTAa
..................................................... tTGCACATTGGTTAa
..... CtCAGTGTTCAGACTACCTGTTCA . - o i i i e meeeccecacaaaeanan
.............................................. CAGTAGTCTGCACATTGGTa. - . . .
..... CCCAGTGTTCAGACTACCTGTTCg - - - i e e e e e e e e e et m e e e eeeeeae e aas
............................................. ACAGTAGTCTGCACATTGGTTg. -
..... CCCAGTGTTCAGACTACCTAGTTC. - n e e e i i i e meeeccececacceanan
..................................................... EtTGCACATTGGTT. ...
..... CCCAGCGTTCAGACTACCT G T s - o i e e e e e e e e e e e e eeeaae e e
aCCCAGTGTTCAGACTACCTGTTCA . L o i e i i e eeecmmaaaaanan
............................................. ACAaTAGTCTGCACATTGGTTA. .
..... CCCAGTGTTCEAGACTACCTGTTC . - - i eescecceeaaaaaaaaaannn
............................................. gCAGTAGTCTGCACATTGGTTA. . ..
............................................. ACAGTAGTCTaGCACATTGGTTAa. .
..... CCCAGTaTTCAGACTACCTGT T . - n e e i e i i i e i e mececccaaaaaaeanan
..... CCCAGTGTTCAGACTACCTGTTCEA . - . i iieecceeaaaaaaaaaannn
..... CCCAGTGTTCAGACTACCTGT TCAG - - - e e e m e e e e e e e e e e e eeeae e aas
..................................................... CTGCACATTGGTTAC. ..
..................................................... CTGCACATTGGTTACLEL. .
............................................. ACAGTAGTCCcGCACATTGGTTA. ...
............................................. ACgGTAGTCTGCACATTGGTTA. . ..
..................................................... tTGCACATTGGTTAE. ..
............................................. ACAaGTAGTCTGCACATTGGTTA. ..
............................................. tCAGTAGTCTGCACATTGGTTAA. - .
............................................. ACNGTAGTCTGCACATTGGTTE. - ..
............................................. ACAGTAGTCTGCACATTGaTTA. ...
..... CCCACGTGTTCAGACTACCTGTTC . - i e i e i i i e meeeceaaecaeaeanan
............................................. ACAGTAGTCTGCAaCATTGGTTA.

NNNNNNNNDNNNNNDNDNNNNNNDNNNNNNNNNNNNOOOWWOWWOWWWWWARARMPMDIMNDIMNDIMMNOOOOUOOOOO OO N 0O
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mmu-mir-199a-5p(mmu-mir-199a-2)
TGGAAGCTTCAGGAGATCCTGCTCCGTCGCCCCAGTGTTCAGACTACCTGTTCAGGACAATGCCGTTGTACAGTAGTCTGCACATTGGTTAGACTGGGCAAGGGC

----- ((CERN CERN (( (A (O ((((UE (R (CEEEES D EEEEE D)) DD DD D) B D)) DD EES D) B D) BOID)

E e

.............................. CCCAGTGTTCAGACTACCTGT T . & m o n i e e e i i i e e maeeccccaacecacaaaaanannn
...... 68*

..................................................................... ACAGTAGTCTGCACATTGGTTA. - oo oo .
...... 50

..................................................................... ACAGTAGTCTGCACATTGGTT. ..o oo oo oo oo -
...... 21

............................................................................. CTGCACATTGGTTA. ..o
...... 19

.............................. CCCAGTGTTCAGACTACCT G T T e e et i e i e et i i i eeeemmasscccccaccecacaaanannn
...... 17

...................................................................... CAGTAGTCTGCACATTGGTTA. - . oo oo oo
...... 11

.............................. CCCAGTGTTCAGACTACCTGTTCA . < o oo i eeeeeeeeeeaaaaaaaaaa e e e e e e e
...... 7

..................................................................... ACAGTAGTCTGCACATTGGT e v v e e e e
...... 4

.............................. CCCAGTGTTCAGACTACCT G - e i i i e e e i e e i e e aeeocmaasscccccaacecaaaaaaaaannn
...... 5

.................................................................... TACAGTAGTCTGCACATTGGTT . - o oo oo oo e
...... 3

..................................................................... ACNGTAGTCTGCACATTGGTTA. .. ..o . ..
...... 24

...................................................................... CAGTAGTCTGCACATTGGT T - e e e e e e e e
...... 3

..................................................................... ACNGTAGTCTGCACATTGGTT. - oo e
...... 16

.................................................................... TACAGTAGTCTGCACATTGGTTA. .o oo .
...... 1

...................................................................... CAGTAGTCTGCACATTGGT - - - oo a s
...... 0

...................................................................... CNGTAGTCTGCACATTGGTTA. « v e a e e e e
...... 6

.................................... GTTCAGACTACCT GTTC . - ot it i e e e eeecmaaaecmccaaaceaaaaan-
...... 0

...................................................................... CAGTAGTCTGCACATTGGTTAG. « - o o oo e e e o -
...... 0

.................................................................... TACAGTAGTCTGCACATTGGT . oo oo oo e e e oo -
...... 0

..................................................................... ACAGTAGTCTGCACATTGGTTAG. . oo a e
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...... 0

..................................................................... ACNGTAGTCTGCACATTGGT . - o o oo oo e
...... 2

............................................................................ TCTGCACATTGGTTA. . ..o ...
...... 0

..................................... TTCAGACTACCTGT T . - o i i ieeeeeeeeeeeeaaaannn
...... 0

..................................................................... ACAGTAGTCTGCACATTGGTTAaA. . ... ... ....
...... 12

...................................................................... CAGTAGTCTGCACATTGGTTAaA. . ... ... ...
...... 6

............................................................................. CTGCACATTGGTTAaA. . .. ...
...... 4

............................. CCCaAGTGTTCAGACTACCTGTTC . - o o i i i e i i e i i e e eeeeeeeeeaaaaaaaaa e e e e e e e aaaam
...... 3

.................................................................... TACAGTAGTCTGCACATTGGTTAaA. .. ... ... ...
...... 2

mmu-mir-199b(mmu-mir-199a-1)
GCCATCCCAGTGTTCAGACTACCTGTTCAGGAGGCTGGGACATGTACAGTAGTCTGCACATTGGTTAGGC

(- - - CCCCCCC- (- CCCCCCC-222D)) - - - - - 2)0330133))-333))))---))) (-28.21)
ACAGTAGTCTGCACATTGGTTA***

..... CCCAGTGTTCAGACTACCTGTTC . - - e o e e e e ee e ceececieceeaaeaaaoano. B8
_____________________________________________ ACAGTAGTCTGCACATTGGTTA. ... 50*
............................................. ACAGTAGTCTGCACATTGGTT. ... 21
..................................................... CTGCACATTGGTTA. ... 19
..... CCCAGTGTTCAGACTACCTGT T - - . o e e oo ee e e e ceceeeeecee e A7
______________________________________________ CAGTAGTCTGCACATTGGTTA. ... 11
..... CCCAGTGTTCAGACTACCTGTTCA - .o e et et i e e ee e e e T
............................................. ACAGTAGTCTGCACATTGGT...... 4
..... CCCAGTGTTCAGACTACCTGT - . . oo e e e e e e o ececeeceaaaceaaaaan B
____________________________________________ TACAGTAGTCTGCACATTGGTT..... 3
............................................. ACNGTAGTCTGCACATTGGTTA. ... 24
.............................................. CAGTAGTCTGCACATTGGTT..... 3
............................................. ACNGTAGTCTGCACATTGGTT. ... 16
____________________________________________ TACAGTAGTCTGCACATTGGTTA 1
.............................................. CAGTAGTCTGCACATTGGT...... O
.............................................. CNGTAGTCTGCACATTGGTTA 6
........... GTTCAGACTACCTGTTC. -« e e ee e e i ea e ceecaaecaacaeacaaaan O
______________________________________________ CAGTAGTCTGCACATTGGTTAG. .. O
............................................ TACAGTAGTCTGCACATTGGT...... O
............................................. ACAGTAGTCTGCACATTGGTTAG... O
............................................. ACNGTAGTCTGCACATTGGT...... 2
____________________________________________________ TCTGCACATTGGTTA. 0
............ TTCAGACTACCTGTTC. & - o et ee i e e e e i aacaaaaaeaaeaaaaao O

mmu-mir-199b(mmu-mir-199a-2)
TGGAAGCTTCAGGAGATCCTGCTCCGTCGCCCCAGTGTTCAGACTACCTGTTCAGGACAATGCCGTTGTACAGTAGTCTGCACATTGGTTAGACTGGGCAAGGGC

----- (CCERN CERN (( (A (CERN (U (CCCE (N (CERREE D EEEEES D)) DD ) DD D) B D)) )OO BN D) B D D) BDID )

ACAGTAGTCTGCACATTGGTTA Ak
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...... 50*

_____________________________________________________________________ ACAGTAGTCTGCACATTGGTT . - oo oo e
...... 21

............................................................................. CTGCACATTGGTTA. ... o
...... 19

.............................. CCCAGTGTTCAGACTACCT G T - - c o i i i e e e e e i e e e e e e e eeeeeeeeaeaaaaaaa e e aaaaam
...... 17

...................................................................... CAGTAGTCTGCACATTGGTTA. - oo aa o
...... 11

______________________________ CCCAGTGTTCAGACTACCT G T TCA .« - o i i e e e et e e e e e e meea e e ceee e aaan
...... 7

..................................................................... ACAGTAGTCTGCACATTGGT . oo oo oo e e oo oo -
...... 4

.............................. CCCAGTGTTCAGACTACCTGT - - o o i it e e e e e e e e e e e e e eeeseeeeeaaaaaaaa e e aaaam
...... 5

.................................................................... TACAGTAGTCTGCACATTGGTT. - oo oo e
...... 3

_____________________________________________________________________ ACNGTAGTCTGCACATTGGTTA. .o oo .
...... 24

...................................................................... CAGTAGTCTGCACATTGGTT . - oo a s
...... 3

..................................................................... ACNGTAGTCTGCACATTGGTT. ..o oo oo oo oo -
...... 16

.................................................................... TACAGTAGTCTGCACATTGGTTA. ..o a oo ..
...... 1

______________________________________________________________________ CAGTAGTCTGCACATTGGT - - o e e i e e e e o -
...... 0

...................................................................... CNGTAGTCTGCACATTGGTTA. . ..o o
...... 6

.................................... GTTCAGACTACCTGTTC . - c e i e e i e i e i e e eeeecccccacccaaaaaceaaaaan-
...... 0

...................................................................... CAGTAGTCTGCACATTGGTTAG. v oo oo e e e o
...... 0

____________________________________________________________________ TACAGTAGTCTGCACATTGGT - - - oo o e oo oo
...... 0

..................................................................... ACAGTAGTCTGCACATTGGTTAG. - - - oo oo oo -
...... 0

..................................................................... ACNGTAGTCTGCACATTGGT e v v e e e e
...... 2

............................................................................ TCTGCACATTGGTTA. ..o oo
...... 0

_____________________________________ TTCAGACTACCT G T C . - o o i i e e e e e et m e e e e e e e
...... 0

mmu-mir-199b(mmu-mir-199b)
CCAGAGGATACCTCCACTCCGTCTACCCAGTGTTTAGACTACCTGTTCAGGACTCCCAAATTGTACAGTAGTCTGCACATTGGTTAGGCTGGGCTGGGTTAGACC

CTCGG
N (((CrErs (CCCER (CCCE (@ (@ (S D EREN D B D) )00 )0 B9 D00 D) B D ED ) BED D) ) BEREEE ))

Page 47



Supplemental Figure S1
))).. (=42.90)

ACAGTAGTCTGCACATTGGTTA

................................................................ ACAGTAGTCTGCACATTGGTTA. - oo oo
...... 50*

................................................................ ACAGTAGTCTGCACATTGGTT. e oo oo e e e e e oo -
...... 21

........................................................................ CTGCACATTGGTTA. - e e e e e e e e
...... 19

_________________________________________________________________ CAGTAGTCTGCACATTGGTTA. - o oo
...... 11

......................... CCCAGTGTTTAGACTACCTGT T . - o oot eeeeeseseaaaaaaaaaaaaa e e e aaaaannn-
...... 18

................................................................ ACAGTAGTCTGCACATTGGT - - e e e e e e e e e e e e e e oo -
...... 4

............................................................... TACAGTAGTCTGCACATTGGT T, o o e i a
...... 3

________________________________________________________________ ACNGTAGTCTGCACATTGGTTA. - e i oo e e o
...... 24

................................................................. CAGTAGTCTGCACATTGGTT - - - oo a s
...... 3

................................................................ ACNGTAGTCTGCACATTGGTT. o oo e e e e e e oo -
...... 16

............................................................... TACAGTAGTCTGCACATTGGTTA. - e i i oo
...... 1

_________________________ CCCAGTGTTTAGACTACC T G T n o c oo e e e e e e e e e e e e e e e e e e e eeeme e e mmeee e e e
...... 4

................................................................. CAGTAGTCTGCACATTGGT - - - oo a s
...... 0

................................................................. CNGTAGTCTGCACATTGGTTA. « o e e e e e
...... 6

................................................................. CAGTAGTCTGCACATTGGTTAG. - - - i e e e e ee e
...... 0

_______________________________________________________________ TACAGTAGTCTGCACATTGGT - v o o e e e e a
...... 0

................................................................ ACAGTAGTCTGCACATTGGTTAG. - - o oo e e e e e e -
...... 0

................................................................ ACNGTAGTCTGCACATTGGT e v v e e e e e e a
...... 2

....................................................................... TCTGCACATTGGTTA. - i ii oo
...... 0

mmu-mir-19a(mmu-mir-19a)
GCAGCCCTCTGTTAGTTTTGCATAGTTGCACTACAAGAAGAATGTAGTTGTGCAAATCTATGCAAAACTGATGGTGGCCTGC

(CCC- (- L= - - - - 2)))--:3333)--333)33333)3)33))-))-3))) (-39.10)
TGTGCAAATCTATGCAAAACTGA**Haxktix
................................................ TGTGCAAATCTATGCAAAACTGA. . .......... 55*
________________________________________________ TGTGCAAATCTATGCAAAACTG. .. ..ooouuoan B
......................................................... CTATGCAAAACTGA. . .......... 4
............ TAGTTTTGCATAGTTGCACTAC . - - - e e e e e e e e e e e e e eaeaeacaeaaeeaaanaan 4
................................................ TGTGCAAATCTATGCAAAACT . ... ..ol 2
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................................................ TGTGCAAATCTATGCAAA-CTGA. .. ......... 4
............................................... TT-TGCAAATCTATGCAAAACTGA. .. ......... 3
............................................... aTGTGCAAATCTATGCAAAACTGA. ... ........ 3

mmu-mir-19b(mmu-mir-19b-1)
CACTGGTCTATGGTTAGTTTTGCAGGTTTGCATCCAGCTGTATAATATTCTGCTGTGCAAATCCATGCAAAACTGACTGTGGTGGTG

(CCC- - - (- - (e 232)331333-3)-333333332)3))))))-)))) (-38.02)
TGTGCAAATCCATGCAAAACTGA***Hkkxix
..................................................... TGTGCAAATCCATGCAAAACTGA. ... ....... 65*
..................................................... TGTGCAAATCCATGCAAAACTG. .. ... ....... 13
..................................................... TGTGCAAATCCATGCAAAACT. ... ool 7
______________________________________________________________ CCATGCAAAACTG. . v eeenenn- 1

mmu-mir-19b(mmu-mir-19b-2)
ACTTACGATTAGTTTTGCAGATTTGCAGTTCAGCGTATATGTGAATATATGGCTGTGCAAATCCATGCAAAACTGATTGTGGGA

- (el - - (CaaeCC----323327-3233333333)--3333333))333)))))) - (-41.20)
TGTGCAAATCCATGCAAAACTGA* ik

..................................................... TGTGCAAATCCATGCAAAACTGA. .. ...... 65%*
..................................................... TGTGCAAATCCATGCAAAACTG. .. ....... 13
..................................................... TGTGCAAATCCATGCAAAACT . oo eeeaaa ol 7
.............................................................. CCATGCAAAACTG.......... 1
..................................................... TGTGCAAATCCATGCAAA-CTGA. ........ 9
..................................................... TGTGCAAATCCtATGCAAAACTGA........ 6
.................................................... aTGTGCAAATCCATGCAAAACTGA......... 5
..................................................... TGTGCAAATCCATGCAAAAaCTGA. ....... 4
..................................................... TGTGCAA-TCCATGCAAA-CTGA. ........ 4
..................................................... TGTGCAAATCCATGCAAAACTGtA........ 4
..................................................... TtTGCAAATCCATGCAAAACTGA......... 3
..................................................... TETGCAAATCCATGCAAAACTG. ... ...... 3
..................................................... TGTGCAAATCCATGCAAAACTGE. .. ...... 2
.................................................... aTGTGCAAATCCATGCAAAACTG. ... ..... 2
..................................................... TGTGCAAATCCATGCAAAACTaA......... 2
..................................................... TGTGCAAATCCATGCAAAACTa. . ..o ... 2
..................................................... TGTGCAAATCCATGECAAAACTGA. ....... 2

mmu-mir-200a(mmu-mir-200a)
CTGGGCCTCTGTGGGCATCTTACCGGACAGTGCTGGATTTCTTGGCTTGACTCTAACACTGTCTGGTAACGATGTTCAAAGGTGACCCAC

- (CCCC- CCC- (- (- - (- - - - - - 2)-23)1-3333)333)3)13-33)))3))-)))-)-)))) - (-43.20)
TAACACTGTCTGGTAACGATG T*ixiion

_____________________________________________________ TAACACTGTCTGGTAACGATGTT. .. ...oouoou-.. 63
..................................................... TAACACTGTCTGGTAACGATGT ..o ooooouoan-.. 50%
.............................................................. CTGGTAACGATGTT.......cueen.. 4
..................................................... TAACACTGTCTGGTAACGATG. -« o cceeeaeaaan 2
..................................................... TAACACTGTCTGGTAACGATGTTA. .. covuoauaa 5
..................................................... TAACACTGTCTGGTAACGATEGT . ... ..cuoeuaon 3
.............................................................. CTGGTAACGATGTTa. ... ..ovueann- 3
_____________________________________________________ TAACACTGTCTGGTAACGATAGT . . oo ve e eaaan 2
.................................................... aTAACACTGTCTGGTAACGATGTT. ... ... .. 2
...................................................... TACACTGTCTGGTAACGATGT . oo ov i eeeaa 2
.............................................................. TTGGTAACGATGTT. ... oio.. 2
_____________________________________________________ TAACACTATCTGGTAACGATGTT. .. oouoeaaaan 2
...................................................... AACACTGTCTGGTAACGATGTTA. .. oceaa 2
..................................................... TYACACTGTCTGGTAACGATGT ..o eveeaeaa 2

mmu-mi r-200b(mmu-mir-200b)
GCCGTGGCCATCTTACTGGGCAGCATTGGATAGTGTCTGATCTCTAATACTGCCTGGTAATGATGACGGC

(CCCC- - - OO - (- - - - - - - - )-32321)-33)))--3)3)-33))))))) (-31.20)
TAATACTGCCTGGTAATGATGA****
............................................ TAATACTGCCTGGTAATGATGAC. ... 172
............................................ TAATACTGCCTGGTAATGATGA. . ... 137*
..................................................... CTGGTAATGATGA. ... 30
________ CATCTTACTGGGCAGCATTGOA - - -« o e ee e e e ee e aa e eeaceaaeao. 18
..................................................... CTGGTAATGATGAC. ... 17
............................................ TAATACTGCCTGGTAATGATG. . .... 17
........ CATCTTACTGGGCAGCATTGG - - - - e ee o ee e ee e e ceeceeceecaceaaan 9
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............................................. AATACTGCCTGGTAATGATGAC. ... 3

............................................ TAATACTGCCTGGTAATGATGACtE. .. 19
............................................ TAATACTGCCTGGTAATGATGAa. ... 15
............................................ TAATACTGCCTGGTAATGATGACa. .. 15
............................................ TAATACTGCCTGGTAATGATGEA. . ..
............................................ TAATACTGCCgGGTAATGATGA. . . ..
............................................ TAATACTGCCTGGTAATGATGEAC. . .

............................................ TEtATACTGCCTGGTAATGATGAC. . . .
..................................................... CTGGTAATGATGAa. . ..
............................................ CAATACTGCCTGGTAATGATGAC. . . .
........................................... aTAATACTGCCTGGTAATGATG. ... ..
..................................................... CTGGTAATGATGACTE. ..
..................................................... CTGGTAATGATGACC. . .
..................................................... CTGGTAATGATGACa.. . .
..................................................... tTGGTAATGATGAC. . . .
............................................ TAATACTGCCTGGTAATGATGAaC. . .
............................................ TAATACTGCCgGGTAATGATGAC. . . .

7
7
7
6
5
5
5
4
4
3
3
.. 2
............................................ gAATACTGCCTGGTAATGATGAC. ... 2
2
2
2
2
2
2
2
2
2
2
............................................ TAATACTGCCTGGTAATaAATGAC.... 2

mmu-mi r-200c(mmu-mir-200c)

CCCTCGTCTTACCCAGCAGTGTTTGGGTGCTGGTTGGGAGTCTCTAATACTGCCGGGTAATGATGGAGG

(- - (- - - - - - - - - - 2))33)-313))))-22))))-))))-.)) (-31.60)

TAATACTGCCGGGTAATGATGGA**
............................................ TAATACTGCCGGGTAATGATGGA. .. 449*
............................................ TAATACTGCCGGGTAATGATGG. ... 181
............................................ TAATACTGCCGGGTAATGATG.. ... 14
........................................... CTAATACTGCCGGGTAATGATGGA. .. 4
............................................. AATACTGCCGGGTAATGATGG. ... 2
........................................... CTAATACTGCCGGGTAATGATG..... 2
........................................... CTAATACTGCCGGGTAATGATGG. ... 2
................................................. CTGCCGGGTAATGATGG. ... 2
............................................ TAATACTGCCGGGTAATGATGGE. .. 23
............................................ TAATACTGCCGGGTAATGATGGAa. . 23
............................................ TAATACTGCCGGGTAATGATGGAtE. . 18
............................................. tATACTGCCGGGTAATGATGGA. .. 18
........................................... aTAATACTGCCGGGTAATGATGGA. .. 17
............................................ TAATACTGCCGGGTAATGATGGtA. . 12
........................................... aTAATACTGCCGGGTAATGATGG. ... 11
............................................ TAgTACTGCCGGGTAATGATGGA. . .
............................................ TAATACTGCCGG-TAATGATGGA. . .
............................................ TAATACTGCCGGGTAATGATLGG. - -
............................................ TAATACTGCCGGGTAATGATGaA. . .
............................................ TAATACTGCCGGGTAATGATGGG- - -
............................................ TAATACTGCCGGGTAATGATaG. - . .
............................................ TAATACTGCCGGGTAATGATGGAat.
............................................ TAATACTaGCCGGGTAATGATGGA.. .
............................................ TAATACTGCCGGGTAATGATGGAaa .-
............................................ TAATACTGCCGGGTAATGATaCGA. . .
............................................ TAATACTGCCGGGTAATaATGG. . . .
............................................ TAATACTGCCGG-TAATGATGG. . . .
............................................ aAATACTGCCGGGTAATGATGCGA. . .
............................................ TAATACTGCCGGGTAATGtATGGA. .
............................................ TAATACTGCCGCGTAATGATGGA. . .
............................................. TtATACTGCCGGGTAATGATGG. - . .
............................................ TAATACTGCCGGGQTAATGATGGA.. .
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............................................ TCATACTGCCGGGTAATGATGG. ... 2
............................................ TAATACTGCCGGGTAATaATGGA. .. 2
............................................ TAATACTGCCGGaTAATGATGGA. .. 2
.......................................... aaTAATACTGCCGGGTAATGATGGA. .. 2
.......................................... aCTAATACTGCCGGGTAATGATGG. ... 2
............................................ TAACACTGCCGGGTAATGATGG. ... 2
............................................ TYATACTGCCGGGTAATGATGGA. .. 2
............................................ TAATACTGCCCGGGTAATGATGG. .. 2
............................................ atATACTGCCGGGTAATGATGGA. .. 2
........................................... aTAATACTGCCGGGTAATGATGGEA. . 2
............................................. tATACTGCCGGGTAATGATGGAa. . 2
........................................... taAATACTGCCGGGTAATGATGGA. .. 2
........................................... aTAATACTGCCGGGTAATGATGGAa. . 2
............................................. tATACTGCCGG-TAATGATGGA. .. 2
............................................ TAATACTGCCGGGTAATGtATGGAa. 2

mu-mir-201(mmu-mir-201)
TACCTTACTCAGTAAGGCATTGTTCTTCTATATTAATAAATGAACAGTGCCTTTCTGTGTAGGGTA

(CCCCCCC- CCC- (el - - (- ---32)---23213)13))))-1))-)))))))) (-32.60)

*****TACTCAGTAAGGCATTGTTCTT

mu-mir-202-3p(mmu-mir-202)
GTTCCTTTTTCCTATGCATATACTTCTTTGTGGATCTGGTCTAAAGAGGTATAGCGCATGGGAAGATGGAGC

(CCCC- (OO (OO - (CCCC---22232133033)1)) - 23333013313 -)))))  (-35.40)
AGAGGTATAGCGCATGGGAAGA*****x

mmu-mir-202-5p(rmu-mir-202)
GTTCCTTTTTCCTATGCATATACTTCTTTGTGGATCTGGTCTAAAGAGGTATAGCGCATGGGAAGATGGAGC

CCCCC- QOO (OO - CCCCC---29000000000002)--9I00)))))))-))))) (-35.40)

kskxkx R TTCCTATGCATATACTTCTTT

mmu-mir-203(mmu-mir-203)
GCCTGGTCCAGTGGTTCTTGACAGTTCAACAGTTCTGTAGCACAATTGTGAAATGTTTAGGACCACTAGACCCGGC

(- (- (- (- (- - CC---22-00000000) 2223 -2)33))))) -)))) -)))  (-35.60)
GTGAAATGTTTAGGACCACTAG*H*HHH***

............................................... GTGAAATGTTTAGGACCACTAG. .. ..... 5*
................................................ TGAAATGTTTAGGACCACTAG. . ...... 3
................................................ TGAAATGTTTAGGACCACTAGA. ...... 2
................................................ TGAAATGTTTAGGACCACTAGE. ...... 2

mmu-mir-204(mmu-mir-204y
TGGACTTCCCTTTGTCATCCTATGCCTGAGAATATATGAAGGAGGCTGGGAAGGCAAAGGGACGTTCA

- (CCC- (- CCCCC-CCCCr e ramame 2)))3))3)-33))))))))-)))) - (-33.16)

*****TTCCCTTTGTCATCCTATGCCT

mmu-mir-205(mmu-mir-205)
CTCTTGTCCTTCATTCCACCGGAGTCTGTCTTATGCCAACCAGATTTCAGTGGAGTGAAGCTCAGGAG

(CCCCC- - Ll (Ll maamaeme - 2))1331)-333)1))))))--3))))) (-33.90)
*#x**TCCTTCATTCCACCGGAGTCTG

...... TCCTTCATTCCACCGGAGTCT . - e e e e e i e e e e e eeieaceaean b
______ TCCTTCATTCCACCGGAGTCTG . - - - o e ce e cee e e e eeceaceeaea e ea e eaaeaae 4%
...... TCCTTCATTCCACCGGAGTCTGT - - - o e ot e e e e e ea i eaceaceaaeaaeaaeaan 3

mmu-mir-206 (mmu-mir-206)
CCAGGCCACATGCTTCTTTATATCCTCATAGATATCTCAGCACTATGGAATGTAAGGAAGTGTGTGGTTTTGG
O a e DN - (-31.80)
TGGAATGTAAGGAAGTGTGTGG******
............................................. TGGAATGTAAGGAAGTGTGTGG. - .. ... 27*
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mu-mir-207(mmu-mir-207
AAGGCAGGGGTGAGGGGCTGCGGGAGGAGCCGGGCGGAGGCTGCGGCTTGCGCTTCTCCTGGCTCTCCTCCCTCTCTTT
(G (R (R aorrrr )-3)))-33))3)))-3)-33))))))))))))) (-43.50)
GCTTCTCCTGGCTCTCCTCCCTC*****

mu-mir-208a(mu-mir-208a)
TTCCTTTGACGGGTGAGCTTTTGGCCCGGGTTATACCTGACACTCACGTATAAGACGAGCAAAAAGCTTGTTGGTCAGAGGAG

- (CCCCCCCC- (- - (OO CC- (- - (- (- - - - - 2)-232)3)--3)-)-333)))--3)-3)))))))) - (-40.50)
ATAAGACGAGCAAAAAGCT TG THkxknion

mmu-mir-208b(mmu-mir-208b)
CCTCTCAGGGAAGCTTTTTGCTCGCGTTATGTTTCTCATCCGAATATAAGACGAACAAAAGGTTTGTCTGAGGGCTG

- CCCCCCCC CCCCCCOLCC- CCC - CCCCCLLC - - - - - 1IN =M INNMN-NNN)- - (-31.00)
ATAAGACGAACAAAAGGTTTGT >tk

mmu-mir-20a(mmu-mir-20a)
GTGTGATGTGACAGCTTCTGTAGCACTAAAGTGCTTATAGTGCAGGTAGTGTGTAGCCATCTACTGCATTACGAGCACTTAAAGTACTGCCAGCTGTAGAACTCC

AG
- (- CC- (G- QL - - CCCC- CCC- Q- - Q- CCC-CCC----20033000339033- 3333333 - 3333133 -D)33)) - - -DDI))

). (-41.00)

TAAAGTGCTTATAGTGCAGGTAG

*xk
.......................... TAAAGTGCT TATAGTGCAGGTAG - - - - oo e eeeceeseeeeeaaaaannn
234>
.................................. TTATAGTGCAGGTAG - - - - i e eeeeceeeeaaaaannn
39
.......................... TAAAGTGCT TATAGTGCAGGTAGT - - et e i e i e i i et i i meeommasacccccascemaaaaaaaaannn
34
.............................................................. ACTGCATTACGAGCACTTAAAG . - - e e e e e e e e
.5
................................. CTTATAGTGCAGGTAG . - - - o e e eseeceeeeaaaaaaaa e e e e e e e e e e
.5
.............................................................. ACTGCATTACGAGCACTTAAAGT - - e e e e e
-3
................................. CTTATAGTGCAGGTAGT - - - o i e e i et i et i meeecmmaaacceccaaccaaaaaaanan
-3
................................ GCTTATAGTGCAGGTAG - - - - - e e e e o e e e e e e et e e e e e e e e e emee e e
.3
......................... CTAAAGTGCTTATAGTGCAGGTAG . - - - - oo i i i eeeeeeeeeeeaaaaaaaaa e e e e e e e
.2
.......................... NAAAGTGCT TANAGTGCAGG TAG . & v i i e e e e i e e e e e e eecccccecccccacaacaaaeaaaaaaan-
2
.......................... TAAAGTGCT TATAGTGCAGGTAG . - - e e e e e e e i i i e ei i e eeeeccccasecccaaaaccaaaaaaanannn
28
.......................... TAAAGTGCT TATAGTGCAGGTAGA - - v e i i m i e i e et i i i e eemasaccccacasccaaaaaeaaannn
16
.................................. TTATAGTGCAGGTAGA - - - - e e oo e e e e e e e e e e et e e e e eeee e e
.5
.......................... TAAAGTGCT TATAGTGCEAGGTAG .- - - - oo i eeeceeeeeeeeaaaaannn
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.5
.......................... TAAAGTGCT TATAGTGCAGG T A . - o o it e e e e e e e e e e e e e e e e e d e de e eaae e aaaaaaaann
4
......................... CTAAAGTGCTTACTAGTGCAGGTAG . - - i i i o e i e e e e e e e e e e a e e cc e aeaecacacaaaaaaaaaaaaaaaanan
-3
......................... ATAAAGT G T TATAGT GCAGG TAG - - - o i o e c e e e e e e e e e e e e e e e e e e e e e d e da e e eeaeeaaann
.3
.......................... TAAAGTGCT TATAGTGCAGG T AQA - - - - e e e e e e e e e e e d e c e e e e aeaaacaaaaceaaaeaaann
.3
.................................. TTATAGTGCAGG T A . - - o i e e e e e e e e e e e e e e e e e aeaeaeea e eaaeaaaanan
-3
.......................... TAAAGTGCT TATAGTGCAGGTEAG . - i o i e e e e e e e d e e c e e e acacaeaeaacacaaaaaaaann
-3
........................... TAAGTGCT TATAGTGCAGG T AG - - o o i i e i e e e e e d e e e e e e e e e e e dae e ce e eeeeaaan
.2
.......................... TAAAGTGACT TATAGTGCAGG T A . - - e i e i e e e e d e aa e ceca e e e aacaacaaaaaeaaaeaaann
2
................................. CTTATAGTGCAGG T A . - - o i it e i e i e i e e e a e e e e e e e ae e aeae e eeaeaeaanan
.2
.......................... TAAAGTGCT TATAATGCAGG T AG - -« i e e e e e e e e aececacacacacacaeaeaaaacaaaaaaaann
.2
.......................... TAAAGT G T TATAGT GCABG T AG - - - o o e c e e e e e e e et e e e e e e e e e e e d e ade e cem e eann
.2
.......................... TAAAGTAGCT TATAGTGCAGG T AG - o i o i o e e e e e e e e e e e e e e e e e d e ae e aa e aeaaaann
2
.......................... TAAAGTGCT TATAGTGCAGG T ARG - - i o i e e e e e e e e e e e e e e e e d e deaaa e e aeaeaeaaaann
.2
................................. CTTATAGTGCAGGTAGA . - - e e e e e e e e e e e e e e e e c e e e ceaeaacaaaeaaaeaaaeaeaenanan
.2
......................... TAAAAGT GCT TATAGTGCAGG TAGA - -« o e c e e e e e e e et e e e e e e e e e e e e e de e ceeeeeeaann
.2
.......................... TOAAGTGCT TATAGTGCAGG TAG - - - - - o e c e e e e e e e e e e e e e e e e e e e e dammmm e e e
2
................................. CTTATAGTGCAGG T A - - - e i e o e e e e e e e e e e e e e a e e e e e e e ae e aeae e aeaeaeaaman
.2
.......................... TAAAGTGCT TATAGTGCAGG T A - - - o i e e e e e e e e e e e c e e e acaeaeaeaaaacaaaaaaaann
.2

mu-mir-20b(mmu-mir-200)
CCTAGTAGTGCCAAAGTGCTCATAGTGCAGGTAGTTTTTATACCACTCTACTGCAGTGTGAGCACTTCTAGTACTCCTGG

- (CCC- CCCCC- - (- (- (oo e 2)31321)-3330))))))---3))))-)))) (-35.52)
FxHAARXHRHAXCAAAGTGCTCATAGTGCAGGTAG

mmu-mir-21(mmu-mir-21)
TGTACCACCTTGTCGGATAGCTTATCAGACTGATGTTGACTGTTGAATCTCATGGCAACAGCAGTCGATGGGCTGTCTGACATTTTGGTATC

- (CCCCC- - - CCCCCCCCCCCCC- CCCCC- €Ol - (- - - - - 2))33133)-3333333333)))))3))))---3))))) - (-46.20)
TAGCTTATCAGACTGATGTTGA

_________________ TAGCTTATCAGACTGATGTTGAC . - -« - e e o et e e e e e e e c e o ea e e aaeaaaaoa.-. 103

................. TAGCTTATCAGACTGATGTTOA . - . -« o e e c e e e e i e e ea e eaeai e aaeaameao e, 102%

................ ATAGCTTATCAGACTGATGTTGA. . - et ottt e e e e e e ee e eeaeeaeeaeaeaaas 4

................. TAGCTTATCAGACTGATGTTG . - - o e e e e e e e e e e e e e e e e e eaeeeaceaeaa b
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................. TAGCTTATCAGACTGATGTTGACT - - - i i i it iccccccccccacaaaaaanaas 2
................. CAGCT TATCAGACTGATGT TGAC. -« o i i i e i et i i e eeicmamascmccasaccaaaaaananaas 3
................. TAGCTTATCAGACTGATGT TG A . - it i iiicccceccceeaaaaaaaaaa 3
................. TAGCTTATCAGACTGATGTTGAG . - - o oo oo it i i it i iiiicccccccccceaaaaaaaaaaa 3
................. TAGCTTATCAGACTGATGT TG AC . - L i i e et e meecae e eeeeaeeaeaens 2
................. TAGCTTATCAGACTGATGTTGACA . - - e e i i e i i aeeccmacascccaaaaaeaaanaas 2
................. TEGCTTATCAGACTGATGTTGA . - - i iicccccceecaaaaaaaaas 2
................. TOGCTTATCAGACTGATGTTGA . - i i i icccccccccccaaaaaaaanaas 2
................. TAGCTTATaCAGACTGATGT TGAC . « - i i e e e e e e meecae e eeeeeaeaeaens 2

mmu-mir-210(mmu-mir-210)
CCGGGGCAGTCCCTCCAGGCTCAGGACAGCCACTGCCCACCGCACACTGCGTTGCTCCGGACCCACTGTGCGTGTGACAGCGGCTGATCTGTCCCTGGGCAGCGC

GAACC
1 CEH O (N & (CCCER (1 (O (R (I (G (e 233-32-333333-233-333-33333-333)--33)3))--)) - -

)--)) (-48.80)

CTGTGCGTGTGACAGCGGCTGA

E e

................................................................. CTGTGCGTGTGACAGCGGCTGA. - - oo e i a e e
...... 29*

................................................................ ACTGTGCGTGTGACAGCGGCTGA. - - oo oo e e e e e oo -
...... 7

................................................................. CTGTGCGTGTGACAGCGGCTGAT - - - o a s
...... 4

................................................................. CTGTGCGTGTGACAGCGGC - - - - oo o e e
...... 2

................................................................. CTGTGCGTGTGACAGCGGCTGAA - - - - o oo a
...... 8

................................................................. CTGTGCGTGTGACAGCGGCTGA@a - - - - v e i e e e e e e -
...... 6

................................................................. tTGTGCGTGTGACAGCGGCTGA. - - e a
...... 3

................................................................. CTGTGCGTGTGACAGCGGCTGtAa . - - - oo oo oo
...... 3

................................................................. CTGTGCGTGTGACAGCGGECTGA. . - oo e a e e e e
...... 2

................................................................. tTGTGCGTGTGACAGCGGCTGAA. - - o i e i e e e e e e
...... 2

................................................................. CTGTGCGTGTGACAGCGGCTGtAaa . - - - - oo oo e e
...... 2

................................................................. CTGTGCGTGTGACAGCGGCTGAAT - - - - oo oo a e
...... 2

................................................................. CTGTGaCGTGTGACAGCGGCTGA. - - i e e e e e e
...... 2

................................................................. CTGTGCGTGTGACAGCGGCTaA. - . oo e a e e
...... 2

................................................................ ACTGTGCGTGTGACAGCGGCTGAaa.- - - - - e e e e e e oo -
...... 2

mmu-mir-211(mmu-mir-211)
CTGCTTGGACCTGTGACCTGTGGGCTTCCCTTTGTCATCCTTTGCCTAGGCCTCTGAGTGAGGCAAGGACAGCAAAGGGGGGCTCAGTGGTCACCTCTACTGCAG
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A
(TN EEOE@Ore D I5333)))0E933)))33))033)) 855330 9))) BS))))
. (-57.20)

TTCCCTTTGTCATCCTTTGCCT

mmu-mir-212(mmu-mir-212)
GGGCAGCGCGCCGGCACCTTGGCTCTAGACTGCTTACTGCCCGGGCCGCCTTCAGTAACAGTCTCCAGTCACGGCCACCGACGCCTGGCCC

(- - - - - - - - - = - €220 2200000000000 - -D)))) -)) - - -)) -D)))) -)))) (-41.30)
TAACAGTCTCCAGTCACGGCCA* A ddddedesdesdededeke

mmu-mir-214(mmu-mir-214)
GGCCTGGCTGGACAGAGTTGTCATGTGTCTGCCTGTCTACACTTGCTGTGCAGAACATCCGCTCACCTGTACAGCAGGCACAGACAGGCAGTCACATGACAACCC

AGCCT
----- (CCCCCEREEN ((( (N (R ((CCCCCCCCCCE e DD ) D)) DD ) DD D EEES DI DD D DD B DD DI IDID)

))))- (-67.62)

ACAGCAGGCACAGACAGGCAGT ik

*kkk*k

...................................................................... ACAGCAGGCACAGACAGGCAGT - - o oo e e e oo -
...... 191*

...................................................................... ACAGCAGGCACAGACAGGCAG. - - oo e eee o
...... 138

..................................................................... TACAGCAGGCACAGACAGGCAGT . - o oo e e oo - -
...... 91

..................................................................... TACAGCAGGCACAGACAGGCAG. - - o oo e e e oo -
...... 90

..................................................................... TACAGCAGGCACAGACAGG. v v i e e e e e e
...... 36

....................................................................... CAGCAGGCACAGACAGGCAGT - v v e i i e e ee e
...... 14

...................................................................... ACNGCAGGCACAGACAGGCAGT - - oo e e e e - -
...... 13

..................................................................... TACAGCAGGCACAGACAGGC . - - o oo e e e e oo oo
...... 11

.............................................................................. CACAGACAGGCAGT w v o e e e a
...... 10

...................................................................... ACNGCAGGCACAGACAGGCAG. - - oo e eea o
...... 9

....................................................................... CAGCAGGCACAGACAGGCAG. - - o oo e a
...... 7

..................................................................... TACAGCAGGCACAGACAGGCA. . .. oo
...... 7

............................. TGCCTGTCTACACTTGCTGTG . - - n e e e e e i i i e i e meeeccccacacccaaaeceaaaann-
...... 7

.............................................................................. CACAGACAGGCAG. « - i i i eee o
...... 3

...................................................................... ACAGCAGGCACAGACAGGCA. - .o oo oo
...... 2

.............................. GCCTGTCTACACTTGCTGTG A . - - oo oo e e e eeeeeeeaaaaaaaa e e e e e e e e e
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...... 2

.................................................................... GTACAGCAGGCACAGACAGGCAG. - - i i eeea o
...... 2

...................................................................... ACAGCAGGCACAGACAGGCAGTaA. . ..o oo
...... 66

...................................................................... ACAGCAGGCACAGACAGGCAGa. - - - c e e e - -
...... 61

...................................................................... ACAGCAGGCACAGACAGGCAGTa. - - ca e e - - -
...... 58

..................................................................... TACAGCAGGCACAGACAGGCAGa.- - - - oo e e oo -
...... 43

...................................................................... ACAGCAGGCACAGACAGGCAGTaAa . -« v e c - -
...... 42

...................................................................... ACAGCAGGCACAGACAGGCAa. - - - oo oo oo -
...... 31

...................................................................... ACAGCAGGCACAGACAGGCAGTat. .. ........
...... 29

..................................................................... TACAGCAGGCACAGACAGGCAa. - - - oo oo oo
...... 19

..................................................................... aACAGCAGGCACAGACAGGCAGT . - oo i e e o
...... 17

...................................................................... ACAGCAGGCACAGACAGGCAaa. - - - - oo oo -
...... 17

..................................................................... TACAGCAGGCACAGACAGGCAGTa. - - oo e oo - -
...... 14
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mmu-mir-215(mmu-mir-215)
AGCTCTCAGCATCAACGGTGTACAGGAGAATGACCTATGATTTGACAGACCGTGCAGCTGTGTATGTCTGTCATTCTGTAGGCCAATATTCTGTATGTCACTGCT

ACTTAAA
------- [((CCERREN (O (C (RN (& (R (D)) ) BB D) B EEES DI )OI D EEDD B D))

ATGACCTATGATTTGACAGAC

mu-mir-2l6a(mu-mir-216a)
TTGGTTTAATCTCAGCTGGCAACTGTGAGATGTCCCTATCATTCCTCACAGTGGTCTCTGGGATTATGCTAA

- (CCC- (L - CCC- (Lo - - - - - 2))--3333333)-3))-333)))))-)))) - (-30.00)
*xHxx*TAATCTCAGCTGGCAACTGTGA

mu-mir-216b(mu-mir-2160)
TTGGCAGACTGGGAAATCTCTGCAGGCAAATGTGATGTCACTGAAGAAACCACACACTTACCTGTAGAGATTCTTCAGTCTGACAA

- (- (O - (- - - - - (- - - - - )----- 2)))-33-33333))))))--)3))))))-)) - (-37.90)
FRRxk xR FAAATCTCTGCAGGCAAATGTGA

mmu-mir-217(mmu-mir-217)
AAACATAGTCATTACAGTTTTTGATGTTGCAGATACTGCATCAGGAACTGACTGGATAAGACTTAATCCCCATCAGTTCCTAATGCATTGCCTTCAGCATCTAAA

CAA
---------------- (A (N UUTEETEEEB ) EEE BB ))B ) BIID)))
).. (-37.10)

TACTGCATCAGGAACTGACTGGA

mmu-mir-218(mmu-mir-218-1)
GTGATAATGGAGCGAGATTTTCTGTTGTGCTTGATCTAACCATGTGCTTGCGAGGTATGAGAAAAACATGGTTCCGTCAAGCACCATGGAACGTCACGCAGCTTT

CTACA
----------- (((((({THTITHHTITHTHIHI T @O EEES Y ) s ) ) 33D ) ) S ) DD ) )D 15)) D)) 19D ) 19 ) ) s
..... (-38.70)
TTGTGCTTGATCTAACCATGT

........................ TTGTGCTTOATCTAACCATOTG - « - - o e e e e ce e e e e e e e e e e e e e e e e e e e e e e e e e
...... 15

________________________ TTGTGCTTGATCTAACCATGT « - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e
...... 7%

.............................. TTGATCTAACCATGTG - - - o e e e e e e e e e e e e e e e e e e e e e e e
...... 2

................................. ATCTAACCATGTG . - - e e e e e e e e e e e e e e e e e e e e e e e e e e e
______ 1

.................................................................. CATGGTTCCGTCAAGCACCAT - -« e v e eeeeeeeen™
...... 2

________________________ TTGTGCTTGATCTAACCATG « « -« - - e e e e e e e e e e e e e e e e e e e e e e e e e e e
...... 1

e TTGTGCTTGATCTAACCATGTGA - - - - e e e ee e eee e et
...... 40
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.............................. TTGAT CTAACCAT G T Ga .- - - e e o e e e e e i i aeeemmcaseccccamaccmcaaaacaaaaan-
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........................ TTGTGCT TGAT CTAACCAT Gl @ - - - e e o i e e e e e e e e e e e e e e e e e e e e e e e meee e e eeeme s
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........................ TTGTGCTTGATCTAACCAT GT G A . - - o oo oo oottt i i cccececeeeeeaaaaaannn
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mmu-mir-218(mmu-mir-218-2)
GACCAGTTGCCGCGGGGCTTTCCTTTGTGCTTGATCTAACCATGTGGTGGAACGATGGAAACGGAACATGGTTCTGTCAAGCACCGCGGAAAGCATCGCTCTCTC

CTGCA
R CCERY CRY (CER ( CCCCCERR ((CCCCCC(CR (C(CCCCCEREETITTS ((----3>--33333331--333033333---333333)--3))---) - -
)))-. (-44.50)
TTGTGCTTGATCTAACCATGT

________________________ TTGTGCTTGATCTAACCATGTG - « - -« e ot ot ot e e e m e e e e e e e et et et a e e e ea e eea e
...... 15

........................ TTGTGCTTGATCTAACCATGT . - . . o o ot e et e e e e e e e e e e e e e e e e e e aeae s
...... 7*

.............................. TTGATCTAACCATGTG . - - o e o e e e e m e et e e e e e e e e e e e e e e eaeaaaeaaeas
______ 2

........................ TTGTGCTTGATCTAACCATGTGG - - - - - o e o e o e e e e ot e e et e m e e e et e ea i ea e e eaaeas
...... 4

_________________________________ 02 Yol o7. e c
...... 1

.............................. TTGATCTAACCATGTGG - - - o e e e e c e e e e e e e e e e e e e e e e e e e aae e
...... 2

........................ TTGTGCTTGATCTAACCATG . - - - - e e e e o e e e e e e m e e e e e e e e e e e e e ea e e eeaeas
______ 1

e eieeeeieciecaeoosTTGTGCTTGATCTAACCATGTGAG. -« cncnsnsnnennsnnnnnannnannanaenacnannnsn
______ 2

mmu-mir-219(mmu-mir-219-1)
CCGTCCCGGGCCGCGGCTCCTGATTGTCCAAACGCAATTCTCGAGTCTCTGGCTCCGGCCGAGAGTTGCGTCTGGACGTCCCGAGCCGCCGCCCCCAAACCTCGA

C-;C-;C-;C-;(-;--((((-(((((((--(((-(((((-((((((((((((-((( --------- 222233333333333-I00300)-900003)-)))) - - - - - (.-
22282020 TGATTGTCCAAACGCAATTCT

. TGATTGTCCAAACGCAATTCTCG - - -« - e e e e e e e e e e e e e e e e e e e e e e e e
...... 2

e LCBGAATACTCBA -« el
...... 10
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mu-mir-219(mmu-mir-219-2)
ACTCAGGGGCTTCGCCACTGATTGTCCAAACGCAATTCTTGTACGAGTCTGCGGCCAACCGAGAATTGTGGCTGGACATCTGTGGTTGAGCTCCGGG
N ETEUEATUEEUSUCAETUU O EENS ) 1515))) ) ) DI NN NI BIHHHIHHM

(-48.40)

TGATTGTCCAAACGCAATTCT

mmu-mir-22(mmu-mir-22)
ACCTGGCTGAGCCGCAGTAGTTCTTCAGTGGCAAGCTTTATGTCCTGACCCAGCTAAAGCTGCCAGTTGAAGAACTGTTGCCCTCTGCCCCTGGC

- (- (CC- (- - (OOl - (- - e - - 232)33)333133-333333333))3)3)-3))-))) - - -)) - (-42.00)
AAGCTGCCAGTTGAAGAACTGT

........................................................ AAGCTGCCAGTTGAAGAACTGT . ... oo ... 48*
........................................................ AAGCTGCCAGTTGAAGAACTG. .. ovoeeeeaaano. 9
_______________________________________________________ AAAGCTGCCAGTTGAAGAACTGT . v o ceecceaaaaan T
........................................................ AAGCTGCCAGTTGAAGAACTGTT......ocoanoan.. 4
......................................................... AGCTGCCAGTTGAAGAACTGT ..o veieaaeaaan 2
________________________________________________________ TAGCTGCCAGTTGAAGAACTGT - o vveeaceaana 2
........................................................ AAGCTGCCAGTTGAAAAACTGT . .. veeiiea e 2
........................................................ AAGCTGCCAGTTGAAGAACTGTA. - ve e eeceaeans 2

mu-mir-220(mmu-mir-220)
TTGTAGGGCTCCACCACAGTGTCAGACACTTTGGGTGAGGGCACCACACTGAAGGTGTTCATGATGCGGTCGGGATACTCCTCACG

- - (CCCCC- CCC- - CC- (OOl CCCC-€C---32-223)-233)32))--33)3))-))-)))) - --)))) -)) - (-29.80)

kxR kxR CCACCACAGTGTCAGACACTT

mmu-mir-221(mmu-mir-221)
ATCCAGGTCTGGGGCATGAACCTGGCATACAATGTAGATTTCTGTGTTTGTTAGGCAACAGCTACATTGTCTGCTGGGTTTCAGGCTACCTGGAA

- (CCCCCC- - - - (OG- CCCCCL- - CCC- (CCCCCCCC- - - - (O - - - - 23)-233333133)33)-3))--3)-))3)-))))))))) - (-44.00)
AGCTACATTGTCTGCTGGGT T TCH* it

___________________________________________________________ AGCTACATTGTCTGCTGGGTTTC. . oo ov oo 11%

................................................................. ATTGTCTGCTGGGTTTC. . v eeeaeno 2

mmu-mir-222(mmu-mir-222)
CCCTCAGTGGCTCAGTAGCCAGTGTAGATCCTGTCTTTGGTAATCAGCAGCTACATCTGGCTACTGGGTCTCTGGTGGC

(- (- (- - a e 2))---332)3-3))))00))3))))-3)))-)) - (-41.20)
AGCTACATCTGGCTACTGGGTH*xakkkeokek
................................................ AGCTACATCTGGCTACTGGGTCT ..o oo - ... 4

mmu-mir-223(mmu-mir-223)
TCTGGCCATCTGCAGTGTCACGCTCCGTGTATTTGACAAGCTGAGTTGGACACTCTGTGTGGTAGAGTGTCAGTTTGTCAAATACCCCAAGTGTGGCTCATGCCT

ATCAG
S (C(CREES (CC- - (OO - (- Qe - - - - - (- - - - - 33313313333333333333333-3--3303333)---))) - -
-)))) (-45.20)

TGTCAGTTTGTCAAATACCCCA
................................................................... TGTCAGTTTGTCAAATACCCCAA. . ... ovuoann-.
...... 7
___________________________________________________________________ TGTCAGTTTGTCAAATACCCCA . - - o ve e eene
...... 4>
......................................................................... TTTGTCAAATACCCCAA. . ... .. ......
...... 2
e eeeeeeiiiiiiiiiiiiieiieeieiiecieciecoooooo.. TGTCAGTTTGTCAAATACCCCAAT. .- ---......



Supplemental Figure S1

mmu-mir-224(mmu-mir-224)
GGGCTTTTAAGTCACTAGTGGTTCCGTTTAGTAGATGGTTTGTGCATTGTTTCAAAATGGTGCCCTAGTGACTACAAAGCCC

(CCCCCC- - (- CCC- - - (- - (- - - - - - 2)--221)-333)1)-3))0))))))))--))))))) (-37.10)
*rHx xR A TAAGTCACTAGTGGTTCCGTT

....... TAAGTCACTAGTGGTTCCGTTTAG. - - -« o e e e e e e e e e e eaeeceaaaaccaeaeaaaananan- B
....... TAAGTCACTAGTGGTTCCOTTT - . . oo ot et e e e e e e e e e e e e eeaeaaan 2
_______ TAAGTCACTAGTGGTTCCGTTTAGT - - - . o e ot e e e e e e e et e e e e e eaaas 2
....... TAAGTCACTAGTGGTTCCGTTTAGA . - - - -« e e e e e e e e e e e e e e e e e eaaea e eeaeeaeans 3
....... TAAGTCACTAGTGGTTCCOTTTAR. - - - . o e e e e e e e e e e e e e e e eeieeeeaaan 2

mmu-mir-23a(mmu-mir-23a)
CGGACGGCTGGGGTTCCTGGGGATGGGATTTGATGCCAGTCACAAATCACATTGCCAGGGATTTCCAACTGACCC

- (- (CC- (OO CCCC- (- (- - - - - 2)33331)-333)-33333)3-)3)))-)))-)) - (-32.50)
ATCACATTGCCAGGGATTTCCH**xwxx

............................................. ATCACATTGCCAGGGATTTCC. .. ....... 21*
............................................. ATCACATTGCCAGGGATTTCCA......... 6
_____________________________________________ ATCACATTGCCAGGGATTTCCAA. . ...... 4
............................................ AATCACATTGCCAGGGATTTCC. ... ...... 2
............................................. ATCACATTGCCAGGGATTTCCAAL. ...... 5
_____________________________________________ ATCACATTGCCAGGGATTTCCAALT. ..... 2
............................................. ATCACATTGCCAGGGGATTTCCAAL. ... 2

mmu-mir-23b(mmu-mir-23b)
GGCTGCTTGGGTTCCTGGCATGCTGATTTGTGACTTGAGATTAAAATCACATTGCCAGGGATTACCACGCAACC

(- CCC- (- (v e ramae e 23233313-333)33))3)--)))-)))-)) (-28.94)
ATCACATTGCCAGGGATTACCH

_____________________________________________ ATCACATTGCCAGGGATTACCAC. ...... 35
............................................. ATCACATTGCCAGGGATTACC. .. ...... 30*
............................................. ATCACATTGCCAGGGATTACCA. ....... 11
............................................ AATCACATTGCCAGGGATTACCAC. . ..... 7
____________________________________________ AATCACATTGCCAGGGATTACC. .. ...... 3
.............................................. TCACATTGCCAGGGATTACCA. . ...... 3
............................................. ATCACATTGCCAGGGATTACCACG. .. ... 2
.............................................. TCACATTGCCAGGGATTACCAC. .. .... 2
___________________________________________________ TTGCCAGGGATTACC. ... o.... 2
............................................. ATCACATTGCCAGGGATTACCACE. ..... 40
............................................. ATCACATTGCCAGGGATTACCAE. . ..... 8
.............................................. TCACATTGCCAGGGATTACCACE...... 6
............................................ AATCACATTGCCAGGGATTACCACE...... 6
............................................. ATCACATTGCCAGGGATTACCACa. ..... 5
............................................. ATCACATTGCCAGGGATTACCACtL. .. .. 3
............................................. tTCACATTGCCAGGGATTACCAC. . ..... 3
............................................. ATCACATTGCCAGGGATTACCAQ. ... ... 2
............................................. ATCACATTGCCAGGGATTACCEA. .. ... 2
.............................................. TCACATTGCCAGGGATTACCAA. .. .... 2
_____________________________________________ ATCACATTGCCAGGGATTACCACAL. . ... 2

mmu-mir-24(mmu-mir-24-1)
CTCCGGTGCCTACTGAGCTGATATCAGTTCTCATTTCACACACTGGCTCAGTTCAGCAGGAACAGGAG

CCCC - - - e 2))))-231))))))-3))-3)-)))) (-26.32)
TGGCTCAGTTCAGCAGGAACAG***
........................................... TGGCTCAGTTCAGCAGGAACAG. . .. 109*

........................................... TGGCTCAGTTCAGCAGGAAC...... 28
........................................... TGGCTCAGTTCAGCAGGAACA..... 5
..... GTGCCTACTGAGCTGATATCAGT . - e i i e e e i e e e meeeeemannnaaa 2

........................................... TGGCTCAGTTCAGCAGGAACAGtE. .. 143
........................................... TGGCTCAGTTCAGCAGGAACAGa. .. 22
.......................................... aTGGCTCAGTTCAGCAGGAACAG. ... 15
........................................... TGGCTCAGTTCAGCAGGAACEAG. .. 12

Page 64



Supplemental Figure S1
........................................... TGGCTCAGTTCAGCAGGAACAa. . . .
........................................... TaGCTCAGTTCAGCAGGAACAG. . . .
.......................................... aTGGCTCAGTTCAGCAGGAACAGt. . .
........................................... TtGCTCAGTTCAGCAGGAACAG. . . -
........................................... TGGCTCAGTTCAGCAGGAAa. - . . . .
........................................... TGGCTCAGTTCAGCAGGAACTEAGE. .
........................................... TGGCTCAGTTCAGCAGGAACAGtE. .
............................................ GGCTCAGTTCAGCAGGAACAGTE. . .
........................................... TGGCTCAGTTCAGCAGGtAAC. . . . .
........................................... TGGCTCAGTTCAGCAGGAACAGC. . .
........................................... TGGCcCAGTTCAGCAGGAACAG. . . .
.......................................... aTGGCTCAGTTCAGCAGGAAC. . . . . -
........................................... TGGaCTCAGTTCAGCAGGAACTAGtL.
........................................... TtGCTCAGTTCAGCAGGAACAGL. . .
.......................................... aTGGCTCAGTTCAGCAGGAACA. . . ..
........................................... TGGCTCAGTTCAGCAGaAACAGE. . .
................................................... TTCAGCAGGAACAGE. . .
.......................................... aTGGCTCAGTTCAGCAGGAACAGa. . -
........................................... TGGCTCAaTTCAGCAGGAACAGE. . .
........................................... TGGCTCAGTTCAGCAGGtAACAGE. .
........................................... TGGCTCAGTTCAGCgAGGAACAGE. .
........................................... TaGCTCAGTTCAGCAGGAACAGL. . .
........................................... TGGCTCAGTTCAGCTtAGGAACAGt. .
........................................... TGGCTCAGTTCAGCAaGAACAG. . . .
........................................... aGGCTCAGTTCAGCAGGAACAG. . . -
........................................... TGGCTCAGTTCAGCAGGAACAGTA. .
........................................... TGGCTCAGTTCAGCTtAGGAACAG. . .
.......................................... aTGGCTCAGTTCAGCAGGtAACAGE. .
........................................... TaGCTCAGTTCAGCAGGAAC. . . ...
........................................... TGGCTCAGTTCAGCAGGAACEA. ...
........................................... TGGCTaCAGTTCAGCAGGAACAG. . .
........................................... TGGCTCAGTTCAGCAGaAACAG. . . .
........................................... TGaCTCAGTTCAGCAGGAACAG. . . .

NNNNNNNNNNNNNNNNOWWOWWWWARARMDIMMNIIOOOO O

mu-mir-24(omu-mir-24-2y
GCCTCTCTCCGGGCTCCGCCTCCCGTGCCTACTGAGCTGAAACAGTTGATTCCAGTGCACTGGCTCAGTTCAGCAGGAACAGGAGTCCAGCCCCCTAGGAGCTGG
CA

(R (UMM (TN (U@ I B )00 5)) ) ) ) ) FS ) ) ) ) BN ) ) ) IS )
). (-48.90)

TGGCTCAGTTCAGCAGGAACAG

............................................................ TGGCTCAGTTCAGCAGGAACAG. - - - oo e s
109*
............................................................ TGGCTCAGTTCAGCAGGAAC . - - e e e
28
............................................................ TGGCTCAGTTCAGCAGGAACA. . - o e e e e e e e
.5
........................ GTGCCTACTGAGCTGAAACAGT .« - o i o et e e e i e e e e i eeeecccmasecccccaeceaaaaaenannn
3

mmu-mir-25(mmu-mir-25)
GGCCAGTGTTGAGAGGCGGAGACTTGGGCAATTGCTGGACGCTGCCCTGGGCATTGCACTTGTCTCGGTCTGACAGTGCCGGCC

(CCC- (- - CCC- - (- Q- - C- - (- - - - - - 2)--23133)3)-3--323))-33))--)))--)-)))) (-37-80)
CATTGCACTTGTCTCGGTCTGA**Hsxix

................................................... CATTGCACTTGTCTCGGTCTGA. . .. ........ 259*
___________________________________________________ CNTTGCACTTGTCTCGGTCTGA. . .o eenon. 27
................................................... CATTGCACTTGTCTCGGTCTG. ... cocoeuon. 8
............. JXelcleleleT.Yet.Yoa m FclelcloT YN i el
.................................................... ATTGCACTTGTCTCGGTCTGA. ..o ooeono 2
___________________________________________________ CATTGCACTTGTCTCGGTCT. v eeaeeaaan 2
................................................... CATTGCACTTGTCTCGGTCTGAA. - ... o..... 26
................................................... CATTGCACTTGTCTCGGTCTGEA. _......... 11
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................................................... TATTGCACTTGTCTCGGTCTGA. .. ......... 10
................................................... CATTGCACTTGTCTCGGTCTGE. ........... 8
................................................... CATTGCACTTGTCTCGGTCTGAt........... 6
.................................................. aCATTGCACTTGTCTCGGTCTGA. ........... 5
................................................... CATTGCACTTGTCTCGGTCTaA. ........... 4
................................................... CNTTGCACTTGTCTCGGTCTGAt. .......... 4
.................................................. CtATTGCACTTGTCTCGGTCTGA. . .. ... 4
................................................... CATTGCACTTGTCTCGGTCTGAat.......... 4
................................................... CATTGCACTTGTCTCGGTCTGAtA. ......... 3
................................................... CATTGCACTTGTCTCGGTCTa. .. .......... 3
................................................... CATTGCACTTGTCTCGGTCTGAG . - = - - o aaaa 3
.......................................................... EtTTGTCTCGGTCTGA. - ..o oo oo 2
................................................... CATTGCACTTGTCTCGGTCTEGA. .. ........ 2
................................................... CATTGCACTTaGTCTCGGTCTGA. ... ... .... 2
................................................... ENTTGCACTTGTCTCGGTCTGA. . . ... 2
................................................. actATTGCACTTGTCTCGGTCTGA. .. ... ..... 2
................................................... CATTGCACTTGTCTCaGTCTGA. ... ........ 2
................................................... CATTGCQCTTGTCTCGGTCTGA. . .o oo oo 2
................................................... CATTGCACTTaTCTCGGTCTGA. . oo oo oo 2
................................................... CATTGCACTTGTCTCGGCCTGA. ... ........ 2

mmu-mir-26a(mmu-mir-26a-1)
AAGGCCGTGGCCTCGTTCAAGTAATCCAGGATAGGCTGTGCAGGTCCCAAGGGGCCTATTCTTGGTTACTTGCACGGGGACGCGGGCCTG

- (CCCCCCC- (- - (- - - C----2-22-2200)2)22)-))2)13)))-)))))) -))) -))))) - (-50.40)
Fdk kK xdKkkxkx*TTCAAGTAATCCAGGATAGGCT

............... TTCAAGTAATCCAGGATAGGCT -« o o e i i e i i i i eeaaeasccccceecccaaaaaaaaanaa-- 158%*
............... TTCAAGTAATCCAGGATAGGC - - - oo e i iiiiiiiiccceeeeeaeaaaaaa O7
............... TTCAAGTAATCCAGGATAG - - - i i i i i i iiiiicccceceaeaaanaaaa 12
................ TCAAGTAATCCAGGATAGGC - - - o o i i e e e e e e e e e eeeee e aceeeeeeeeeeeeeaeaaa 1
............... TTCAAGTAATCCAGGATAGGCTaT - - oo i iiiiiiiicceeeeeaaaaaaaa 17
............... TTCAAGTAATCCAGGATAGGCT @A - o oo i i i i i i i i i i i i i i i i i i i i i iiiiiccccccceceaaaaaaaaa. 16
............... TTCAAGTAATCCAGGATAGGCTAA .- - - o e e i e i e i i e e eiie e eeeeceeacaeaaaaaeeeeaaaa-- 15
............... TTCAAGTAATCCAGGATAGGCT . - o i it ii i iiiiciaeaecccacaacecaanaaaaaanaa-- 15
............... TTCAAGTAATCCAGGATAGGEC - - - oo ittt it iiiciiiccccceeeeeeeaaaaaa 13
............... TTCAAGTAATCCAGGATAGGCT A . - - o oo oo oo i it i it i i i iiiiicccccceeeeeaaaaaaaa 11
............... TTEAAGTAATCCAGGATAGGCT - - - o i e i e i e i i e e eeii e aeeecaeaceeaeeeaeeaaaaaaa- 10
............... TTCAAGTAATCCAGGATAGGCY - - - - i e e i i i i i i eeecaaseccccacasccccaaaaaaaaanaaaa-- 8
............... TTCAAGTAATCCAGGATAGGCA. - - - e e i i i i i i eeeeccceseccccacascccaaaaaacanaananaa- 8
............... TTCAAGTAATCCAGGATAGGE . - - oo i it i i iiccceeeeannnnnnaa [
............... TTCAAGTAATCCAGGATAGGECT - - o o i i e e e e i i e eeeee e e e e eeeeeeaeaan
............... TTCAAGTAATCCAGGATAGGCTAAA - - =« c oo i e e e i i e eeecmaassccccacasccaecaaaaaaaaanaaaa-- 0
............... TTCAAGTAATCCAGGATAGACT . - - s i et i i i i i i eieeccaeseccccacasccacacacaaaacaanaanaanan= D
............... TTCAAGTAATECAGGATAGGCT - - i i i i i i iiccccccceaaaanaanaaa 4
............... TTCAAGTAATCCAGGATAGGET - - o o i i i e e e e e e eeeca e e eeceaaaaaeeea-- 4
............... CTCAAGTAATCCAGGATAGG T - v e i e e i i i i e e eeecmcasccccaaccccaaaaaaaaaa 4
............... TTCAAGTA-TCCAGGATAGG . - c i e e i i i i i i e eiiccceseccccacascccaaaaaacanananaaa 3
............... TTCAAGTAATCCAGGATAGGA - - - o oo e o i i i i i it i i i i i i i i i i iiiiiiicccccccceeaaaaaanaaa 3
............... TTEAAGTAATCCAGGATAGGC . - - - o i i i i i e e e i e eeeeamacaeaaeeceeaaaaaaaea-- 3
............... TTCAAGTAATCCAGGATAGGCTC . - o c i e e i it i i e i aaeecccccasccccaaaaaaaanaaaa-- 3
............... TTCAAGTAATCCAGGATAGGCC. - - n i e i i i i i i eeiccaeseccccacascccaaaaacanaananaaa 3
............... TTCAAGTAATCCAGGATAGGACT - - oo i ittt i i i i i i iicccccccccaaaaaaanas 2
....................... ATCCAGGATAGGCT A - - - e e e e e e e e e e e e e e e e e e 2
............... TTEAAGTAATCCAGGATAGG T @A - - o i e e i e i e i e i e meeccmacascccaaaaacananaas 2
............... TCCAAGTAATCCAGGATAGG T - v e i e e i i i i i i eeeeccceeecccacascccaaaaacaaananans 2
............... TTCAAGTAATCCAGGATAGGCT =TG- oo oo i i i i it i i iicccccccecaaaaaanaas 2
............... TTCAAGTAATCCAEGATAGG LT - - - o i i i e e e e e e e e e e e e e eeeeeaeaans 2
............... TTCAAGTAATCCAGGATEAGGE . « - o o i i e i i aaeccmacascccaaaaaaaananaas 2
............... ATCAAGTAATCCAGGATAGG T . e e e i i i i e i i i e e ieicccacscccccacaccaaaaaananans 2
............... TTCAAGTAGTCCAGGATAGGC - - - i i i i i iiccccccccceaaaaanaas 2
............... TTCAAGTAATCCAGGATAGGCT AT - -« e e o e e e e e e e e e e e e meeeeemaeaans 2
............... TTCAAGTAATCCAGGATAGGCAT - - - o e e i e i i i e e i meeeccmacascccaaaaacanananaas 2
............... TTaCAAGTAATCCAGGATAGGCT . - i e e e e i i i i e e ceeeccccacascccaaaaacaananans 2
..................... CAATCCAGGATAGEE . - . . i iieeeaaaaaaaaaaaaaaaaaaaaaaaaaaas 2
............... TTCAAGTAATCCAGGATAGGCTEAA - - -« c o c e e e e e e e e e e e e e e eeeeeemaeaans 2

mmu-mir-26a(mmu-mir-26a-2)
GGCTGCGGCTGGATTCAAGTAATCCAGGATAGGCTGTGTCCGTCCATGAGGCCTGTTCTTGATTACTTGTTTCTGGAGGCAGCG

- (CCCC- - (- - (- - (O (O - - - - - 2))--3333333333-3))))))))--))--)--))))) - (-44.90)
Fkxkxk sk kxR TTCAAGTAATCCAGGATAGGCT
............. TTCAAGTAATCCAGGATAGGCT - - - -« e e e ee o ee e e eceececeaeeeieceaeeaa .. 158%
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............. TTCAAGTAATCCAGGATAGGC - - - oo i i i i i i i i i i iiiiiiicccceeeeaaa. O7
............. TTCAAGTAATCCAGGATAGG - - - o o e e e e e e e e e e e e eeeeee e e meeeeeeeeeeeaa 12
............ ATTCAAGTAATCCAGGATAGGCT - - - o e i i i i it i i eecaasscccacasceeaaaaaaaaaaa 8
............ ATTCAAGTAATCCAGGATAGGC - - - oo i i i i i i i i i e i i i e iiiicccccccccccceeea... B
.............. TCAAGTAATCCAGGATAGGC - - - oo i i i i i i i iiiiiiiimeceeeeeeeeaaa 1
............. TTCAAGTAATCCAGGATAGGCT-TaAT -« e e i i et i i e ieiamesacccccaacccanaaaaaaaana D
............ ATTCAAGTAATCCAGGATAGGCT A - - - oo i e e e i iieiieieeeeeeeenns 2
............ ATTCAAGTAATCCAGGATAGGCT @8 - - o o oo i i e e i e i e i i i e e i e i i e i i iiiicicimeeeeannna 2

mmu-mir-26b(mmu-mir-26b)
TGCCCGGGACCCAGTTCAAGTAATTCAGGATAGGTTGTGGTGCTGACCAGCCTGTTCTCCATTACTTGGCTCGGGGGCCGGTGCC

- (CCCCCC- - CCCCC- (- - (- - CCCC---32220230)))) - -DI)I))))))) -))) - -)))) -)) - (-42.70)
FHFFAAAIIIAAAAFTTCAAGTAATTCAGGATAGGT

.............. TTCAAGTAATTCAGGATAGGT T - - oo i i i i i i i i i i iiiicciccccccceeeaa.... 468
.............. TTCAAGTAATTCAGGATAGGT - - oo i i i it iiiceeeeeeaaaa. 132%
....................... TTCAGGATAGGT T - - e e o e i e e e e e eeiem e e e eeeaa 11
...................... ATTCAGGATAGGT T . o o e e i it ii e aaaecccacascceaaaaaaaaaaa 8
............... TCAAGTAATTCAGGATAGGT T - o oo i i i i i i i i i i i i iiiiiccccccccceeeeaaa.. 8
.............. TTCAAGTAATTCAGGATAGG - - - oo oo i i i i i it i i i i i i i i iiicicccccccccceeeeaaa.. O
..................... AATTCAGGATAGGT T - - o i e i i e i i e et i i e eeeeceacaeaeaceeaaaaaaaaa 3
.............. TTCAAGTAATTCAGGANAGGT T . - o o e i i i i i et imasacccccasccceaaaaaanaaa 3
...................... ATTCAGGATAGGT TG - e e et e e e e e e e e e e e e ea e e e e e e e e e e e e e e e e e eaaaaaaaa 2
.................................................. CCTGTTCTCCATTACTTGGCTC. .. ... oo 2
.................... TAATTCAGGATAGGT T - o o o e i e e e e e e e e e e eeaeeaaaana 2
.............. TTCAAGTAATTCAGGATAGGT TG . - o o e e e it i i e i i e eeecccacascccaaaaaanana 2
.............. TTCAAGTAATTCAGGATAGGT Tt . - oo oo oo i i i i i i i iiiiiicccccccceeeeaaaaaaaa Ol
.............. TTCAAGTAATTCAGGATAGGT Ta. - - i e e i i e i e e iei e eeeecaeacaeaaaeeaa--- 36
............. aTTCAAGTAAT TCAGGATAGGT T . & o o i e et i i e imaseccmacaecceaaneaa-aa 21
.............. TTEAAGTAATTCAGGATAGGT T - - oo i i i i i i i i i iiiiiiciccceeeeaaa.. 13
.............. TTCAAGTAATTCAGGATEAGGT T - o i i i i i icicceeennna [
.............. TTCAAGTAATTCAGGATAGGT @ - - - - i e e i i e e eeii e e aeecceacaecaaaeeaaaaa. B
............. ATTCAAGTAAT TCAGGATAG T . i oo i i i ciaescccccaaaccccacaaaaaa-aa. O
.............. TTCAAGTAATTCAGGATAGGTTa8 - - - o oo oo oo i i i i i i i i i i i i iiicicccccccceeeeaa.. B
.............. TTEAAGTAATTCAGGATAGGT - - oo oo i i i i i i i i i i i i iiiiiccccccccceeeaeaaa.. O
.............. TTCAAGTAAT-CAGGATAGGT T - - o o i e i i i it e i e eiaeeeeeccacaeccaaaaaaaaaaa D
...................... ATTCAGGATAGGT T, - - e e i i i i i i i e aaaaecccacascacaaaaaaaaana D
.............. TTCAAGTAAT-CAGGATAGGT . v e e i i i i i i i i eiiicccacaccccacasacceaaaaaaananas D
.............. TTEAAGTAATTCAGGATAGGT T, - oo i it iiiiciciicceeaeaaa 4
.............. CTCAAGTAATTCAGGATAGGT T - e o o i e e e e e i e e e eeaeeeeaaaeeea-- 4
.............. TTCAAGTAATTCAGGATEAGGT - - o o i i i i i e i mesecccacaacccmanaanaaaaa 4
............. aTTCAAGTAAT TCAGGATAGGT T, - oo i i i i i eeeeccccceecccaaaaaaaaaa 3
.............. TTCAAGTAATTCAGGATAGGTTaT . . oo oo i i i it i it i i i iiicccccccceeaeeaaaa 3
.............. TTCAAGTAATTCAGGATAAGGT T - - o i e i i i i e e eii e e eeeceacaecaaacaeaaaaaaa 3
....................... TTCAGGATAGGT Tt . oo i i it i i iaesacecacaacceaaaaaa-= 3
.............. TTCAAGTAATTCAGGATABGT T . - o e i e i i i i e cmeeeccccaaascccaaaaananana 3
.............. TTCAAGTAATTCAGGATAGGTC. - oo oo i i i i i i i i i iiiicicccccccceeeeaaaaa 3
.............. TTCAAGTAATTCAGGATAGGT AT - - - i e i i i e e ii e e eeeiceacaecaeacaeaaaaaaa 3
............. AT TCAAGTAAT TCAGGATAGGT Ta. & o c e e i i i i i i i aeeeccccaacccaaaaaaaaaa 3
.............. TTCA-GTAATTCAGGATAGGT T s e e e e i i i i e e cmeeeccccaaascccaaaananana 2
.............. TTCAAGTAATTCAGGATAGGYT T - - i i i i i iiiiieeeeeannaa 2
.............. TTCAAGTAATTCAGGATAGGTTaG - - - e i i e e e e e et e e e e e 2
.............. ATCAAGTAATTCAGGATAGGT T s e e ot i e e i i i i e e eeimaeeccmccaaaceaanaaaaa 2
.............. TTCAAATAAT TCAGGATAGGT . v e e i i e i i i i i et cceseccccacascccaaaananana 2
.............. TTCAAGTAATTaCAGGATAGGT T - - i i i i i i i iiiiceeeeanaaa 2
.............. TTCA-GTAATTCAGGATAGGT - - - o o i e e e e et e e e e e e e e e 2
....................... TTCAGGATAGGT T8 - - - e e e i i e i i e eeiamaeeacmaacaacnaanaaaas 2
.............. TTaCAAGTAATTCAGGATAGGT . - - e i e i i i i et cmececcccaecccaanananana 2
....................... TTCAGGATAGGTTa . - oo oo i i i i i iiiiiiiiieeeannaa 2
.............. TTCAAGTAATTCAGGATAGGT TET - - o e e i e et i e e e e e maeea e e 2
.............. TTEAAGTAATTCAGGATAGG T Ta. - o o i e e e e e et i e eeeccacaacccaaaaaaanans 2
.............. TTCAAGTAATTCYAGGATAGGT T . - s e i i i i e meeecccccaacccaanananana 2
.............. TTCAAGTAATTCAGGATAGGYT - - oo i it iiiicciieeeeannaa 2
.............. TTCAAGTAATTCAGGATOGGT TG - o o i e e i e e e e e e e e e e maeee e e 2
.............. ATCAAGTAATTCAGGATAGGT - - e e e i e i i i i i e eeiimaaeccmaaeacaaanaaaaa 2

mu-mir-27a(mmu-mir-27a)
TGGCCTGAGGAGCAGGGCTTAGCTGCTTGTGAGCAAGGTCCACAGCAAAGTCGTGTTCACAGTGGCTAAGTTCCGCCCCCTGGACCC

- (CCC- (- (- (- (- - (- (e e 2)-23))3333)--33333)3))-3)-3))-))-)) - (-37.20)
TTCACAGTGGCTAAGT TCCGCH s
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....................................................... TTCACAGTGGCTAAGTTCCGC............ 61*
....................................................... TTCACAGTGGCTAAGTTCCG. . .- -ooco-- 3
............. AGGGCTTAGCTGCTTGTGAG CA . - o o i e e i i e eaeccacasccaaaaacnanans 2
...................................................... aTTCACAGTGGCTAAGTTCCGC. .. ... ... ... 7
....................................................... TTCACAGTGGCTAAGTTCCGCt........... 6
....................................................... TTtACAGTGGCTAAGTTCCGC. ... ....... 5
....................................................... TTCACAGTGGCTAAGTTCCGtC........... 3
....................................................... TTCACAGTGGCTAAGTTCCGa. - oo oaaaaa o 2

mmu-mir-27b(mmu-mir-27b)
AGGTGCAGAGCTTAGCTGATTGGTGAACAGTGATTGGTTTCCGCTTTGTTCACAGTGGCTAAGTTCTGCACCT

(- - - - (- - - - CCC---222--332)2)3)--3))))32))))))))))) (-40.20)
TTCACAGTGGCTAAGTTCTGC****

................................................ TTCACAGTGGCTAAGTTCTGC. .... 76*
................................................ TTCACAGTGGCTAAGTTCTG...... 14
...... AGAGCTTAGCTGATTGGTGAACA - - L e e e e e e eeeeeeeaeann 2
................................................ TTCACAGTGGCTAAGTTCTGCA 2
................................................ TTCACAGTGGCTAAGTTCTGE..... 7
................................................ TTCACAGTGGCTAAGTTCCGCA. ... 4
................................................ TTCACAGTGGCTAAGTTCTGCtE. ... 4
................................................ TTCACAGTGGCTAAGTTCTGa..... 4
............................................... aTTCACAGTGGCTAAGTTCTGC..... 3
................................................ TcCACAGTGGCTAAGTTCTGC..... 3
................................................ TTCACAGTGaCTAAGTTCTGC..... 2
................................................ TTCACAGTGGCTAAGTTCcGCAa. .. 2
................................................ TTCACAGTGGCTAAGTTCTGEC. ... 2
................................................ TTCACAGTGGCTAAGTTCTaG..... 2

mmu-mir-28(mmu-mir-28)
GGTCCCTACCTTCAAGGAGCTCACAGTCTATTGAGTTGCCTTTCTGATTCTCCCACTAGATTGTGAGCTGCTGGAGGGCAGGCACT

(CC- (CC- COCCC- (- (el - - - - - - D). 2)))3333)3))-3)-33)))-))-))) (-38.10)
FkrRxkkx kR AMGGAGCTCACAGTCTATTGAG

............. AAGGAGCTCACAGTCTATTGAG - - - - -« e e ee e e e e e eaeacecaceeaaaaaaaa.. 82%
_____________________________________________________ CACTAGATTGTGAGCTGCTGGA. . .. occon. 29
............. AAGGAGCTCACAGTCTATTGAGT . - - o e et et e e e e e e e e ea e e eaaeeaas 12
..................................................... CACTAGATTGTGAGCTGCTGG. .. ..o ceenan. 8
............. AAGGAGCTCACAGTCTATTGA . « . o e et e e ee e e e e i e i eaceeaaecacaaaaaaan B
______________ AGGAGCTCACAGTCTATTGAG . - « - -« e e e e et et e e e e e e ceaacaceaaeaaeaaa B
..................................................... CACTAGATTGTGAGCTGCTGGAG. - .. ... .-.. 3
............................................................ TTGTGAGCTGCTGGA « o o eeeeeean 2
____________ AAAGGAGCTCACAGTCTATTGAG . - - - o« o e e e et et e e e e e ea e eaceaceaaeaaaaa B
............. AAGGAGCTCACAGTCTATTGEAG . . - -« o e e e et e o e e e e ea i e aaeaaeaaeaaaaaaa B
............. AAGGAGCTCACAGTCTATTGAR - -« e e e e e e e e e e e e e ac e caaaacaeaaeaaaanaas B
............. AAGGAGCTCACAGTCTATTGAGA . - - - <« w e ee e e e ee e e e e e cea i eeceaaeaaaaaann 4
____________ AAAGGAGCTCACAGTCTATTGA - - - ot ot ot et e e e e ee e a e e aeaaeaeaas 3
..................................................... CACTAGATTGTGAGCTGCTGGAAA. - . - ... ... 3
..................................................... CACTAGATTGTGAGCTGCTGGAGE - . . .. ..... 2
..................................................... CACTAGATTGTGAGCTGCTGGALL . . ........ 2
______________ AGGAGCTCACAGTCTATTGEAG . - - -« ot e et ot ot e e e e e e e e e e e ieaaaaeaaan 2
..................................................... CACTAGATTGTGAGCTGCTGAA. . .. ocnan. 2
............. AAGGAGETCACAGTCTATTGAG - - - -« e e e c e e e e e e e e e e e e e ee e eaeeaaeaaaan 2
.................................................... aCACTAGATTGTGAGCTGCTGGA. .. ........ 2
_____________________________________________________ CACTAGATTGTGAGCTGCTGGAT. - .. ...o.. 2
............. AAGGAACTCACAGTCTATTGAG - - - -« o et c e et e e e e e e e e i eae e eaeaaeaaaas 2
............. AAGGAGCTCACAATCTATTGAG . - - -« e e e e e e e e e e e e e e e ea e ea e eaeeaaeaaaan 2

mu-mir-200-3p(mmu-mir-200)
CTCATCTTGCGGTACTCAAACTATGGGGGCACTTTTTTTTTTCTTTAAAAAGTGCCGCCTAGTTTTAAGCCCCGCCGGTTGAG

(OG- (- - - - - - oo - 2)3333)33)-33333)))--3)--33))-))-)))) (-35.60)
AAAGTGCCGCCTAGTTTTAAGCCC

mmu-mir-290-5p(mmu-mir-290)
CTCATCTTGCGGTACTCAAACTATGGGGGCACTTTTTTTTTTCTTTAAAAAGTGCCGCCTAGTTTTAAGCCCCGCCGGTTGAG

CCCC- CC- (- - (- - - e e e - - 2))))))33)-I3))))))--))--))))-))-)))) (-35.60)
Frwxwwr Rk R ACTCAAACTATGGGGGCACTTT
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mmu-mir-20la-3p(rmu-mir-291ay
CCTATGTAGCGGCCATCAAAGTGGAGGCCCTCTCTTGAGCCTGAATGAGAAAGTGCTTCCACTTTGTGTGCCACTGCATGGG

AU AU (A S E (S NN -DNDNNNNIN-NNNN)) (-44.30)
AAAGTGCTTCCACTTTGTGTGCHHHAraaakskkk

mmu-mir-20la-Sp(rmu-mir-291ay
CCTATGTAGCGGCCATCAAAGTGGAGGCCCTCTCTTGAGCCTGAATGAGAAAGTGCTTCCACTTTGTGTGCCACTGCATGGG
CCCCCCCCC: CCCCC CCCCCLCCCCCC-CCCCCC- e 120NN IN -NNNI)) (-44.30)
FHFFFAAAAXAXXXXCATCAAAGTGGAGGCCCTCTCT

mmu-mir-201b-3p(mmu-mir-201b)
ACATACAGTGTCGATCAAAGTGGAGGCCCTCTCCGCGGCTTGGCGGGAAAGTGCATCCATTTTGTTTGTCTCTGTGTGT

(CCCCCCC- C- L (- CCC- G- (- - - - - - 2)))--3-3-33-333133)))-3))-3-3))))))) (-36.10)
AAAGTGCATCCATTTTGTTTGT*

mMMU-mir-201b-Sp(mmu-mir-296)
ACATACAGTGTCGATCAAAGTGGAGGCCCTCTCCGCGGCTTGGCGGGAAAGTGCATCCATTTTGTTTGTCTCTGTGTGT

CCCCCCCC- (- CCC- CCCCCECCC- CCC- €2 CCCC -2 2)D)) -2 )D) NN DN D INN)) (-36.10)

FHFHAKK KX XXX *XGATCAAAGTGGAGGCCCTCTCC

mmu-mir-202-3p(mmu-mir-202y
CAGCCTGTGATACTCAAACTGGGGGCTCTTTTGGATTTTCATCGGAAGAAAAGTGCCGCCAGGTTTTGAGTGTCACCGGTTG

CCCCC CCCCCOCCCOL CCCC (L CCCC - - - CCCCC: == IV - INNNIN) D)) (-41.10)
AAAGTGCCGCCAGGTTTTGAGTGT

mu-mir-202-5p(mmu-mir-202)
CAGCCTGTGATACTCAAACTGGGGGCTCTTTTGGATTTTCATCGGAAGAAAAGTGCCGCCAGGTTTTGAGTGTCACCGGTTG

(CCCC- (- CCCC- CCC- CLCC- - - - CCACC----92DD0)00) 290D 20D - - -D)IDIIDDDD) -))))) (-41.10)

FRkRR KR xR H X ACTCAAACTGGGGGCTCTTTTG

mmu-mir-203(mmu-mir-203)
TTCAATCTGTGGTACTCAAACTGTGTGACATTTTGTTCTTTGTAAGAAGTGCCGCAGAGTTTGTAGTGTTGCCGATTGAG

- (CCCCC- (- - (OO (- (CCCCC-w e e 23233):3333-333)))-3)))--))-)))))) - (-31.30)

AGTGCCGCAGAGT TTGTAGTGT* A

mu-mir-204(mu-mir-204)
TTCCATATAGCCATACTCAAAATGGAGGCCCTATCTAAGCTTTTAAGTGGAAAGTGCTTCCCTTTTGTGTGTTGCCATGTGGAG

- (CCCCCC- CC- COCC- (- (- (G- CCC- - (CC---202DDDD-3):90))0) 232D :0))) -D) -D))D))) - (-33-30)
AAAGTGCTTCCCTTTTGTGTGT

mu-mir-205(mu-mir-208)
GGTGAGACTCAAATGTGGGGCACACTTCTGGACTGTACATAGAAAGTGCTACTACTTTTGAGTCTCTCC

(- (- (- - CCCCCa-ee - - 2))13-3331)-333):33)33)))))-)) (~30.70)
AAAGTGCTACTACTTTTGAGTCT****

mmu-mir-296-3p(mmu-mir-296)
GGGCCTTTCTGGAGGGCCCCCCCTCAATCCTGTTGTGCTCGCTTCAGAGGGTTGGGTGGAGGCTCTCCTGAAGGTGTCC
(- (- CC- - - C----2--90000032222) 23323323333 -))))) -))))  (-43.70)
GAGGGTTGGGTGGAGGCTCTCCH** ks
.............................................. GAGGGTTGGGTGGAGGCTCTCC. « o oo oo o ... 68*
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.............................................. GAGGGTTGGGTGGAGGCTCTC. . v veeeenea-- 5
.............................................. GAGGGTTGGGTGGAGGCTCTCCT .. ... ..... 4
............................................. AGAGGGTTGGGTGGAGGCTCTCC. « v e e o eea o 2
............................................... AGGGTTGGGTGGAGGCTCTCC. . v vee e enn 2
............. GGGCCCCCCCTCAATCCTGT - m e e e e e e eee e e meeee e mmeecmmmmeaecmeenannnnnnnn 2
.............................................. GAGGGTTGGGTGGAGGCTCT . . o eeo oo a2 2
.............................................. GAGGGTTGGGTGGAGGCTCNCC. . ... ...... 3
............................................. AGAGGGTTGGGTGGAGGCTCTC. v v e e e eeea o 1
............ AGGGCCCCCCCTCAATCCTG. - i i ee e e ieee e cmeee e mmmmeccmeeaemmmnamennnnne 1

mmu-mir-296-5p(mmu-mir-296)
GGGCCTTTCTGGAGGGCCCCCCCTCAATCCTGTTGTGCTCGCTTCAGAGGGTTGGGTGGAGGCTCTCCTGAAGGTGTCC

(- (- (- (- €CC-C----)--2320232))))-))-))))))))-))))) -)))) (-43.70)
FHFHFIA KK XXX XX AGGGCCCCCCCTCAATCCTGT

.............................................. GAGGGTTGGGTGGAGGCTCTCC............ 68
............ AGGGCCCCCCCTCAATCCTGT - - e e e e e e e e e e e e e e e e e e e e e e e eeem e nan. 24%
.............................................. GAGGGTTGGGTGGAGGCTCTC. .o oo ooaao2 5
.............................................. GAGGGTTGGGTGGAGGCTCTCCT........... 4
............................................. AGAGGGTTGGGTGGAGGCTCTCC. .o e v e eeaaan 2
............................................... AGGGTTGGGTGGAGGCTCTCC. ..o oeeaaaan 2
............. GGGCCCCCCCTCAATCCTGT - o e e e e e e i e e i e mescccaaaaccaaanaanaaas 2
.............................................. GAGGGTTGGGTGGAGGCTCT. ..o oo oo oo 2
.............................................. GAGGGTTGGGTGGAGGCTCNCC. . .......... 3
............................................. AGAGGGTTGGGTGGAGGCTCTC. .o e eeeeaaaan 1
............ AGGGCCCCCCCTCAATCCT G v c m i e e i e e e e i i mmeeemcmaeeccaaeeenneaaa 1
.............................................. GAGGGTTGGGTGGAGGCTCTCCa........... 38
.............................................. GAGGGTTGGGTGGAGGCTCTCCaa.......... 15
.............................................. GAGGGTTGGGTGGAGGCTCTCa. = - oo oo 13
.............................................. GAGGGTTGGGTGGAGGCTCTCCaT. ... ...... 12
............ AGGGCCCCCCCCTNAATCCTGT - - e e e e i e e e e e e e e e i e i i e e eieiiieeeeeeeeeeeaa 9
............ AGGGCCCCCC-TCAATCCTGT - - i i i i i e i i i i i i i i i i i i i i i i i iiiccccccccccceeeaaaa. 8
........... aAGGGCCCCCCCTCAATCCTGT . w et e e i i i i i i cesccccaaaacccacaaaaceaaaaa-- b
............ AGGGCCCCCCCCTCAATCCTGT - - i i e i e e e e i i e i e e i i e e i e e i e ieeeeecceeecaeeeeaaa D
.............................................. GAGGGTTGGGTGGAGGCTCTCCaaA......... 5
............................................... AGGGTTGGGTGGAGGCTCTCCaa.......... 4
............ AGGGCCCCCC-TCAATCCT G v v c i e e i e i i i e eeecccaeacccccaaaceannna-- 4
.............................................. tAGGGTTGGGTGGAGGCTCTCC. . o c oo e 4
.............................................. GAGGGTTGGGTGGAGGCTCTCCTa.......... 3
.............................................. GAGGGTTGGGTGGAGGECTCTCC........... 3
.............................................. aAGGGTTGGGTGGAGGCTCTCCa. - - - oo a2 3
.............................................. aAGGGTTGGGTGGAGGCTCTCC. o oo oo e 3
.............................................. GAGGGTTGGGTGGAGGCTCTCCaGt......... 3
.............................................. GAGGGTTGGGTGGAGGCTCTCC-GA......... 3
.............................................. GAGGGTTGGGTGGAGGCTCTCaa. - - - - - avn-- 3
.............................................. GAGGGTTGG-TGGAGGCTCTCC. « oo e eeeaa . 2
.............................................. GAGGGTTGGGTGGAGGCTCTCE. . .......... 2
.............................................. GAGGGTTGGGTGGAGGCTCTaaC........... 2
............ AGGGCCCCCCCTCAATCCT LT - - o o i i e i i i i e i mmsecccmaaaacnanneas 2
.............................................. GAGGGTTGGGTGGAGGCTCTCCC. v c e ee e 2
............................................. AGAGGGTTGGGTGGAGGCTCTCCa. « v v e e eeaan 2
.............................................. GAGGGTTGGGTGGAGGCTCTCCaTt......... 2
............ AGGGCCCCCC-TCAATCCTGT @A, & - c e e e i e e i i e eeeimmmmeeccaaaacnanneas 2
............ CGGGCCCCCCCTCAATCCTGT - e e e e e e e e e e ceeecccecccccaaaaccaaananenane 2
............................................. AGAGGGTTGGGTGGAGGCTCTCCaat......... 2
............................................. AGAGGGTTGGGTGGAGGCTCTCCaT. .. ....... 2
.............................................. GAGGGTTGGGTGGAGGCTCTaCC. ... ... 2
.............................................. GAGGGTTGGGTGGLAGGCTCTCC. .o oo e 2
.............................................. GAGGGTTGGGTGGAGGCTCa. .- ..o oo oo 2
.............................................. GAGG-TTGGGTGGAGGCTCTCC. ... ........ 2
............. GGGCCCCCCCCTCAATCCTGT - e e e e e e e i e e e i i meeecccaaaaccmaaaaannaans 2
.............................................. tAGGGTTGGGTGGAGGCTCTCa. v v o c e e e 2
.............................................. GAGGGTTGGGTGGAGGCTCTCCaat......... 2

mu-mir-207a(mmu-mir-297a-1)
ATATGTATGTATGTATGTATGTGTGCATGTGCATGTGCATGTATGCATATTGCATGTATATATTATGCATACATGT
(- (- - - - - - - 2))2))))-33))--33))))))0))))))))))) (-35.90)

ke xk ATGTATGTGTGCATGTGCATGT




Supplemental Figure S1
mu-mir-207a(mmu-mir-297a-2) o
TGTATGTGCATGCATATGTGCTCATGTGTGTGTACATGTATGTGTGCATGTGCATGTATATATG
- (Ll - - - €C----22--202)-)--D0)))))3))))))))) - (-36.40)
ATGTATGTGTGCATGTGCATGT*

mu-mir-207a(mu-mir-207a-3)
CTGTGTGTATATGTATGTGTGCATGTGCATGTGTGTATATGAATATACATATACATACACACATACCCATACAAACATGCACACAAACACACAGAAAATTGA
(- -+ - - - (- - - (e - - - - - ))2)00)0D)) EEE R 23233303333-900903)) -+ - - - - -

(-38.17)
*wxrrrkxxxATGTATGTGTGCATGTGCATGT

mmu-mir-2e7a(mu-mir-207a-4y
CTGTGTGTATATGTATGTGTGCATGTGCATGTGTGTATATGAGTATACATATACATACACACATACCCATACAAGCATGCACACAAATACACGCAAAA
- (CCCCCCCC- CCC- (Ll - (e - - - - )20200500))0))0) EEEETEEEEE 2333333-333-3030033)) - - -

(-39.80)
*axwxwx ke xx ATGTATGTGTGCATGTGCATGT

mu-mir-207a(mu-mir-207a-5)
CTGTGTGTATATGTATGTGTGCATGTGCATGTGTGTATATGAGTATACATATACATACGCACATACCCATACAAGCATGCACACAAACCC

- (CCCCCC- - CCCC- COCCLC- (L - CCreaeCC-- - - - - 2)33331323333333)---32333)-2I0III0)))) - - - - - (-38.80)
FxHAAxx A X ATGTATGTGTGCATGTGCATGT

mmu-mir-207a(mu-mir-207a6y
ATGTGCATGTGTGTATGTGCATGAGTGCATGTGCATGCATGTGTGTGCGCATGTATGTGTGCATGTGCATGTATGTGTGCAT

- - (- - (CC(- - (OO (- ---23133)331)3)1)-D)30)ID)3))) - -)))) - -) - - - - (~44.70)
ATGTATGTGTGCATGTGCATG [* s

mu-mir-207b-3p(mmu-mir-207a-3
CTGTGTGTATATGTATGTGTGCATGTGCATGTGTGTATATGAATATACATATACATACACACATACCCATACAAACATGCACACAAACACACAGAAAATTGA
(- -+ - - - (- - - (e - - - - - ))D)0D)0D) ) EE R 23233303332-900003)) -+ - - - - -

(-38.17)

TATACATACACACATACCCATA

mmu-mir-207b-3p(mmu-mir-207a-4y
CTGTGTGTATATGTATGTGTGCATGTGCATGTGTGTATATGAGTATACATATACATACACACATACCCATACAAGCATGCACACAAATACACGCAAAA
- (CCCCCCCC- CCC- (Ll - (e - - - - 2202005000 )0) EEEETEEEEE 2333333-333-3030033))- - -

(-39.80)

TATACATACACACATACCCATA

mmu-mir-297b-3p(mmu-mir-297b)
TCTATTTGCTTGTGTGTATATGTATGTGTGCATGAACATGTGTATATGAATATACATATACATACACACATACCCATACAAACATGCATACAAACACACAGAAAA

TGGA
CCCCCCER (@ (@ (R (G D)) B B DD DO EEES DD B DED D) DD D DEEES DD D DD B9 ).

)))) (-36.90)

TATACATACACACATACCCATA

mmu-mir-297b-3p(mmu-mir-297c)
CTGTGTGTATATGTATGTGTGCATGTACATGTGTGTATATGAATATACATATACATACACACATACCCATACAAACATGCATACAAACACACAAAAAT
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(R (O (O (e ))))))00)))) EEEEEEEEEE 23))--30003300)03))) - - - -«

(-33.90)

mmu-mir-297b-5p(mmu-mir-297b)
TCTATTTGCTTGTGTGTATATGTATGTGTGCATGAACATGTGTATATGAATATACATATACATACACACATACCCATACAAACATGCATACAAACACACAGAAAA

TGGA
L CCCCCCER (@ (A @ (R (TS D) B B DD DD EEES DD S DED D) DD D DEEES D) D DD B9 ).

)))) (-36.90)

ATGTATGTGTGCATGAACATGT

mu-mir-207c(mu-mir-207c)
CTGTGTGTATATGTATGTGTGCATGTACATGTGTGTATATGAATATACATATACATACACACATACCCATACAAACATGCATACAAACACACAAAAAT
- (CCCCCC- - - (- - CCCC- - (e - - - - - ))22)00))0)) EEETERERES 2333--3330330333-20033))- - - - -

(-33.90)
FHxHxHF*HFAAATGTATGTGTGCATGTACATGT

mmu-mir-298(mmu-mir-298)
CCAGGCCTTTGGCAGAGGAGGGCTGTTCTTCCCTTGAGTTTTATGACTGGGAGGAACTAGCCTTCTCTCAGCTTAGGAGTGG

((CC- - (CC- - (CC- (- - - €€CC----2332233331333-3333)))-)))-))) -))) - -))) (-43.00)
FHRHIHIHIHXHXXXXGGCAGAGGAGGGCTGTTCTTCCC

.......... GGCAGAGGAGGGCTGTTCTTCC . - - i icecccccceaaaaaaaaaaannnnnnnaa 17
.......... GGCAGAGGAGGGCTGTTCTTCC . - o o m i e e i i i e i i e meecccaescccmacaacenaaaeaa-- 1B
.......... GGCAGAGGAGGGCTGTTCTTCCCT . - c e i e i i e i i i i e iieeccececcccacascceaaanaaanans O
.......... GGCAGAGGAGGGCTGTTCTTC . - - i ccccccccecaaaaaaaaaaaaannnnnaa 4
............ CAGAGGAGGGCTGTTCTTCCC . - - i icccccccccaaaaaaaaaaaaanaaaas 2
........... GCAGAGGAGGGCTGTTCTTCC .« e e e i e i e e i i i e meeeccmascccmacaaacaaaanaaa 2
......... aGGCAGAGGAGGGCTGTTCTTCC . - - i ccccceccecaaaaaaaaaaaaaaanaana 3
.......... GGCAGAGGAGGGCTGTTCTTCCCTA . - - e i i iieccceccccaaaaaaaaaaaaaaaaananan 3
.......... GGCAGAGGAGGGCTGTTCTTCC A - - - e e e i e i i e e eeicmesecccccaeccmaaaaaaaaaaa 3
.......... GGCAGAGGAGGGCTGTTCTTCCCaAA . - - e e e i e e e i e e e e mececcaaaaccaaanananann 2
.......... GGCAGAGGAGGGCTGTTCTTCCAAA - - - - - oo iiiicceeceeeaaaaaaaaaaaaaaaaaaaan 2
.......... GGCAGAGGAGGGCTGTTCTTaC . - - oo icccccccccaaaaaaaaaaaaaaaaaaan 2
.......... GGCAGAGGAGGGCTGTTCTTCCCAAA - - - v v e c e e e i e meeemmmmeeccmmaaaccmaaaaaannana 2
.......... GGCAGAGGAGGGCTGTTCTTCC . - o o e e i i i i e meeecccaaaccnaaanananana 2
.......... tGCAGAGGAGGGCTGTTCTTCCC . - - i eececccccaaaaaaaaaaaaaaaaaaas 2

mmu-mir-299(mmu-mir-299)
AAGAAATGGTTTACCGTCCCACATACATTTTGAGTATGTATGTGGGACGGTAAACCGCTTCTT

(CCCC- (. - - - - - - 2)2)32)33)133133333)))-)))) (-42.30)
TATGTGGGACGGTAAACCGCTT***

...... TGGTTTACCGTCCCACATACAT - . . oo e e i ee i iaaaaaaaaaaaaanan. 55
...... TGGTTTACCGTCCCACATACA. _ e i e i e e c e e cacaceaaaaaaan 20
_____ ATGGTTTACCGTCCCACATACA - - - -« e et e e e e e e ceaeaeaa. B
...................................... TATGTGGGACGGTAAACCGCT..... 6
...................................... TATGTGGGACGGTAAACCGCTT. ... 5*
..................................... GTATGTGGGACGGTAAACCGCT ... .. 4
_____ ATGGTTTACCGTCCCACATAC . -« -« e e e e ee e e ea e iaceaeeaeaao 3
<« «AATGGTTTACCGTCCCACATAC . -« o e o e et e e e e e e e ee e eaeea s 2
..... ATGGTTTACCGTCCCACATACAT - - -« e ce e e e e e e e e eeeaaaaan 2
...................................... TATGTGGGACGGTAAACCGC. .. ... 2
______ TGGTTTACCGTCCCACATAC . . -« o ce e e e ae e e eeaaaaa 2
...... TGGTTTACCGTCCCACATACATT . . - oot e e e e e e eaaaas 2
...................................... TATGTGGGACGGTAAACCGCTTa. .. 14
______ TGGTTTACCGTCCCACATACAA . « - -« c e eeee e eaaaacaceacaaeaaaas B
......... TTTAGCCGTCCCACATACA . - - - e e cee o ee e cea e caceeacaaa 3
...................................... TATGTGGGACGGTAAACCGCTTaaa. 3
...... TGGTTTACCGTCCCACATACEAT . . oo i i e cee e e ceaaaaan 2
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...... TGGTTTACCCGTCCCACATACAT - - e e e e eaaaaaa 2
...... TGGTTTACCGTCCCACATABA . « - i e e e e eeeaeaaaan 2
...... TGGTTTACCGTCCCACATACAC . - - - i e e i i e e e eeeeaaaaana 2

mmu-mir-29a(mmu-mir-29a)
ACCCCTTAGAGGATGACTGATTTCTTTTGGTGTTCAGAGTCAATAGAATTTTCTAGCACCATCTGAAATCGGTTATAATGATTGGGGA

S CCCCCCCCCCCC. - (L NI - - IIIII) - e - S 3510
TAGCACCATCTGAAATCGGTTAX*dakskdakskkdkkk
------------------------------------------ TAGCACCATCTGAAATCGGTTA - - e eeeaeeen. T*

mmu-mir-29b(mmu-mir-29b-1)
AGGAAGCTGGTTTCATATGGTGGTTTAGATTTAAATAGTGATTGTCTAGCACCATTTGAAATCAGTGTTCT

(- - (- - (e e 23)33)3))3)-3)301)))))-)))) (-26.42)
TAGCACCATTTGAAATCAGTGTT**
.............................................. TAGCACCATTTGAAATCAGTGTT. .. 4*
.............................................. TAGCACCATTTGAAATCAGTGT. ... 2

mmu-mir-29b(mmu-mir-29b-2)
CTTCTGGAAGCTGGTTTCACATGGTGGCTTAGATTTTTCCATCTTTGTATCTAGCACCATTTGAAATCAGTGTTTTAGGAG
(- (- e e 23))3))3))3)-3)301))3))-))))))))) (-31.24)
TAGCACCATTTGAAATCAGTGTT*******
................................................... TAGCACCATTTGAAATCAGTGTT........ 4*
................................................... TAGCACCATTTGAAATCAGTGT . . ... ... 2

mmu-mir-29c(mmu-mir-29c)
ATCTCTTACACAGGCTGACCGATTTCTCCTGGTGTTCAGAGTCTGTTTTTGTCTAGCACCATTTGAAATCGGTTATGATGTAGGGGGA

- (CCCCCCC - - (- - - e - - - 2))))--:-3))1)))---33133))))33))-3)))))))) . (-35.40)
TAGCACCATTTGAAATCGGTTAF*HxFkskkskkkkk
..................................................... TAGCACCATTTGAAATCGGTTA. - o e e e a2 4%
............................................................. TTTGAAATCGGTTA. - o e e e e e e e e e 2

mmu-mir-300(mmu-mir-300)
GCTACTTGAAGAGAGGTTATCCTTTGTGTGTTTGCTTTACGCGAAATGAATATGCAAGGGCAAGCTCTCTTCGAGGAGC

CCC- Q- (- - CaaC--CCC----222--229200233222-22-2000I00))) -)))  (-35.50)
TATGCAAGGGCAAGCTCTCTTCH**xxx

.................................................. TATGCAAGGGCAAGCTCTCTTC. .. ..... 23*
...................................................... CAAGGGCAAGCTCTCTTCGAGG. ... 3
.................................................... TGCAAGGGCAAGCTCTCTTCGAG..... 3
...... TGAAGAGAGGTTATCCTTTGTGTGT - - oo i e i i i i i i iieiieceeeeeenan 2
.................................................. TATGCAAGGGCAAGCTCTCTTCa....... 16
.................................................. TATGCAAGGGCAAGCTCTCTTCat...... 3
.................................................. TATGCAAGGGCAAGCTCTCTTg........ 2
.................................................... TGCAAGGGCAAGCTCTCTTCGAGt. ... 2
.................................................. TATGCAAGGGCAAGCTCTCTTa. . ...... 2
...................................................... CAAGGGCAAGCTCTCTTCGAGGE. .. 2

mmu-mir-301la(mmu-mir-301a)
CCTGCTAACGGCTGCTCTGACTTTATTGCACTACTGTACTTTACAGCGAGCAGTGCAATAGTATTGTCAAAGCATCCGCGAGCAGG

(CCCCC- - - CCC- (OO (- CeC---220)) - - - - - DIII3)3)---:33)1-33))-3))--1))))) (-39.40)
CAGTGCAATAGTATTGTCAAAGC >tk

.................................................. CAGTGCAATAGTATTGTCAAAGCAT ... ......... 67
.................................................. CAGTGCAATAGTATTGTCAAAGC. ... ......... 66*
.................................................. CAGTGCAATAGTATTGTCAAAGCA. ... ......... 29
__________________________________________________ CAGTGCAATAGTATTGTCAAAG. . .o covuoenno. 22
.................................................. CNGTGCAATAGTATTGTCAAAGC. . ... ......... 5
.................................................. CNGTGCAATAGTATTGTCAAAGCAT ... ......... 5
__________________________________________________ CAGTGCAATAGTATTGTCAAAGCATE. . ... ...... 13
................................................. aCAGTGCAATAGTATTGTCAAAGC. .. vuenan. 7
.................................................. CAGTGCAATAGTATTGTCAAAGCAA. - . oo eeunan 7
.................................................. CAGTGCAATAGTATTGTCAAAGCEAT........... 5
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.................................................. tAGTGCAATAGTATTGTCAAAGC. ... .......... 4
.................................................. CAGTGCAATAGTATTGTCAAAGEC. .. .......... 4
.................................................. CAGTGCAATAGTATTGTCAAAGCEA. .. ......... 3
.................................................. CAGTGCAATAGTATTGTCAAAGCYT ... ......... 3
.................................................. CAGTGCAATAGTATTGTCEAAAGCAT ... ........ 2
.................................................. CAGTGCAATAGTATTGTCAAAGCAC. - ..o 2
................................................. aCAGTGCAATAGTATTGTCAAAGCA. ... ........ 2
................................................. CtAGTGCAATAGTATTGTCAAAGCAT ... ... ...... 2
................................................. aCAGTGCAATAGTATTGTCAAAGCAT . ... ........ 2
.................................................. CAGTaGCAATAGTATTGTCAAAGC. . ... ........ 2
.................................................. tAGTGCAATAGTATTGTCAAAGCAT . . ..o .o. 2

mmu-mir-301b(mmu-mir-301b)
TTTCCTGCTGGCTGCGGGTGCTCTGACTAGGTTGCACTACTGTGCTGTGAGAAGCAGTGCAATGGTATTGTCAAAGCATCTGGGACCAGCCTCGAAG

- (CC - (- G- - ceCeae e - - CCCC-CC- - - - - - 22))-:32:-323)---333)-2321331)-2-I))))---)))-
(-38.70)

CAGTGCAATGGTATTGTCAAAGC
...................................................... CAGTGCAATGGTATTGTCAAAGC - - - v e e vecea e eeeeann . 23%
...................................................... CAGTGCAATGGTATTGTCAAAGCAT - - - e e e ceeeeeeeaea. 12
______________________________________________________ CAGTGCAATGGTATTGTCAAAGCA - - - - v oo eee e .. 10
...................................................... CAGTGCAATGGTATTGTCAAAG - - - - v e eeceeeeeeeeenn B
...................................................... CNGTGCAATGGTATTGTCAAAGCAT - - - v e eeeeeeean 5
______________________________________________________ CAGTGCAATGGTATTGTCAAAGCATE - - - v v e eeeeeeeean. 5
...................................................... CAGTGCAATGGTATTGTCAAAGEC - - « - o veee e 2
...................................................... CAGTECAATGGTATTGTCAAAGCAA - « - - v e cee e eeeeae 2
...................................................... CNGTGCAATGGTATTGTCAAAGT - - - e e ceeceeeeeeaa 2
______________________________________________________ CAGTGCAATGGTATTGTCAAAGR - - -« e weee e 2

mu-mir-302a(mu-mir-302a)
CCACCACTTAAACGTGGTTGTACTTGCTTTAGACCTAAGAAAGTAAGTGCTTCCATGTTTTGGTGATGG

(CC- (CCC- (L - CCCCCCCCCne-ee - - 2)2333133))-:333133))-3)))-))) (~30-90)

TAAGTGCTTCCATGTTTTGGTGA***
........................................... TAAGTGCTTCCATGTTTTGGT...... 2

mu-mir-302b(mmu-mir-3020)
GTTCCCTTCAACTTTAACATGGGAATGCTTTCTGTCTCATCGAAGAGTAAGTGCTTCCATGTTTTAGTAGAAGT

----- CCCC- CCC- - (- - (CCC- - - - - ((C------3)-3)))--3))D))))) - -D))-)))) - (-24.60)
TAAGTGCTTCCATGTTTTAGTAG****

mu-mir-3o2c(mu-mir-s02c)
CCTCTGCTTTAACATGGGGTTACCTGCTGTGTTAAACAAAAGCAAGTGCTTCCATGTTTCAGTGGGGG

(CCC- - (- - (- - (- (- - - - - 2)--2222-33)-23)033)))--3)--3))) (-28.40)

AAGTGCTTCCATGTTTCAGTGG***

mu-mir-302d(mmu-mir-s02dy
CCTTTACTTTAACATGGAGGCACTTGCTGTGCATTTAAAAATAAGTGCTTCCATGTTTGAGTGTGG

(- - (CCCC- (- - Comeeae - - )--2I20320330)32)3)-33)))-)) (-27.90)

TAAGTGCTTCCATGTTTGAGTGT**

mmu-mir-30a(mmu-mir-30a)
GCGACTGTAAACATCCTCGACTGGAAGCTGTGAAGCCACAAATGGGCTTTCAGTCGGATGTTTGCAGCTGC

((C- (CCCLCCCCCC- - CCaraeeCC(C----3)- - - - - 2))333133333)13))))))))-))) (-37-30)
*****TGTAAACATCCTCGACTGGAAG

_____ TGTAAACATCCTCGACTGGAAG . « . -« o e ce e e et e e e e e a e eeee e eaaea e 24%
..... TGTAAACATCCTCGACTGGAAGCT . - - o e ot e e e ee e e ceacaaaaeaaaao. 18
.............................................. CTTTCAGTCGGATGTTTGCAGC 15
..... TGTAAACATCCTCGACTGGAAGC . - - - - o e ee i eeaeecececeaaeaceaceacnaaa. 15
______________________________________________ CTTTCAGTCGGATGTTTGCAG. . ... 8
............................................... TTTCAGTCGGATGTTTGCAGC 7
............ ATCCTCGACTGGAAGC. - - -« o e e e eaceaceaaeaaeaccamcaaaaaaaas 3

..... TGTAAACATCCTCGACTGGAA . - - -« o e ee e e e cececeeaceaceaaeaaaaa 3
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............................................... TTTCAGTCGGATGTTTGCAG..... 3

..... TGTAAACATCCTCOACTGGAAGCTE - - - - - - o oo e e e
........... AATCCTCOACTGOAAGC « - - - o o o oo oo

mmu-mi r-30b(mmu-mir-30b)
CTAAGCCAAGTTTCAGTTCATGTAAACATCCTACACTCAGCTGTCATACATGCGTTGGCTGGGATGTGGATGTTTACGTCAGCTGTCTTGGAGTAT

- (- - (CCCC- - - (L - oo - - - - )-3233)33)-3333)33)1)31))-33)))-3))))--)) - (-42.70)
TGTAAACATCCTACACTCAGCT

.......................................................... CTGGGATGTGGATGTTTACGTC. ..o veeeno... 16
.................... TGTAAACATCCTACACTCAGCT - - - - e o e e e et e e e e e e e e e e eee e aaaa e nao o 16%
____________________ TGTAAACATCCTACACTCAGC - - - - o e ot e e e e et ettt e e e ot a e e eea e e aaaaeaaaeaaa 3
.................... TETAAACATCCTACACTCAGCT - - - - e e e e e e e e e e e e e e e e ea o eeeeaaaeaaeaacaanaaaas 3
.................... TGTAAACATCCTACACTCAGECT . - - e e e e ee e ea e eceaceaceaceaaeaaaaacaaaaz 3
__________________________________________________________ TTGGGATGTGGATGTTTACGTC . o v evaeaas 2
.................... TGTAAACATCCTACACTCAGACT - - - o e c e e c e et e e e e e e e et a e e e e ea e eaaeaas 2

mmu-mir-30c(mmu-mir-30c-1)
ACCATGTTGTAGTGTGTGTAAACATCCTACACTCTCAGCTGTGAGCTCAAGGTGGCTGGGAGAGGGTTGTTTACTCCTTCTGCCATGGA

- (CCCC- - (O - - (- - G- - - (- (C----3)----3)332))))-))-D))))))-) - --))))))))) - (-35.40)
TGTAAACATCCTACACTCTCAGC

................ TGTAAACATCCTACACTCTCAGCT - - - e i e i e e e e e i e e e meeee e e ceeeaeaaeeeaana. 28
................ TGTAAACATCCTACACTCTCAGC . - - o it i i i i i i meeeccacasceaaaaaaanaaaa. 20%
....................................................... CTGGGAGAGGGTTGTTTACTCC. ... ... ...... 14
................ TGTAAACATCCTACACTCTCAG . - - i e iiiiiccccccaaaaanaaa 2
.......................... CTACACTCTCAG - - i oo i e e e e e e e e e e eeeeeeaaa 2
................ TGTAAACATCCTACACTCTCA. - o oo i i i e e e cmaaeccmccasccaaaacananans 2
....................................................... CTGGGAGAGGGTTGTTTACTC. . e e e e e eeea o2 3
................ TGTAAACATCCTACACTCTCAGCT A - - e e e o i e e e e e e e e e e e eeeeeeaeaa
................ TETAAACATCCTACACTCTCAG . - o o e e i i i i i eeeccmmcaeccaaaaaaanana [
................ TGTAAACATCCTACACTCTCAGECT . - e e i i i i e i i meeecccacccccccaananananan b
................ TGTAAACATCCTACACTCTCAGA - - - oo i i i i e i i i i i iiicicccccccaaananaaa 4
................ TETAAACATCCTACACTCTCAGCT - - o e i oo e e i e e eeeamemeeaaeeceeeaaaaaaa 3
................ TGTAAACATCCTACACTCTCAGCT . - .t i i i i eeeccmccasccccaaaacaaaaaas 3
............... aTGTAAACATCCTACACTCTCAGCT - - i e e e i i i i i e eeeccccceeccecacacacccaaaaaanana 3
................ TGTAAACATCCTACACTCTCAGEC . - i i it iccccccccccaaanaanaa 2
................ TETAAACATCCTACACTCTCAGECT - - -t o i e e e e e e eea e e meeeee e eeeeaeeanans 2
................ TGTAAACATCCTACACTACTCAGCT - - s e e i i i eeeccmmcascccaaaaaananaans 2
....................................................... tTGGGAGAGGGTTGTTTACTCC. ..o e a ool 2
...................... AATCCTACACTCTCAG - - - i i i iiccccceceaaaaaaaas 2
................ TGTAAACATCCTACACTCTCAGCTET . - o o it i e e e i e meeae e eeeeaeaanan 2
................ TGTAAACATCCTACACTCTCAGCT A8 - -« v o e e e i e e i e eeeccmmcascccaaaaaananans 2
................ TETAAACATCCTACACTCTCAG. - - i i e i i i i i eeeecccacaccccacascccaaaanananans 2
................ TGTAAACATCCTACACTCTCAGCTAT - - oo oot i i i i it iiiicccccccceaaannaaas 2

mmu-mir-30c(mmu-mir-30c-2)
GAGTGACAGATATTGTAAACATCCTACACTCTCAGCTGTGAAAAGTAAGAAAGCTGGGAGAAGGCTGTTTACTCTCTCTGCCTT

(CC- G- CCCC- - - - - CCC- - - (Ll e 2I233)33-33)-2)0))))----)3)))))) (=29.14)
Fkkxkdokxkk kxR TGTAAACATCCTACACTCTCAGC

............. TGTAAACATCCTACACTCTCAGCT . - - . - e e et e e e e e e e e e aaaaceaaaeaaeanana- 28
............. TGTAAACATCCTACACTCTCAGC . - - - e e e e ee e e e e e e e e e ceaeec e aaneaaaa o 20%
_____________________________________________________ CTGGGAGAAGGCTGTTTACTCT. ... ..... 11
............. TGTAAACATCCTACACTCTCAG . - - -« c e e c et e e e e e e e e e e e e e ea e eeaeaaaas 2
....................... CTACACTCTCAGC - - - e e e e e e e e e e e e e e e e eeaee e eeaeaeaas 2
............. TGTAAACATCCTACACTCTCA . - - - o e e e e e e e e e e e e e e e e e eee e e ieaeaaan 2
..................................................... CTGGGAGAAGGCTGTTTACTC. .......... 3
..................................................... CTGGGAGAAGGCTGTTTACTCA. v e eon - 2



Supplemental Figure S1
mmu-mir-30d(mmu-mir-30d)
AAGTCTGTGTCTGTAAACATCCCCGACTGGAAGCTGTAAGCCACAGCCAAGCTTTCAGTCAGATGTTTGCTGCTACTGGCTC

- (CCC- (- - - - - - - CC---22--90000000022-00000)02)-)-)))-)))) - (-34.00)
FxrwxkxxxxTGTAAACATCCCCGACTGGAAG

........... TGTAAACATCCCCGACTGGAAG - - - - i e i e i e et e e eeema e aeaae e e BT
........... TGTAAACATCCCCGACTGBAAGC . - - o i it i i i caeecccccacaaceaaaaaaa---. D4
........... TGTAAACATCCCCGACTGGAAG T - - o i i i i iiieeeeeeeeeeeean 4L
........... TGTAAACATCCCCGACTGGAA . - - e i e e 17
........... TGTAAACATCCCCGACTGGA . - - oo i i i i i i i i i i i i i i i i i iiicccccccccccccceeeeaaaa D
.................. ATCCCCGACTGGAAGC . - i i i it i i i e eeciaaaeccacaacaaaneaa 4
.................. ATCCCCGACTGGAAGCT - - e e e e e e e e e e eeeeeeeaaaaaaaaaaaaaaaaaaaaaaaa- 4
................. CATCCCCGACTGGAAG . - - i ieeecccccccaaaaaaaaaaannnanaaa 4
........... TGTAAACATCCCCGACTGGAAGE . - - o it i i it i i meeecccaaaaccaaaaananana [
........... TETAAACATCCCCGACTGGAAGC - - - oo i i i i i i i i i i i i i e i i e e e iieiccicccccceeeeeaa. B
........... TETAAACATCCCCGACTGGAAG - - - oo e e e e e i iieeeeeeeeeeeeeenn 4
........... TGTAAACATCCCCGACTGGAAGEC . - - oo i i i i i it iiiicccicceeeeaaa 4
........... TGTAAACATCCCCGACTGGAAGCTAA - « v c i i e e e i i meeiicmceeecamacaacecaananeaaaa 4
.......... aTGTAAACATCCCCGACTGGAAG . - - - it eeeeeeeeaaaaaaaaaaaaaaaaaaa 3
........... TGTAAACATCCCCGACTGGAAGCT A - - o o i e e e e i i i i e i i e i i i i i i i i i iieicciccccceeeeeaaa 3
.......... aTGTAAACATCCCCGACTGGAAGCT - - - i ieeeecccccccaaaaaaaaaaaaaaananaa 3
........... TGTAAACATCCCCGACTGGAAG T . < . it i i i it i i mesecccacaacccaaaaaaaaaaa 3
........... TGTAAACATCCCCCGACTGGAAGC - - - - i e e i e iiiiiieeeeeeeeen 2
........... TETAAACATCCCCGACTGGAAGCAA - - - o o i i e e i i i i e e i e e e i i i i e iieeiieieeeeeenns 2
........... TGTAAACATCCCCGACTGGAGG LT - - e i i i i i i i i i iicicceeeennaa 2
........... TGTAAACATCCCCGACTGGAAG. - - - e e e i i i i e e mmeeeccaaaaceaaaaananana 2
........... TGTAAACATCCCCGACTGGAAGCAA - - - - oo e e e e e e e ieieieeeeeeeeeeen 2
........... TGTAAACATCCCCCGACTGGAAG - - - - i i e i e e e it iiiiiiieeeeeeeennnn 2
........... TETAAACATCCCCGACTGGA. - - i i o e e e e e e e e e e e e e e eeeaaaaaa 2
........... TGTAAACATCCCCGACTGGAAGCTAT - v v e m e e i i i et i i meeecccacaaccaaaaananans 2
.................. ATCCCCGACTGGAAGCTAB . « « v e e e e e e e mmmmmaamaaaaa e e e e e e e aa e e aaaaaaaaa 2
........... TGTAAACATCCCCGACTGGAAGECT - - i i i i i it iiiiiiiiiceeennna 2
............ ETTEAACATCCCCGACTGGAAG . - - i i i e i i i i i iiiiiceeeennas 2

mmu-mir-30e(mmu-mir-30e)
GGGCAGTCTTTGCTACTGTAAACATCCTTGACTGGAAGCTGTAAGGTGTTGAGAGGAGCTTTCAGTCGGATGTTTACAGCGGCAGGCTGCCA

- (CCCCCCL- - (- - (Ll - - (el Caemeannne e )-33333333331)3)33)33)))--2))))))))) - (-52.50)
TGTAAACATCCTTGACTGGAAG

.......................................................... CTTTCAGTCGGATGTTTACAGC. ... ......... 26
________________ TGTAAACATCCTTGACTGGAAG - - - -« o e e ot o e e e e e e e e et e e e e eaeaeaaea a1
................ TGTAAACATCCTTGACTGGAAGCT . - . . - o e ot ot e e e ea o ea i e i ea e aaaaceaaaaaoo. 13
................ TGTAAACATCCTTGACTGGAAGC . - - - - - e e e e e e e e e e mee e e eeaeaaeeaaacaaaeanaaaa. 10
.......................................................... CTTTCAGTCGGATGTTTACAG. - .. oovuaan. 3
________________ TGTAAACATCCTTGACTGGA . - -« . o e e et ot e e e e et et et e e e e o e aaaaceaaeaaeaaa 3
....................... ATCCTTGACTGOAAGC - - - -« o e e et e o e e e e e e e e et e e e e e e eaeaaaaa 2
.......................................................... CTTTCAGTCGGATGTTTACAGE ... ......... 32
________________ TGTAAACATCCTTGACTGGAAGCT=TA. - - ot ot e e c e e e ee e aceaacaaaeaaaaaa 3
........................................................... TTTCAGTCGGATGTTTACAGt. ... _......... 3
.......................................................... CTTTCAGTCGGATGTTTACAGA. - -« v v menn 2
................ TGTAAACATCCTTGACTGGAAGCTE - - - - o o e e e e e e e e e eeecee e eaeaeeaaeaan 2
__________________________________________________________ CTTTCAGTCGGATGTTTACAA. -« o v ceacans 2
................ TGTAAACATCCTTGACTAGAAGC . - - - - -« e e ot ot e e e e e e ea e e e ceecaaaaeaaeaas 2
......................................................... aCTTTCAGTCGGATGTTTACAGE. ... ........ 2
.......................................................... CTTTCAGTCGGATGTTTACAGEC. . ... ....... 2

mmu-mir-31(mmu-mir-31)
TGCTCCTGTAACTCGGAACTGGAGAGGAGGCAAGATGCTGGCATAGCTGTTGAACTGAGAACCTGCTATGCCAACATATTGCCATCTTTCCTGTCTGACAGCAGC

T
(e (((( ("M@ 23)--333333331-33)-3333)--I3))))--))I)))))-)))
. (-48.80)
AGGCAAGATGCTGGCATAGCTG
___________________________ AGGCAAGATGCTGGCATAGCTG - - -« - - e e e e e e e e e e e e e e e e e e e e e e e e e e e
6*
........................... AGGCAAGATGCTGGCATAGCTOT - - - - - o e o e e e e e e e e e e e e e e e e



Supplemental Figure S1

mmu-mir-32(mmu-mir-32)
GGAGATATTGCACATTACTAAGTTGCATGTTGTCACGGCCTCAATGCAATTTAGTGTGTGTGATATTTTC

(L - CCCC- (L= -€C----32---22332)133))1)))))--)))))))) (-31.90)
*xxXXTATTGCACATTACTAAGTTGCA

..... TATTGCACATTACTAAGT TGCA . - - e e e e e e e e e aeaa e 127
..... TATTGCACATTACTAAGTTGC . - - o i i i e i i i iiei e eeeeeeeceeeaaaaaaa-- 10
..... TATTGCACATTACTAAGTTGCAT - - o i i i i i ceeccccaaaaaaaaaaa- 8
.............................................. CAATTTAGTGTGTGTGATATT.... 4
- ATATTGCACATTACTAAGT TG . - - e eeeeeeenas 2
- - -ATATTGCACAT TACTAAGT TG A - - - o i e e i e e e e e e e e e 2
..... TNTTGCACATTACTAAGTTGCA . - - e i i i mescccmaaaacannns 2
..... TATTGCACATTACTAAGTTGCAA. - - o i i i e i i i i e i i e i e e e e e e e e e e e eeaaaaaaaa2 B
..... TATTGCACATTACTAAGTTGCAD - - - o e e e e e e e e e e eeeeeaeaeans 2

mmu-mir-320(mmu-mir-320)
GCCTCGCCGCCCTCCGCCTTCTCTTCCCGGTTCTTCCCGGAGTCGGGAAAAGCTGGGTTGAGAGGGCGAAAAAGGATGTGGG

...... CCCCCCC CCOCCOCCC- = CCCCCCC-CCCCCC- == NI I = IINNN - --))):-)))) - (~44.80)
AAAAGCTGGGTTGAGAGGGCGA* >k

............................................... AAAAGCTGGGTTGAGAGGGCGAA. . ... oo eea ... 4

................................................ AAAGCTGGGTTGAGAGGGCGA. . ..o aa . 2

e eeeeiiiiiiiiiiiiii.......aAAAAGCTGGGTTGAGAGBGCGAA............. 2

mmu-mir-322(mmu-mir-322)
CCTCGTTGACTCCGAAGGGCTGCAGCAGCAATTCATGTTTTGGAGTATTGCCAAGGTTCAAAACATGAAGCGCTGCAACACCCCTTCGTGGGGAA

--------- (- (- - (- - (- - === ==3-300330))03)))--D)))) - -)) -))))))) -))) - - - (-42.80)
CAGCAGCAATTCATGTTTTGGA

............................................................ AAACATGAAGCGCTGCAACAC. . ... cioaaao 95
............................................................ AAACATGAAGCGCTGCAACA. - oo a e e 92
...................... CAGCAGCAATTCATGTTTTGGA . - - i icccccccccaaaaaaaannaaaa (1%
.......................................................... CAAAACATGAAGCGCTGCAACA. ..o e ... 67
........................................................... AAAACATGAAGCGCTGCAACA. - oo aaan 27
........................................................... AAAACATGAAGCGCTGCAACAC. ... oeiaaaaan. 23
..................... GCAGCAGCAATTCATGT T TG - oo i i i i i iicccccceececaaaaaaaaaananaa 19
............................................................. AACATGAAGCGCTGCAACA . . oo ea a2 17
............................................................. AACATGAAGCGCTGCAACAC. - - o oo e oo 17
............................................................ AAACNTGAAGCGCTGCAACAC. ... ... ....... 16
.......................................................... CAAAACATGAAGCGCTGCAAC. .. ..o oo oo 14
........................................................... AAAACNTGAAGCGCTGCAACA. . ..o 11
............................................................ AAACNTGAAGCGCTGCAACA. . ... 11
........................................................... AAAACNTGAAGCGCTGCAACAC. .. ... 10
.......................................................... CAAAACNTGAAGCGCTGCAACA. ... ............ 8
...................... CNGCAGCAAT TCATGT TTTGGA. - o o o e e e e e e e e e e e e memeaeaeaan [
...................... CAGCAGCAAT TCAT GT T T TG e e o e e e i i e i i e eeecccccsscoccaasacccaaaaacananaas D
........................................................... AAAACATGAAGCGCTGCAAC. - .o eeei e e a2 3
.......................................................... CAAAACATGAAGCGCTGCAA. ... ... 3
...................... CAGCAGCAAT TCATGT T TG G - o o c i e e e i e e e e i e e ceeemeeeeeaaaaaaaaaaaaa 3
.......................................................... CAAAACNTGAAGCGCTGCAAC. « o i e eia e e e e 2
............................................................ AAACATGAAGCGCTGCAACACE. .. ... ....... 18
.......................................................... aAAAACATGAAGCGCTGCAACA . . oo oo 1
...................... CAGCAGCAATTCATGTTTTGGA@. - - - e e e e e e e e e i ameecmaeaacaaaaacnannne [
............................................................ AAACATGAAGCGCTGCAACAa. . ... ceeeeao... 6
..................... GCAGCAGCAATTCATGTTTTGa. - oo oo oo oo i i i it i i i i i i i iiiccccccceccaaaaaaaaaananaan O
............................................................ AAACATGAAGCGCTGCAACEA. .. ... ......... 5
.......................................................... CAAAACATGAAGCGCTGCAAa. - o i e e e e aa e 4
............................................................ AAACATGAAGCGCTGCAACAE. . ... ... .. ... 4
.......................................................... TtAAAACATGAAGCGCTGCAACA. .. ... .......... 4
...................... TAGCAGCAAT TCATGT TTTGGA. - o o o e e e e e e e e e e e eeeeeeeeaanaaa. 4
...................... CAGCAGCAAT TCATGT T T TEGGA. - - o i e i i i e cascccaasacccaaaaanaaaa 4
............................................................ AAACATGAAGCGCTGCAACEACE. . ........... 4
........................................................... CAAACATGAAGCGCTGCAACA. .. ... ... ...... 3
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........................................................... AAAACATGAAGCGCTGCAACEA. ... ... ... 3
............................................................ AAACATGAAGCGCTGCAAaA. . ... eieeeeea.. 3
........................................................... CAAACATGAAGCGCTGCAAC. ..o e i i e iee o o223
...................... CAGCAGCAATTCATGTTT-GGA. - - i iicccececceeaaaaaaaaaaaa 3
.......................................................... CAAAACATGAAGCGCTGCAACAa. .. ... ......... 3
..................... ACAGCAGCAATTCATGT TTTGGA. « - o i i e e e i e e mecmeeeeeaaeaaaaaaaaaaa 3
.......................................................... aAAAACATGAAGCGCTGCAACAC. . oo oo e eeae oo 22 3
..................... CTAGCAGCAATTCATGT TTTGGA . o oo i i ieeesaaaaaaaaaaaaaaaaaaaaaaaaaaaa- 3
.......................................................... CAAAACATGAAGCGCTGCAACEA. ... ........... 3
............................................................ AAACATGAAGCGCTaCAACAC. . ..o eeeeeeao. 3
.......................................................... CAAAACATGAAGCGCTGCAACE. . ..o o oeea oo oo 3
.......................................................... CAAAACATGAAGCGCTGCAACtAa. .. ........... 3
...................... CAGCAGCAATTCATGTTTTGGAL . - . i ccccccccccaaaaaaaaaanaaas 2
............................................................ CAACATGAAGCGCTGCAACA. . ..o a a2 2
..................... GCAGCAGCAATTCATGT T T TGt . o o oo e i i e et i mcmesccccasaccaaaaacnannaae 2
........................................................... AAAACATGAAGCGCTGCAACAaC. . .o v ieeieeean 2
...................... CAGCAGCAATTCATGTT T Gt . . i iiccccccccccaaaaaaaaaaanaas 2
............................................................ AAACAaTGAAGCGCTGCAACAC. ..o ai i oo oo 2
............................................................. AACATGAAGCGCTGCAACEA. .. ... ... 2
..................... GCAGCAGCAATTCAT G T T T g - o oo i iiiececceeeaaaaaaaaaaaas 2
...................... CAaCAGCAATTCATGTTTTGGA . - - i ccccccccccaaaaaaaaaaaaas 2
........................................................... AAAACATGAAGCGCTGCAACAA. - - oo i e e e a2 2
............................................................. AACATGAAGCGCTGCAACEAC. .. ... oooo.. 2
.......................................................... CAAAACATGAAGCGCTGCAAaA. ... ... ........ 2
........................................................... AAAACATGAAGCGCTGCAACACE. . ..o eeeeaaaan 2
............................................................ TtAACATGAAGCGCTGCAACA. - . oo aaaa a2 2
.................... AGCAGCAGCAAT TCAT GT T T TG« e e e i e e e i e et i e eeecccascoccaaaacaaaacnannaas 2
............................................................ AAACNTGAAGCGCTGCAAL. . ..o iiiiieaaas 2
............................................................ AAACATaGAAGCGCTGCAACAC. . oo vveeeaeaan 2
........................................................... AAAACATGAAGCGCTGCAACAE . . . ... 2
...................... TgGCAGCAAT TCATGT TTTGGA. - o oo e e e e e i e e i amascmceaeaccaaaaacnanans 2
......................................................... CaAAAACATGAAGCGCTGCAAC. . ..o i e 2
...................... CAGCAGCAATTCATGTTTTGGEA. - - i ccccccccccaaaaaaaaaaaaas 2
............................................................ AAACATGAAaCGCTGCAACA. - oo eia e e e e 2
.......................................................... tAAAACATGAAGCGCTGCAACT . - - i i e eeii e e e ean 2

mmu-mir-323-3p(mmu-mir-323)
TTGGTACTTGGAGAGAGGTGGTCCGTGGCGCGTTCGCTTCATTTATGGCGCACATTACACGGTCGACCTCTTTGCGGTATCTAATC

- - (CCCCC- (- (- - (- - - - (G- (CCC- - - - - - - 2)))-3)----3333)-3-333)33))-II))))) - - - - - (-37.00)
CACATTACACGGTCGACCTCT i
__________________________________________________ CACATTACACGGTCGACCTCT ... .ovuoeuoano.. 25%
................................................. GCACATTACACGGTCGACCTCT ... ovuceuaanaan. 6
............... Jlelep relea reloe Felc]elclorcy el e~
.................................................. CACATTACACGGTCGACCTC. ... veeaano. 1
................................................. GCACATTACACGGTCGACCTC. ... .....o...... 1

mmu-mir-323-5p(mmu-mir-323)
TTGGTACTTGGAGAGAGGTGGTCCGTGGCGCGTTCGCTTCATTTATGGCGCACATTACACGGTCGACCTCTTTGCGGTATCTAATC

- - (CCCCC- (- (CCCCCCC- - (- - - - (- (- - - - - 2)))-3)----3333)-2-33333))-I)))))) - - - - - (-37.00)
FHHIFH I H AR HFFAGGTGGTCCGTGGCGCGTTCGC

__________________________________________________ CACATTACACGGTCGACCTCT .- ..ovuoeuaanao. 25
................................................. GCACATTACACGGTCGACCTCT ... ovuceuaanaan. 6
............... Jlelep relea reloey Felc]elclocy el e
.................................................. CACATTACACGGTCGACCTC. ... vveaaao. 1
................................................. GCACATTACACGGTCGACCTC. ... .....oooo... 1
.................................................. CACATTACACGGTCGACCTCTaA. - v e v aaeaaan 2

mmu-mir-324-3p(mmu-mir-324)
AACTGACTATGCCTCCTCGCATCCCCTAGGGCATTGGTGTAAAGCTGGAGACCCACTGCCCCAGGTGCTGCTGGGGGTTGTAGTCTGAC

- - - - (CCCCC- - COCCC- G- - - - (- 23)23-3333)-33)-3-33)-33)))--I))))) - - . - (-37.90)
CCACTGCCCCAGGTGCTGCT

................. CGCATCCCCTAGGGCATTGGTGT . - - - o e ot o e e e e ee e e i e e ea e i e e eaaeaaa. 12

................. CGCATCCCCTAGGGCATTGGOTG - -« e o e e o e e e e c e e e eea i ee e eaeameaeaaeanas 2

...................................................... ACTGCCCCAGGTGCTGCTGG . - - v veceeeann 2

................. CGCATCCCCTAGGGCATTGGT - - - - o oo e ee e e e e e c e e e ieiec e iececeaaa 1



Supplemental Figure S1
mmu-mir-324-5p(mmu-mir-324)
AACTGACTATGCCTCCTCGCATCCCCTAGGGCATTGGTGTAAAGCTGGAGACCCACTGCCCCAGGTGCTGCTGGGGGTTGTAGTCTGAC

- = - - (CCCCC- - CCCCC- CCC- C- CCC- (- (CC-CC- - - - - 2))33-3333)-3)-2-33)-33)))--3))))) - - . - (-37.90)
CGCATCCCCTAGGGCATTGGTGT

................. CGCATCCCCTAGGGCATTGGTGT . - - - - o e e e e e e ee e i ea e e ea e e eaa 12%
................. CGCATCCCCTAGGGCATTGGTG - - - o - o e e e e e ee e e e e e i e e i e iaceacaaaas 2
...................................................... ACTGCCCCAGGTGCTGCTGG . - v eaeaaean 2
................. CGCATCCCCTAGGGCATTGGT - - - - e e o e e e e e e e ee e e e e ee e eeemeeeeaeaaeaaan 1
................. TGCATCCCCTAGGGCATTGGTGT . - - o oo e e e e ee e e e i e ce e e e e 2
................. CGCATCCCCCTAGBGCATTOOTGT - - - - o e ot o e e e e e e ee e e e e e eaeaaeaaeaaas 2
...................................................... ACTGCCCCAGGTGCTGCTGGE . - oo veee e 2
................. CGCATCCC-TAGGGCATTGGTGT . - - oo e e e e e e e e e e e e eeeeeeeieaaeaaas 2

mu-mir-325(mmu-mir-328)
ATATAGTGCTTGGTTCCTAGTAGGTGCTCAGTAAGTGTTTGTGACATAATTCGTTTATTGAGCACCTCCTATCAATCAAGCACTGTGCTAGGCTCTGG
- CCCCCCCCCLCCLC- - CCC- CCCLCCCCCCCCCCCCo - Comnnean 2= DN IIMIMIIMIN - ceemene

(-42.60)

TTTATTGAGCACCTCCTATCAA

mmu-mir-326 (mmu-mir-326)
CTCATCTGTCTGTTGGGCTGGGGGCAGGGCCTTTGTGAAGGCGGGTTATGCTCAGATCGCCTCTGGGCCCTTCCTCCAGTCCCGAGGCAGATTTA

- - - (CCCCCCC- - - (- (O - - m e e e o 233211)-331333)-332033))))--II)))))--- (-51.70)
CCTCTGGGCCCTTCCTCCAGTHHHxorkkkataksdkokk
........................................................... CCTCTGGGCCCTTCCTCCAGT - - v v e e e eeee e nn 3%

mu-mir-327(mu-mir-327)
TGCCCTTATAACTTGAGGGGCATGAGGATAGTCAGTAGTCCAACATCCCTCTTGATGGCACATTGCACA

(CCCCCC-aeene o IIDEETETrEr CCCCCC- CCCCC-(C- - - - - - - 2)-23)-23)3))-)). (-17.40)

Fkxrkkxkk ACTTGAGGGGCATGAGGAT

mmu-mir-328(mmu-mir-328)
CTGTCTCGGAGCCTGGGGCAGGGGGGCAGGAGGGGCTCAGGGAGAAAGTATCTACAGCCCCTGGCCCTCTCTGCCCTTCCGTCCCCTGTCCCCAAGT

------- (A ("M@ EED)OE)D)0)020) 8550022000 1)) ) ) FiS Fi ) Fias
(-52.40)

CTGGCCCTCTCTGCCCTTCOGTH* 44wk ko dok s
............................................................ CTGGCCCTCTCTGCCCTTCCGT - v v ee e e e e e 6%
... .CTGGCCCTCTCTGCCCTTCCGTA. -3
............................................................ CTGGCCCTCTCTGCCCTTCCOT w v e e ee e e ea o 3
............................................................ CTGGCCCTCTCTGCCCTTCCGA. - v m v e e e e 2
........................................................... aCTGGCCCTCTCTGCCCTTCCET - v v v v e e e e e 2

mmu-mir-329(mmu-mir-329)
TGTTCGCTTCTGGTACCGGAAGAGAGGTTTTCTGGGTCTCTGTTTCTTTGATGAGAATGAAACACACCCAGCTAACCTTTTTTTCAGTATCAAATCC

---------- (O E@ETTEED)) B )2 2205 )000) 5 )5))00)) 200 19)))) ) ) Frme
(-36.50)

AACACACCCAGCTAACCTTTTT
............................................................ AACACACCCAGCTAACCTTTTT ... ooooouoo. ... 30%
____________________________________________________________ AACACACCCAGCTAACCTTTT. o oo oeeeeeaean.. 28
............................................................. ACACACCCAGCTAACCTTTTT. oo eeeeeeeae. 7
............................................................ AACACACCCAGCTAACCTTTTTT. oo eee e 4
............................................................. ACACACCCAGCTAACCTTTT. .o 4
______________________ AGAGGTTTTCTGGEGTCTCTOTT - - - - e e e ce e ce e e e e e e e e e e e e e e e e e e e 4
...................... AGAGGTTTTCTGGGTCTCTGTTTC - - - - e e ce e e e e e e e e e e e e e e e e e 4
............................ TTTCTGGGTCTCTOTTTC x - - - e e e e e e e e e e e e e e e e e e e e 4
............................................................ AACACACCCAGCTAACCTTT. .o 3
______________________ AGAGGTTTTCTGGGTCTCTOTTT - « - o e e ce e e e ee e e e e e e e e e e e e e e e 3
........................................................... AAACACACCCAGCTAACCTTTT . e e e ee e 2
............................................................ AACACACCCAGCTAACCCTTTT. ... 6
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........................... aTTTCTGGGTCTCTGTTTC . - oo i i it ccccceccceccaaaaaaaaaaaanaan 3
............................................................ AACACACCCAGC-AACCTTTTT. .o e e e e e a2 3
............................................................ AACACACCCAGCTAACCTTTTa. - s e e e e e a2 3
............................................................ AACACACCCAGCTEAACCTTTTT . e i i i i ieeeeean 2
............................................................ AACACACCCAGCTAACCCTTT . e i i i ieeeeeeeeas 2
...................... AGAGGTTTTCTGGGT CT CT GT T T . - . s o o i e e i e e e e e e e meeem e meeaamaaaennas 2

mmu-mir-33(mmu-mir-33)
CTGTGGTGCATTGTAGTTGCATTGCATGTTCTGGCAATACCTGTGCAATGTTTCCACAGTGCATCACGG

(- € - e - - - - ((.---- 2)-233)333)---3)3))))))))))) (-33.60)
**H**GTGCATTGTAGTTGCATTGCA

..... GTGCATTGTAGTTGCATTGC . - - - o e ee e e e e e e ceceaceacaceaaeaaaaa- B

_____ GTGCATTGTAGTTGCATTGCA . - - -« « ot e e e e e e e ea e e e eaceaaeaaeaao BF
..... GTGCATTGTAGTTGCATTGCAR . - - -« o e e e e ee e e ee e e eam e eeaeaaean 2

..... GTGCATTGTAGTTGCATTGEC . - - . oo oo e e e e e e e c e e eeaeeaeaas 2

mmu-mir-330(mmu-mir-330)
GACCCTTTGGCGATCTCTGCCTCTCTGGGCCTGTGTCTTAGGCTCTTCAAGATCCAACGAGCAAAGCACAGGGCCTGCAGAGAGGTAGCGCTCTGCTC
........ CEEERAUACEARE U TS ) B ) NN ESN NI BB IBIH

TCTCTGGGCCTGTGTCTTAGGC

mmu-mir-331-3p(mmu-mir-331)
GAGTCTGGTTTTGTTTGGGTTTGTTCTAGGTATGGTCCCAGGGATCCCAGATCAAACCAGGCCCCTGGGCCTATCCTAGAACCAACCTAAACCCGT

------ (- - - - OO (L (- (- - (e e v e o= === =2)-23)3))))-33D)3)))))))-)I))IIII) - - (-43.72)
GCCCCTGGGCCTATCCTAGAA * itk

............................................................ GCCCCTGGGCCTATCCTAGAA. .. .. ......... 14*

............................................................ GCCCCTGGGCCTATCCTAGA. v veaceaeno. 1

mmu-mir-331-5p(mmu-mir-331)
GAGTCTGGTTTTGTTTGGGTTTGTTCTAGGTATGGTCCCAGGGATCCCAGATCAAACCAGGCCCCTGGGCCTATCCTAGAACCAACCTAAACCCGT

------ (- - - - (- (- - e e e e e - -2 2)-230D))))-))))))))))) - D)) - - (-43.72)
CTAGGTATGGTCCCAGGGATCC

............................................................ GCCCCTGGGCCTATCCTAGAA. . ..o oo 14
............................................................ GCCCCTGGGCCTATCCTAGA. « v i i e eeeeeaaann 1
............................................................ GCCCCTGGGCCTATCCTAGAAL. .. ............ 3
............................................................ GCCCCTGGGCCTATCCTAGAAa. - - oo ceeeaaaaaa 3
............................................................ GCCCCTGGGCCTATCCTAGAL. . oo a e e aa 2
........................................................... aGCCCCTGGGCCTATCCTAGAA . a2 2
........................................................... GCCCCCTGGGCCTATCCTAGAA. ... ... ... 2
............................................................ aCCCCTGGGCCTATCCTAGAA . . .o aaia a2 2
............................................................. gCCCTGGGCCTATCCTAGAA. o eeaa o a2 2

mmu-mir-335-3p(mmu-mir-335)
TCTTTTGGGCGGGGGTCAAGAGCAATAACGAAAAATGTTTGTTTTTCGTAAACCGTTTTTCATTATTGCTCCTGACCCCCTCTCATGGGTTATAGCCA

----- (AT ) DDD))B D)) DB B B ((EE S ) O B
(-45.20)

TTTTTCATTATTGCTCCTGACC
............... TCAAGAGCAATAACGAAAAATG | - - - o oo et et e e e e e e e e e e ... 190
_______________ TCAAGAGCAATAACGAAAAATGT . - -« - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e 134
............... TCAAGAGCAATAACGAAAAAT . _ - . - o e e e e e e e e e e e e e e e e e e e e e 20
............... TCAAGAGCAATAACGAAAAATGTT . - - - - o e e e e e e e e e e e e e e e e e e e e e e e T
....................................................... TTTTTCATTATTGCTCCTGACC . < o e o oo T*
________________________________________________________________ ATTGCTCCTGACC - - - - e e ceeeeeeeaeaa 4
............... TCAAGAGCAATAACGAAAAA . . - - - - e e e e e e e e e e e e e e e e e e e e e e e e 4
...................... CAATAACGAAAAATG - - - - - o oo e e e e e e e e e e e e e e e e e e e B
................. AAGAGCAATAACGAAAAATGTT - -« - - o o o o o et e e e e e e e e e e e e el 2
_________________ AAGAGCAATAACGAAAAATG . - - - - - o e o e e e e e e e e e e e e e e e e e e e e e e e e a1
............... TCAAGAGCAATAACGAAAAANGT . - - - - - o e e e e e e e e e e e e e e e e e e e e e e e B
........................................................ TTTTCATTATTGCTCCTOACC - -« cve e 1
................. AAGNGCAATAACGAAAAATGTT - - - - o o o o o et e e e e e e e e e e e e e e e 2
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................ CAAGAGCAATAACGAAAAAT G . - o oo eeeeeeseeaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaa 1
................ CAAGAGCAATAACGAAAAAT G - - o o o et i e e et e e e e e eaeeme e meeeemeeeeeeaeeeeaaaaaa 1
...................... CAATAACGAAAAAT GT - o o e e e i i i e e ee e aaaecccccascccmaaaaccaaaaaanaeaaa 1
..................... GCAATAACGAAAAAT G . - o i eeeieaeaeaaaaaaaaaaaaaaa 1
...................................................... GTTTTTCATTATTGCTCCTGACC. - - oo
............... TCAAGAGCAAT AACGAAAA . et e et e e e e e e e e 1

mmu-mir-335-5p(mmu-mir-335)
TCTTTTGGGCGGGGGTCAAGAGCAATAACGAAAAATGTTTGTTTTTCGTAAACCGTTTTTCATTATTGCTCCTGACCCCCTCTCATGGGTTATAGCCA

----- (A A (OO @m0 0003 )00 30030 ) ) ) BN ((EEN ) ) =
(-45.20)

Fdkkwx R Tk Ak A XA TCAAGAGCAATAACGAAAAATGT

............... TCAAGAGCAATAACGAAAAATG . - - - - - o oo o e e e e e e e e e e e e e e e e e e e e a2 190
............... TCAAGAGCAATAACGAAAAATGT . - - . - o oo oo e e e e e e e e e e e e e .. 134%
_______________ TCAAGAGCAATAACGAAAAAT . - . - - - - e e e e e e e e e e e e e e e e e e e e e e e e e 20
............... TCAAGAGCAATAACGAAAAATGTT - - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e T
....................................................... TTTTTCATTATTGCTCCTGACC - - - v e eeeeeeeeeeean T
................................................................ ATTGCTCCTGACC. - - o oo 4
_______________ TCAAGAGCAATAACGAAAAA - - - - - - o e e e e e e e e e e e e e e e e e e e e e e e e e e e 4
...................... CAATAACGAAAAATG . - - - - - - e e e e e e e e e e e e e e e e e e e e e e B
................. AAGAGCAATAACGAAAAATGTT - - - - o e o e e e e e e e e e e e e e e e e e e e e 2
................. AAGAGCAATAACGAAAAATG . - - - - o o oo e e e e e e e e e e e e e e e
_______________ TCAAGAGCAATAACGAAAAANGT - - - - - - - e e e e e e e e e e e e e e e e e e e e e e B
........................................................ TTTTCATTATTGCTCCTGACC - - - - e e eeeeeeeeeeeeean 1
................. AAGNGCAATAACGAAAAATGTT - - - - o e o e e e e e e e e e e e e e e e e e e e e e e e 2
................ CAAGAGCAATAACGAAAAATG - - - - - o o oo et oo e e e e e e e e e e e e e e e 1
________________ CAAGAGCAATAACGAAAAATGT . - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e 1
...................... CAATAACGAAAAATGT - - - - - - e o e e e e e e e e e e e e e e e e e e e e e 1
..................... GCAATAACGAAAAATG - - - - - - o o e e e e e e e e e e e e e e e e e e e e e e 1
...................................................... GTTTTTCATTATTGCTCCTGACC - - - v e eeee e
_______________ TCAAGAGCAATAACGAAAA - - - - - - o e e ce e e e e e e e e e e e e e e e e e e e e e e e e e 1
............... TCAAGAGCAATAACGAAAA-TG . - - - - - o o e e e e e e e e e e e e e e e e e e e e .. 88
............... TCAAGAGCAATAACGAAAA-TGT . - - . - o oo e et e e e e e e e e e e e et 60
_______________ TCAAGAGCAATAACGAAAAT - - - - - - - e e o e e e e e e e e e e e e e e e e e e e e e e e e e 23
.............. ATCAAGAGCAATAACGAAAAATG - - - - - - o o o e e e e e e e e e e e e e e e e e e e e e e e e e 1T
.............. ATCAAGAGCAATAACGAAAAATGT - - - - -« o o e e e e e e e e e e e e e e e e e e e e e e 16
............... TCAAGAGCAATAACGAAAAATGA . - - - - - - oo oo e e e e e e e e e e e e e e e e e e a2 10
_______________ TCAAGAGCAATAACGAAAAATEG - - - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e B
.............. ATCAAGAGCAATAACGAAAAAGTGT - - - - - o e e e e e e e e e e e e e e e e e e e e e e e e 4
............... TCAAGAGCAATAACGAAAAAGTGT - - - - - - e e e e e e e e e e e e e e e e e e e e e e e e 4
............... TRAAGAGCAATAACGAAAAATGT - - - - o oo oo e e e e e e e e e e e e e e e e 4
_______________ TCAAGAGCAATA-COAAAA=TG - - - - -« - e e e e e e e e e e e e e e e e e e e e e B
............... THAAGAGCAATAACGAAAAATG . - - - - - - - e e e e e e e e e e e e e e e e e e e e e B
....................................................... TTTTTCATTATTGCTCCTGRACC . - - ceeeeeeeeeeea 2
....................................................... TTTTTCATTATTGCTCCTGACA - -« o v eeeeeeeean 2
_______________ TCAAGAGCAATAACGAAAATTG - - - - - o o e oo e e e e e e e e e e e e e e e e e e e e e e e 2
............... CCAAGAGCAATAACGAAAAATGT - - - - - - o e e e e e e e e e e e e e e e e e e e e e e e e e e 2
............... TCAAGAGCAATAACGAAAAATAG - - - - - - - e oo e e e e e e e e e e e e e e e e e e e e e e e 2
............... TCAAGAGCAATAACGAAAATTGT . - - - o o oo o e e e e e e e e e e e e e e 2
_______________ TCAATAGCAATAACGAAAAATG . - - - - - - - e e e e e e e e e e e e e e e e e e e e e e e e 2
............... TCAAGAGCAATAACGAAAAGTGT - - - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e 2
............... TCAAGAGCAATAACGAAAAATA . . - - - - o oo e e e e e e e e e e e e e e e e e e e e e e 2
............... TCAAGAGCAATAACGAAAATAG - - - - - - - o oo oo e e e e e e e e e e e e e e e e e 2
_____________ AATCAAGAGCAATAACGAAAAATGT - - - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e 2
............... TCAAGAGCAATAACAAAAAATG - - - - - - o e e e e e e e e e e e e e e e e e e e e e e e e e 2
.............. ATCAAGAGCAATAACGAAAAAT - . - . - o oo e e e e e e e e e e e e e e e e e e e e e el 2
............... TCAAGAGACAATAACGAAAAATGT - - - - - o o oo e e e e e e e e e e e e e e e 2
_______________ TCAAGAGCAATAACGAAAAATGTTA - - - - e« e e e e e e e e e e e e e e e e e e e e e e e e e e e 2
............... TCAAGAGCAATAACGAAAAATEGT - - - - - - e e e e e e e e e e e e e e e e e e e e e e e e 2
................................................................ ATTGCTCCTGEACC - - - - e eeeeeeeeeae 2
............... TCAAGAGCAATAACGAAAAATGC - - - - - - - e oo e e e e e e e e e e e e e e e e e e e e 2
_______________ TCAAGAGCAATAACGTAAAAATG - - - - - - - e e e e e e e e e e e e e e e e e e e e e e e e 2
............... TCAAGAGCAATAAC-AAAAATG - - - - - o o e e e e e e e e e e e e e e e e e e e e e e e e e e 2
............... TCAAGAGCAATAACGAAAATAGT - - - - - - e oo e e e e e e e e e e e e e e e e e e e e e 2
............... TCAAGAGCAATAACGAAAAAGTG . - - - - - - oo oo e e e e e e e e e e e e e e e e e e e e 2
_______________ ACAAGAGCAATAACGAAAAATGT - - - - - - o e e e e e e e e e e e e e e e e e e e e e e e 2
............... TCAAGAGCAATAACGAAAAATAGT - - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e 2
............... TCAAGAGCAATAACGAAAA-TOTA . - - - - - e e e e e e e e e e e e e e e e e e e e e e e e 2
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mmu-mir-337-3p(mmu-mir-337)
CAGTGTAGTGAGAAGTTGGGGGGTGGGAACGGCGTCATGCAGGAGTTGATTGCACAGCCATTCAGCTCCTATATGATGCCTTTCTTCACCCCCTTCA

-------------- (R (T OB D ) B D)D) BB BDE
(-49.60)
TTCAGCTCCTATATGATGCCT

............................. CGGCGTCATGCAGBAGTTGATT - - -« e e e e e e e e e e e e e e e e e e e e taeeeeeaeu. 33
............................. CGGCGTCATGCAGBAGTTGAT - « - -« e e e e e e e e e e e e e e e e e e e 11
_____________________________________________________________ TCAGCTCCTATATGATGCCTTT - v e cveeeeeeeen 7
............................................................. TCAGCTCCTATATGATGCCTT - e e e e eeeaeen 4
............................ ACGGCGTCATGCAGBAGTTGATT « - -« e e ce e e e e e e e e e e e e e e e e e 1

mmu-mir-337-5p(mmu-mir-337)
CAGTGTAGTGAGAAGTTGGGGGGTGGGAACGGCGTCATGCAGGAGTTGATTGCACAGCCATTCAGCTCCTATATGATGCCTTTCTTCACCCCCTTCA

-------------- N (MMMl OB D ) B D)) B I B ) D B
(-49.60)
GAACGGCGTCATGCAGGAGTT

............................. CGGCGTCATGCAGGAGTTGATT . - - - oo e oo oo oo oo e oo, 33
............................. CGGCGTCATGCAGGAGTTGAT - - - - - e e e e e e e e e e e e e e e e e 10
............................................................. TCAGCTCCTATATGATGCCTTT . o e ee e 7
............................................................. TCAGCTCCTATATGATGCCTT. ..o oo 4
____________________________ ACGGCGTCATGCAGGAGTTGATT - - -« - - - e ce e e e e e e e e e e e e 1
............................. GGCGTCATGCAGGAGTTOATT - - - - - o e e e e e e e e e e e e e B
............................................................. TCAGCTCCTATATGATGCCTTC. - oo oo ee .. 3
............................. CGGCGTCATGCAGGAGTTGATTE . - - - - o o e oo oo oo oo oo ee e B
............................. TGGCGTCATGCAGGATTTGATT - - - - e e e e e e e e e e e e e e e e e e 2
............................ CYGGCGTCATGCAGGAGTTOATT - - - - o - e e e e e e e e e e e e e e e e e e el 2
............................. CGGCGTCATGCAGGAGTTGATT . - - - - o e oo e e oo e e e e e e 2
_____________________________ CGGCGTCATACAGGAGTTGATT - - -« - e e e e e e e e e e e e e e e e e e e e 2
............................................................. TCAGCTCCTATATGACTGCCTT . - - e eeceeeaen 2
............................................................. TCAGCTCCTATATGATGCCTTA. - - v ee oo 2
............................................................ TT-AGCTCCTATATGATGCCTTT. oo oo 2

mmu-mir-338-3p(mmu-mir-338)
CAACGCTGCACAGGCCGTCCTCCCCAACAATATCCTGGTGCTGAGTGGGTGCACAGTGACTCCAGCATCAGTGATTTTGTTGAAGAGGGCAGCTGCCA

------------ (U T (@@ ES))))) IS ) ) e
(-42.20)

TCCAGCATCAGTGATTTTGTTG
____________________________________________________________ TCCAGCATCAGTGATTTTGTTG . « o eeeeeeaeen. 1%
............................................................ TCCAGCATCAGTGATTTTGTTGA . - v e eeeeeaeen. 1

mmu-mir-338-5p(mmu-mir-338)
CAACGCTGCACAGGCCGTCCTCCCCAACAATATCCTGGTGCTGAGTGGGTGCACAGTGACTCCAGCATCAGTGATTTTGTTGAAGAGGGCAGCTGCCA

------------ (U ( T {((((H T W[ @@ amD DB E)))))IS) ) B
(-42.20)

AACAATATCCTGGTGCTGAGTG
............................................................ TCCAGCATCAGTGATTTTGTTG. - .o vo e 1
____________________________________________________________ TCCAGCATCAGTGATTTTGTTGA . - v e eeeeeeeen. 1

mmu-mir-339-3p(mmu-mir-339)
ACGGGGTGGCCACTATCCCTGTCCTCCAGGAGCTCACGTATGCCTGCCTGTGAGCGCCTCGGCGACAGAGCCGGTGTCCACCCCTGCACTGTCCAC

- CCCCCCC- (CCC- - (- CCCCC- - CCCCC- CCCCCCCCC---232D2-330D))-0))23)-030)) -0 = -0)D) D)D) -« w e w e x - (-44.10)
TGAGCGCCTCGGCGACAGAGCCG
.................................................. TGAGCGCCTCGGCGACAGAGCCG . - o v ee i ee e caaaa . 2%
............... TCCCTGTCCTCCAGBAGCTC . - - - - e m e e ot e e e e e e e e e e e e e e e e e e e iea i eeeeeaeeean 1
............... TCCCTGTCCTCCAGBAGCTCA . - - - - e e e e o e e e e e e e e e e e e e e e e e eameaee e aaeeameenan 1

mmu-mir-339-5p(mmu-mir-339)
ACGGGGTGGCCACTATCCCTGTCCTCCAGGAGCTCACGTATGCCTGCCTGTGAGCGCCTCGGCGACAGAGCCGGTGTCCACCCCTGCACTGTCCAC
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- - (CCCCCC- (- - - - - (- e C----222--000))) - ))) 2)-9923)-)--900)-0I0))) - e (-44.10)
FHRIHHIHHAAAAAXHXXFTCCCTGTCCTCCAGGAGCTCACG

.................................................. TGAGCGCCTCGGCGACAGAGCCG. - - i e i i i iiii i i e eeeean 2
............... TCCCTGTCCTCCAGGAG LT C . - o oo it i i iiiicccccceeeeaaaaaaaaaaaaa 1
............... TCCCTGTCCTCCAGGAGCTCA . - - i i i i i i i icccccccccceeaaaaaaaanaaaaaa 1
............... TCCCTGTCCTCCAGGAGCT CAAL . - - o ittt i e i e eeecccecasceccaascccaaaaaananaana-- 3

mmu-mi r-340-3p(mmu-mir-340)
CAATTGTACTTGGTGTGATTATAAAGCAATGAGACTGATTGTCATATGTCGTTTGTGGGATCCGTCTCAGTTACTTTATAGCCATACCTGGTATCTTA

----- (AT (O@EEEmS ) )3 D FEEs ) ) ) D ) ) IS ) ) ) D ) 19 ) ) ) ) I
(-34.10)

TCCGTCTCAGTTACTTTATAGC
.................. TTATAAAGCAATGAGACTGATT . - -« - o o e e e e e e e e e e e e e e e e e e o2 10
.................. TTATAAAGCAATGAGACTGAT - - - - o o o e o e e e e e e e e e e e e e e e e 2

mmu-mi r-340-5p(mmu-mir-340)
CAATTGTACTTGGTGTGATTATAAAGCAATGAGACTGATTGTCATATGTCGTTTGTGGGATCCGTCTCAGTTACTTTATAGCCATACCTGGTATCTTA

----- (U ("I D)D) EEEn ) ) 3D ) EES ) ) D)) 1) ) ) ) e
(-34.10)

TTATAAAGCAATGAGACTGATT
.................. TTATAAAGCAATGAGACTGATT - - - - - et coe e e e e e e e e e e e e e e e e e e e e e e e 2 . 10%
.................. TTATAAAGCAATGAGACTGAT « - - - - - - - e e e e e e e e e e e e e e e e e e e e e e 2

mmu-mir-341(mmu-mir-341)
AAAATGATGATGTCAGTTGGCCGGTCGGCCGATCGCTCGGTCTGTCAGTCAGTCGGTCGGTCGATCGGTCGGTCGGTCAGTCGGCTTCCTGTCTTC

----- CCCCC- CCC- - (L - (- - (- CCC-C----23-90D00) - -D0D0030))) - :3D))))) - =) -)) - -))) - - - (=47.10)
TCGGTCGATCGGTCGGTCGGT

............................................................ TCGATCGGTCGGTCGGTCAGT . - v v e eeaeenn. 22
........................................................ TCGGTCGATCGGTCGGTCGGT . oo v v eae e an oo 10%
........................................................ TCGGTCGATCGGTCGGTCGG . - -« oo v e ceeceaaaaan 3
....................................................... GTCGGTCGATCGGTCGGTCEG . -« o ve i eeceeaceacean 2
........................................................ TCGGTCGATCGGTCGGTCGGTE . .. oo oeeeeeeanaan 6
........................................................ TCGGTCGATCGGTCGGTCGGTA. - oo v o eeeeaeaaan 3

mmu-mir-342-3p(mmu-mir-342)
GAAAATGGGCTCAAGGTGAGGGGTGCTATCTGTGATTGAGGGACATGGTCAATGGAATTGTCTCACACAGAAATCGCACCCGTCACCTTGGCCTGCTGA

------ ((( (" CTTTMEEOEEEEEEDEB))B)))))EEES )3 ) ) 933D D)) ) ) FEee
(-48.90)

TCTCACACAGAAATCGCACCCGT
............................................................ TCTCACACAGAAATCGCACCCGTC. - v v v e e e e a . 63
............................................................ TCTCACACAGAAATCGCACCCGT - - - v cve e ee e 40%
............................................................ TCTCACACAGAAATCGCACCCGTCA - o e ceee e 27
______________________________________________________________ TCACACAGAAATCGCACCCGTCA . - - v v vee e 11
....................................................................... AATCGCACCCGTCA . - v e eeeeeen T
.................. AGGGGTGCTATCTGTGATTGAGG - « - -+« o e ce e e ee e e e e e e e e e e e e e e e e e e e e 4
....................................................................... AATCGCACCCGTC. - veeeeeeaea. 3
........................................................................ ATCGCACCCGTCA. e e eeeeeeae.. 3
............................................................. CTCACACAGAAATCGCACCCGTC . - v v e cveeeee e 2
............................................................. CTCACACAGAAATCGCACCCGT - v cveceee e eeeean 2
...................................................................... AAATCGCACCCGTCA - v e cveeeeeee. 1
__________________ AGGGGTGCTATCTGTOATTOAG - - - - -« e e e e e e e e e e e e e e e e e e e e e el
.............................................................. TCACACAGAAATCGCACCCGTC - v cve e 1
.................. AGGGGTGCTATCTGTGATTGAGGG « - - « - - e e e e e eoe e ee e e e e e e e e e e e e e e e 1
............................................................. CTCACACAGAAATCGCACCCGTCA . - v cveeeeeeen. 1
____________________________________________________________ TCTCACACAGAAATCGCACCCG - « - - ve e 1

mmu-mir-342-5p(mmu-mir-342)
GAAAATGGGCTCAAGGTGAGGGGTGCTATCTGTGATTGAGGGACATGGTCAATGGAAT TGTCTCACACAGAAATCGCACCCGTCACCTTGGCCTGCTGA
------ (CCCRI (S (CCCCER (CCCCCERN (CCCCCER (CEEE ) EES DD ) DO E0D) ) D) EERED D)) DD X900 D)D) ) D) EEEr
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(-48.90)
AGGGGTGCTATCTGTGATTGAG

............................................................ TCTCACACAGAAATCGCACCCGTC. - v v ve e e e a . 63
............................................................ TCTCACACAGAAATCGCACCCGT - - - v e eeeeee e 40
............................................................ TCTCACACAGAAATCGCACCCGTCA - o e ceee e 27
______________________________________________________________ TCACACAGAAATCGCACCCGTCA . - - v v vee oo 11
....................................................................... AATCGCACCCGTCA . - v e eeeeeeen T

.................. AGGGGTGCTATCTGTGATTGAGG - « - -+« o e e e e e e e e e e e e e e e e e e e e e e e e e e e e e 4

....................................................................... AATCGCACCCGTC. - ve e eeeeeae. 3

........................................................................ ATCGCACCCGTCA. e e eeeeeee.. 3

............................................................. CTCACACAGAAATCGCACCCGTC . - - v cveeeeeeae 2

............................................................. CTCACACAGAAATCGCACCCGT - v cveceee e eeeean 2

...................................................................... AAATCGCACCCGTCA . - v e cveeeeeeen. 1

__________________ AGGGGTGCTATCTGTGATTOAG - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e 1
.............................................................. TCACACAGAAATCGCACCCGTC - v o cve e 1

.................. AGGGGTGCTATCTGTGATTGAGGG « - - « - - e e ce e e e e e ee e e e e e e e e e e e e e e e 1

............................................................. CTCACACAGAAATCGCACCCGTCA. - v cveeeeeeen. 1

____________________________________________________________ TCTCACACAGAAATCGCACCCG - « - - vv e 1

............................................................ TCTCACACAGAAATCGCACCCGTCE - v v v e ceee e 27
............................................................ TCTCACACAGAAATCGCACCCGTA. « v v cveeee oo 11
............................................................ TCTCACACAGAAATCGCEACCCGT - - v ceeceeeeeae. T

........................................................... aTCTCACACAGAAATCGCACCCGTC . o ve e eee e T

............................................................ TETCACACAGAAATCGCACCCGTC. - v e v e eeeaeeae. 6

........................................................... aTCTCACACAGAAATCGCACCCGT - o ee e eeeeeaean. 6

............................................................ TCTCACACAGAAATCGCACCCGTCHA. . - oo eeeeeeno. 5

............................................................ TCTCACACAGAAATCGCACCCGTE . - v v v e eeeeeeae. 5

............................................................ TCTCACACAGAAATCGCACCCGTCAT . « - v e e e ea e 4

.............................................................. TCACACAGAAATCGCACCCGTCAT. - v e eeeaea. 3

....................................................................... AATCGCACCCGTCE. - e eeeeeeee. 3

............................................................ TtTaACACAGAAATCGCACCCGTC . - v e v e e eeeeae. 3

............................................................ TCTCACACAGAAATCGCACCCGA. - - v veeeeeeeae 3

............................................................ TCTCACACAGAAATCGCACCCGTEC - v e e eeeeeae. 3

........................................................................ ATCGCACCCGTCAL. - oo eeeeaas 2

.................................................................. ACAGAAATCGCACCCGTCE - v cve e 2

............................................................ TCTCACACAGAA-TCGCEACCCGT - - v cveeeeaeean 2

........................................................... aTCTCACACAGAAATCGCACCCGTCA . - v ceee e eeeeas 2

............................................................ TCTCACACAGEAAATCGCACCCGTC . o oee e eeeeeae 2

............................................................ TCTaCACACAGAAATCGCACCCGTC - v e cve e eeeeann 2

............................................................ TCTCACACAGAAATCGCACCCGTCEE . « - v e ee e 2

............................................................ TCTCACACAGAAATCGCACCCGTAL -« v - e eee e 2

............................................................ TCTCACACAGAA-TCGCACCCGTC . - v e cee e eeeeeae. 2

............................................................ TCTCACACAGAAATCGCACCCGT=AC. - v e eeeeeae 2

............................................................ TCTCACACAGAAATCGCACCCGTAAR. « - v eee e 2

............................................................. ATCACACAGAAATCGCACCCGTCA . - v v ceee e ee e 2

____________________________________________________________ TCTCACACAGAAATCGCACCCGTCAR. - - v e ee e 2

mu-mir-343(mu-mir-343)
TGGGATAGAGTGGGTGTGGCGGGGGTAGCAGAGCCCAGGGCAACCTCTCCCTTCATGTGCCCAGATCCTGCATGC

- (CCCC- - - - CCCCCCCCC- (e e - (€C----2333333)-3333--233))-20)))- - - - - - (-26.40)
TCTCCCTTCATGTGCCCAGAX*Hxkkxn

mmu-mir-344(mmu-mir-344-1)
CTGCAGCCAGGGTTTTTACCAGTCAGGCTCCTGGCTAGATTCCAGGTACCAGCTGGTACCTGATCTAGCCAAAGCCTGACTGTAAGCCCTGAACA

------- (L - - - (- - (- - COCaC---3223322233233333-3)03330)) -)I))))) - - - - (=58.70)
TGATCTAGCCAAAGCCTGACTGT >kt

mu-mir-344(mmu-mir-344-2)
TTTTTACCAGTCAGGCTCCTGGCTAGATTCCAGGTACCAACTGGTACCTGATCTAGCCAAAGCCTGACTGTAAGCTGCAA

- - (CCCC- (OO - (- - CCCCCCC----232322321332330)) -D0)II00)))) - - - - - - (-47.20)
TGATCTAGCCAAAGCCTGACTGT >k

mmu-mir-345-3p(mmu-mir-34s)
ACCCAAGTCCAGGCCTGCTGACCCCTAGTCCAGTGCTTGTGGTGGCTACTGGGCCCTGAACTAGGGGTCTGGAGACCTGGGTTTGATCTCCACAGG

- = - (C(- - (CCCC- (- (- OO CCC- (CCCCCCC--222))-333) 233D -3330)3))-0-D)=DD))) =)D ) = w e v e = - - - (-47.60)
CCTGAACTAGGGGTCTGGAGAC
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............... TGCTGACCCCTAGTCCAGTGC - - v v e e e ee e e it e e eieeecceeeeccescceeaaeeeaaannnnnnnnaa 10
............... TGCTGACCCCTAGTCCAGTGCT - v e e i e i i i e i i i ieee e iieecceceecccceeaccacaeaacacaeaaaaaaaa. O
................ GCTGACCCCTAGTCCAGTGCT - o et e i i e i it ieee e i ieeacccscacccsacccccaacaccaaaacaeanananans 3
................ GCTGACCCCTAGTCCAGTGC . - v e e e e i e e e iiieeeceeecacscacccsaaaeaaaaceanaaaenannnens 1

mmu-mir-345-5p(mmu-mir-345)
ACCCAAGTCCAGGCCTGCTGACCCCTAGTCCAGTGCTTGTGGTGGCTACTGGGCCCTGAACTAGGGGTCTGGAGACCTGGGTTTGATCTCCACAGG

- - - (CC- - (CCCC- (- - - CCC- (CCCCCCCC---3223-233)-232-23330333))-3-3)-0)))) =)D ) - - o == oo - - - (-47.60)
GCTGACCCCTAGTCCAGTGCTT

............... TGCTGACCCCTAGTCCAGTGC . - - - - e e e e e e e e e e e e e e e e e e e eam e eaeaaeaaeeaneanaaa. 10
............... TGCTGACCCCTAGTCCAGTGCT - - - - c e e e e e e e e m e e e e e e e e e ee i eaeeacaaeaaaaaaan. B
................ GCTGACCCCTAGTCCAGTGCT - - . . oo e ettt e e e et e e e e i i e ie i eceeaeeeaeaaas 3
................ GCTGACCCCTAGTCCAGTGC - - - - - e o e e e c et e e e e e e e e ee e e e ee e e eeeeaen 1
............... TGCTGACCCCTAGTCCAGTAC . - - - -« e e e e e e e e e e e e e e e e e e e e e e e e e e cea e eeanas 2
...................................................... CCTGAACTAGGGGTCTGGEAGE . ... ..o 2
...................................................... CCTGAACTAGGGGTCTGGAGE - - - oo v eeceececaeaa 2
............... TGCTGACCCCTAGTCCAGTGA . - « - -« e« e e c e e c e e m e e m e e e e m e e m e e m e e e e eamea e eeameaean 2

mu-mir-346(mmu-mir-34e)
TCTGTGTTGGGCGTCTGTCTGCCCGAGTGCCTGCCTCTCTGTTGCTCTGAAGGAGGCAGGGGCTGGGCCTGCAGCTGCCTGGGCAGAGCTGCTCCTTC
(O (O (R (O (O (I (CETTPE 2333333333-3333333--3332-203)--9I0)D) - - e e e

(-50.60)
FedekHH xSk wxHwxxTGTCTGCCCGAGTGCCTGCCTCT

mu-mir-34a(mmu-mir-34a)
CCAGCTGTGAG%AATTCTTTGGC%GTGTCTTAGCTGGTTGTTGTGAGTATTAGCTAAGGAAGCAATCAGCAAGTATACTGCCCTAGAAGTGCTGCACATTGT
- CCC- CCCCCCCC- CLCC- - CCCCCCCLCC- CCLCLCCLLC- - - CCC- =+ 2DDD === DI - --2DI) - -IIN)-

(-43.30)

TGGCAGTGTCTTAGCTGGTTGT
................... TGGCAGTGT CTTAGCT GG T TG T - - o o o et e e e e e e e e e e e e e e e e e e e e e e e e e e e e

mmu-mir-34b-sp(mmu-mir-34py
GTGCTCGGTTTGTAGGCAGTGTAATTAGCTGATTGTAGTGCGGTGCTGACAATCACTAACTCCACTGCCATCAAAACAAGGCAC

(CCCC- - CCCC- - - (OO - - CCCC- (OO - - - - 22)-3232)33)3)---333))))----3)))--1)))) (-34.10)
AATCACTAACTCCACTGCCATCH*Hhxkkxion

mmu-mir-34b-5p(mmu-mir-34b)
GTGCTCGGTTTGTAGGCAGTGTAATTAGCTGATTGTAGTGCGGTGCTGACAATCACTAACTCCACTGCCATCAAAACAAGGCAC

CCCCC- - (- - - - - - (- (- - - - 2))-I))00)3)))---I0)))))----))))--))))) (-34.10)
FHFHIHIAAAAIA XX FAGGCAGTGTAATTAGCTGATTGT

mu-mir-3dc(mmu-mir-34c)
AGTCTAGTTACTAGGCAGTGTAGTTAGCTGATTGCTAATAGTACCAATCACTAACCACACAGCCAGGTAAAAAGACT

(CCCC- - (CCCC- CCC- COCC- CCLC- CCCCC-€C----22-22020)03)))-))) -D)) -D)))) - -D)))) (-31.60)

FRHRHH IR A IR AGGCAGTGTAGTTAGCTGATTGC

mmu-mir-350(mmu-mir-350)
AGATGCCTTGCTCCTACAAGAGTAAAGTGCATGCGCTTTGGGACAGTGAGGAAAATAATGTTCACAAAGCCCATACACTTTCACCCTTTAGGAGAGTTG

---------- (T (MI{TM" T Y ) ) ) 2 1530020 90D 13030 ) I3 ) 19D ) ) ) ) ) ) ) s
(-32.12)

TTCACAAAGCCCATACACTTTC
............................................................ TTCACAAAGCCCATACACTTTCAC. -« v e e eeeeeeae. 6
............................................................ TTCACAAAGCCCATACACTTTC . « o v e eeeeeaeean. 5%
............................................................ TTCACAAAGCCCATACACTTTCA . - - v e ceeeeeeeae 2
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mmu-mir-351(mmu-mir-351)
CATGGCACCTCCGTTTCCCTGAGGAGCCCTTTGAGCCTGGAGTGAAAAAAAAAAACAGGTCAAGAGGCGCCTGGGAACTGGAGAAGAGTGTTAAACTTC

A (UM ("M 022003330130 333)))3)19)3)) NS ) D) ) ) e
(-37.79)

Fdkwkwdwx R xx+TCCCTGAGGAGCCCTTTGAGCCTG

............... TCCCTGAGGAGCCCTTTGAGCCT - - - - - o e e e e e e e e e e e e e e e e e e e e e e e 2T
............... TCCCTGAGGAGCCCTTTOAG - - - - - - - e e e e ee e e e e e e e e e e e e e e e e e e e e e e e e 24
............... TCCCTGAGGAGCCCTTTGAGCCTG - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e a2 1B%
......................................................... GGTCAAGAGGCGCCTGGGAAC . - - - v o oeveeeeeeao . 13
............... TCCCTGAGGAGCCCTTTGAGCC - - - - - - e o e e e e e e e e e e e e e e e e e e e e e e e e e 13
............... TCCCTGAGGAGCCCTTTOAGC « - - -« - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e 12
......................................................... GGTCAAGAGGCGCCTGGGAA . - - - - e eeee e 2
.......................................................... GTCAAGAGGCGCCTGGGAAC . - - - - v oo ee e 2
............... TCCCTGAGGAGCCCTTTGAGCCTGE - - - - - e - e e e e e e e e e e e e e e e e e e e e e e e e e a2 40
............... TCCCTGAGGAGCCCTTTGAGCCTGA - - - -« - e e e e e e e e e e e e e e e e e e e e e e e el O
............... TCCCTGAGGAGCCCTTTGAGCCA - - - - - e e e e e e e e e e e e e e e e e e e e, B
............... TCCCTGAGGAGCCCTTTGAGCCTGEE - - - -« o o o e e oo e e e e e e e e e e e e e e e e B
............... TCCCTGAGGAGCCCTTTGAGCCTARA - - - -« - - - e e e e e e e e e e e e e e e e e e e e e e B
............... TCCCTGAGGAGCCCTTTGAGCCT - - - - - - e e e e e e e e e e e e e e e e e e e e e e eaeeieeeea . 5
............... TCCCTGAGGAGCCCTTTOAGA - - - - - - - e o e e e e e e e e e e e e e e e e e e e e e e e e e 4
............... TCCCTGAGGAGCCCTTTGAGCCTAL - - - - - o oo e e e e e e e e e e e e e e e e e e e e 3
............... TCCCTGAGGAGCCCTTTGAGCCTAGT - - - -« - - - e e ee e e ee e e e e e e e e e e e e e e e e 3
......................................................... GGTCAAGAGGCGCCTGGGEAAC. - -« e oo eeeeeeeen. 3
.............. ATCCCTGAGGAGCCCTTTGAGCCTGE - - - - - - o oo e e e e e e e e e e e e e e e e oo B
......................................................... GGTCAAGAGGCGCCTGGGAAL . - . o oo 3
.............. ATCCCTGAGGAGCCCTTTGAGCCTG - - - - - - e e e e ce e e e e e e e e e e e e e e e e e e B
............... TCCCTGAGGAGCCCTTTOAGE - - - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e 3
............... TCCCTGAGGAGCCCTTTGAGCCTGRA - - - -« - o e o e e e e e e e e e e e e e e e e e e e 3
............... TCCCTGAGGAGCCCTTTGAGCCAT - - - - - - e e e e e e e e e e e e e e e e e e e e e e o2 3
............... TCCCTGAGGAGCCCTTTGAGCCTGAA - - - -« - - - e ee e e e eoe e e e e e e e e e e e e e e e e 3
............... TCCCTGAGGAGCCCTTTGAGECC - - - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e el 2
............... TCCCTGAGGAGCCCTTTOAGCE - - - - - - o o e e e e e e e e e e e e e e e e e e e e e e e e 2
............... TCCCTGAGGAGCCCTTTOARR - - - - - - - - e e e e e ee e e e e e e e e e e e e e e e e e e e el 2
............... TCCCTGAGGAGCCCTTTGAGCCTGAAL - - -« - -« - e e e e e e e e e e e e e e e e e e e e e e e e e e el 2
............... TCCCTGAGGAGCCCTTTGAGCCTA - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e el 2
............... TCCCTGAGGAGCCCTTTOAGAA - - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e 2
............... TCCCTGAGGAGCCCTTTGAGCCTAR - - - - -« -« e - e e e e e e e e e e e e e e e e e e e e e e el 2
......................................................... GGTCAAGAGGCGCCTGGGAAR . - - -« eeeeeeeeeeea 2
............... TCCCTGAGGAGCCCTTTOAGECCT - - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e el 2
.............. ATCCCTGAGGAGCCCTTTOAG . - - - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e 2
............... TCCCTGAGGAGCCCTTTGAGCCAAT - - - - -« - o o e e e e e e e e e e e e e e e e e e e e e e el 2

mmu-mir-361(mmu-mir-361)
GAAGCTTATCAGAATCTCCAGGGGTACTTAGTATTTGAAAAGTCCCCCAGGTGTGATTCTGATTTGTTTC

(CCCC- - (Ll (- (- (- e ee - 2)))-333)-3)---)3)))))))--3)))) (-29.50)
*****TTATCAGAATCTCCAGGGGTAC

..... TTATCAGAATCTCCAGGGGTAC . . - -« e o e ee e ee e cee e e e e e eaa e AT
............. ATCTCCAGGGGTAC. - - - - e e e e e e i ee e e iecieceiacaecaaaaa B
........................................... CCCCCAGGTGTGATTCTGATTTGT.... 3

..... TTATCAGAATCTCCAGGGGTAGR. - - - < - e ee o me e ee e ee e e e ceeceeaeaan 2

_____ TTATCAGAATCTCCAGGGGTAG - - - -« o e o e e e e e e ee e e e e cea e ceaaeaan 2

..... TTATCAGAATCTCCAGGGGTACA. - - - <« o x e o e e e e e e e e e e e eaee e eaaeean 2

mmu-mir-362-3p(mmu-mir-362)
CTCGAATCCTTGGAACCTAGGTGTGAATGCTGCTTCAGTGCAACACACCTGTTCAAGGATTCAAA

- - - CCCCLLLC- - - (- - CCC-CC----20DDD-00000000000000)0))) - - - (-29.30)
AACACACCTGTTCAAGGATTCA**

- - -AATCCTTGGAACCTAGGTGTGAATG - - - oo i oo e e e e e e e e e e e eeeee e s 2

- -« -AATCCTTGGAACCTAGGTGTGA - - o e e e e e e e e e e eeeaa e 1

mu-mir-362-5p(mmu-mir-362)
CTCGAATCCTTGGAACCTAGGTGTGAATGCTGCTTCAGTGCAACACACCTGTTCAAGGATTCAAA
- - - (L - - (- - CCC-CC----23300-00300000000000000)) - - - (-29.30)
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****AATCCTTGGAACCTAGGTGTGAAT
-- - -AATCCTTGGAACCTAGGTGTGAATGC . - - o e e e e e e e e e eeeeeeaea s 2
.- - -AATCCTTGGAACCTAGGTGTGA . - i ot i e ieemmmmeeaaannn 1

mmu-mir-363(mmu-mir-363)
TGTTATCAGGTGGAACACGATGCAATTTTGGTTGGTGTAATAGGAGGAAAATTGCACGGTATCCATCTGTAAACC

- ((C- - (- (- (- - mae e - 2)--220322)30)3))-20I))))--))) - (-22.30)
AATTGCACGGTATCCATCTGTA****

mmu-mir-365(mmu-mir-365-1)
ACCGCAGGGAAAATGAGGGACTTTTGGGGGCAGATGTGTTTCCATTCCGCTATCATAATGCCCCTAAAAATCCTTATTGCTCTTGCA

- = - CCCCCC- - (L - (- - (L e aa e e 23))-333333333)-33)33)))--2))))) - (-35.36)
TAATGCCCCTAAAAATCCTTAT* i

_______________________________________________________ TAATGCCCCTAAAAATCCTTAT ... ... ... 21%
....................................................... TAATGCCCCTAAAAATCCTTATT. . ... ... 2
....................................................... TAATGCCCCTAAAAATCCTTA. ... oenan.. 1
_______________________________________________________ TAATGCCCCTAAAAAQTCCTTAT.......... 6
....................................................... TAATGCCCCTAAAA-TCCTTAT........... 3
....................................................... TAATGCCCCTAAAAATCCTTAC. < venenn 2
....................................................... TAATGCCCCTAAAAATCCTTAA. ..o oooenn 2

mmu-mir-365(mmu-mir-365-2)
AGAGTGATCAAGGACAGCAAGAAAAATGAGGGACTTTCAGGGGCAGCTGTGTTTCCTGACTCAGTCATAATGCCCCTAAAAATCCTTATTGTTCTTGCAGTGTGC

ATCGGAG
N(E ) N @ (AN EOUETETD)) B ) ) ) o 22233)333)--3310331)-II)))))--)))-)
_______ (-41.40)

TAATGCCCCTAAAAATCCTTAT
___________________________________________________________________ TAATGCCCCTAAAAATCCTTAT -« v o eee e e e e
........ 21%

................................................................... TAATGCCCCTAAAAATCCTTATT . oo
........ 2
................................................................... TAATGCCCCTAAAAATCCTTA. -« e eee e e
________ 1

mu-mir-367(mmu-mir-367)
AGGCCGTCACTGTTGCTAACATGCAACTCTGTTGAATAGAAAT TGGAATTGCACTTTAGCAATGGTGATGGACCT
(- - (- (e v e e e 23))-3)3))--3)3))33))3))3)))-))) (-34.40)
AATTGCACTTTAGCAATGGTGA*** x>

mmu-mir-369-3p(mmu-mir-369)
GGTACTTGAAGGGAGATCGACCGTGTTATATTCGCTTGGCTGACTTCGAATAATACATGGTTGATCTTTTCTCAGTATC

(CCCCC- (- - (Ll - (- - - (- - - - - )--2321))--33133133)33))))--)))))))) (-34.90)
AATAATACATGGTTGATCTT TH*kaionx

................................................ AATAATACATGGTTGATCTTT. .. ........ 98*
________________________________________________ AATAATACATGGTTGATCTT. ... ocouo.. 26
............. AGATCGACCGTGTTATATTCGC - - - -« e e et e e e e e e e aa e e ea e eaaeaaan 22
............. AGATCGACCGTGTTATATTCG . -« -« e e e e e e e e e e e e ee e eaeaeacnaaeaaaaao. 13
................................................. ATAATACATGGTTGATCTTT. . ......... 12
________________________________________________ AATAATACATGGTTGATCTTTT.......... 11
................................................. ATAATACATGGTTGATCTT............ 8
............................................... GAATAATACATGGTTGATCTTT........... 8
................................................ AATAATACATGGTTGANCTTT. .......... 4
_______________________________________________ GAATAATACATGGTTGATCTT. .. ... 2
.............. GATCGACCGTGTTATATTCGC - « - -« e ce e e e e e e e ee i ea e ea i eeaeeeeeaan 1
.............. GATCGACCGTGTTATATTCGOCT - - - o e e e e e e ee i eeeeaeecacaaeeameaa
................................................ AATAATACATGGTTGANCTTTT.......... 2
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mmu-mir-369-5p(mmu-mir-369)
GGTACTTGAAGGGAGATCGACCGTGTTATATTCGCTTGGCTGACTTCGAATAATACATGGTTGATCTTTTCTCAGTATC

(CCCCC- (- - (Ll - (- - - (- - - - - )--2331))--3333)))))))))--)))))))) (~34.90)
TR xR A xR AGATCGACCGTGTTATATTCGC
________________________________________________ AATAATACATGGTTGATCTTT. .......... 98
................................................ AATAATACATGGTTGATCTT. . ... ....... 26
............. AGATCGACCGTGTTATATTCGC - - - - e ce e e e e e e e e ee e ee e e eeameamaaaen 22%
............. AGATCGACCGTGTTATATTCG . -« - - e e e e e ee i eee e ceeceeaecaccacaaeaaaaao. 13
_________________________________________________ ATAATACATGGTTGATCTTT. ... ..o.... 12
................................................ AATAATACATGGTTGATCTTTT.......... 11
................................................. ATAATACATGGTTGATCTT............ 8
............................................... GAATAATACATGGTTGATCTTT........... 8
________________________________________________ AATAATACATGGTTGANCTTT........... 4
............................................... GAATAATACATGGTTGATCTT. .. ........ 2
.............. GATCGACCGTGTTATATTCGC . - - c e ce e ee e e e ee e eemee e eeeeaeeemeean
.............. GATCGACCGTGTTATATTCGOCT - - - - oo e et e e e e e e e aceaeaeaan
________________________________________________ AATAATACATGGTTGANCTTTT. ... ...... 2
............. AGATCGACCGTGTTATATTCGOCT - - -« e e et e e e ee i eaeacaieaaeaeaan 1
.................................................. TAATACATGGTTGATCTT. ........... 1
_______________________________________________ AAATAATACATGGTTGATCTTT........... 9
................................................ AATAATACATGGTTGATCTTTa. ... ...... 4
............................................... aAATAATACATGGTTGATCTTTT.......... 4
............. AGATCGACCGTGTTATATTCA. - - - -« e cee i ee e e e e eeceeaeecacaaeaaaaa 3
________________________________________________ AATAATACATGGTTGATCCTT. ... ...... 3
............ AAGATCGACCGTGTTATATTCG . - - o oot et e e e ee o ee e e e ieecaiaaaaaaas 3
................................................ AATA-TACATGGTTGATCTTT. .......... 3
................................................ AATAATACATGATTGATCTTT. .......... 3
________________________________________________ AATAATACATGGTTGATECTTT. ... ...... 2
............................................... aAATAATACATGGTTGATECTT. ... ..... 2
................................................ AATA-TACATGGTTGATCTT. . ...oovuon. 2
................................................ AATAATACATGGTTGATCTGT. .. ... 2
________________________________________________ AATAATACATaGTTGATCTT. .o ooeoeuan. 2
................................................ AATAATACATaGTTGATCTTT. ... .. ... 2

mmu-mir-370(mmu-mir-370)
AGACGGAGAGACCAGGTCACGTCTCTGCAGTTACACAGCTCATGAGTGCCTGCTGGGGTGGAACCTGGTTTGTCTGTCT

(CCCCCC- - - € - CCC- (- (- (- - - - - 2)-23):33))-3))--3--33))3))))-3)))))) (-42.40)
GCCTGCTGGGGTGGAACCT GG TH

............................................... GCCTGCTGGGGTGGAACCTGG. . ..o 22
............................................... GCCTGCTGGGGTGGAACCTGGT . . oo oo 16%
............ CAGGTCACGTCTCTGCAGTTACAC . - - - - e o e e e e e m e e e e e e e ee i ee e eeameaeas 2
............................................... GCCTGCTGGGGTGGAACCTGGTaA. - ... ... 72
............................................... GCCTGCTGGGGTGGAACCTGGTAT. ... ..... 41
............................................... GCCTGCTGGGGTGGAACCTGGTaaT. .. ... 11
............................................... GCCTGCTGGG-TGGAACCTGGTAT. ... ..... 10
............................................... GCCTGCTGGGGTGGAACCTGGTA. . ... . 7
............................................... GCCTGCTGGG-TGGAACCTGG. ..o ooo.-. 6
............................................... GCCTGCTGGGGTGGAACCTGGTaaa. ... .... 5
............................................... GCCTGCTGGGGTGGAACCTGGTAY. .. ... 5
............................................... GCCTGCTGGG-TGGAACCTGGTaa. . ....... 5
.............................................. aGCCTGCTGGGGTGGAACCTGGTaA. - . ... 4
................................................ CCTGCTGGGGTGGAACCTGGTaa. - - ... ... 3
............................................... GCCTGCTGGGGYTGGAACCTGGTaA. .. ... .. 3
............................................... GCCTGCTGGGGTGGAACCTGGTTaa. .. ... 3
.............................................. aGCCTGCTGGGGTGGAACCTGGTAT . .. ... ... 3
............................................... tCCTGCTGGGGTGGAACCTGGTaaT . .. ... 2
............................................... GCCTGCTGGGGTGGAACCTGGTTa. - .. ... 2
............................................... GCCTGCTGGGGTGGAACCTGGTa-GT. ... 2
............................................... GCCTGCTGGGGTGGAACCTGGaaa - - .« . - ... 2
.............................................. aGCCTGCTGGGGTGGAACCTGG. . oo e oo 2
............................................... GCCTGCTGGGGTGGAACCTAG . . .o oo 2
............................................... GCCTGCTGGGGTGGAACCTGGAA. - - .. ... 2
............................................... tCCTGCTGGGGTGGAACCTGGTaA . - o oo 2
............................................... tCCTGCTGGGGTGGAACCTGGTA. oo oo 2
.............................................. aGCCTGCTGGGGTGGAACCTGGT. ... ... 2
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............................................... GCCTGCTGGGGTGGAACCTGGTATT. ... ... 2

mmu-mir-374(mmu-mir-374)
GAAGAAATCCTACTCGGGTGGATATAATACAACCTGCTAAGTGTTCTAGCACTTAGCAGGTTGTATTATCATTGTCCGAGGTTATGGCTCTCGTC

- (- - - (C- - CCCCCC- ( - CCCCCCCCCCCCCCCCC----3333333333333333333)--3--3))))) - - - - - ))---))... (-46.30)
ATATAATACAACCTGCTAAGTG
..................... ATATAATACAACCTGCTAAGTG . - - - o o o e e e e e e m e e e e ea i eaeaeacaacaameanaanaa. 18%
..................... ATATAATACAACCTGCTAAGT . - . oo e e e e e e o e ceceee e ecaceaaeaeanaaan. 15
_____________________ ATATAATACAACCTGCTAAGTGT . - - - e ot ot e e e e et et e e e a e eaeaeeaaeaaees 4
..................... ATATAATACAACCTGCTAAG . . - - - -« e ot ot e e e m e e e e e e e e m e e ea e e e eaaaas 2
...................... TATAATACAACCTGCTAAGT . - - . o e o et c e e e e e e e e e e eeeaeaaaaeeaeann 2
_____________________ ATATAATACAACCTGCTAAGTGA . - - -« o e o e e m e e m e et et e e e e i e o eacaaeaceaaeaaes 3
..................... ETATAATACAACCTGCTAAGTG . - - - e o e e c e ot e et e e e e e e e e e e e eaeeaaaas 2

mmu-mir-375(mmu-mir-375)
CCCCGCGACGAGCCCCTCGCACAAACCGGACCTGAGCGTTTTGTTCGTTCGGCTCGCGTGAGGC

- (CCCCC- COCCCC- - - (- (- (- - - - - - 2)-20)3)-)---3)))))))))-))- (-26.20)
TTTGTTCGTTCGGCTCGCGTGA***

....................................... TTTGTTCGTTCGGCTCGCGTGAt. .. 106
...................................... aTTTGTTCGTTCGGCTCGCGTGA. ... 76
....................................... TTTGTTCGTTCGGCTCGCGTGtA... 66
_______________________________________ TTTGTTCGTTCGGCTCGCGTGAa. .. 58
....................................... TTTGTTCGTTCGGCTCGCGTaA. ... 34
....................................... TTTGTTCGTTCGGCTCGCGTGE. ... 12
........................................ TTGTTCGTTCGGCTCGCGTGAL. .. 11
....................................... aTTGTTCGTTCGGCTCGCGTGA. ... 11
....................................... TTTGTTCGTTCGGCTCGCaTGA. ... 11
....................................... TTTaTTCGTTCGGCTCGCGTGA.

....................................... TTTGTTCGTTCGGCTCGCGTGAat..
...................................... TTTaGTTCGTTCGGCTCGCGTGA. . ..
....................................... TTTGTTCGT-CGGCTCGCGTGA. . ..
....................................... TTTGT-CGTTCGGCTCGCGTGA. . ..
....................................... TTTGTTCGTTCGaCTCGCGTGA. . ..
....................................... TTTGTTCGTTCGGCTCGCGTGY- - - -
.............................................. aTTCGGCTCGCGTGA. . ..
....................................... TTTGTTCGTcCGGCTCGCGTGA. . ..
....................................... TTTGTTCGTTCGGCTCGCGTGALL. .
....................................... TTTGTTCGTTCGGaCTCGCGTGA. . .
....................................... TTTGTTCGTTCGGCTCaCGTGA. . ..
....................................... TTTGTTCGTTCaGCTCGCGTGA. . ..
....................................... TTTGTTCGTTtCGGCTCGCGTCGA. . .
............................................... TTCGGCTCGCGTGAEL. . .
........................................ TTGTTCGTTCGGCTCGCGTGtEA. ..
............................................... TTCGGCTCGCGTGtA. ..
........................................ TTGT-CGTTCGGCTCGCGTGA. . ..
_______________________________________ TTTGTTCGTTCGGCTCGCGTGAaa . -
....................................... TTTGTTaCGTTCGGCTCGCGTGAL. .
....................................... TTTGTTCGTTCGGCTCGCGTGtAa. .
............................................... TTCGGCTCGCGTaA. . ..
_______________________________________ TTTGTTCGTTCGGCTCGCGTGEAL. .
....................................... TTTGTTCGTTCGGCTCGEGTGA. . ..
...................................... CTTTGTTCGTTCGGCTCGCGTGA. . ..
........................................ TTGTTCGTTCGGCTCGCGTaA. . ..
....................................... TTTGTTCGTTCGGCTCGCGTaAtL. ..
....................................... TTTGTTaCGTTCGGCTCGCGTGA. . .
....................................... TCcTGTTCGTTCGGCTCGCGTGA. . ..
...................................... aTTTGTTCGTTCGGCTCGCGTGAA. . -
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............................................. CGTTCtGCTCGCGTGA. . ..
....................................... TTTGTTCGTTCGGCTCGCGQYGA. . . .
...................................... aTTTGTTCGTTCGGCTCGCGTGAE. . .
...................................... TTTT-TTCGTTCGGCTCGCGTGA. . . .
....................................... TTTGTTCGTTCGGCCCGCGTGA. . . .
....................................... TTTGTTCGTTCGGCTLGCGTGE. . . .
...................................... aTTTGTTCGTTCGGCTCGCGTG. . - - -
......................................... TGTTCGTTCGGCTCGCGTGAL. . .
....................................... TTTGCTCGTTCGGCTCGCGTGA.. - . .
........................................ TTGTTCGTTCGGCTCGtGTGA. .. .
..................................... agTTTGTTCGTTCGGCTCGECGTGA. . .
....................................... TTTGTTCCTTCGGCTCGCGTGA. . . .
...................................... aTTTGTTCGTTCGGtCTCGCGTGA. . .
....................................... TTcGTTCGTTCGGCTCGCGTGA. . . .
....................................... TTTGTcCGTTCGGCTCGCGTGA.. - . .
............................................. aGTTCGGCTCGCGTGA. . . .
....................................... TTTGTTCGTTCGGCTCGCGTGAAG. -
_______________________________________ TTTGTTCGTTCGGCTCGCGTGAGa. -
........................................ TcGTTCGTTCGGCTCGCGTGA.. - . .
....................................... TTTGTTCGTTCGGCTCGtCGTGA. . .
....................................... TTTGTTCaTTCGGCTCGCGTGA. . . .
....................................... TTTGT-CGT-CGGCTCGCGTGA. . . .
....................................... TTTGTTCGTTCGGCTCGCGTLGA. . .
................................................ TCGGCTCGCGTaA. . . .
....................................... TTTGTTCGTTCGGCTCECGTGA. . . .
......................................... TGTTCGTTCGGCTCGCGTGAtLL. .
....................................... CTTGTTCGTTCGGCTCGCGTGA. . . .
....................................... TTTGTTCGTTCaGCTCGCGTG. - - . -

mmu-mir-376a(mmu-mir-376a)
TAAAAGGTAGATTCTCCTTCTATGAGTACAATATTAATGACTAATCGTAGAGGAAAATCCACGTTTTC

- (CCC - (- e e IIII)3)))-3)))-3)-))))- (-16.21)
ATCGTAGAGGAAAATCCACGT****
........................................... ATCGTAGAGGAAAATCCACGT.. ... 451*
........................................... ATCGTAGAGGAAAATCCACGTT. ... 58
.......................................... AATCGTAGAGGAAAATCCACGT. . ... 39
........................................... ATCGTAGAGGAAAATCCACG. .. ... 27
............................................ TCGTAGAGGAAAATCCACGT.. ... 19

.......................................... AATCGTAGAGGAAAATCCACGTT.... 5
........................................... ATCGTAGAGGAAAATCCACGTTT... 4

........................................... ATCGTAGAGGAAAATCCACGTa. ... 61
........................................... ATCGTAGAGGAAA-TCCACGT..... 34
___________________________________________ ATCGTAGAGGAAAATCCACGTTa... 18
........................................... tTCGTAGAGGAAAATCCACGT..... 16
............................................ TCGTAGAGGAAA-TCCACGT..... 15
........................................... ATCGTAGAGGAAAATCCEACGT.... 14
___________________________________________ ATCGTAGAGGAAAATCCACGTaa... 9
.......................................... AATCGTAGAGGAAAATCCACGTa. ... 7
........................................... ATCGTAGAGGAAAATCCACGTg.... 6
........................................... ATCGTAGAGGAAA-TCCACG...... 5
............................................ TCGTAGAGGAAA-TCCEACGT.... 5
............................................ TCGTAGAGGAAAATCCACGTa.... 5
............................................ TCGTAGAGGAAA-TCCACGTT.... 4
.......................................... AATCGTAGAGGAAAAaTCCACGT.... 4
___________________________________________ ATCGTAGAGGAAA-TCCACGTa.... 3
........................................... ATCGTAGAGGQAAATCCACGTT.... 3
........................................... ATCGTAGAG-AAAATCCACGT..... 3
........................................... ATCGTAGAGGAAAATCCACGa..... 3
___________________________________________ tTCGTAGAGGAAAATCCACGTT. ... 2
........................................... ATCGTAGAGGAAAATCCACGTaT... 2

2

2

2

2

2

2

........................................... ATCGTAGAGGAAAATCCACGG. - . - -
........................................... ATCaTAGAGGAAAATCCACGT . . . . .
........................................... ATCGTAGAGGAAAATCCEACG. - . . .
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........................................... ATaCGTAGAGGAAA-TCCACGT. ... 2
........................................... ATCGTAGAGGAAA-TCCACGTaa... 2
........................................... tTCGTAGAGGAAAATCCACGTTa. .. 2
........................................... ATCGTAGAGGAAAATCCACGT. ... 2
............................................ TCGTAGAGGtAAATCCACGTa.... 2
........................................... AcCGTAGAGGAAAATCCACGT.. ... 2
........................................... ATCGTAGAGGAAAAATCCACGT. ... 2
........................................... ATCGTAGAGGAAAAGTCCACGT. ... 2
........................................... ATCGTAGAGGAAAQTCCACGTa. ... 2

mmu-mir-376b(mmu-mir-376b)
TGGTATTTAAAAGGTGGATATTCCTTCTATGGTTACGTGCTTCCTGGATAATCATAGAGGAACATCCACTTTTTCAGTATCA

- (CCCCC- (- (- (- - - - €C----23-2320))332))33-D33)3))3))) -)))))) - (=34.40)
ATCATAGAGGAACATCCACT THH ks

.................................................. ATCATAGAGGAACATCCACTT. .. .ccan... 19*
............. GTGGATATTCCTTCTATGGT A, - i i iieeceeecaaaaaaaaaaaaaaaaaaaa 9
............. GTGGATATTCCTTCTATGGT T - - e e o i e i e i e i i e ceeccaeaeaccaacaacancacaaaa-- b
.................... TTCCTTCTATGGT TA. & i i i i i aeeecccccaasecnaaaaaa--= D
.................................................. ATCATAGAGGAACATCCACTTT........... 4
.................................................. ATCATAGAGGAACATCCACT . .o e eeeeeaaan 2
............ GGTGGATATTCCTTCTATGGT T . o o o oo e e e e e e e et e e e e e e e eeeeeaaa 2
............. GTGGATATTCCT TCTATGGT - - e e e i i i e ceeeccmamacccaaaacnennanaas 2
.................................................. ATCATAGAGGAACATCCACTTa...ccu..... 4
.................................................. ATCATAGAGGAACATCCACTTaa. - --....-.-. 3
.................................................. ATCATAGAGGAACATCCACTC. . oo eeeaa o 2

mmu-mir-376c(mmu-mir-376¢c)
TTTGGTATTTAAAAGGTGGATATTCCTTCTATGTTTATGCTTTTTGTGATTAAACATAGAGGAAATTTCACGTTTTCAGTGTCAAA

- ((C- - CCC- CCCC- (O - COCCC- (- (C- - - - - 2)---3333)333)3))3)--3))3)-3)))-)))--))) - (-28.80)
AACATAGAGGAAATTTCACG Tk

____________________________________________________ AACATAGAGGAAATTTCACGT. .. ouoeuo... B2%
..................................................... ACATAGAGGAAATTTCACGT .. ... ........ 8
................................................... AAACATAGAGGAAATTTCACGT - .o veeeeaeeen 7
.................................................... AACATAGAGGAAATTTCACG. . .. oceeeano.. 4
..................................................... ACATAGAGGAA-TTTCACGT.............. 5
.................................................... AACATAGAGGAAATTTCACGTA. ... oounan. 3
.................................................... TACATAGAGGAAATTTCACGT. ... ool 2

mmu-mir-377(mmu-mir-377)
TGAGCAGAGGTTGCCCTTGGTGAATTCGCTTTATTGATGTTGAATCACACAAAGGCAACTTTTGTTTG

- (L - Cem v eee e - - )-2)33))2)-33)-))))13)3)))))) - (-27.80)
ATCACACAAAGGCAACTTTTGT***
........................................... ATCACACAAAGGCAACTTTTGT. ... 12*
.......................................... AATCACACAAAGGCAACTTTTGT. ... 7

mmu-mir-378(mmu-mir-378)

AGGGCTCCTGACTCCAGGTCCTGTGTGTTACCTCGAAATAGCACTGGACTTGGAGTCAGAAGGCCT

CCC- (- (- - - e e e 2))33)-21)))))3)))))-3)-))) (-39.20)

ACTGGACTTGGAGTCAGAAGG***
.......................................... ACTGGACTTGGAGTCAGAAGG. . .. 9*
................................................ CTTGGAGTCAGAAGG.... 6
.......................................... ACTGGACTTGGAGTCAGAAG..... 5
.......................................... ACTGGACTTGGAGTCAGAAGGC. . .
........................................... CTGGACTTGGAGTCAGAAGGC. . -
................................................ CTTGGAGTCAGAAGGC. . .
............................................... ACTTGGAGTCAGAAGG. . . .
................................................ CTTGGAGTCAGAAG. .. .. 2

.3
................................................ CTTGGAGTCAGAAGGCY.. 2
................................................ tTTGGAGTCAGtAAGG. .. 2
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................................................ CTTGGAGTCAGAAGGCaa. 2
.......................................... ACTGGACTTGGAGTCAGAAGGL. .. 2

mmu-mir-379(mmu-mir-379)
AGAGATGGTAGACTATGGAACGTAGGCGTTATGTTTTTGACCTATGTAACATGGTCCACTAACTCT

(CCC- CCCC- (- - (- ez o - - 2)-3))3)))--2))))))-3)))-)))) (-27.40)
*xxXXTGGTAGACTATGGAACGTAGG

..... TGGTAGACTATGGAACGTAGG - - - c i e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e 49T
..... TGGTAGACTATGGAACGTAG . - - - i e e e i e e e i e e eeeeee e 174
.......................................... TATGTAACATGGTCCACTAAC. . 89
-« -ATGGTAGACTATGGAACGTAGG - - - - e e e e e s 30
............ CTATGGAACGTAGG . - - o i oo it it iiiiiiieeeeeeaaaa 19
..... TGGTAGACTATGGAACGTAGGC - - - e i i i i i i i i i eiee i eeeeeeeeeeeea--- 10
- - -ATGGTAGACTATGGAACGTAG . - i s e e e i i meemmmmeecamaaaen- 9
.......................................... TATGTAACATGGTCCACTAA..... 6
.......................................... TATGTAACATGGTCCACTAACT 5
.............. ATGGAACGTAGG. - - i e i e e e e i e e e e e e e e e e e e e e e eeeeeaaaa 3
.......................................... TATGTAACACGGTCCACTAACT 48
..... TGGTAGACTATGGAACGTAGGA - - - o e e e ee e e e e e e e e e e e e e e e e e e e eeeeeaaaa2 20
.......................................... TATGTAACATGGTCCACTAAa. 20
..... TGGTAGACTATGGAACGTEAGG. - - i it i i i i i i iiiiiiimeecccaaneea--- 16
..... TGGTAGACTATGGAACGTAGA . - - e e e e e e e e e e e e e e e e e e e e e e eeaeeaaaaeaaa- 16
..... TGGTAGACTATGGAACGTAGGE. - - o i i i i i i i e e i e e e e e e e e e e e e e eeeeaaa 2 14
.......................................... TATGTAACACGGTCCACTAALT 12
.......................................... TATGTAACACGGTCCACTAAaT 10
......................................... aTATGTAACATGGTCCACTAAC. 7
..... TGGTAGACTATGGAACGTAR. - - e e i e e e e e e e e aaaeaaaaa T
.......................................... TATGTAACATGGTCCACTAACa 7
..... TGGTAGACTATGGAACGTABG. - - - i i i i i i i iii i i ieeccacaaccaaananaaa-- 5
..... TGGTAGACTATGGAACGTAGE . - - o oo i i i i i i i e e i e e e i e i e e e e eeeaeaeaaa2 B
- - -ATGGTAGACTATGGAACGTAGGA .- - - o oo e e eeee e s 4
.......................................... TATGTAACATGGTCCACTtEAAC... 4
..... TGGTAGACTATG-AACGTAGG. - - - i e i i i i i i i e i imeecccananea--- 4
..... CGGTAGACTATGGAACGTAG - - - o i i i iiiieeeeeeeeeaa 4
..... TCGTAGACTATGGAACGTAGG . - - s e e e e e e e e e e e e e e e e e e e e e e e e e eeeeeeeaa . 4
.......................................... TETGTAACATGGTCCACTAAC. . 4
..... TGGTAGACTATGGAACGTAGGAA - - - s e e i i i e e eeii i i eeecciaceeccecaanaaa-- 3
..... TGGTAGACTATAGAACGTAG. « - - i i i i i i e i i e eeeeccccceecccanaanaaa 3
..... TGGTAGACTATGGA-CGTAGG . - - s i i e i e e e i i i e e e e e e e e e e e e e e e e eaeaaaaaa 3
..... TEGTAGACTATGGAACGTAGG .- - - - i et i e i i i e i eieeieeeeeaeaaaeeea-- 3
..... TGGTAGACTATGGAACGTEAG. - - - i et i it i i i ieeciacaeccacananaaa-- 3
............ CTATGGAACGTAGGA. v v - i i e e i e i e eieeeeceecececeeacenanaas 3
..... TGGTAGACTATG-AACGTAG. - - i i i e i e i e e e e e e e e e e e e e e e e e e e e e eeaaaaaaa 2
...... TGTAGACTATGCAACGTAG - - v v o i e e e e e e e e e eeeeeeeean 2
.......................................... TATGTAACATGGCCCACTAAC.... 2
..... TGGTAGACTAGTGGAACGTAG. - - - e e i i e e e i e e e cmceeeaananaaa 2
..... TGGTAGACTATGGAACGTAGGEA. - - - o i i e e i e i e e e e e e e e e e e e e e e e eaaaaaaa 2
..... TGGTAGYCTATGGAACGTAGG - - - - i e e e e e e e e e eeeean 2
..... TGGTAGACTATGGAACGTACG. - - - i e i i i e i e i mmmecaaaanaaaas 2
..... TEGTAGACTATGGAACGTAG. « - - e i e e e e e e eeeecmccceecccannanaas 2
- -AaATGGTAGACTATGGAACGTAGG - - - i oo e s 2
.......................................... TATGTAACACGGTCCACTAACTa.. 2
..... TGGTAGACTATAGGAACGTAGG . - - - i i i i i i i i eeii i mmmeeaamanaaaas 2
..... TGGTAGACTATGGA-COTAG. « - - i i i e e i e e e e e e ccceeecannanaas 2
..... TGGTAGACTATGGAGCGTAGG . - - o i i e e e e e e e e e e e e e e e e e e e e e e e e eeeaaaaaa 2
..... TGaTAGACTATGGAACGTAGG .- - - - i e e e e e e e e e e e eeaean 2
...... tGTAGACTATGGAACGTAG. - -t i i e i i e ceecmceeacaannns 2
..... TGGTAGACTAGTGGAACGTAGGE. . - e e e i i i e i i meeeeemananaaa 2
............ CTATGGAACGTAGGE . - . .. ittt iiiccceeeannnas 2
......................................... aTATGTAACACGGTCCACTAACT. 2
.......................................... TATGTAACATGGTCCACTQAC. . 2
..... TGGTAaACTATGGAACGTAGG. - - - e e i e e e e e i e eeee e e mceeeannanaaa 2

mmu-mi r-380-3p(mmu-mir-380)
AAGATGGTTGACCATAGAACATGCGCTACTTCTGTGTCGTATGTAGTATGGTCCACATCTT

(CCCCC- - - (- - (- CCC----2D-00000)) - -D3D)))) - -D)))))  (=27.00)
TATGTAGTATGGTCCACATCTT

....................................... TATGTAGTATGGTCCACATCT.. 4
....................................... TATGTAGTATGGTCCACATC... 1
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....................................... TATGTAGTATGGTCCACATCTT. 1*

mmu-mi r-380-5p(mmu-mir-380)
AAGATGGTTGACCATAGAACATGCGCTACTTCTGTGTCGTATGTAGTATGGTCCACATCTT

(CCCCC- - - CCCCCCC- - CCCCCCC- CCC----32)-30)2)))--D)))))) - -)))))) (-27-00)
***ATGGTTGACCATAGAACATGCG

- - -ATGGTTGACCATAGAACATGCG . - - s i o e e e e e e e m - 18*
....................................... TATGTAGTATGGTCCACATCT.. 4
....................................... TATGTAGTATGGTCCACATC... 1
....................................... TATGTAGTATGGTCCACATCTT. 1
- - -TGGTTGACCATAGAACATGCG . - - s i e e e e e e e e m - 1
....................................... TATGTAGTATGGTCCACATCTa. 7
- - -ATGGTTGACCATAGAACATGECG. - - oo e e 3
- - -ATGGTTGACCATAGAACATGCA - - - e e e e e e e e e e e e 2
- -aATGGTTGACCATAGAACATGCG . - - i e i e i i e e e e meeaa 2
AA-ATGGTTGACCATAGAACATGC . - - o oo e s 2
- - -ATGGTTGACCATAGAACATGCGA . - - oo e e e e e e e e e s 2
.- -ETGGTTGACCATAGAACATGCG . - - s i o e e e e e e e a - 2

mmu-mir-381(mmu-mir-381)
TACTTAAAGCGAGGTTGCCCTTTGTATATTCGGTTTATTGACATGGAATATACAAGGGCAAGCTCTCTGTGAGTA

(- CC- CCC- (- (- €CC----22)---332)0330)03)))3)-))) -)) -)))))) (=35.00)
TATACAAGGGCAAGCTCTCTGT>****

................................................ TATACAAGGGCAAGCTCTCTGT...... 22*
................................................ TATACAAGGGCAAGCTCTCTG....... 3
................................................ TATACAAGGGCAAGCTCTCTGTa..... 8
................................................ TEtTACAAGGGCAAGCTCTCTGT...... 2

mmu-mir-382(mmu-mir-382)
TACTTGAAGAGAAGTTGTTCGTGGTGGATTCGCTTTACTTGTGACGAATCATTCACGGACAACACTTTTTTCAGTA

(CCC- (- (Ll - e - ae - - 2-3321)--33))1))))--3)))))))))) (-28.50)
FRxrRAXFRGAAGTTGTTCGTGGTGGATTCG

.......... GAAGTTGTTCGTGGTGOATTCG . - - - e ce e e e ee o ea e eameeee e eeameaaa. 212
........... AAGTTGTTCGTGGTGGATTCG . - - - - c e eeee i eee e ceeceacaceeceaaneaaaao 19
_________ AGAAGTTGTTCGTGGTGGATTCG - -« o e e e e e e e ee e e ea e ea e eeaeaoan 17
.......... (¢7.Y.Xey i e i Feicy Feley el o Lo
.............................................. AATCATTCACGGACAACACTTT......... 10
................. TTCGTGGTGGATTCG - - - - o e e e e e ee e ceeceeacacacaanaaaaao. B
______________________________________________ AATCATTCACGGACAACACTT. ......... 4
............ AGTTGTTCGTGGTGOATTCG . - -« o e e e e e ea o emceaceaiaacaacaaeaaaas 3
.......... GAAGTTGTTCOTGGTGOATT . - - o e e e e e e ea e eaeacaceaacaaaaanaaaaz 3
............ AGTTGTTCGTGGTGOATTCOCT - - - - e e e e e e ee o eecee e e ceceaaeaaas 2
_______________________________________________ ATCATTCACGGACAACACTT. . ........ 2
.................. TCGTGGTGGATTCG . - - - o e ot e ee e m e e ea e e e eaea e ee e eaaas 2
.............. TTGTTCOTGGTGGATTCG A - - o e e e e e e e e e e e eamee e eaeeaeeaeaas 2
__________ GAAGTTGTTCGTGGTGGATTCA . « - -« o e e e e e e ea o ea e eaea e ceaaeaeeaa O
.......... ¢7.Y:Xey i feg g eicy feleyFelef.N o Folc SN ¢
.......... GAAGTTGTTCGTGGTGOATTCGA. - -« o e e e e eee o ma i ee e ceemeameaceaaeaameannn T
......... ABAAGTTGTTCGTGGTGGATTCG . - - - o e ee e ea e e i caicacacaaeaaaaaaan 3
......... GEAAGTTGTTCOTGGTGGATTCG . - - o o e oo e e e ee e i ec e iececeaaaaas 3
.......... GAAGTTGTTCGTGGTGGEATTCG . - -« o e e e e i cea o ea o eaceaacaaaacaaaaacaaaas 3
.......... GAAGTTGTTECGTGGTGGATTCG . - - o o e e e e ea e aaeacaaeaacaaaeanaaaaz 3
.......... TAAGTTGTTCGTGGTGOATTCG . . - - o e e e ee e e cieaceacaceaaaacaaaan 3
__________ GYAGTTGTTCGTGGTGGATTCG - - - - e o e e e e e e e e e e e e e e ea e eaeeaae 2
........... AAGTTGTTCOTGGTGGATTCA . - « - -« e c e e me e e e e e e e ea e e eeameaeaa 2
.......... GAAGTTGTTCOTGGTGOATTCE . .« - oo e e e e e e e e e e eeea e ceaaeeameaaan 2
......... AGAAGTTGTTCGTGGTGOATTCA . - - -« o e ee e e e ee e ea e e ceaaeaeann 2
__________ GAAGTTGTTCGTGGTGGAT=CO - - - e o e o e e e e e e e e e e e e ea e eaeeaae 2
.......... GAAGTTGTTCGTGGTAGATTCG - - - -« o e e e e e e e e e e e e ea e e eaeaas 2
.......... GAAGTTGTTCGTGGCGBATTCG . - - - e o e e e e e e e e e e e e mea e ceaaeeameanan 2
......... AGAAGTTGTTCGTGGTGOATTCOA. - - - - - w e ee e eeee i ee e ee e ecaaeaeaan 2

mmu-mir-383(mmu-mir-383)
CTCAGATCAGAAGGTGACTGTGGCTTTGGGTGGATATTAATCAGCCACAGCACTGCCTGGTCAGAAAGAG
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s S (OO (A (TR (T, DDDMIIIIDIEEDIID)) EEREEE (-28.90)
***AGATCAGAAGGTGACTGTGGCT

mmu-mir-384-3p(mmu-mir-384)
TGTTAAATCAGGAATTGTAAACAATTCCTAGGCAATGTGTATAATGTTGGTAAGTCATTCCTAGAAATTGTTCACAATGCCTGTAACA

- (CCC- - - (CCC- QL CCCCCCC- (- CCCC- - (- - - - - - 2))---333)33)1)-33))3))-3)13)-)))))))) - (-28.10)
ATTCCTAGAAATTGTTCACAAT * i

_______________ LLCLELY.Y.Yo7.V. i [elo /Yc el c N

............... TGTAAACAATTCCTAGGCAATGT . . - . o e e e et e o e i ea e e eaeaieaceaaeaaaan 1

mmu-mir-384-5p(mmu-mir-384)
TGTTAAATCAGGAATTGTAAACAATTCCTAGGCAATGTGTATAATGTTGGTAAGTCATTCCTAGAAATTGTTCACAATGCCTGTAACA

- (CCC- - - (- - (- (- - - (CCam - n - - 2))---322)332))-20))))-)))))-)))))))) - (-28.10)
ke ksl TGTAAACAATTCCTAGGCAATGT

............... TGTAAACAATTCCTAGGCAATG . - - -« - e oot et et e e e e e e e et e aaae e e ieeeeeceeaaes 1
............... TGTAAACAATTCCTAGGCAATGT - - - - e e e et e e et e e e e et et e e et ae e ee e e e eeeeaes 1%

mmu-mir-409-3p(mmu-mir-409)
TGGTACTCGGAGAGAGGTTACCCGAGCAACTTTGCATCTGGAGGACGAATGTTGCTCGGTGAACCCCTTTTCGGTATCA

- (CCCC- (- OO - (L= - - - - 2-333:33233))))--3))-3333)))))))) - (-38.10)
GAATGTTGCTCGGTGAACCCCT***Hxkaxon
.............................................. GAATGTTGCTCGGTGAACCCCT . . ... .. .. ... 49*
............................................. CGAATGTTGCTCGGTGAACCCCT .. .......... 18
______________ AGGTTACCCGAGCAACTTTGCATC . - - e e ce e e e e eecee i eaeecaceaaeeaaaao 10
............................................... AATGTTGCTCGGTGAACCCCT. .. ooouoauo O
.............. AGGTTACCCGAGCAACTTTGCATCT - . - o e e e eeceecceaceacacaceaaaanaaaeaan B
.............................................. GAATGTTGCTCGGTGAACCCCTT. .......... 5
______________ AGGTTACCCGAGCAACTTTGCAT - - - e ot e e e ee e e e cee e caaeaeaaeaa 4
.............................................. GAATGTTGCTCGGTGAACCCC. ... ovuoeuo.. 4
............................................... AATGTTGCTCGGTGAACCCCTT ... .oooo.. 2
................................................ ATGTTGCTCGGTGAACCCCT. ... ....... 2
............................................. CGAATGTTGCTCGGTGAACCCCTT. . ......... 2
.............................................. GAATGTTGCTCGGTGAACCCCTTT.......... 2
.............................................. GAATGTTGCTCGGTGAACCC. v eeveeenann 1
.............. AGGTTACCCGAGCAACTTTGC . -« - v e e e ee i ee e ee e e ceeceaeeeaan
______________ AGGTTACCCGAGCAACTTTGCA - - - - e ot ee e et e e e e e cee e ieaeeeeeon 1
............................................. CGAATGTTGCTCGGTGAACCC. ..o vveeenoano 1
............................................. CGAATGTTGCTCGGTGAACCCC. . v veenoan- 1
...................................................... CTCGGTGAACCCCT .. .o 1

mmu-mi r-409-5p(mmu-mir-409)
TGGTACTCGGAGAGAGGTTACCCGAGCAACTTTGCATCTGGAGGACGAATGTTGCTCGGTGAACCCCTTTTCGGTATCA

- (CCCC- CCCCCCC- O - (CCaraeCCCCez -z - - 2-313)-33333)1))--33))-3))))))))))) - (-38.10)
Rk kxR X AGGTTACCCGAGCAACTTTGCAT
.............................................. GAATGTTGCTCGGTGAACCCCT. ... ........ 49
............................................. CGAATGTTGCTCGGTGAACCCCT. . .......... 18
.............. AGGTTACCCGAGCAACTTTGCATC . - -« ot ee e ee o ee o eeaea e e aceaaeeaaaao 10
............................................... AATGTTGCTCGGTGAACCCCT. .o ooeuoon- 9
.............. AGGTTACCCGAGCAACTTTGCATCT - . . o e e oo ee e ceeeceaccaceacaaaaaaaaa. B
.............................................. GAATGTTGCTCGGTGAACCCCTT........... 5
.............. AGGTTACCCGAGCAACTTTGCAT - - - o e ot e et ee e e e e e e e eaaeaaas 4%
.............................................. GAATGTTGCTCGGTGAACCCC. .. ovneena.. 4
............................................... AATGTTGCTCGGTGAACCCCTT ... .. ... 2
................................................ ATGTTGCTCGGTGAACCCCT. . ... ...... 2
............................................. CGAATGTTGCTCGGTGAACCCCTT. ..o o... 2
.............................................. GAATGTTGCTCGGTGAACCCCTTT.......... 2
.............................................. GAATGTTGCTCGGTGAACCC. - .o oovneenoon 1
______________ AGGTTACCCGAGCAACTTTGC . -« - - e o et ce e e e ee e e ee e cea e eeaeeeaon 1
.............. AGGTTACCCGAGCAACTTTGCA . - - - o e e ee e eecee i eaee e ieieaeeeeao
............................................. CGAATGTTGCTCGGTGAACCC. « v veeenaan- 1
............................................. CGAATGTTGCTCGGTGAACCCC. . ..o 1
...................................................... CTCGGTGAACCCCT .. ... ...... 1
.............................................. GAATGTTGCTCGGTGAACCCCTaa. . .. ...... 13
.............................................. GAATGTTGCTCGGTGAACCCCTAT.......... 10
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.............................................. GAATGTTGCTCGGTGAACCCCTa........... 9
............................................. CGAATGTTGCTCGGTGAACCCE. ... ......... 7
............................................. CGAATGTTGCTCGGTGAACCCCTa. .- -ouo---- 5
............................................. CGAATGTTGCTCGGTGAACCCCTaa.......... 5
.............................................. GAATGTTGCTCGGTGAACCCCTaaa......... 5
.............................................. aAATGTTGCTCGGTGAACCCCT............ 5
.............................................. GAATGTTGCTCGGTGAACCCCTTaT......... 5
.............................................. GAATGTTGCTCGGTGAACCCCCT........... 4
.............. AGGTTACCCGAGCAACTTTGCATCA . - oo oo i i i i i i i i i i i i i i iicicccciceeeeeaa 3
................................................. TGTTGCTCGGTGAACCCCTaT.......... 3
.............................................. GAATGTTGCTCGGTGEAACCCCT. .. ... 3
.............................................. GAATGTTGCTCGGTGAACCCCTaaT......... 3
............................................. CGAATGTTGCTCGGTGAACCCCa............ 3
.............................................. GAATGTTGCTCGGTGAACCCCCTT.......... 2
............................................ AaGAATGTTGCTCGGTGAACCCCT . ..o iaaaan 2
.............................................. GAATGTTGCTCGGTGtAACCCC. ... ........ 2
............................................. aGAATGTTGCTCGGTGAACCCE. .. .......... 2
............................................. tGAATGTTGCTCGGTGAACCCCT ... ... .. ... 2
............................................. CGAACGTTGCTCGGTGAACCCCT . o oo eaa a2 2
.............................................. GAATGTTGCTCGGTGAACCCCTaaaa........ 2
.............................................. GAATGTTGCTCGGTGtAaCCCT............ 2
............. AAGGTTACCCGAGCAACT TTGCATC . - o i et e e e e e e eee e e ceeaeaaaan 2
............................................. aGAATGTTGCTCGGTGAACCCCT . o oo e a2 2
.............................................. tAATGTTGCTCGGTGAACCCCT ... ... ... ... 2
.............................................. GAATGTTGCTCGGTGAACCCE. ............ 2
.............................................. GAATGTTGCTCGGTGAACCCCTTa.......... 2
............................................... AATGTTGCTCGGTGAACCCCTg. - o ceeeaaa 2
.............................................. GAATGTTGCTCGGTGAACCCCa. .. ... ...... 2
.............................................. GAATGTTGCTCGGTGAACCCta............ 2
.............................................. aAATGTTGCTCGGTGAACCCCTaa.......... 2
............................................. CGAATGTTGCTCGGTGEAACCCC. .. ... 2

mmu-mir-410(mmu-mir-410)
GGGTACTTGAGGAGAGGTTGTCTGTGATGAGTTCGCTTTATTAATGACGAATATAACACAGATGGCCTGTTTTCAATACCA

- (CCC- CCCCCCC- CCCC- - (- CC- (- - - - - - )-3333)-3)-3333))--3)))-333))))))) - (-35-80)
AATATAACACAGATGGCCTG T wxnx

_________________________________________________ AATATAACACAGATGGCCTGT. .. ... ... 56%
.................................................. ATATAACACAGATGGCCTGT . ..o ooeeuann 7
................................................. AATATAACACAGATGGCCTG. . ..o oeeuan.- 6
................................................. AATATAACACAGATGGCCTGTT ... ........ 2
______________ AGGTTGTCTGTGATGAGTTCG . - - -« e e e ot e e e e e e e e e ee e e eaieeaeae 2
.................................................. ATATAACACAGATGGCCTG. .. veaeeaan 2
................................................ aAATATAACACAGATGGCCTGT............ 8

mmu-mir-411(mmu-mir-411)
TGGTACTTGGAGAGATAGTAGACCGTATAGCGTACGCTTTATCTGTGACGTATGTAACACGGTCCACTAACCCTCAGTATCA

- (CCCCCC- - (- - CCCC- (- - e m e - 2-)203)))-3-))))))-2)))-)-))))))))) - (-30.00)
FHFFAAA I XX AAAXXTAGTAGACCGTATAGCGTACG

.................................................. TATGTAACACGGTCCACTAAC. ... ........ 532
............... TAGTAGACCGTATAGCGTACG .- - - oo i i i i i i i i i iiiiiiimimmemeeeaaa. 101%
.................................................. TATGTAACACGGTCCACTAA. ... ... ...... 89
.............. ATAGTAGACCGTATAGCGTACG . - - i i i i i i e i i eeeecccacaacecaaneaa---. 44
............... TAGTAGACCGTATAGCGTAC. - v i i i i e i i i e eeecceeeecemaeeeeeenaeaaa- 11
................................................... ATGTAACACGGTCCACTAAC............ 6
.................................................. TATGTAACACGGTCCACTAACC. .. ........ 4
................ AGTAGACCGTATAGCGTACGCT - - - i e i e i i i i ciaeeeccccacaaceaaaaaaa-= 3
................................................ CGTATGTAACACGGTCCACTAA. .. ..o 3
.................................................. TATGTAACACGGTCCACTA. ... ... ..... 3
................ AGTAGACCGTATAGCGTACG . - - - i e i e e e et e e e e e eeeeeeeeaa 2
.................................................. TATGTAACACGGTCCACTAALt. ... ........ 171
.................................................. TATGTAACACGGTCCACTAAa. . .......... 118
.................................................. TATGTAACACGGTCCACTAACa. . ... ...... 31
................................................. aTATGTAACACGGTCCACTAAC. .. ... ...... 13
.................................................. TATGTAACACGGTCCACTEAAC. . ......... 11
.................................................. TATGTAACACGGTCCACTAAaC........... 10
.................................................. TATGTAACACGaTCCACTAAC. ........... 8
............... TAGTAGACCGTATAGCGTACA. -« - i e e e i e i i e eeeeamameemmaeeacannaa [
.................................................. TETGTAACACGGTCCACTAAa. .. ......... 6
.................................................. TATGTAACACGGTCCACTAAaa........... 6
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.................................................. TETGTAACACGGTCCACTAAC............ 6
.................................................. TETGTAACACGGTCCACTAALt. .. ......... 6
................................................. aTATGTAACACGGTCCACTAAa. . .......... 6
............... TAGTAGACCGTATAGCGTEACG .. - - oo oo oo i i i i i i i i i iiicccciccccceeeaa.. B
.................................................. CATGTAACACGGTCCACTAAC............ 6
.................................................. TATGTAACACGGTCCACTtAAE. .. ........ 5
............. AATAGTAGACCGTATAGCGTACG. -« o i i et i i i i e ceeecccaeaaceeacaaaaaaaaanaa- D
................................................. aTATGTAACACGGTCCACTAA. ............ 4
.................................................. TATGTAACACGGTCCACTAtt............ 4
.................................................. TATGTAACACGGTCCEACTAAC. .. ........ 4
.................................................. TATGTAACACGGTCCACTAACaa.......... 3
.................................................. TATGTAACACGGTCCACTAg - - e e ceeeun--- 3
.................................................. TATaGTAACACGGTCCACTAAC. .......... 3
................................................. aTATGTAACACGGTCCACTAACa. .. ... ..... 3
.................................................. TATGTAACACGGTCCACTAC. . .- ooaea-- 3
............... TAGTAGACCGTATAGCGTACGt . - - oo it it i i iiiccciicccccceeeeaa. 3
.................................................. TATGTAACACG-TCCACTAA. . ........... 3
.................................................. TATGTAACACGGTCCACTtAAa. . ... ...... 2
.............. ATAGTAGACCGTATAGCGTACA . - - i e i i e i it i i eeecmmcmaccaaaaaaaaans 2
.................................................. TATGTAACACGGTCCACTAt. .. ... ...... 2
................................................. CTATGTAACACGGTCCACTAA. ... ......... 2
.................................................. TATGCAACACGGTCCACTAAC. .. ... 2
............... TAGTAGACCGTATAGCGTACGA. - - - e e e i e i i e eeeiemmameecaaacaacnaanans 2
.................................................. TATGTAACACGETCCACTAAC. .. cceeaa 2
.................................................. TATGTAACgCGGTCCACTAAC. ... oooaa 2
................................................... ATGTAACACGGTCCACTAAL. .. ... ..... 2
.................................................. aATGTAACACGGTCCACTAAL. ... ... ..... 2
.................................................. TATGTAACACGGTCtACTAAa. . .o ceean. 2
.................................................. TATGTAACACGGTCCACTtAA. ... ....... 2
................................................. aTATGTAACACGGTCCACTAAL. ... .. ..... 2
.................................................. TATGQTAACACGGTCCACTAAa. .. ... 2
.................................................. TATGTAACACGGTCCACTAAta. .......... 2
.................................................. TATGTAACACGGTCCACTAAaCt.......... 2
.................................................. TQTGTAACACGGTCCACTAAa. . - - oo 2

mmu-mir-412(mmu-mir-412)
GGGTATGGGACGGATGGTCGACCAGCTGGAAAGTAATTGTTTCTAATGTACTTCACCTGGTCCACTAGCCGTCGGTGCCC

(CCCCC- G- COCC- CCC- (- - - CaCC----9222-2232200-33)33)-333)-)))) -)))))) (-33-30)
TTCACCTGGTCCACTAGCCGH >t

.............. TGGTCGACCAGCTGGAAAGTAAT - - i i i i i i i i iiiccccccceeeeeeaaaa 15
.............. TGGTCGACCAGCTGGAAAGTAA .« L i it i i i eiie i aeeecaaacaaanaaaea b
............. ATGGTCGACCAGCTGGAAAGTAAT - - o i i i i e i i aeeeeccmaaaacnaaaeaa- 3
.............. TGGTCGACCAGCTGGAAAGTEAA . < i iiiiiiiieceeeennn 2

mmu-mir-421(mmu-mir-421)
CATTGTAGGCCTCATTAAATGTTTGTTGAATGAAAAAATGAATCATCAACAGACATTAATTGGGCGCCTGCTCTGT

(- - (L - - (- (e - - - - - 2)2)32133333))---33))-3)))))--)) - (~30.20)
ATCAACAGACATTAATTGGGCGCH*Hxkx

............................................ ATCAACAGACATTAATTGGGCGC. . . ... .... 13*
............................................. TCAACAGACATTAATTGGGCGC . ... ...... 4
____________________________________________ ATCAACAGACATTAATTGGGCG. . . ... ... 3
..................................................... CATTAATTGGGCGC. - . voo. 2
........................................... aATCAACAGACATTAATTGGGCGC. ... ...... 3
_____________________________________________________ TATTAATTGGGCGCE . - .. ... 2

mmu-mir-423-3p(mmu-mir-423)
ACTTGTGAGGAAATAAAGGAAGTTAGGCTGAGGGGCAGAGAGCGAGACTTTTCTATTTTCCAAAAGCTCGGTCTGAGGCCCCTCAGTCTTGCTTCCTACCCCGCG

CTTG
TN ((CI (TS (R (OO (e 233313333-33)---330333303333-330)03))---3)-))

)... (-52.20)

AGCTCGGTCTGAGGCCCCTCAGT
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............................ TGAGGGGCAGAGAGCGAGACT T T - - i i i i i eeceeeeseaeeaaaaannn
..... 35
............................ TGAGGGGCAGAGAGCGAGACT T T T - - o i i ieeeeeeeeeeaaaaannn
..... 12
............................................................... AAGCTCGGTCTGAGGCCCCTCAGT - - e e i i e e e a
..... 8
............................ TGAGGGGCAGAGAGCGAGACT T - - i i i i i i i i i i i i i i i ececcceceeceeeeaaaannnn
..... 8
............................ TGAGGGGCAGAGAGCGAGACT - - - i i i i i eeeeeeeseeeaaaaaanann
..... 6
................................................................ AGCTCGGTCTGAGGCCCCTCAG - -« o e e e e e e e e e e o -
..... 3
............................ TGAGGGGCAGAGAGCGAGAC . - - - i e e i et e et e e meeemmaaaccceaaaceaaaaaaanan
..... 2
.............................................................. AAAGCTCGGTCTGAGGCCCCTCAGT - - o oo e e e e e e e e oo -
..... 1
............................................................... AAGCTCGGTCTGAGGCCCCTCAG. - - c e e e e e e e e e e oo
..... 1
................................................................. GCTCGGTCTGAGGCCCCTCAGT - - - e a e
..... 1
............................ TGAGGGGCAGAGAGCGAGA . . o i i e e et e e et e e e eeeamaaaccmeaaaaeaaaaaanan
..... 1

mmu-mir-423-5p(mmu-mir-423)
ACTTGTGAGGAAATAAAGGAAGTTAGGCTGAGGGGCAGAGAGCGAGACTTTTCTATTTTCCAAAAGCTCGGTCTGAGGCCCCTCAGTCTTGCTTCCTACCCCGCG

CTTG
TN ((CI (RS (R (OO (e 233313333-33)---333333303333-33003))---3)-))

)... (-52.20)

EE

................................................................ AGCTCGGTCTGAGGCCCCTCAGT - - e e i i e i a
..... 55

............................ TGAGGGGCAGAGAGCGAGACT T T - - - i i i i i i i i i i i i i i eeccccecescceeeaaaaannn
..... 35*

............................ TGAGGGGCAGAGAGCGAGACT T T - - oo i i i ieceeeeeseeeaaaaaannn
..... 12

............................................................... AAGCTCGGTCTGAGGCCCCTCAGT - - i e e e e e a
..... 8

............................ TGAGGGGCAGAGAGCGAGACT T - o o e i e e e et i e meeccmaeaccecaasceaaaaaaanan
..... 8

............................ TGAGGGGCAGAGAGCGAGACT - - - i i i i i i i i i i i i eccecceceeceeeeaaaaannn
..... 6

................................................................ AGCTCGGTCTGAGGCCCCTCAG .- - - o e e e e e e e e e e oo
..... 3

............................ TGAGGGGCAGAGAGCGAGAC. - - i e e e i e i e e eec i ceceeccccacacccaaacccaaaaaaannn
..... 2

.............................................................. AAAGCTCGGTCTGAGGCCCCTCAGT - v o i e e a e e
..... 1



Supplemental Figure S1

............................................................... AAGCTCGGTCTGAGGCCCCTCAG. - - o e e e e e e e e e e e oo
..... 1
................................................................. GCTCGGTCTGAGGCCCCTCAGT - - - e a e
..... 1
............................ TGAGGGGCAGAGAGCGAGA . . - o i i i e e et e et e eeemmaaeeoeeaaaeeaaaaaaaan
..... 1
................................................................ AGCTCGGTCTGAGGCCCCTCAGA - - - e v e e e e eeeee e a
..... 11
................................................................ AGCTCGGTCTGAGGCCCCTCAGTaa.- - - - e e e e e e e e - -
..... 8
................................................................ AGCTCGGTCTGAGGCCCCTCAGTaT. .. oo oo oo oo oo -
..... 7
............................ TGAGGG-CAGAGAGCGAGACT T T - - o oo i ieeeeeeeeeeeeaaanann
..... 5
................................................................ AGCTCGGTCTGAGGCCCCTCEAGT - - o v i i e e a
..... 5
................................................................ AGCTCGGTCTGAGGCCC-TCAGT - - oo e oo e e e e e e oo -
..... 4
............................ TGAGGGGCAGAGAGCGAGACT TT Tt . - oo it eccececseeeaaaaaannn
..... 4
........................... ATGAGGGGCAGAGAGCGAGACT T - - - o i i i i e e e e e e et e e eeeeeeeeeaaaaaaa e e aaaa e
..... 3
................................................................ AGCTCGGTCTGAGGCCCCTCAGTA - - e v e i e e eeee e a
..... 3
............................ TGAGGGGCAGAGAGCGAGACT T T A - o i i i i i i i i i i i i i i i i i i i i i i i eccccceceeceeeeaaaannnn
..... 3
................................................................ AGCTCGGTCTGAGGCCCCTCAGT. - oo oo oo oo oo - -
..... 3
................................................................ AGCTCGGTCTGAGGCCCCTCAGTtA. « v v e e e e e a
..... 3
............................ TGAGGGGCAGAGAGCGAGEACT T T - - et e i it e e i i et i e e eecmmaaaccmmaascoaaaaaaanan
..... 3
............................ TGAGGGGCAGAGAGCGAGEACT T - - i i i i i i i i i i ececccccceceeceaaaaannn
..... 2
............................ TGAGGGAaCAGAGAGCGAGACT T T - - oo eeeeceeceeeeaaaaannn
..... 2
............................................................... AAGCTCGGTCTGAGGCCCCTCAGTA. - v v e e e e a e
..... 2
................................................................ AGCTCGGTCTGAGGCCCCTCAGTtaT. . oo oo e o
..... 2
........................... ATGAGGGGCAGAGAGCGAGACT T T - - - o i i e i eeessececcaaaaaaaaaaaaaaaaaaaaannn-
..... 2
............................................................... AAGCTCGGTCTGAGGCCCCTCAA. - - oo e e e e e e e e e o
..... 2
................................................................ AGCTCGGTCTGAGGCCCCTCAGTaTT. v v i i e e a
..... 2
........................... ATGAGGGGCAGAGAGCGAGACT - o i i e i e i e e i i e e ee e mmeeccmcaaaccmaaaaeaaaaaan-
..... 2
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............................ TGAGGGGCAGAGAGCGABACT TT - c e e e e e e it e e e i eeecmemeeccmeeaaccaaaeaeaannnn
..... 2
................................................................ AGCTCGaTCTGAGGCCCCTCAGT - v v e e e e e e e ee e
..... 2
................................................................ AGCTCGGTCTGAGGCCCCTCAGTaaa. - - -« v v e ceen-
..... 2
................................................................ AGCTCGGTCTGAGGCCCCCTCAGT « v e oo e e e o
..... 2

mmu-mir-425(mmu-mir-425)
AAAGTGCTTTGGAATGACACGATCACTCCCGTTGAGTGGGCACCCAAGAAGCCATCGGGAATGTCGTGTCCGCCCAGTGCTCTTT

(CCC (- L - - (- CC- CCCC-CC- - CCC----00) - - - - - 2)-2322)-30)))))))---3)))-))-)))) (-33.80)
sk kx < ANTGACACGATCACTCCCGTTGA

............ AATGACACGATCACTCCCGTTOA. . - - ot ot et et ot e i e e e eacea e eaaaao 12%
............ AATGACACGATCACTCCCGTTGAGT - - - - e e e e e e e e e e e e e caaaacaeaaeaaeaaaa. 10
............ AATGACACGATCACTCCCGTTGAG . - - - -« e e e ee o ee e e e e e eececceaeeecacaaeaaaan 3
_____________ ATGACACGATCACTCCCGTTGAG - - - - -« e e c e c e e e e e e e e e e e e e e eaaeaaeaaan 2
........... BAATGACACGATCACTCCCOTTOAGT - - -« o e e e e e e e e e ee e eaaea e eaaeaaeaas 3
........... AAATGACACGATCACTCCCGTTOA . - - - o e o e e e e e e ee e e e e e e e ee e e aeaaaan 2
.................................................... CETCGGAAATGT. ... viniiaaaaaan 2

mmu-mir-429(mmu-mir-429)
CCTGCTGATGGATGTCTTACCAGACATGGTTAGATCTGGATGCATCTGTCTAATACTGTCTGGTAATGCCGTCCATCCACGGC

- (((- - CCCCCCCC- (- - (- - CCC----9232D233) - 2332033301 -) -)))))))) - -))) - (-36.10)
TAATACTGTCTGGTAATGCCGT >k

.................................................. TAATACTGTCTGGTAATGCCGT . ... ........ 129*
.................................................. TAATACTGTCTGGTAATGCCG. . . ... 12
................................................. aTAATACTGTCTGGTAATGCCGT. ... ... 5
.................................................. TAATACTGTCTGGTAATGECCGT........... 5
.................................................. TAATACTGTCTGGTAATGCCGTaa.- - - - .-.--. 4
.................................................. TAATACTGTCTGGTAATGCCGTat.......... 3
.................................................. TAATACTGTCTGGTAATGCCGTE. .. ........ 3
.................................................. TAATACTGTCTGGTAATGCCGA. = - e e eeaaaan 2
.................................................. TAATACTGTaCTGGTAATGCCGT . . ... 2
.................................................. TAATACTGTCTGGTAATGCCaT. .. ... 2

mmu-mir-431(mmu-mir-431)
CGTCCTGCGAGGTGTCTTGCAGGCCGTCATGCAGGCCACACTGACGGTAACGTTGCAGGTCGTCTTGCAGGGCTTCTCGCAAGACGACATC

(CCC- L (Ll (- (- CCaela -z - - 2))----3333)-2-32-333333333)-33)))))-))))- - - - - (-43.70)
FHHxHH XX A XRTGTCTTGCAGGCCGTCATGCA

____________ TGTCTTGCAGGCCGTCATGCA . - - - e e c e e e e e ot e e e e e e e e e e e e e e e eaea e e 128
............ TGTCTTGCAGGCCGTCATGC . - - - - e e e c e e e e e e e e e e e o eaaaaieaceaceaacaacaaaaaaaoo. 8L
............ TGTCTTGCAGGCCGTCATGCAG . - - - - e e e e e e e e e e e e e e e e e e e e e eaaeeameameanenaaa. 14
............ TGTCTTGCAGGCCGTCATGCAGG . - - - - -« e o e e e e e e e e e e e e e e e ieieemeaeeeceeaeaan 11
............ TGTCTTGCAGGCCGTCATGCAR - - - -« -« e o e e e e e e e e ea e e e aa e e eaacaacaacaaaaaao. 3B
............ TGTCTTGCAGGCCGTCATGCAT - - - -« - e e e e ot e e e e e e e e e e e e e e e ceaeeameaeannn 12
............ TGTCTTGCAGGCCGTCATGCTA . . . - - oo e oo e e e e e e e e e e e e e eeaeeeecaaeaaan T
........... aTGTCTTGCAGGCCGTCATGCA. . - . o it e e ee e oeacacaiacaaaaaaaaaaaa.. B
............ TGTCTTGCAGGCCGTCATGEC . - - -« e e e c e e e e e e e e e e e e e e e eeaeeaeaeeaaeaaan 4
............ TGTCTTGCAGGCCGTCATGCAAT . - - - - - e e ot e e e e e e e e e e e e e e eaaceameaeaeanan 4
............ TGTCTTGCAGGCCGTCATGCAGA . - - - - -« w o e e e e e e e e e e e e e e e eceaeaeaceaaaaaa 3
............ TGTCTTGCAGGCCGTCATGCAGGA . - - - - -« o e e e e e oo ee e e o e o eieieieaeeaceacaaaaaa 3
........... ATGTCTTGCAGGCCGTCATGC - - - - -« o e ot ot o m e e e e e e e e a e e ea e eaaeacaaeaaeaaaas 3
............ TGTCTTGCAGGCCGTCATGCE . - - - e e e e ot e e e e e e e e e o eaeaicaeaeaacaacaaceaaaaaas 3
............ TGTCTTaGCAGGCCGTCATGCEA . . - . - oo oo e e e e e e e e e e e e e eaeecaiaaeaaan 2
............ TGTCTTGCAGGCCGTCATGA . - - - - w e e e e e e e e e oo e e e e e oo e e e e e cecaaaa 2
............ TGTCTTGCAGGCCGTCATGCAGGAAT - - - - - -« « o e o e e e c e e e e e e i e e e e ea i eeaeaeaeeaaeaaas 2
............ TGTCTTGCAGACCGTCATGCA . - - - -« e e e o e e e e e e e e e e e e e e e e e e eaeaeaeaaeaaas 2
............ TGTCTTGCAGGCCGTCATGCAGR - - - - - -« o e e e e e e e e e e e e e e e e e eeeeeeceaaeaaas 2
............ TGTCTTaCAGGCCGTCATGCA . - . . o o oo e e e et e e e e oo e e e e eiaaaaaa 2
............ CGTCTTGCAGGCCGTCATGC . - - -« e c e ot e o e e e e e e et e e e e e e e a e ea e e eaaeaaaan 2
............ TGTCTTGACAGGCCGTCATGCA . - - - e e e e c e e e e e e e e e e e e e e e e e e e eaeaeaeeaaeaaas 2
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mmu-mir-433(mmu-mir-433)
TGCCCGGGGAGAAGTACGGTGAGCCTGTCATTATTCAGAGAGGCTAGATCCTCTGTGTTGAGAAGGATCATGATGGGCTCCTCGGTGTTCTCCAGGTAGCGGCAC

CACACCATGAAGGCAGCCC
(O (@R U@ (@ STS)))) 15) B 222NN - DN (CC-C-C- -
2NN (-45.70)

ATCATGATGGGCTCCTCGGTGT
.................................................................. ATCATGATGGGCTCCTCGGTGT - - v v e e e i ee e e
.................... 9*

.............. TACGGTGAGCCT GT CAT TAT T C . o o o o e i et it e e e aeomamasocccsecocccasscceoaaaaaaaaaen-
.................... 7
e eeiiiiiiiiiiiioii.......ATCATGATGGGCTCCTCGGTGTA@.--------------
.................... 5
........................................................... COGAAGGAT CATEA . L . e e e eeeaaaa e
.................... 2

mmu-mir-434-3p(mmu-mir-434)
TCGACTCTGGGTTTGAACCAAAGCTCGACTCATGGTTTGAACCATTACTTAATTCGTGGTTTGAACCATCACTCGACTCCTGGTTCGAACCATC

--------- (- (- CCC- - - - (- - - - === --2330D))--30))D) -3 -)))))) - -)I))IIID)) - - - (-38.80)
TTTGAACCATCACTCGACTCCT* ks

........................................................... TTTGAACCATCACTCGACTCC. . ... oouo.... 18
........................................................... TTTGAACCATCACTCGACTCCT -« vveeea oo 17
...................... GCTCGACTCATGGTTTGAACCA . . . - e e i ei e iaceeacecaceaaieaacaaeaaaaaa B
______________________ GCTCGACTCATGGTTTGAACC - - - — e ot o e e e e e e e e e e e e e e e eaeaaeaaeaae 4
............................ CTCATGGTTTOAACC - - - - e o e e ot e e e e e e e e ea o eaceaaaaaaaccaaaaaaaaa 3
..................... AGCTCGACTCATGGTTTOAACC - - - -« e o e o e e e e e e e e e e e e e e e e e eameaeaen 2
...................... GCTCGACTCATGGTTTOAAC . - - o e o e e ce e e e e e m e e e e ee e ieaaaeacaaan 2
__________________________________________________________ GTTTGAACCATCACTCGACTCC. .« vvaceaoano. 1
..................... AGCTCGACTCATGGTTTGAACCA. . - - ot e e et e e e a e eai e e eeeaeeaaeean 1
............................ CTCATGGTTTGAACCA. - - e e e e e e e e e e e e ea e e eaeaeeeaaan 1

mmu-mir-434-5p(mmu-mir-434)
TCGACTCTGGGTTTGAACCAAAGCTCGACTCATGGTTTGAACCATTACTTAATTCGTGGTTTGAACCATCACTCGACTCCTGGTTCGAACCATC

--------- (- (- CCCC- € Q- - (- - === == =2330)))--3)))) =) -)))))) - -))IIIID))) - - - (-38.80)
GCTCGACTCATGGTTTGAACCA

........................................................... TTTGAACCATCACTCGACTCC. .o oo e oo 18
........................................................... TTTGAACCATCACTCGACTCCT. ... ... ....... 17
...................... GCTCGACTCATGGTTTGAACCA . o oo i e e e e e ceeameeeeaaaaaaaaaanaaa. DF
...................... GCTCGACTCATGGTTTGAACC . - e o i e e i i e eeecmmcceccccaaaaccaaanaa-aa 4
............................ CTCATGGTTTGAAC . o i e i i i cacesccccacacccaaaanananans 3
..................... AGCTCGACTCATGGTTTGAAC . - - i i e e e e e e e e e e e e e e e e e e eeeeeeeeeeeeaan 2
...................... GCTCGACTCATGGT TTGAAC - - - o o i e e e e e e et e e e e e ceeee e eeeeaeaaaen 2
.......................................................... GTTTGAACCATCACTCGACTCC. . ..o eeiaaaaaan 1
..................... AGCTCGACTCATGGTTTGAACCA . L - i i i i ieeececeeeccaaeaeeeananaaa 1
............................ CTCATGGTTTGAACCA . - ittt iicccccceeeeaaaaanaaaaaa 1
...................... GCTCGACTCATGGTTTGAACCEA . L L i i mmaeccccacccaaaaacnanaas 2
........................................................... TTTGAACCATCACTCGACTCa. « v c e e e e e n 2
...................... GCTCGACTCATGGTTTGAAG . - - i i iccccccccccaaaaaaaaaaaaas 2
........................................................... TTTGAACCATCACTCGACTCCa . - - oo e e o a2 2
........................................................... TTTGAACCATCACTCGACTECC. . . ..o oaiao 2
........................................................... TTTGAACCATCACTCGACTCt. . oo e e a2 2

mmu-mi r-448(mmu-mir-448)
ACGAGGAGGTTGAACATCCTGCATAGTGCTGCCAGGAAATCCCTACTTCATACTAAGAGGGGGCTGGCTGGTTGCATATGTAGGATGTCCCATCTCCTGGCCCAC

TTCGTCA
- (- (CCCCCC- (- Q- CCC- CCaC- - G- - - - - - - - - 233-3333--2--33333-333333333033331-3-2033)))-) - - - - -
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TTGCATATGTAGGATGTCCCAT Hkatarkk

*hkkkkk

mu-mir-d49a(mmu-mir-449a)
CTGTGTGTGATGGCTTGGCAGTGTATTGTTAGCTGGTTGAGTATGTGAGCGGCACCAGCTAACATGCGACTGCTCTCCTATTGCACACACA

- (CCCCCC- - (L - - (- (e - -(C-- - - - - 2)---2)00)3)))3))-3)))))---3)))--I)))))-- (-44.90)
ke ke ko TGGCAGTGTAT TG TTAGCTGGT

mmu-mir-449b(mmu-mir-449b)
AGACTCGGGTAGGCAGTGTTGTTAGCTGGCTGCGTTGGGTCAGGCCAGCAGCCACAGCTACCCTGCCACTTCCTTCTGGC

(CC- - - CCCC- COCCC- (- (- (- (- - - (- - - - - 2)-23313333))-3)-33)))))))---))) - - - (~30.90)
FHRHxHIHAXHF KX AGGCAGTGTTGT TAGCTGGC

mu-mir-449c(mmu-mir-449c)
AGGATGAAGTGTGGGTGTGTCAGGCAGGCAGTGCATTGCTAGCTGGCTGTTAGAACTTTATCCCAACAGTTGCTAGCTGCACTACCCTCTGCTGCACTCAGAAGC
ATGC

S S (CERN & (C (I (O (O (O (((((A ((((((E (Cre 2)--3313333331331331333-33-333)-233013))-) - -)

))-) (-43.60)

AGGCAGTGCATTGCTAGCTGG

mmu-mir-450a-3p(mmu-mir-450a-2)
GAACTATTTTTGCGATGTGTTCCTAATATGTACTATGAGTATATTGGGGATGCTTTGCATTCATGGTTC

(CCCCCC- - - (- (e - - - - - 2332))33))333):33)))---3)))))) (-26.30)
ATTGGGGATGCTTTGCATTCAT*****

mmu-mir-450a-5p(mmu-mir-450a-1)
GAGAGATACTGAGCTGTTTTTGCGATGTGTTCCTAATATGTGCTATAATTATATTGGGAACATTTTGCATAAATAGCTTTGTGTCAATACA

- - - - ((CCC- CCCCCCCCC- CCCCC- (Ll -az-a - - 2333333333333)-3333)-333333))-II))) - - - - - - (-41.40)
TTTTGCGATGTGTTCCTAATAT

_________________ TTTTGCGATGTGTTCCTAATAT - . . o e e e e e ot e e et e e et e e e e e ea e aaaaas 2%

.................................................... ATTGGGAACATTTTGCATAAAT ... ... ... ....... 3

mmu-mir-450a-5p(mmu-mir-450a-2)
GAACTATTTTTGCGATGTGTTCCTAATATGTACTATGAGTATATTGGGGATGCTTTGCATTCATGGTTC

(- - - (- e mnn - - 2I)))0))))))))-3))))---3)))))) (-26.30)
HHxAFXATTTTGCGATGTGTTCCTAATAT
------- TTTTGCGATGTGTTCCTAATAT - « - o e e eoeoeoeoeeoeoee e o

mmu-mi r-450b-3p(mmu-mir-450b)
GATACAGAATTATTTTTGCAGTATGTTCCTGAATACATAACATAAGCGTATTGGGAACATTTTGCATGCATAATTTTGTATC
(- - - (- - (e mmmm e 2)2))))))13))-32)))---)))0)))))))) (-31.80)
ATTGGGAACATTTTGCATGCAT sk
................................................. ATTGGGAACATTTTGCATGCAT . oo oo oo oo 4%
................................................. ATTGGGAACATTTTGCATGCA. . - oo oo annn 1

mmu-mi r-450b-5p(mmu-mir-450b)
GATACAGAATTATTTTTGCAGTATGTTCCTGAATACATAACATAAGCGTATTGGGAACATTTTGCATGCATAATTTTGTATC

(- - - CCCCC- (Ll (- e v m o - 2))333133133)-33)))---33))3)))))))) (-31.80)
TTTTGCAGTATGTTCCTGAATA

................................................. ATTGGGAACATTTTGCATGCAT .. .......... 4

................................................. ATTGGGAACATTTTGCATGCA. ... ......... 1
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mmu-mir-4si(mmu-mir-4s1)
CTTGGGAATGGCGAGGAAACCGTTACCATTACTGAGTTTAGTAATGGTAACGGTTCTCTTGCTGCTCCCACA
- CCCCC - CCCCCC - CCOOCLCCCCCCCCCC: 3299009 NN ) - (-45-70)

AAACCGTTACCATTACTGAGT
................ AAACCGTTACCATTACTGAGTTTAGT - - e e i i i e eeeeaaaaaaaaaa--. 34
................ AAACCGTTACCATTACTGAGT T T . oo e i i i iieaaaaaa 29
................ AAACCGTTACCATTACTGAGTTTAG - -« - o e e e e e e e eeeee e e aan 17
................. AACCGTTACCATTACTGAGT T T - - e e e i i i i eiie e mmeeeeaaaaa 11
................. AACCGTTACCATTACTGAGTTTAGT - - i i e i i eaeaaaaaaaa--- 10
................ AAACCGTTACCATTACTGAGT T - e e i i i i i iaaaaaaa . B
................ AAACCGTTACCATTACTGAGT TTA. - i i i i i eiee i eeeeaaaaaaa D
................. AACCGTTACCATTACTGAGTTTA. - i i i it i i eiiccaaaaaaaa-aa D
................. AACCGTTACCATTACTGAGTTTAG. - i s e e eecceaaaaaaaaaaaaaa 5
................ AAACCGTTACCATTACTGAGTTTAGTAA. . i iiiiaaa 2
............... AAAACCGTTACCATTACTGAGT TT . - o o e i i i i i i i eiccaaaaaeee--- B
................ AAACCGTTACCATTACTGAGTTTE. - e i i i i i eeaaaaaaaaaaa 3
............... aAAACCGTTACCATTACTGAGTTTAGT - - - i i i iiiiieeeeeannnaaa 3
............... TAAACCGTTACCATTACTGAGT T - - o i e e e e e e e e eeeeaeaeenn 2
............... aAAACCGTTACCATTACTGAGTTTAG. - - e e e e i e e e eaaaan 2

mmu-mir-4s2(mmu-mir-452)
GCTAAGCAGTTACAACTGTTTGCAGAGGAAACTGAGACTTTATAACTATGTCTCAGTCTCATCTGCAAAGAGGTAAGTGCTTTGC

(- CCCCC- CCCC- - (- (OOl (- (e v e eae e 2))3331)-3)-333333))-33))))-)))))-)) (~39.70)
TGTTTGCAGAGGAAACTGAGAC

mu-mir-4s3(mmu-mir-453)
AGAAGATGCAGGAGTGCTGTGAGAAGTGCCATCCCCTGGTACTTGGAGGGAGGTTGCCTCATAGTGAGCTTGCATTATTTAA

- - - - (CCCCCCC- - (OO - - - CCC- CCCCC- - (- --)--2-3330))) - -D)3D0)DD))--DD))DD)) - - - - - - (-34.20)
AGGTTGCCTCATAGTGAGCTTGCA***kx

mmu-mi r-455(mmu-mir-455)
CTCCCTGGTGTGAGCGTATGTGCCTTTGGACTACATCGTGAACGCAGCACCATGCAGTCCACGGGCATATACACTTGCCTCA

------ (- (- (- - (- (- (CC-- -2 --2)-90)-3)33))-D))0))3))) -)) - ) -)) - (=37.50)
GCAGTCCACGGGCATATACACH***xkx

..................................................... GCAGTCCACGGGCATATACAC. . ....... 30*
..................................................... GCAGTCCACGGGCATATACACT........ 15
___________________________________________________ ATGCAGTCCACGGGCATATACAC. . ....... 10
.................................................... TGCAGTCCACGGGCATATACAC. . ....... 9
..................................................... GCAGTCCACGGGCATATACA. ......... 7
.................................................... TGCAGTCCACGGGCATATACA. ......... 2
..................................................... GCAGTCCACGGGCATATACACC. ....... 9
.................................................. aATGCAGTCCACGGGCATATACAC. . ....... 4
..................................................... GCAGTCCACGGGCATATACEAC. ....... 3
..................................................... GCAGTCCACGGGCATATACACA. ....... 2
..................................................... GCAGTCCACGGGCATATACAA. .. ...... 2
..................................................... tCAGTCCACGGGCATATACA. . .. ...... 2

mu-mir-463(mmu-mir-463)
CTTTACCTAATTTGTTGTCCATCATGTAAAACATAAATGATGATAGACACCATATAAGGTAGAGGAAGGTTCACT

(CCCCCCC- CC- - (e DIIIEENIIDIIIIIID) B (-20.20)
TGATAGACACCATATAAGGTAGH***axinx

mmu-mir-46a(mmu-mir-4e4)
ACCTTGTTATGGGGGTCTGGGGTAAGGAGTGGTCATCAGGGGGTACTACCAAGTTTATTCTGTGAGATAGA

-((CC-- - - ) - CCCCCCCCCCCCCC-(C- - - - - - 2)-23))-))---:3))))))---I)))--- (-13.20)
TACCAAGTTTATTCTGTGAGATA**

mmu-mir-465a-3p(mmu-mir-465a)
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GCCCTATTTAGAATGGCACTGATGTGATAAAATAAAAAATTGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTAC
(- (- - CCCam e - o 2I3)3333)-3))-20I00)))) - - - - - ))).... (-23.40)
GATCAGGGCCTTTCTAAGTAGA*** stk

mmu-mir-465a-3p(mmu-mir-4eSb-1)
TGCAATGCCCTATTTAGAATGGTGCTGATCTGATGAAATAAAAAATTGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

- (- - (O O (e 23313)-33)-32)320)2)-)))--))-- - (-30.53)
GATCAGGGCCTTTCTAAGTAGA***xkkx

mmu-mir-46Sa-3p(mmu-mir-4esb-2)
TGCAATGCCCTATTTAGAATGGTGCTGATCTGATGAAATAAAAAATTGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

- (- - (CC- Q- CCC- (- aamraea e e 23)33)-33)-3))3233))-)))--))--- (-30.53)
GATCAGGGCCTTTCTAAGTAGA** ks

mmu-mir-465a-3p(mmu-mir-465c-1)
TGCAATGCCCTATTTAGAATGGCGCTGATCTGATGAATAAAAAAAAAATGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

- (- - (CC- - CCC- (e 23)33)-33)-3233233))-)))--))--- (-32.01)
GATCAGGGCCTTTCTAAGTAGA***#xka

mmu-mir-465a-3p(mmu-mir-465c-2)
TGCAATGCCCTATTTAGAATGGCGCTGATCTGATGAATAAAAAAAAAATGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

- (- - (OG- - (e 22)33)-33-32333330)-)))--))--- (-32.01)
GATCAGGGCCTTTCTAAGTAGA***#xkxx

mmu-mir-465a-Sp(mmu-mir-4ea)
GCCCTATTTAGAATGGCACTGATGTGATAAAATAAAAAATTGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTAC

(- (- (- (e m o ae - - 2)23333)-32)-200000)))- - - - - ))).... (-23.40)
****TATTTAGAATGGCACTGATGTGA

mmu-mir-46sb-3p(mmu-mir-deSa)
GCCCTATTTAGAATGGCACTGATGTGATAAAATAAAAAATTGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTAC

(- (- (- (e - - - 23233333)-33):3)))I0)))) - - - - - )))..-. (-23.40)
GATCAGGGCCTTTCTAAGTAGA** ks

mmu-mir-465b-3p(mmu-mir-465b-1
TGCAATGCCCTATTTAGAATGGTGCTGATCTGATGAAATAAAAAATTGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

- (- - (CC- - CCC- (e e 23)33)-33)-323323333)-)))--))--- (-30.53)
GATCAGGGCCTTTCTAAGTAGA** ks

mmu-mir-465b-3p(mmu-mir-46sb-2)
TGCAATGCCCTATTTAGAATGGTGCTGATCTGATGAAATAAAAAATTGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

- (- - (CC- L (e 23233)-33)-32323330)-)))--))-- - (-30.53)
GATCAGGGCCTTTCTAAGTAGA***#xkaxs

mmu-mir-465b-3p(mmu-mir-4ésc-1)
TGCAATGCCCTATTTAGAATGGCGCTGATCTGATGAATAAAAAAAAAATGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

- (- - (O O e e e 23313)-3)-22320)21)-)))--))-- - (-32.01)
GATCAGGGCCTTTCTAAGTAGA** >kt

mmu-mir-465b-3p(mmu-mir-4ec-2)
TGCAATGCCCTATTTAGAATGGCGCTGATCTGATGAATAAAAAAAAAATGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

- (- - (CC- (OO CCC (- ra e mmaeaea e 23)33)-33)-3)3233))-)))--))--- (-32.01)
GATCAGGGCCTTTCTAAGTAGA**Hxkxxs
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mmu-mir-465b-Sp(mmu-mir-465b-1)
TGCAATGCCCTATTTAGAATGGTGCTGATCTGATGAAATAAAAAATTGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

- (- - (CC- - CCC- (o m e 2)333)-23)-30))0))))-)))--))-- - (-30.53)

FkRxxR A kAR TATTTAGAATGGTGCTGATCTG

mmu-mir-465b-Sp(mmu-mir-4eSb-2)
TGCAATGCCCTATTTAGAATGGTGCTGATCTGATGAAATAAAAAATTGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

- (- - (CC- - CCC- (e 2)31))-2)-30))0))))-3))--))-- - (-30.53)

TRk KR X IR TATTTAGAATGGTGCTGATCTG

mmu-mir-465c-3p(mmu-mir-deSa)
GCCCTATTTAGAATGGCACTGATGTGATAAAATAAAAAATTGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTAC
(- (G- - (e - - - 22233333)-33):3)))I0)))) - - - - - ).
GATCAGGGCCTTTCTAAGTAGA***#kxn

(-23.40)

mmu-mir-465c-3p(mmu-mir-465b-1
TGCAATGCCCTATTTAGAATGGTGCTGATCTGATGAAATAAAAAATTGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

- (- - (CC- - CCC- (e e 23233)-33)-323323333)-)))--))--- (-30.53)
GATCAGGGCCTTTCTAAGTAGA** ks

mmu-mir-465c-3p(mmu-mir-465b-2)
TGCAATGCCCTATTTAGAATGGTGCTGATCTGATGAAATAAAAAATTGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

- (- - (CC- O (e 23233)-33)-32323330)-)))--))-- - (-30.53)
GATCAGGGCCTTTCTAAGTAGA***#xkkxs

mmu-mir-465c-3p(mmu-mir-46c-1)
TGCAATGCCCTATTTAGAATGGCGCTGATCTGATGAATAAAAAAAAAATGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

- (- - (O - (e 23313)-33)-22320))1)-)))--)) - - - (-32.01)
GATCAGGGCCTTTCTAAGTAGA** >kt

mmu-mir-465c-3p(mmu-mir-46c-2)
TGCAATGCCCTATTTAGAATGGCGCTGATCTGATGAATAAAAAAAAAATGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

- (- - (CC (OO CCC (- ra e maamea e e 23))3)-33)-3))3233))-)))--))--- (-32.01)
GATCAGGGCCTTTCTAAGTAGA**Hxkxx

mmu-mir-465c-Sp(mmu-mir-465c-1)
TGCAATGCCCTATTTAGAATGGCGCTGATCTGATGAATAAAAAAAAAATGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

- (- - (CC- (- CCC- (L m e mmaea e e 2))13)-3)-3)3)))))-)))--))--- (-32.01)

Tk xR TATTTAGAATGGCGCTGATCTG

mmu-mir-465c-Sp(mmu-mir-465c-2)
TGCAATGCCCTATTTAGAATGGCGCTGATCTGATGAATAAAAAAAAAATGATCAGGGCCTTTCTAAGTAGAGTAAGGCTTA

- (- - (0 - CCC- (o m e ee e 23233)-33)-2)0)003)))-3))--))-- - (-32.01)

FkRxxRA kxR TATTTAGAATGGCGCTGATCTG

mmu-mir-466a-3p(mmu-mir-466a)
TATATGTGTTTATGTGTGTGTACATGTACATATGTGAATATGATATCCATATACATACACGCACACATAAGAC

- - CCCCCCC- - - (- COC=---+332323-22--222-233320033)-)))))) - - - - (-22.70)
TATACATACACGCACACATAAGA™
.................................................. ATACATACACGCACACATAAGA.. O
.................................................. ATACATACACGCACACATAAG... O
................................................. TATACATACACGCACACATAAG... O
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................................................. TATACATACACGCACACATAAGA. . 0*
................................................... TACATACACGCACACATAAGAC. O
.................................................. ATACATACACGCACACATAA.... O

mmu-mir-466a-3p(mmu-mir-466b-1)
TGTATGTGTTGATGTGTGTGTACATGTACATGTGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAG

- (CCCCCCCC- (L - (- (e - - - - - - 2)3332)-2333)--333)033)3)--220)))))) - - - (=33.70)
TATACATACACGCACACATAAGA*** ks

.................................................. ATACATACACGCACACATAAGA. .. ........ O
.................................................. ATACATACACGCACACATAAG. . .......... O
................................................. TATACATACACGCACACATAAG. .. ......... O
_________________________________________________ TATACATACACGCACACATAAGA. . ......... O*
................................................... TACATACACGCACACATAAGAC. .. ....... O
.................................................. ATACATACACGCACACATAA. ............ 0

mmu-mir-466a-3p(mmu-mir-466b-2)
TGTATGTGTTGATGTGTGTGTACATGTACATGTCTGAATATGATATACATATACATACACGCACACATAAGACACATATGAG

- (CCCCCCCC- (- - (- - 223)-3133)--3330332)3)--203)))))) - - - (-29.62)
TATACATACACGCACACATAAGA**#xkxxx
.................................................. ATACATACACGCACACATAAGA. .. ........ O
.................................................. ATACATACACGCACACATAAG. ........... O
_________________________________________________ TATACATACACGCACACATAAG. .. ......... O
................................................. TATACATACACGCACACATAAGA. . .. ....... 0%
................................................... TACATACACGCACACATAAGAC. . ........ O
.................................................. ATACATACACGCACACATAA. . ........... O

mmu-mir-466a-3p(mmu-mir-466c)
GTATATGTGTTGATGTGTGTGTGCATGTACATATGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAGC

- (CCCCCCCCC- (OO (- - (- - - - - - 22233133331)-3333333133)--)3)))))))) - - - (-34.60)
TATACATACACGCACACATAAGA** ki

................................................... ATACATACACGCACACATAAGA. ........... O
___________________________________________________ ATACATACACGCACACATAAG. .. ....ocu.. O
.................................................. TATACATACACGCACACATAAG. ... ......... O
.................................................. TATACATACACGCACACATAAGA. . .......... 0%
.................................................... TACATACACGCACACATAAGAC. .. ........ O
___________________________________________________ ATACATACACGCACACATAA. . ............ O
.......... TGATGTGTGTGTGCATGTACAT - - - - e e e ettt e e e ea i e i aa e eeaieaaeaaeaaaaao O

mmu-mir-466a-3p(mmu-mir-466e)
GTGTATGTGTTGATGTGTGTGTACATGTACATATGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAGC

- - (CCCCCCCC- (O - (- - - - - - - - 2)33323331)--333333133)--)3)))))) - - - - (-30.00)
TATACATACACGCACACATAAGA** >tk

................................................... ATACATACACGCACACATAAGA. .. ......... O
................................................... ATACATACACGCACACATAAG. .. .......... O
.................................................. TATACATACACGCACACATAAG. .. .......... O
__________________________________________________ TATACATACACGCACACATAAGA. . .. ........ 0%
.................................................... TACATACACGCACACATAAGAC. .. ........ O
................................................... ATACATACACGCACACATAA. . ... ........ O

mmu-mir-466a-5p(mmu-mir-466a)

TATATGTGTTTATGTGTGTGTACATGTACATATGTGAATATGATATCCATATACATACACGCACACATAAGAC

- - CCCQQCC- - - (- COeCCCC---+332327-33--222-23333203)-))))))) - - - - (-22.70)

Ak kA I * A A TATGTGTGTGTACATGTACATA

.................................................. ATACATACACGCACACATAAGA.. O

.................................................. ATACATACACGCACACATAAG... O

................................................. TATACATACACGCACACATAAG... O
0
0]
0

................................................. TATACATACACGCACACATAAGA. .
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mmu-mir-466b-3-3p(mmu-mir-466b-3)
TATATGTGTTGATGTGTGTGTACATGTACATGTGTGAATATGATATACAAATACATACACGCACACATAAGACACATATGA

(- (OO - CCCCC- - (- - - - - 2)23))--3333)--33)333)3)--33)))))))) - (-32.40)
AATACATACACGCACACATAAGAX* ik
.................................................. ATACATACACGCACACATAAGA. ......... O
__________________________________________________ ATACATACACGCACACATAAG. .. ........ O
................................................... TACATACACGCACACATAAGAC. ........ O
.................................................. ATACATACACGCACACATAA. . .......... O

mmu-mir-466b-3p(mmu-mir-466a)

TATATGTGTTTATGTGTGTGTACATGTACATATGTGAATATGATATCCATATACATACACGCACACATAAGAC

- - CCCCQCC- - - (- CCCC---+33233-33--222-233322333)-3)3)))) - - - - (-22.70)

TATACATACACGCACACATAAGA*

.................................................. ATACATACACGCACACATAAGA.. O

.................................................. ATACATACACGCACACATAAG... O

................................................. TATACATACACGCACACATAAG... O
0
0
0

................................................. TATACATACACGCACACATAAGA. .
................................................... TACATACACGCACACATAAGAC .

mmu-mir-466b-3p(mmu-mir-466b-1)
TGTATGTGTTGATGTGTGTGTACATGTACATGTGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAG

- (CCCCCCCC- (L - (- (- - - - - - - 232333)-3333)--3333333)3)--33))))))) - - - (=33.70)
TATACATACACGCACACATAAGAX*Hxkkx

.................................................. ATACATACACGCACACATAAGA. .......... O
__________________________________________________ ATACATACACGCACACATAAG. ... ........ O
................................................. TATACATACACGCACACATAAG. . .......... O
................................................. TATACATACACGCACACATAAGA. . ......... O*
................................................... TACATACACGCACACATAAGAC. . ........ O
__________________________________________________ ATACATACACGCACACATAA. . ... ....... O

mmu-mir-466b-3p(mmu-mir-466b-2)
TGTATGTGTTGATGTGTGTGTACATGTACATGTCTGAATATGATATACATATACATACACGCACACATAAGACACATATGAG

- (CCCCCCCC- (- - (- (v ea e e - 23))-3133)--3333333)3)--2)))))))) - - - (~29.62)
TATACATACACGCACACATAAGAX*Hxkxxk

__________________________________________________ ATACATACACGCACACATAAGA. .. ........ O
.................................................. ATACATACACGCACACATAAG. ... ....... O
................................................. TATACATACACGCACACATAAG. .. ......... O
................................................. TATACATACACGCACACATAAGA. . ......... O*
___________________________________________________ TACATACACGCACACATAAGAC. . ........ O
.................................................. ATACATACACGCACACATAA. . ... ....... 0

mmu-mir-466b-3p(mmu-mir-466c)
GTATATGTGTTGATGTGTGTGTGCATGTACATATGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAGC

- (O (- (- - - - - - - - 2)333123331)-333333133)--)3)I0))))) - - - (-34.60)
TATACATACACGCACACATAAGA** >tk

................................................... ATACATACACGCACACATAAGA. .. ......... O
................................................... ATACATACACGCACACATAAG. .. .......... O
.................................................. TATACATACACGCACACATAAG. .. .......... 0
__________________________________________________ TATACATACACGCACACATAAGA. . .. ........ 0%
.................................................... TACATACACGCACACATAAGAC. .. ........ O
................................................... ATACATACACGCACACATAA. . ... ........ 0
.......... TGATGTGTGTGTGCATGTACAT - - - o e e e e e e e e c e e i e i eaaeeaeeiaaaaeaaaaao O

mmu-mir-466b-3p(mmu-mir-466e)
GTGTATGTGTTGATGTGTGTGTACATGTACATATGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAGC

- - (CCCCCCCC- (OO - CCCCC- - (- - - - - - 2333333331)--333333133)--333)))))) - - - - (-30.00)
TATACATACACGCACACATAAGA**Hxkxsien
................................................... ATACATACACGCACACATAAGA. ........... 0
___________________________________________________ ATACATACACGCACACATAAG. ... .ccocuao. O
.................................................. TATACATACACGCACACATAAG. ... ......... O
.................................................. TATACATACACGCACACATAAGA. .. ......... O*
.................................................... TACATACACGCACACATAAGAC. .. ........ O

Page 106



Supplemental Figure S1
................................................... ATACATACACGCACACATAA. . ... ......... O

mmu-mir-466b-5p(mmu-mir-466b-1)
TGTATGTGTTGATGTGTGTGTACATGTACATGTGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAG

- (CCCCCCCC- (Ll - €L (-2 - - - 23)333)-3333)--33)33)3)))--2)))))))) - - - (=33.70)
FHxIH A xR RGATGTGTGTGTACATGTACATG

.................................................. ATACATACACGCACACATAAGA. .......... O
__________________________________________________ ATACATACACGCACACATAAG. ... ........ O
................................................. TATACATACACGCACACATAAG. . .......... O
................................................. TATACATACACGCACACATAAGA. . ......... O
................................................... TACATACACGCACACATAAGAC. . ........ O
__________________________________________________ ATACATACACGCACACATAA. . ... ....... O

mmu-mir-466b-5p(mmu-mir-466b-2)
TGTATGTGTTGATGTGTGTGTACATGTACATGTCTGAATATGATATACATATACATACACGCACACATAAGACACATATGAG

R R A L L D000 NNNN- NN - - (-29.62)
FHIIIIIXXXGATGTGTGTGTACATGTACATG

.................................................. ATACATACACGCACACATAAGA. .. ........ O
.................................................. ATACATACACGCACACATAAG. . .......... O
................................................. TATACATACACGCACACATAAG. . .......... O
................................................. TATACATACACGCACACATAAGA. .......... O
................................................... TACATACACGCACACATAAGAC. ......... O
.................................................. ATACATACACGCACACATAA. . ... ....... O

mmu-mir-466b-5p(mmu-mir-466b-3)
TATATGTGTTGATGTGTGTGTACATGTACATGTGTGAATATGATATACAAATACATACACGCACACATAAGACACATATGA

(- (- - (- - e e - - - 22)))--231))--220))3)))--2))))))))) - (-32.40)
FHxHxHF*FAAGATCTGTGTGTACATGTACATG

.................................................. ATACATACACGCACACATAAGA. ......... O
.................................................. ATACATACACGCACACATAAG........... O
................................................... TACATACACGCACACATAAGAC......... O
.................................................. ATACATACACGCACACATAA. . .......... O

mmu-mir-466c-3p(mmu-mir-466a)
TATATGTGTTTATGTGTGTGTACATGTACATATGTGAATATGATATCCATATACATACACGCACACATAAGAC
- - (CCCCCC- - - (- CC=-+422222-22--222-000I0031)3) -D)I)))) - - - - (-22.70)
TATACATACACGCACACATAAGA™*
.................................................. ATACATACACGCACACATAAGA.. O
.................................................. ATACATACACGCACACATAAG... O
................................................. TATACATACACGCACACATAAG... O
................................................. TATACATACACGCACACATAAGA. . 0O*

0

0

................................................... TACATACACGCACACATAAGAC.
.................................................. ATACATACACGCACACATAA. . ..

mmu-mir-466c-3p(mmu-mir-466b-1)
TGTATGTGTTGATGTGTGTGTACATGTACATGTGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAG

- (CCCCCCCC- (L - (- (e - - - - - - 2)3332)-2333)--333)033)3)--220)))))) - - - (=33.70)
TATACATACACGCACACATAAGA*** okt

.................................................. ATACATACACGCACACATAAGA. .. ........ O
.................................................. ATACATACACGCACACATAAG. ... ........ O
................................................. TATACATACACGCACACATAAG. ........... O
_________________________________________________ TATACATACACGCACACATAAGA. . ......... O*
................................................... TACATACACGCACACATAAGAC. . ........ O
.................................................. ATACATACACGCACACATAA. ............ O

mmu-mir-466c-3p(mmu-mir-466b-2)
TGTATGTGTTGATGTGTGTGTACATGTACATGTCTGAATATGATATACATATACATACACGCACACATAAGACACATATGAG

- (CCCCCCCC- (- - (- 233)-3133)--3330033)3)--203)))))) - - - (=29.62)
TATACATACACGCACACATAAGA**#xkkxx

.................................................. ATACATACACGCACACATAAGA. .. ........ O

.................................................. ATACATACACGCACACATAAG. ........... O
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................................................. TATACATACACGCACACATAAG. ........... O
................................................. TATACATACACGCACACATAAGA. .. ........ O*
................................................... TACATACACGCACACATAAGAC. ......... O
.................................................. ATACATACACGCACACATAA. . ........... O

mmu-mir-466c-3p(mmu-mir-466c)
GTATATGTGTTGATGTGTGTGTGCATGTACATATGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAGC

- (CCCCCCCCC- (OO (- - (- - - - - - 2)333123331)-3333333133)--)3))0))))) - - - (-34.60)
TATACATACACGCACACATAAGA**HHxkkxiex
................................................... ATACATACACGCACACATAAGA. ........... 0
................................................... ATACATACACGCACACATAAG. ............ O
__________________________________________________ TATACATACACGCACACATAAG. ... ......... O
.................................................. TATACATACACGCACACATAAGA. . _......... O*
.................................................... TACATACACGCACACATAAGAC. .. ........ O
................................................... ATACATACACGCACACATAA. . ... ........ 0
__________ TGATGTGTGTGTGCATGTACAT - - . - e e e e c e et e e e e e e e e e e eaiacaaaaaaao O

mmu-mir-466c-3p(mmu-mir-466e)
GTGTATGTGTTGATGTGTGTGTACATGTACATATGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAGC

- = (CCCCCCCC- (OO - (CCCC- - (CCCCC- - - - - - - 2)233313)1)--33333)133)--))))))))) - - - - (~30.00)
TATACATACACGCACACATAAGA* >k

___________________________________________________ ATACATACACGCACACATAAGA. ... ........ O
................................................... ATACATACACGCACACATAAG. . ........... O
.................................................. TATACATACACGCACACATAAG. ... ......... O
.................................................. TATACATACACGCACACATAAGA. . .......... 0%
____________________________________________________ TACATACACGCACACATAAGAC. .. ........ O
................................................... ATACATACACGCACACATAA. . ... ........ O

mmu-mir-466c-5p(mmu-mir-466c)
GTATATGTGTTGATGTGTGTGTGCATGTACATATGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAGC

- (CCCCCCCC- (- (- - (e ae e 22223333111 -))IIII0))))--I0II)))))) - - - (-34.60)
FhAxdHxx*FAAGATGTGTGTGTGCATGTACATA

................................................... ATACATACACGCACACATAAGA. ... ....... O
................................................... ATACATACACGCACACATAAG. ... .ceuua.. O
.................................................. TATACATACACGCACACATAAG. .. ..o O
.................................................. TATACATACACGCACACATAAGA. .. ......... O
.................................................... TACATACACGCACACATAAGAC. .......... O
................................................... ATACATACACGCACACATAA. . ..o oceeea... O
.......... TGATGTGTGTGTGCATGTACAT - - i i i e i i e iiiicccciccccceceeeeaaaa O

mmu-mir-466d-3p(mmu-mir-466d)
CATGTGTGTTTGTGTGTGCGTACATGTACATGTGTGTATATGAATATACATATACATACACGCACACATAGATACGCACGCACACACACACACAGG

- - (CCCCCC- CCCCCLCCCCCC- (- (e - - - - - 232333333133-3---33)-3-333333)3))3)-)))))J) - - - - (-46.60)
TATACATACACGCACACATAG
.................................................. TATACATACACGCACACATAGA . - . -« ceceececeaaaeaaa. 3
___________ GTGTGTGCGTACATGTACATGT - - - - e ot ot ot e e e ot e e e e e e e e e e e e eee e e aaaaeeaaeae 1
................................................. ATATACATACACGCACACATAG . - . -« o iciiieiieeacaaeaoan 1
................................................. ATATACATACACGCACACATAGA. . - oo eeeieceeaeeenaaan 1
........................................................................ TACGCACGCACACACACACACA. .. 0

mmu-mir-466d-5p(mmu-mir-466d)
CATGTGTGTTTGTGTGTGCGTACATGTACATGTGTGTATATGAATATACATATACATACACGCACACATAGATACGCACGCACACACACACACAGG

- - (CCCCCC- (Ll €L (.- - - - - 22233333333)-3---23))-3-33333))3))3)-))))))) - - - - (-46.60)
FHkxxHk xR R TGTGTGTGCGTACATGTACATG

.................................................. TATACATACACGCACACATAGA . - - - e e ceecacaaaaaana. 3
___________ GTGTGTGCGTACATGTACATGT - . - - ot ot ot o e e ot e e e et e e e e e e e e iea e e aaaaeeeaeae 1
................................................. ATATACATACACGCACACATAG . - . oo v icveieaieaacaaeaoan 1
................................................. ATATACATACACGCACACATAGA. . - oo eeeeceeaeenaaan 1
........................................................................ TACGCACGCACACACACACACA. .. 0
.................................................. TATACATACACGCACACATAGE . . .. oeoeiieiaacaaaaa. 6
.................................................. TATACATACACGCACACATAG-TA. ..o cviiaaaaaaaaaa-. 3
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mmu-mir-466e-3p(mmu-mir-466a)
TATATGTGTTTATGTGTGTGTACATGTACATATGTGAATATGATATCCATATACATACACGCACACATAAGAC
- - CCCCCL- - - (- CCCCCCCC----22222-22--222-20000022) I - - - - (-22.70)
TATACATACACGCACACATAAGA™
.................................................. ATACATACACGCACACATAAGA.. O
.................................................. ATACATACACGCACACATAAG... O
................................................. TATACATACACGCACACATAAG... O
................................................. TATACATACACGCACACATAAGA. . 0*

0
0

................................................... TACATACACGCACACATAAGAC.
.................................................. ATACATACACGCACACATAA. . ..

mmu-mir-466e-3p(mmu-mir-466b-1)
TGTATGTGTTGATGTGTGTGTACATGTACATGTGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAG

- (CCCCCCCC- (L - (- e - - - - - - 2)3332)-2333)--333)033)3)--22))))))) - - - (=33.70)
TATACATACACGCACACATAAGA*** okt

.................................................. ATACATACACGCACACATAAGA. .. ........ O
.................................................. ATACATACACGCACACATAAG. .. ......... O
................................................. TATACATACACGCACACATAAG. ........... O
_________________________________________________ TATACATACACGCACACATAAGA. . ......... O*
................................................... TACATACACGCACACATAAGAC. . ........ O
.................................................. ATACATACACGCACACATAA. ............ 0

mmu-mir-466e-3p(mmu-mir-466b-2)
TGTATGTGTTGATGTGTGTGTACATGTACATGTCTGAATATGATATACATATACATACACGCACACATAAGACACATATGAG

- (CCCCCCCC- (- - (- - 223)-3133)--330333)3)--03)))))) - - - (=29.62)
TATACATACACGCACACATAAGA**#xkkxx
.................................................. ATACATACACGCACACATAAGA. .. ........ O
.................................................. ATACATACACGCACACATAAG. ........... O
_________________________________________________ TATACATACACGCACACATAAG. .. ......... O
................................................. TATACATACACGCACACATAAGA. . .. ....... 0%
................................................... TACATACACGCACACATAAGAC. . ........ O
.................................................. ATACATACACGCACACATAA. . _.......... 0

mmu-mir-466e-3p(mmu-mir-466c¢c)
GTATATGTGTTGATGTGTGTGTGCATGTACATATGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAGC

- (CCCCCCCCC- (O (- - (- - - - - - 23233133331)-3333333133)--)3)))))))) - - - (-34.60)
TATACATACACGCACACATAAGA**HHxkxskn

................................................... ATACATACACGCACACATAAGA. ........... O
___________________________________________________ ATACATACACGCACACATAAG. ... ...ocu.. O
.................................................. TATACATACACGCACACATAAG. ... ......... O
.................................................. TATACATACACGCACACATAAGA. . .......... 0%
.................................................... TACATACACGCACACATAAGAC. .. ........ O
___________________________________________________ ATACATACACGCACACATAA. . ... ........ O
.......... TGATGTGTGTGTGCATGTACAT - - - - e e e ettt e e e ea i acaa e eeaieacaaeaaaaao O

mmu-mir-466e-3p(mmu-mir-466e)
GTGTATGTGTTGATGTGTGTGTACATGTACATATGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAGC

- - (CCCCCCCC- (OO - (- - (- - - - - - 2)3332)321)--333333133)--)3))))))) - - - - (-30.00)
TATACATACACGCACACATAAGA** >kt

................................................... ATACATACACGCACACATAAGA. .. ......... O
................................................... ATACATACACGCACACATAAG. ............ O
.................................................. TATACATACACGCACACATAAG. .. .......... 0
__________________________________________________ TATACATACACGCACACATAAGA. . . ......... O*
.................................................... TACATACACGCACACATAAGAC. .. ........ O
................................................... ATACATACACGCACACATAA. ............. O

mmu-mir-466e-5p(mmu-mir-466e)
GTGTATGTGTTGATGTGTGTGTACATGTACATATGTGAATATGATATACATATACATACACGCACACATAAGACACATATGAGC
(R R (R (T 2)333)3)1)--332003))))--)0))))))) --- - (-30.00)

Fkdk ARk kA A XGATGTGTGTGTACATGTACATA
................................................... ATACATACACGCACACATAAGA. . .......... O
................................................... ATACATACACGCACACATAAG. . .. oo -... O
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.................................................. TATACATACACGCACACATAAG. .. ..o O
.................................................. TATACATACACGCACACATAAGA. .. ......... O
.................................................... TACATACACGCACACATAAGAC. .......... O
................................................... ATACATACACGCACACATAA. ... .......... O

mmu-mir-466f(mu-mir-466f-1)
CATGTGTGTTTACGTGTGTGTGCATGTGCATGTGTGTATATGAATATACATACACATACACACACACATACACACACATGCAACACACACATAT
(- (- (- - e - - - - 23333313-33333-333333332-2)-DIIII))) - - e e n o (-42.80)
FHRRIH AR AR ACGTGTGTGTGCATGTGCATGT

mmu-mir-466F(mmu-mir-466f-2)
AATGTGTGTTTACGTGTGTGTGCATGTGCATGTGTGTATATGAATATATGTATACATACACACACACATACACACTCATGTAACACACACACAC

- - (- - (- - Crrramemnmm - DIININIIII----3I1))-II)))-III)-II)))--. (-42.40)
FdKxdHx*F*XACGTGTGTGTGCATGTGCATGT

mmu-mir-466f(mu-mir-466f-3
CATGTGTGTTTACGTGTGTGTGCATGTGCATGTGTGTATATGAATATATGTATACATACACACACACATACACACGCACGCAACACACACACAC

- - (CCCCCCC- - (OO (L - (Lo - - - - - 223333133))----3333)-23323333))-2)I))) - - - - - (-43.90)
FHAIHRH XX AR ACGTGTGTGTGCATGTGCATGT

mmu-mir-466F(mmu-mir-466f-4)
CATCTGCATCTGTGTGTCTACGTGTGTGTGCATGTGCATGTGTGTGTATCTGTATGTGAGTGTGTGCATGCATGTGTGTGCATCTATATCTGTGTGTCTACTTGT

GTGTGAATGTGCATAT
(R (CC R ( (O (O (O (O (((( DEDIDEEDIIIDDIEEDDIIIDIEDDD) ) EEEED DD EED D) BT

2))-I))------- (-35.00)
ACGTGTGTGTGCATGTGCATGT

mmu-mir-466f-3p(mmu-mir-4e6f-1)
CATGTGTGTTTACGTGTGTGTGCATGTGCATGTGTGTATATGAATATACATACACATACACACACACATACACACACATGCAACACACACATAT
(- (- (- (- - - - - - 23233213-3333)-333333333-2)-DIIII))) - - - e e n - (-42.80)
CATACACACACACATACACAC

mmu-mir-466f-3p(mmu-mir-466f-2)
AATGTGTGTTTACGTGTGTGTGCATGTGCATGTGTGTATATGAATATATGTATACATACACACACACATACACACTCATGTAACACACACACAC

- - (CCCCCCCCCCCCC- CCCCC- (L - (- - - - - - 22233313333 ----3333)-3333)-3333)))-))))))) - - - (-42.40)
CATACACACACACATACACAC
_______________________________________________________ ATACACACACACATACACACTC. .. vveiacanaano. 1

mmu-mir-466f-3p(mmu-mir-466f-3)
CATGTGTGTTTACGTGTGTGTGCATGTGCATGTGTGTATATGAATATATGTATACATACACACACACATACACACGCACGCAACACACACACAC

- - (CCCCCCC- - (O (L - (- - - - - - 233333333))----3333)-33333333))-I))I)))- - - - - (-43.90)
CATACACACACACATACACAC

mmu-mir-466T-Sp(mmu-mir-466t-1)
CATGTGTGTTTACGTGTGTGTGCATGTGCATGTGTGTATATGAATATACATACACATACACACACACATACACACACATGCAACACACACATAT
(- (- CCCCCCCC- (- a2 - - - 23233333-33332-333333332-2)-IIIII))) - - w v v (-42.80)
FHxrH kxR R TACGTGTGTGTGCATGTGCATG

mmu-mir-466F-5p(mmu-mir-466f-2)
AATGTGTGTTTACGTGTGTGTGCATGTGCATGTGTGTATATGAATATATGTATACATACACACACACATACACACTCATGTAACACACACACAC
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- - (- - . ((((((((((( -------- 2)333313)))----3331)-33)))-33))))-))))))) - . - (-42.40)

mmu-mir-466f-5p(mmu-mir-466f-3)
CATGTGTGTTTACGTGTGTGTGCATGTGCATGTGTGTATATGAATATATGTATACATACACACACACATACACACGCACGCAACACACACACAC

- - (- - (- (L - e mmmm IIIIINII----33I))-IIIIIIII-IIIIID) - - - - - (-43.90)
FHxH*HF*HFAATACCTGTGTGTGCATGTGCATG

mmu-mir-466f-5p(mmu-mir-466f-4)
CATCTGCATCTGTGTGTCTACGTGTGTGTGCATGTGCATGTGTGTGTATCTGTATGTGAGTGTGTGCATGCATGTGTGTGCATCTATATCTGTGTGTCTACTTGT

GTGTGAATGTGCATAT
(R (R ( (O (O (O (R (((( DOEIIEEDIIIDDIEEDDIIIDIEDDD) ) EEEED DD EED D) BT

DD)D D)) Fra. (-35.00)
TACGTGTGTGTGCATGTGCATG

mmu-mir-466g(mmu-mir-4669)
TGTGTTTTCGTGTGTGTGCATGTGGATGTATGTATATGATTTTGCATATACAGACACATGCACACACATGCGGCACACAC

(L - (- - - - - - - - 2)-222)3))--323)))033))3))-)))))) - - - (-42.40)
ATACAGACACATGCACACACA* ok

mmu-mir-466h(mmu-mir-466h)
TGTATATTTGTGTGTGCATGTGCTTGTGTGTATGTGAATATATATATCATACGCACGCACACACACACACAAATGCAAGCA

£ CCCCCCCCCCCC - - CCCCC- - CCCCCCCCC- - - - - - - - - - - - 2)))))00000)-)0)))) - - - - - (-34.22)
FHIIIIIIIXTGTGTGCATGTGCTTGTGTGTA

mmu-mir-466i (mmu-mir-466i)
AGAGATCATGTCAGTGAACTGCCACATTTTTGATATATATTATGTATGTATGTGTGTGTGTGTGTGTGTGTGTATATATATACACACACACATACACACTACATG

TATGCAACATATATAC
CCCCCC- - CC-CCC---23DD-32-0990D) - - (- - CCCCCCCCCCCCCCCCaCCCCl----333333313333133331333 -3

2I))))--3)))))) . (-53.40)

ATACACACACACATACACACTA****

mmu-mir-466j(mmu-mir-466j)
GTGTGTGTGTGTGTGCATTCGTGTGTTTGTGCATGTGTGTATGTGTGCACATTTATGTGTGTGCATGTGTATGTATGTGTGTGTGCATGTGCATGTGTGTAATTG

TGTATATATGTGCATAC
(CCCC- - (- - - - - - (CCER CCCCCER (CCCER (CCCE ((CCCCRI CEEE 225D )0 15 ) DD D EED D) ) DD EES DD D EED ) ) BE))

DI --I)))) (-51.20)

TGTGTGCATGTGCATGTGTGTAA***

mmu-mi r-466k(mmu-mir-466k)
ATATATGTGTGTGTGTGTGTGTGTGTGTACATGTACATGTGAGTATGTGTGTGTATATGTTTGTACATGTGCATGTGTGTGAGTATGTGAATATATGTGTATATG

TGTGCATGTGCATGTGT
- - (CC- - (- - QL - COCQQCCaaCCaalCa- - (OO - CCCQaaCCCC----32233333333--3333--331333--33331333)133))
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--2)))))--))-.))) (-45.20)
TGTGTGTGTACATGTACATGTGA

mmu-mir-4661(mmu-mir-4661)
CTATGTATGTGCATGTGTGTTTGTGTGTACATGTACATGTATATATATATTGATATACATATAAATACATGCACACATATTCATGCATGCACACGCACACATTAA

TGGCACTCTTAGATCC
R CERY (CC CCCCCCCCER (CCCUE ((CC(ER (R ((CCCEE D)D) B5DD) D EES DD EDD) DD EED DD DDD) ) DD EED ) EEEE R

TATAAATACATGCACACATATT

mmu-mir-467a(mmu-mir-467a)
CTGTGTGCGTAAGTGCCTGCATGTATATGCGTGTATATTTTATGCATATACATACACACACCTACACACACAT

- (CCCCC- (CC- CLC- - (- (L= - - - - 2)233333)33)-))--3))-3))-3))))) - (-32.10)
FkxrRx xR TAAGTGCCTGCATGTATATGCG

......... TAAGTGCCTGCATGTATATGCG - - - - o e e oo ee e ee e e cee e eaceaann 2%
_________ TAAGTGCCTGCATGTATATGC - - - e e e ce e e e e e e e e ee e eeeeeaeeeeaaean 1
............................................. ATATACATACACACACCTACAC. ...... 1
......... TAAGTGCCTGCATGTATATGEC . - - - - oo e e e e ce i e ceceeacacaceaaan 3

mmu-mir-467a(mmu-mir-467b)
CCGTGTGCGTAAGTGCCTGCATGTATATGCGTGTATATTTTATGCATATACATACACACACCAACACACACAT

- - (CCCC- (- - CLC- - (- (e - - - - - - 2)233033)33)-)--3))--3)-))))) .- (=29.70)
FrRxxHx XA TAAGTGCCTGCATGTATATGCG

......... TAAGTGCCTGCATGTATATGCG - « - - e e ce e e ee e e e e eaeeam e eaean 2%
......... TAAGTGCCTGCATGTATATGC . - - - e e e e ee e e e e ieeceeeeeeceeen 1

mmu-mir-467b(mmu-mir-467a)
CTGTGTGCGTAAGTGCCTGCATGTATATGCGTGTATATTTTATGCATATACATACACACACCTACACACACAT

- (CCCCC- CCC- CLC- - (- (L= - - - - 2)2333333)33)-))--3))-3))-3))))) - (-32.10)
FHxxRk kX GTAAGTGCCTGCATGTATATG

......... TAAGTGCCTGCATGTATATGCG - - - - o e e ce e e e ee e e e e e e ceaeaceaean 2
_________ TAAGTGCCTGCATGTATATGC - - - e e e ce e e e e e e ee e ee i eeeeeaeeeeaaean 1
............................................. ATATACATACACACACCTACAC. ...... 1

mmu-mir-467b(mmu-mir-467b)
CCGTGTGCGTAAGTGCCTGCATGTATATGCGTGTATATTTTATGCATATACATACACACACCAACACACACAT

- - (CCCC- (- - CLC- - (- (e - - - - - - 2)23)03)333)-3)--3))--3)-))))) .- (=29.70)
FxHAxxxHGTAAGTGCCTGCATGTATATG

......... TAAGTGCCTGCATGTATATGCG - - . -« e ce e c e ee e e e e e e ea e e e eaaaan 2
......... TAAGTGCCTGCATGTATATGC . - - e e e e e e eeceeaeeee i eeeeeameeeanens 1

mmu-mir-467c(mmu-mir-467c)
CCTTTGTGCATAAGTGCGTGCATGTATATGTGTGTATATTTTATGCATATACATACACACACCTATACACACATGCACACAGACATGCGAGAATGGC

(O O (N (O Ormmen— 0220030005502 Fi9)))))) Frms 1)) )R
(-29.36)

sesserwx kxR T ANGTGCGTGCATGTATATGTG

__________ TAAGTGCGTGCATGTATATGTG - « - -« - - e e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e &>
e TTAAGTGCGTGCATGTATATGTGA  « - - - -« - -« e e e e e e 2

mu-mir-467d(mu-mir-aé7dy
CCTGTGTGCATAAGTGCGCGCATGTATATGCGTGTATATTTTATGCATATACATACACACACCTACACACACATGCACACAGACA
- (- - CCC- (- G- e - - - - - 022020000020 ED EDD) EEEEEEREEE DI --- (-33.10)
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FHFHIXHXXXXHXTAAGTGCGCGCATGTATATGCG

.......... TAAGTGCGCGCATGTATATG . - o o e e it i i e e e i maeecccccaaccaaaaaaenaanaaa 22
.......... TAAGTGCGCGCATGTATATGC - - - - oo e iieiieieeeeeeeeeaa. 14%
.............................................. ATATACATACACACACCTACAC. - e i iiieeeeeeaaaaa 1
......... ATAAGTGCGCGCATGTATATGEC . - o i i it i e eeeccmaeacccaaaacaaaaaaaa 2

mmu-mir-467e(mmu-mir-467e)
GCCTGTGTGCATAAGTGTGAGCATGTATATGTGTGTATATTTTATGCATATACATACACACACCTATATACACATGCACACAGACAT

- - (CCCCCCCCC- - (CCCC- € (- - - - - - - DI IIIID) EE R Er 2))I)I))))---- (~33.60)
FkxrHx xRk ATAAGTGTGAGCATGTATATGT

__________ ATAAGTGTGAGCATGTATATG . « - -« e ot ottt e e e e et e e e e e e o e i aaceaceaceaaeaaaas 3
.......... ATAAGTGTGAGCATGTATATGT - - - -« o e ot e e et et e e e e ea e eaeeaaaaaaaaas 2%

mmu-mir-467f(mmu-mir-467F)
ACGGCTACATAGAGAAATCCTGTACCCAGAAATCGAACGGGGGTGGGTGTGTGTGTAGGTGTGTGTGTGTGTATGTATGTATATACACACACACACCTACACACA

GCTTTTTTGGAATTT
--------- ((CCCCCER (((CH ((CEEERRTRERED ) EED D) ) B { { (CCCC CCCCCCCCCCCCCCCCCSERS DD 00000000000 000D

= ID))----- (-54.30)

ATATACACACACACACCTACA****

mmu-mir-467g(mmu-mir-4679)
GTCTTGTGCATGCATATATATATATGTGTGTGTGTATATATATATACATATATATACATACATACACATGTATATGTATATATACATACACACACATATATATAT

TCATGTATATATATA
SRR € ( (O (R (O (e 233131333133331333-33333133331333))3)))

--I)))))-))))-. (-51.20)

TATACATACACACACATATAT>***

Fhk Kk hhkhdkhdkhkhhkhk

mmu-mir-467h(mmu-mir-467h)
TTTTCACTTTTGTTTTTCTCATGTATATGTGTATGTGTGCGGTGTACATAATTATATCTATGTGTGCATGTATGTGGACATAAGTGTGTGCATGTATATGTGTGT

GTGTGGTGTACATAAT
............................... (R E R (R (((EUEH G D)) B O ED I EIIIIIX))))

ATAAGTGTGTGCATGTATATGT****

mmu-mir-468(mmu-mir-468)
ATAAGAAACTTGGCGTGTCGTGACTGATGTACTGATAAGAAACTCAGTGTGATATGACTGATGTGCGTGTGTCTGTCT

- - - (CC- CC- - - CCC- - (G- (G- - (- - - - - - - 2))3)--2-33)-3)-3)--7))--))-)))---- (-14.80)
TATGACTGATGTGCGTGTGTCTG***

mmu-mir-469(mmu-mir-469)
CGCGGTGCCTCTTTCATTGATCTTGGTGTCCTCAAATTGAAAGCCAAGGAAGAGGTGGGGGGCGTGGTAGCCTT

- (- (CCCCCCCC- - - (- - CCCCCCC- - - - (C- - - - - 2)--233332)--3)---I3))))))-))-- - - - - (-22.70)
*****TGCCTCTTTCATTGATCTTGGTGTCC

mmu-mir-470(mmu-mir-470)
CAGTGCTCTTCTTGGACTGGCACTGGTGAGTTAAACTAAATACAACCAGTACCTTTCTGAGAAGAGTAAAGCTCA
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- (- - (- - - - - - IDDEESIII D)D) IS )))D)))) Frpns (-29.90)
*HxR X R AT TCTTGGACTGGCACTGGTGAGT

mu-mir-473(mmu-mir-47)
GTGCTTTACGTAGTATAGTGCTTTTCACATTAAACAAAAAGTGAAAGGTGCCATACTATGTATAGGA

- - - (- CCCCLCCLCC- - - (- (- - - - - - 2)-333)33))--3-)3))))3)))-))-- (~26-30)

*xxx*TACGTAGTATAGTGCTTTTCAC

mmu-mir-483(mmu-mir-483)
GAGGGGGAAGACGGGAGAAGAGAAGGGAGTGGTTTTTGGGTGCCTCACTCCTCCCCTCCCGTCTTGTTCTCTC

(- - CCC- - (- (e - - - - 2))-3-33)1)--233)3)1)))-))))))) (-33.90)
*kxxk s AMGACGGGAGAAGAGAAGGGAG

....... AAGACGGGAGAAGAGAAGGGAG - - . - - o e ee i eecmea e e ceciea e aanoa. 3%
............................................. CACTCCTCCCCTCCCGTCTTGT ... ... 50
....... AAGACGGGAGAAGAGAAGGGAGT . . - - o e o e e ee e e ea e i aaeaeaaeaaeaaan 9
........ AGACGGGAGAAGAGAAGGGAG . - - - - -« e e e e e eea e ea e caeeaeaeaaeaaeaas O
....... AAGACGGGAGAAGAGAAGGGA . - - - - - e e e e e ee e e eeceecaaaaeaaanan T
............................................ TCACTCCTCCCCTCCCGTCTTGT....... 6
........ AGACGGGAGAAGAGAAGGGAGTGG . - - -« e o e ee e ee e ceaceaaacaaeaan b
............................................ TCACTCCTCCCCTCCCGTCTTG. .. ..... 4
............................................. CACTCCTCCCCTCCCGTCTTG. .. ..... 3
....... AAGACGGGAGAAGAGAAGGG . - - - - - - e e e e e e oo e e e 2
........ AGACGGGAGAAGAGAAGGGAGT - - - - - e e c e e e e e e e e e e e eaeaeaaeaa 2
...... BAAGACGGGAGAAGAGAAGGBAG . - - - - -« e e e e ee e i ea e ce i e eaeaaaaaaa. B
....... AAGACGGGAGAAGAGAAGGGAGA. - - - - -« o ee i eeceecececaaaeaaaaacaaaaaoa. B
............................................. CACTCCTCCCCTCCCGTCTTGA. . - ... 4
....... AAGACGGGAGAAGAGAAGGGAR - - - - - < o e e e e eeaeaaa e i aaaacaaccaaanaaaas 3
....... AAGACGGGAGAAGAGAAGGGAAT - - - - - o e e e e e e i e e c e e eaaaeaaaaas 2
....... AAGACGGGAGAAGAGAAGGGAGTE . . - . oot i e e e e ceceeceeaeaiaas 2
............................................. CACTCCTCCCCTCCCGTCTTEGT. . ... 2
....... AAGACGGGAGAAGAGAAGG=AG - - - - -« o e e e e e ee e e eeaeeieecaaeamaaaaa 2
............................................ TCACTCCTCCCCTCCCGTCTTGA. ..o ... 2
............................................. CACTCCTCCC-TCCCGTCTTGT ... ... 2
............................................ aCACTCCTCCCCTCCCGTCTTGT. ... 2

mmu-mir-484(mmu-mir-484)
CTCGTCAGGCTCAGTCCCCTCCCGATAAACCTCAAAATAGGGTCTTACCTAGGGGGCTGGCGGCGTA

- - (CCC- - (- (CCCCCC(---- (- - - - - 2 - (CCC- - - - - - 2))13)13))))0)))))-- (-24.70)
****TCAGGCTCAGTCCCCTCCCGAT

- - - -TCAGGCTCAGTCCCCTCCCOAT . - . . oo oot e e i e i e ie i e e e caaas 11*

U o7.Yc clog o7 \cy K ellolog [ oleiolc . NI 2

- - - - TCAGGCTCAGTCCCCTCCCOATRA. . - - oo e e e e e e e c e ea e eeaeaas 2
......... CTCAGTCCCCTCCCGAAA . - - - - o oo ee e e e e e e e 2

<« - TCAGGCTCAGTCCCCTCCCGATE - - - -« o e o e e e e e e ee e ea e ea e eaas 2

mmu-mir-485(mmu-mir-485)
ACTTGGAGAGAGGCTGGCCGTGATGAATTCGATTCATCTAAACGAGTCATACACGGCTCTCCTCTCTTCTAGT

(- (L - (el vaenne - 23)3331)-333)3))--33))))))-))) (-35.50)
FHxrHx X AGAGGCTGGCCGTGATGAATTC

________ AGAGGCTGGCCGTGATGAATTCG - -« e o e e e e eeceecee e ea i ea e eaaeea e 17
........ JXelNleleloy yeleloleiey Fe2N FeTV.N i Folc NN K
............................................. GTCATACACGGCTCTCCTCTCT....... 10
...... AGAGAGGCTGGCCGTGATGAAT - . . - - oo e ei e ee e ececeaaeaaaaeanaaaaa B
............................................ AGTCATACACGGCTCTCCTCTCT....... 5
........ JXeY.Xeleloy yelcloelcy e\ FeT.V.N [ oI o
............................................... CATACACGGCTCTCCTCTCTTC..... 3
............................................ AGTCATACACGGCTCTCCTCTC. ... .... 2
________________________________________________________ CTCTCCTCTCTT. ..... 2
........................................................ CTCTCCTCTCTTC. ... 2
............................................. GTCATACACGGCTCTCCTCTC. ... .... 2
....... AAGAGGCTGGCCGTGATGAATTCG . - o e e e e e ee e i ee i e e eeceeceaaaaa. 4
........ TGAGGCTGGCCETGATGAATTCG . - - o e o ee i ee e ee e iee i eaaeaeacaaeaaas 4
............................................ AGTCATACACGGCTCTCCTCTCTaaa. . .. 3
........................................................ CTCTCCTCTCTaT..... 3
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............................................. GTCATACACGGCTCTCCTCTCTaa..... 2

........................................................ CTCTCCTCTCTa...... 2
........ AaAGGCTGGCCGTGATGAATTCG . - o i i e i i i i e eeecmmaaacananaas 2
........ AGAGGCTGGCCGTGATGAAT TCG T - o oo oo e e e i e eeeeieeeaa 2
........ AGAGGCTGGCCGTGATGAATTECG . - - oo oo i i i i i ieeeeeeeen 2

mmu-mir-486(mmu-mir-486)
CAGCCAGCTCTGATCTCGCCCTCCCTGAGGGGTCCTGTACTGAGCTGCCCCGAGGTCCTTCACTGTGCTCAGCTCGGGGCAGCTCAGTACAGGATGCGTCAGGGT

GGGAGACAACGGGGAACAAGCCA
(O (((CE ( QI (U E (o C(E5)1))))))))H)HHHIHNNHNIBBIN)HH
1N INN-----)). . (-80.10)

TCCTGTACTGAGCTGCCCCGAG
................................ TCCTGTACTGAGCTGCCCCGAG . - e e e e e e e e e it e e e ieeecieeacceeee e
........................ 5*
................................ TCCTGTACTGAGCTGCCCCGA . - c e e e e e i i ee e e e ieeecceeecccecacaeeaemnennnn
........................ 2
e eeeeeeieeiiiiiiiiiees. TCCTGTACTGAGCTOCOCCOAGE . -« - - cnensenenesenemomeneeeeneneeeneeenns
........................ 7
................................ TCCTGTACTGAGCTGCCCCGAGA - - - - - oo e iieeeeseeeeeeaaaannn
........................ 2

mmu-mir-487b(mmu-mir-487b)
TGGTACTTGGAGAGTGGTTATCCCTGTCCTCTTCGCTTCACTCATGCCGAATCGTACAGGGTCATCCACTTTTTCAGTATCA

- (CCCCC- - CCCCLCCC- - - - CCCCCC- (- - (- - - - - - - )-33):-3:3333))----333)3)))--)))))) - (-32.20)
AATCGTACAGGGTCATCCACT THaxkain
................................................. AATCGTACAGGGTCATCCACTT ... ......... 19*
_________________________________________________ AATCGTACAGGGTCATCCACT. ... ........ 10
................................................. AATCGTACAGGGTCATCCACTTT........... 9
.................................................. ATCGTACAGGGTCATCCACTTT........... 2
________________________________________________ AAATCGTACAGGGTCATCCACT . . v oociuonn. 2

mmu-mir-4g8(mmu-mir-488)
TTCGGGTGAGAGTGAGAATCCTCTCTCCCAGATAATAGCACTCTCAAACAAGTTTCCATGTTGTTTGAAAGGCTGTTTCTTGGTCAGAAGACTCTCAATTTCTTC
TGGA

(O (G (G (R (O (O (A (O (R 23333333-33333333331-33--333-3)-3333)-3)))-))

)))) (-38.60)

TTGAAAGGCTGTTTCTTGGTC

mmu-mir-489(mmu-mir-489)
ACTGCTGCAGTGGCAGCTTGGTTGTCATATGTGTGATGACACTTTCTAAAGTCTTCCAGAATGACACCACATATATGGCAGCTAAACTGTTACATGGAACAACAA
GT

N (O (OO 22231)-2)-23330033300000033)-5II03))-)-)-))- - - -
.. (-37.40)

AATGACACCACATATATGGCAGC

mu-mir-490(mmu-mir-400)
TGGAAAGTTCATTGTTCGACACCATGGATCTCCAGGTGGGTCACGTTTAGATATACACCAACCTGGAGGACTCCATGCTGTTGA
--------------- (CCCCC- (- €G- - - €G- - ----3232)-30330032)- 2333113 -)))))) (-32.30)
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CAACCTGGAGGACTCCATGCTG****

mu-mir-4el(mmu-mir-4el)
AATTGACTTAGCTGGGAAGTGGGGAACCCTTCCATGAGGAGTAGAACACTCCTTATGCAAGATTCCCTTCTACCTGACTGAGTTGA

- = (- - (CCCCC- - CCC- (- €O - (- (e - - - - 2)3333133)-33)-333))-3)-3))--)))))--) (-40.10)
AGTGGGGAACCCTTCCATGAGG

mmu-mir-493(mmu-mir-493)
CGCCAGGGCCTTGTACATGGTAGGCTTTCATTCATTTTTTGCACATTCGGTGAAGGTCCTACTGTGTGCCAGGCCCTGTGCCA

- (CCCCLCCCC. CCCCLCCCCCCCCCCCCCCC. .- --------- - - - 300000 - 0DD)).)) .. (-45.09)
TGAAGGTCCTACTGTGTGCCAGG********xkx

mmu-mir-494(mmu-mir-494)
TTGATACTTGAAGGAGAGGTTGTCCGTGTTGTCTTCTCTTTATTTATGATGAAACATACACGGGAAACCTCTTTTTTAGTATCAA

- (CCCCCC- Ll - (- - - - - - - 2):32133:33333)--3333))3)33))))))))) - (-36.70)
TGAAACATACACGGGAAACCT Atk
................................................. TGAAACATACACGGGAAACCTCT . .. ... .. ..... 29
_________________________________________________ TGAAACATACACGGGAAACCTC. ... ovuoeuoon . 8%
................................................. TGAAACATACACGGGAAACCTCTT. .. ... ..... 3
................................................ ATGAAACATACACGGGAAACCTC. .. ovieeao. 2
................................................ ATGAAACATACACGGGAAACCTCT .. ... .. ... 2

mmu-mir-495(mmu-mir-495)

AAAGAAGTTGCCCATGTTATTTTTCGCTTTTATTTGTGACGAAACAAACATGGTGCACTTCTT

- (- - - e m - 2)))-3))---3))))))-2)))))))) (-22.40)

AAACAAACATGGTGCACTTCTT

......................................... AAACAAACATGGTGCACTTCTT. 79*
.......................................... AACAAACATGGTGCACTTCTT. 23
......................................... AAACAAACATGGTGCACTTCT ..
.......................................... AACAAACATGGTGCACTTCT . .
................................................... GGTGCACTTCTT.
........................................... ACAAACATGGTGCACTTCTT.
.................................................. TGGTGCACTTCTT.
......................................... AAACAAACATGGTGCACTTCTTt 11
........................................ aAAACAAACATGGTGCACTTCTT. 10
.......................................... AACAA-CATGGTGCACTTCTT.
......................................... AAACAA-CATGGTGCACTTCTT.
.......................................... AACAAACATGGTGCACTTCTTt
......................................... AAACAAACATGGTGCACTTCTTa
.......................................... AACAA-CATGGTGCACTTCT . .
......................................... AAACAA-CATGGTGCACTTCT . .
......................................... tAACAAACATGGTGCACTTCTT.
......................................... AAACAAACATGGTGCACTTCTTg
......................................... AAACAAACATGGTaCACTTCTT.
.......................................... AACAAACATGGTGCACTTCTTat 2

NN R AR
[

NNWWWr,roOoON

mmu-mir-496 (mmu-mir-496)
AGTGTTCGAATGGAGGTTGCCCATGGTGTGTTCATTTTATTTATGATGAGTATTACATGGCCAATCTCCTTTCGGCACT

(CCCC- (- (- (L - (- - - - - - 2)2133)3)--2333)-33233)1)-3)))))))) (-35.30)
TGAGTATTACATGGCCAATCTCH*xxkaxax
.............................................. TGAGTATTACATGGCCAATCTC. .. ......... 18%
................................................ AGTATTACATGGCCAATCTCC. o oceeuan. 7
............. AGGTTGCCCATGGTGTGTTCA . - - - e e e e e e e e e e ee e e e e caaeeaaan 2

mmu-mir-497 (mmu-mir-497)
CCTGCCCCCGCCCCAGCAGCACACTGTGGTTTGTACGGCACTGTGGCCACGTCCAAACCACACTGTGGTGTTAGAGCGAGGGTA

- - (CCCC- CCC- (- CCCC- CCCC- (- (- - - - - - 2))--2)-33)3)))))-33))-3)))-)-)))-))))) (-41.50)
FHFAAAA I XA AKX FCAGCAGCACACTGTGGTTTGTA
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Mu-mir-499(mmu-mir-499)
GGGTGGGCAGCTGTTAAGACTTGCAGTGATGTTTAGCTCCTCTGCATGTGAACATCACAGCAAGTCTGTGCTGCTGCCT

- - - - (CCCCCC- (- - (- (- - - - - 2)---2))20)))))-3)00))))--))-))))))) (-41.20)
kel x TTAAGACT TGCAGTGATGTTT

mmu-mir-500(mmu-mir-500)
CTCCTCTGCTCCCCCTCTCTAATCCTTGCTATCTGGGTGCTTAGTGCTATCTCAATGCAATGCACCTGGGCAAGGGTTCAGAGAAGGTGAGC

------- (- (- (- - - - == 22222990000 --90000)0)))) -))))) -)) -))))  (-42.90)
AATGCACCTGGGCAAGGGTTCA >tttk
.......................................................... AATGCACCTGGGCAAGGGTTCA. ... ......... 18*
.......................................................... AATGCACCTGGGCAAGGGTTC. .- oo ccaaoo-2 5

mmu-mir-501-3p(mmu-mir-501)
CTTCTGCTCTGCTCATCCTCTCTAATCCTTTGTCCCTGGGTGAAAATGCTATTTGTATGCAATGCACCCGGGCAAGGATTTGGGGAAGGTGAGCCTGATCTGCAT

GGAG
(CCCCCCCC- (- €L - (- CCC- - - - - e m e - - 23)---3331333333333--3333333-333033)--3)---))) -

)))) (-47.40)

AATGCACCCGGGCAAGGATTTG

mmu-mir-501-5p(mmu-mir-501)
CTTCTGCTCTGCTCATCCTCTCTAATCCTTTGTCCCTGGGTGAAAATGCTATTTGTATGCAATGCACCCGGGCAAGGATTTGGGGAAGGTGAGCCTGATCTGCAT

GGAG
(@ (O (O (O (O (e (R 23)---3330333313333--3333333-3330)3)--3)---))) -

)))) (-47.40)

AATCCTTTGTCCCTGGGTGAAA

*kk*k

............................................................ AATGCACCCGGGCAAGGATTTGG. - e e e e e e e e
..... 3

....................... AATCCTTTGTCCCTGGGT GAA . o o i e et i e aeom o ceeecccaaeacmccaaacaaaaan-
..... 1

........... [0 O L G 1O IO
..... 4

............................................................ AATGCACCCGGGCAAGGATTTGGE . - - oo oo oo oo oo
..... 3

........... CTC-TCCT T T AAG . - - L e eeeeesssaaaaaaaaaaaaaaaaaaaaaaaa e e e
..... 2

...................... AAATCCTTTGTCCCTGGGT GAAAAT & L it e e i e meecccccececccacaacaaaaaaeaaaaan-
..... 2

mmu-mir-503(mmu-mir-503)
TGCCCTAGCAGCGGGAACAGTACTGCAGTGAGTGTTTGGTGCCCTGGAGTATTGTTTCCACTGCCTGGGTA

(CCCC- - (CCC- (- (- (- - - - - 2))1))-33333)13))))-3))--3)))) (-37.70)
**#**TAGCAGCGGGAACAGTACTGCAG
..... TAGCAGCGGGAACAGTACTGCAG . - - - o e e e e e i e cec e ieceeaaaeeaano . 307
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..... TAGCAGCGGGAACAGTACTGCAGT - - - i e i e e e e e e e e e e e e e e e e e e e e eaaaaaaaa 37
..... TAGCAGCGGGAACAGTACTGCA . < o i i e e e e e e e e e e e e 17
..... TAGCAGCGGGAACAGTACTGC . - - o e i i i i i i mmeeccaaaeeceanaea== 9
..... TAGCAGCGGGAACAGTACT G - v e e e e i e e e e e e e e e e e e e e e e e e e e e e eeeeeaaeeeaa T
..... TAGCAGCGGGAACAGTACT - - e i i i i i i i i i i i e e e e e e e e e e e e e e e e e e eeeaaaaaaaaaa-- 3
..... TAGCAGCGGGAACAGTACTGCAA . - - e e e e e i i e e i e meemmmmeaaaaaa 17
..... TAGCAGCGGGAACAGTACTGCAGA - - - e e e e e e e e e e e e e e e e e e e e e e e e e eeeeeeaaaaa-- 16
..... TAGCAGCGGGAACAGTACTGCEAG - - - i i i i i i i i i e e e e e e e e e e e e e e e e e e e eeeeeeeeaa2 9

aTAGCAGCGGGAACAGTACTGCAG. - - - i ieeseccccceeaaaaaaaaannn 9
...... tGCAGCGGGAACAGTACTGCAG. « c - i e i i i i i meemmmeeeccaaanaeeaaaa 9
..... TAGCAGCGGGAACAGTACTGCABG - - - - e e e e e e e eeaaaaeeeaa T
..... TAGCAGCGG-AACAGTACTGCAG . - - s i i e e e e e e e e e e e e e e e e e e e e e e e aeaaaaaaaaaa- B
..... TEGCAGCGGGAACAGTACTGCAG. - - i i e e e e e e e i i e e e e e e e e e e e e e e e e e eeeeeaaaa- 4
..... TAGCAGCGG-AACAGTACTGCEAG. - oot i i i ieecccceaacaaanea--- 4
..... TYGCAGCGGGAACAGTACTGCAG - - - - i i e e e e e e e e e e e e e e e e e e e e e e e e e eaeeaaaaaaa 4
..... TAGCAGCGGGAACAGTACTGACAG - - - i o i e i i i e e i e e e i i e e i e e e e e e e e eaeaaaaaaaa 3
.. -aTAGCAGCGGGAACAGTACTGCA. . . i i e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e aeaaaaa s 3
-- - -aTAGCAGCGGGAACAGTACTGCAA. - - - o e e e e e e e i e meecmmaaaannan 3
..... TAGCAGCGGGAACAGTACTA8A. - - - i e e e i i e i e e e e e e e e e e e e e e e e e e eaeeaaaaaa 3
..... TAGCAGCGGGAACAGTACTGCABA.- - -« oo e e e i e e e i e e e e e e e e e e e e e e e e aaaaaaaaaaa2 3
..... TAGCAGCGGGAACOAGTACTGCAGA.- - - o e e e e e e e e e e e e e e e e e e e e e e e e e eeeeeaaeeaan 2
..... TAGaCAGCGGGAACAGTACTGCEAG . - v o i i e e i e i i i i ieecmmeeccaaananaas 2
..... TAGCAGCGGGAGCAGTACTGCAG - - - - i i e e e e e e e e e e e e e e e e e e e e eeeaaaaaaa 2
...... TtGCAGCGGGAACAGTACTGCAA . - - i iiiicccceeaaaaaanaas 2
..... TAGCAGCGGGAACACGTACTGCAG. - - i e e e e e e i e e e e e e e e e e e eeeeeeaan 2
..... TAGECAGCGGGAACAGTACTGCAG . - e i i e e i i ieecmmmeeccaaanaas 2
..... TAGCAGCGGGA—CAGTACTGCAG - - - - i e e e e e e e e e e e e e e e e e e e e e e e e e eeeaaaaaa 2
..... TAGCAGCGGGAACAATACTGCAG . - - i i e e e e e e e e e e e e e e e e e e e e e e e e eeeaaaaaaa 2
...... tGCAGCGGGAACAGTACTGCAGT - - - i i iicccccccccaaaaaannan 2
..... TAGCAGCGGaAACAGTACTGCAG . - - e i i i ieeccmmeeecaaaaanaas 2
..... TAGCAGCGGGAACAGTACTGCAL . - - e e e e e e i e eaaaaaaaa 2
..... CAGCAGCGGGAACAGTACTGCAGT - - - it iiicccccecaaaaananan 2

mMu-mir-S04(mmu-mir-504y
TCCTGTTGGGAGACCCTGGTCTGCACTCTATCTGTAAACTTACTGAAGGGAGAGCAGGGCAGGGTTTCCCATACAGAGG

- - (CCCCCCCCCCCCCCC- CCOCC- CCCC- CCCCC = --09D0)- ) I -DINNNINN IN)- - - (-44.30)

FHFIAFAAHX XX XAGACCCTGGTCTGCACTCTATC

mu-mir-505(mmu-mir-508)
AAATTGATGCACCCAGTGGGGGAGCCAGGAAGTATTGATGTTTCTGCCAGGTTAGCGTCAACACTTGCTGGTTTTCTCTCTGGAGTATCA

- - - - (CCCCC- - CCCC- CCC- - OO (- (- €C-- =222 --3D0D)00) 2320 -0)0))) - -3)) -)))) -)))))) (-43.20)
CGTCAACACTTGCTGGTTTTCT

mmU-mir-509-3p(mmu-mir-509)
GTGGTTCTTTACTCCAGAATGTGGCAATCATGCATAATTAAATGTGATTGACATTTCTGTAATGGAGTAACACAT

(CC- - - CCCCC- - - (CCCC- (- (e e 222133)-3333))))---I))))---))) - - (-19.40)
TGATTGACATTTCTGTAATGG **wxxax

mU-mir-500-5p(mmu-mir-509)
GTGGTTCTTTACTCCAGAATGTGGCAATCATGCATAATTAAATGTGATTGACATTTCTGTAATGGAGTAACACAT

(CC- - - CCCLC- - - CCCCC- (- (e ma e 2)2333)-3333))))---3))))---))) - - (-19.40)

Fkxxkx xR TACTCCAGAATGTGGCAATCAT

mu-mir-511(mmu-mir-511)

GATACCCACCATGCCTTTTGCTCTGCACTCAGTAAATAATAATTTGTGAATGTGTAGCAAAAGACAGGATGGGGATCCA

(- (CCCCC- (- (OO - COC- CCC- CCCCC---202D22)2) D)) --30)3))))-)))) -D))) -))) - - (-27.90)
ATGCCTTTTGCTCTGCACTCA

mmu-mir-532-3p(mmu-mir-532)
CAGATTTGCTTTTTCTCTTCCATGCCTTGAGTGTAGGACCGTTGACATCTTAATTACCCTCCCACACCCAAGGCTTGCAGGAGAGCAAGCCTTCTC
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- ((C- - - CCCC- (OO - (- (- - - (oo 2)--23)-333)-333)3)-3)-3)))3))-))))--))) - (-33.82)
CCTCCCACACCCAAGGCTTGCA

.................... CATGCCTTGAGTGTAGGACCGT - - - - e o e e e c e ot e e e e e e et e e e ea e aacaaaaaaaas B

......................................................... CCTCCCACACCCAAGGCTTGCA. . o ooeeeeaaoo. 6%

......................................................... CCTCCCACACCCAAGGCTTGC . - v vceeeeaeaaan 3

mmu-mir-532-5p(mmu-mir-532)
CAGATTTGCTTTTTCTCTTCCATGCCTTGAGTGTAGGACCGTTGACATCTTAATTACCCTCCCACACCCAAGGCTTGCAGGAGAGCAAGCCTTCTC

- (CC- - - CCCC- COCCCCC- CC- (- CCCC-CCC- - (e e e o 2)--23)-31)-3333))-3)-3)))33)-))))--))) - (-33.82)
CATGCCTTGAGTGTAGGACCGT

.................... CATGCCTTGAGTGTAGGACCGT - - - - e o e e e et e e e e e ee e e ee i eemeeacaaaaaaeaoa. B%
......................................................... CCTCCCACACCCAAGGCTTGCA. . ... ..o 6
......................................................... CCTCCCACACCCAAGGCTTGC . - v v oevaccaaaaan 3
......................................................... CCTCCCACACCCAAGGCTTGCAE. .. ooveano.. 4
......................................................... CCTCCCACACCCAAGGCTTGCAA. -« oveceeeaaan 2
........................................................ aCCTCCCACACCCAAGGCTTGCA. -« oveiccaaaans 2
......................................................... CCTCCCACACCCAAGGCTTGCAGE -« o vvceceeaeen 2

mmu-mir-539(mmu-mir-539)
TACTTGAGGAGAAATTATCCTTGGTGTGTTGGCTCTTTTGGATGAATCATACAAGGATAATTTCTTTTTGAGTA

(- - (- - - - (=== -2--3-23-20)3)0))))))))))0))))) - -)))) (-31.80)
FHXXXFFGGAGAAATTATCCTTGGTGTGT

....... GGAGAAATTATCCTTGGTGTGT . v o n i i i i i eiiecesacccanaaaaaaanaa. D6*
....... GGAGAAATTATCCTTGGTGTGT T - - oo i i i iiccccccccaaaaaaannaaa. 46
........ GAGAAATTATCCTTGGTGTGT - - o oo i i i i i i i iiiccccccceeaaaaannaaanaaaa 10
........ GAGAAATTATCCTTGGTGTGT T . o o i e i e i i i e ei e ceeecccaaaacanaaaa- b
................ 2 O3 I 1€ C 1 I R =
............... L7212 ©3 I 1] €1 1 1 N
....... GGAGAAATTATCCTTGGTGTG. - o o oo i i i i i i i i iccccccccacaaaaaaanaaaa 3
.............. TTATCCTTGGTGTGT - o - o e e i i e i e e e e eeecemeeeeaaeaaaea-- 3
...... AGGAGAAATTATCCTTGGTGTGT - o i e e e e e i i i i e meeccmaaaccaaaaenaas 2
................ N IO G 1 I C 4
....... GGAGAAATTATCCTTGGTGTGT T . - - e i it i i iii i i eeeecaaaaacaaaaaa- b
....... TGAGAAATTATCCTTGGTGTGT . v o o o e e e i i i i iimeeeccccaaacenanaas 3
....... TGAGAAATTATCCTTGGTGTGT T . o e e e e i i i i e ceeecccaaaaaacanans 3
....... GGAGAA-TTATCCTTGGTGTGT - - oo i i i i iccccccccccaaaaaaaaaaas 3
....... AGAGAAATTATCCTTGGTGTGT . - o o o i i e e i i e i e ee i e eeeecemaeeeaanaaa 3
....... GGAGAAATTATCCTTGGTGTEGT . - o oo i i i i i i i imeeccccaaaaaaaanaaa 3
....... GGAGAAATTATCCTTGGTGTGTTa. - - e e e e e e i i e mececcacacaacnanans 2
....... GGAGAA-TTATCCTTGGTGTGT T . - i iccccccccaaaaaaaaaaaanas 2
....... GGAGAAATTATCCTTGGTGTaGT T . - o o e e i i e e i e eeeeie e meeeaaeanane 2

mmu-mi r-540-3p(mmu-mir-540)
TGGGCCAAGGGTCACCCTCTGACTCTGTGGCCAAGGGTAGACAGGTCAGAGGTCGATCCTGGGCCTA

(CCCCC- OO - (- (- CCC--2022--90000000)3)) - -33)))) -))))))  (-42.00)
AGGTCAGAGGTCGATCCTGG*****

.......................................... AGGTCAGAGGTCGATCCTGGGC. ... 14
.......................................... AGGTCAGAGGTCGATCCTGGG. . ... 11
..... CAAGGGTCACCCTCTGACTCTGT . o i e e e i e e e i i e e ecimmmeeccmaneea== 9
..... CAAGGGTCACCCTCTGACTCT G w i i i e e i i e eeeecacesccccacseceeanaananaaa D
..... CAAGGGTCACCCTCTGACTCT - - oo oo i i i i i i i i i i i iiiiccccccceeeeeaaaaa 3
.......................................... AGGTCAGAGGTCGATCCTGG. . .... 1*
.......................................... AGGTCAGAGGTCGATCCTGGGN. ... 2

mmu-mi r-540-5p(mmu-mir-540)
TGGGCCAAGGGTCACCCTCTGACTCTGTGGCCAAGGGTAGACAGGTCAGAGGTCGATCCTGGGCCTA

(- OO - (- CCCC-CCC---22)--900000000))) - -)))))) -)))))) (-42.00)
*****CAAGGGTCACCCTCTGACTCTGT

.......................................... AGGTCAGAGGTCGATCCTGGGC. ... 14
.......................................... AGGTCAGAGGTCGATCCTGGG. . ... 11
..... CAAGGGTCACCCTCTGACTCTGT - - oo i i i i i i iiiicceeeeeanaaaa 9%
..... CAAGGGTCACCCTCTGACTCTG. - o i i i i i i i i i i i i i i i i iiiicccccceeeeeeaaaaa D
..... CAAGGGTCACCCTCTGACT T - e e e i e i i e e i e i e meeccccceacccaanaaa-- 3
.......................................... AGGTCAGAGGTCGATCCTGG...... 1
.......................................... AGGTCAGAGGTCGATCCTGGGN. ... 2
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6
3
3
3
.......................................... AGGTCAGAGGTCGATCCTGGGCtE. .. 3
.......................................... AGGTCAGAGGTtGATCCTGGGC. ... 3
.......................................... AGGTCAGAGGTCGATCCTGGGaa. .. 3
.......................................... AGGTCAGAGGTCGATCCTGGGCETAt 2
__________________________________________ AGGTCAGAGGTCGATCCTGGGCtaA. 2
.......................................... AGGTCAGAGGTCGATCCTGGGaaa. . 2
.......................................... AGGTCAGAGGTCGATCCTGGGCtaT. 2
.......................................... AGGTCAGAGGTCGATCCTGGGCaaAa 2

2

2

2

.......................................... AGGTCAGAGGTCGATCCTGGGE. . . .
.......................................... AGGTCAGAGGTCGATCCTGGGCaT . -

mmu-mir-541(mmu-mir-541)
GCCAAAATCAGAGAAGGGATTCTGATGTTGGTCACACTCCAAGAGTTTTAAAATGAGTGGCGAACACAGAATCCATACTCTGCTTATGGC

(CCC- (- (L - - - - =00 e e e 22)))-32)00)))))))---3))))-))-)))) (-37.50)
FHFHAAHAAX XXX FAAGGCGATTCTGATGTTGGTCACACT

............. AAGGGATTCTGATGTTGGTCACACT - - e i e i e e i e i i i eeecccccaeccecaaaecanaaaaaa=--- 388*
............. AAGGGATTCTGATGTTGGTCAC . - - oo i i i i i i i i i iiiiiiicccccceeeeeeeaaaaa 325
............. AAGGGATTCTGATGTTGGTCACA . - - i i i i i iiiicccccccceeeaaaaaaaaa. 202
................... TTCTGATGTTGGTCACACT - - i o e e e e e meemeam e e e e 179
............. AAGGGATTCTGATGTTGGTCACAC . - - i i it i i e eeecmcacascecaaaaaeeaaaaaanaaa 173
................... TTCTGATGTTGGTCACA . - - i i iiiiiiiccccceeeeeeeaaaaa. 116
............. AAGGGATTCTGATGTTGGTCACACT . - i i i iicccccceeeeaaeanaaaa 112
................... TTCTGATGTTGGTCAC . - - o i i i i i e eeeemaaeecaaeeecaaaaaaeaa--- 110
................... TTCTGATGTTGGTCACAC . - - i i e i i eeeecccasccecaaaacaaaanaaaaaa O7
............. AAGGGNTTCTGATGTTGGTCAC - - - - oo i i i i iiiiiiiccccceeaeaeaaaa. B2
............. AAGGGATTCTGATGTTGGTCA . - - oo oo i it i i i i i i i i i i iiiicccccccccceceeeaaaaaaaa. D8
............. AAGGGNTTCTGATGTTGGTCACACT - - - i i e i e i i e e eeecceaacacceaaaeaeceaaaaaaa--- 53
............. AAGGGNTTCTGATGTTGGTCACA .« - o i i i i maeecccccacaccccaaaaaaaaanaaa--- 43
.............. AGGGATTCTGATGTTGGTCACACT - - - i it i e i i i i iiiiicicccceeeeeeaaaaaa. 36
.............. AGGGATTCTGATGTTGGTCAC - - - oo oo i i i i i i i i i i i i i i i iiiiicccccccceeeeaaaaaaaaa 35
.............. AGGGATTCTGATGTTGGTCACAC - - - o i i e i i e e e e eeemamaceeaaeeceeaaaaaaaea-a- 23
............. AAGGGNTTCTGATGTTGGTCACAC . - - i i e i i e eeecmacacccaacaacaanaaaaaa 22
.............. AGGGATTCTGATGTTGGTCACA. - o e e i i e e eeeeccccacasceaaaaaannnananan 22
................... TTCTGATGTTGGTCACACT . - o i i i i iiccccccccaaaaaaanas 22
.................. ATTCTGATGTTGGTCACA . - - o oo e e e e i e e eeemamaceeaeaeceeaaaaaaaa-- 16
..................... CTGATGTTGGTCACACT - - o e e i i i e i mesecccccasccccaaaaaaaaanaaa--- 15
............. AAGGGNTTCTGATGTTGGTCACACTC . - e i i e e i i i eeeecccccecccacaeancennnanaaaa 14
.................. ATTCTGATGTTGGTCACACT .« - e i i e i i i e i i i e e e e e e aeaaaaaaaaaaaaeeaaaaaaaaaaa--- 13
.............. AGGGATTCTGATGTTGGTCACACT C . - v e i o i e e e e e e e e e e ceeee e e meeeeeeeea 12
.................. ATTCTGATGTTGGTCACAC. - - o i e e e e e et i mmaeccmacaeceaaaaaaanaaaaa 12
.................. ATTCTGATGTTGGTCAC . - e e i e e e i e i i e eeeccccaaeecccacaecnaaaaaanenanaaa- 11
......................... TGTTGGTCACACT .« - i i i i i i i i e i e e e e e e eeaaaaaaaaaaaaaeaaaaaaaaaa---- 10
_________________________ I 111 IO |
............. AAGGGATTCTGATGT TG - e e oo i e it i et i i eeecccceseccccacascecaaaaacaaaaaaaaaaaa 8
.............. AGGGNTTCTGATGTTGGTCAC. . o o i i e i i i i i e eeiecccaeescccaacaaccacaaaaaacaaeaanana-- 0O
..................... CTGATGTTGGTCACAC . - - oo i i i it i i i i i it i iiiicccccccceeeaaaaaaaa. O
............. AAGGGATTCTGATGTTGGTC . - - o o o e e i e i e i e e e eeeecacacceaaaeacaaaaaaaaaaaa D
.............. AGGGATTCTGATGT TGGTCA .« o o i e et i e eseccccaacccaaaaacceaanaaaaaaa 4
.............. AGGGNTTCTGATGTTGGTCACACT . - - e i i i e i i i ceeeccccacacccccaacaacaeanana-- 4
..................... CTGATGTTGGTCACA . - - i i i iiiiccccccccaaaaaaaaaaa 4
.............. AGGGNTTCTGATGTTGGTCA . - - o oo i e i e et e e eeeeaeeacaeeaaeecaaaaaaea-- 3
.............. AGGGNTTCTGATGTTGGTCACAC . - . i i i i i i i e eeecacaacccccaeacceaaaaaaaaaa 3
.......................... GTTGGTCACACT . - e e i e i i i i i e eeecccacascecaacaacaaanaaanana 3
.................... TCTGATGTTGGTCACAC . - - i i i i it i i i iicicccccccceeaaaanaaaaa 3
.................... TCTGATGTTGGTCACACT - - - i i e et i e eeecamacaeaecceeaaaaaaaeanaaa 3
............. AAGGGNTTCTGATGTTGGT CA. o o o i e i i et i aeeecccccascmaaaacoaaaaenana 2
.................. ATTCTGATGTTGGTCACACTC . o i e e i i e e e aeeeccccaccccaaaaaenanans 2
................. GATTCTGATGTTGGTCACACT . - o i i i iicccccccccccaaaanaaas 2
.................... TCTGATGTTGGTCACA L« o o i e et e e e e d e e e e eaeaeaana 2
............ AAAGGGATTCTGATGTTGGTCAC. - o o e e e i i e eeeecceeecccacanccaaacaanenananaaaa 41
............ aAAGGGATTCTGATGTTGGTCACACT - - o o o i eeeeeeceaaaaaaaaaaaaaaaaaaaaaaaaaaa 32
............ AAAGGGATTCTGATGTTGGTCACA . - o i e e e et e e eeeea e e e e eceeaaaaaeaea--- 28
............. AAGGGATTCTGATGTTGGTCACACA . - - i e i et i i i i i eeeecaacaccccaaaaacaaanaaaa-- 28
............. AAGGGATTCTGATGTTGGTCACACT L. . o oo e e i i i e eeecccccecccceacancennnananan 27
............. AAGGGATTCTGATGTTGGTCACAA - - - oo it i i i i iiiiiicccccccceeaaaaaaaaa. 26
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........... AaAgGGGATTCTGATGTTGGTCAC. . . ..

AAGGGATTCTGATGTTGGTCACACY.- -
AAGGGATTCTGATGTTGGTCACAaa. .
AAGGGONTTCTGATGTTGGTCAC. . ..
AAGGGATTCTGATGTTGGTCtEA. . . ..

e AaAgGGGNTTCTGATGTTGGTCACAC. . .

AAGGGATTCTGATGTTGGTCAL. . . ..

e AaAgGGGNTTCTGATGTTGGTCACACT . .
............ aAAGGGNTTCTGATGTTGGTCAC. . . ..
e AaAgGGGATTCTGATGTTGGTCACACT . .

...... TTCTGATGTTGGTCACACTCa
AAGGGATTCTGATGTTGGTCtACACT.

e aAAGGGNTTCTGATGTTGGTCACACT . .

TtAGGGATTCTGATGTTGGTCACA. . ..
-AGGGATTCTGATGTTGGTCACE. . ..
AAaGGATTCTGATGTTGGTCACACT . .
AAGaGATTCTGATGTTGGTCACACT . .
AAGG-ATTCTGATGTTGGTCACA. . ..
AAGGGAQTTCTGATGTTGGTCACAC. .
CAGGGATTCTGATGTTGGTCAC. . . ..
R TTCTGATGTTGGTCACG.- - - -
-AGGGATTCTGATGTTGGTCACtA. ..

e aAAGGGATTCTGATGTTGGTCtAC. . ..

AAGGGATTCTGATGTTGGTCACG. . ..
e ATTCTGATGTTGGTCACACa. .
AAGGGAagTTCTGATGTTGGTCACA. .
. .aGGATTCTGATGTTGGTCACACT . .
AAGGGATTCTGATGTTGGTCACACTat
TAGGGATTCTGATGTTGGTCACAC. . .
gAGGGATTCTGATGTTGGTCACACT . .
AAGGGATTCTGATGTTGGCCACACT . .

AAaGGATTCTGATGTTGGTCACACTC.
AAGGGATTCTGATGTTGGTCACAaC. .
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............. AAGGGNTTCTGATGTTGGTCACAT . - - - o o e e e e e e e e e e e e eee e meae e eeaemeeen s
................... TCCTGATGTTGGT CACA - - - o o o e e e e e e e e e e e e et e e e e e e e e e eaaa s
........... ABAGGGGATTCTGATGT TGGTCACAC - - - o e e e o o e e e e e e e e e e e e e e e e eea e e eeaeemeaaa s
............. AAGGGNTTCTGATGTTGGTCACACT Gt - o e o i et e e e e e ee e e i eee e e eae e eeaa e e
............ AAAGGGEATTCTGATGT TGGTCACACT - - - - e o e e e e e e e e e e e e e ee e e eeee e meae e maaam s
............. AQGGGATTCTGATGTTGG T CACA - - - - o o o e e e e e e e e e e et e e e e e e e e e e e e eeaaa s
.............. AGGGAT TCTGATGT TGO T CHAC - - - e o o e et e e e e e e e e e e e ea e e i ieaemmeeaaa e

............. AAGGGATTCTGATGTTGGTCACO T . - - s o o i e e e e e e e e e e e e e e e e e e e aaaamas
............. JAGGGATTCTGATGTTGGTCACACT . o o et e e e e e et e e e aemmmmascccccaaacaaaan-
............. AAGGGATTCTGATGCTGGTCACAC - - - - o i eeeceeceseaaaaaaaaaannn
............. AAGGGOATTCTGATGTTGGTCAC . - - - i i eeeesccseeecaaaaaaaaanannn
.............. AGGGATTCTGATGT TGGT CACAT . - - o e e e o e e e e e e e e e e e e aaaaman
.................. ATTCTGATGTTGGTCACACT At . - - .o i e e e eecmmmascccaaaacaaaan-
............. AAGGaATTCTGATGTTGGTCACACT - - - i eeeeceeeeeeaaaaaaaaanannn
............. AAGGGGAaT TCTGATGTTGGTCACAC . - - - i i eeeeeccseeeeaaaaaaaaanannn
............. AAAGGATTCTGATGTTGGT CAC - - - o o i e et e e e e e e e e e e e e e e e e e aaaaas
............. AtGGGATTCTGATGTTGGTCACAA . - - e e e oo i i i et i e e eeemmamescmccasaccaaaaaennn
............. AAGGGNTTCTGATGTTGGTCACACT @A - - - - i e eeeeeeeeeeaaaaaaaaanannn
........... AaAgGGGATTCTGATGTTGGTCAA . - - - i eeceeecseeceaaaaaaaaaanannn
................... TTCTGATGT TGGTCACACT At . « - o oo it e i et e m e e e e e e e e e ms

............. AQGGGATTCTGATGTTGGTCACACTC . - e i o i e e e e i e e e mamescmcasaccaaaaaanan
............. JAGGGATTCTGATGTTGGT CACAC . - o o o e i e e i e e e e et e et e e eeeeeaamaaa e e e e e e e e e e e m s
............. AAGGGATTCCGATGTTGGTCACACT - - - i eeeesscseceaaaaaaaaaanannn
............. AAGGGATTCTGATGTTGGCCACACT . - - e o o i e e e e e e e e e e e e e e e e e e aaaas
............. AAGGGATTCTGATGT TGGTCACAD - - - e e e e e e e et i e e eeecmamascmcaasacaaaaaenan
............. AAGGGONT TCTGATGT TGGT CACACT .- - e i i e i i i e eeecccccecceccacaccaaaaaanan
..................... CTGATGTTGGTCACAL . - - i eecesceseccaaaaaaaaaaannn
................... I O €7 1€ € 1= 7 O
............ aAAGGGATTCTGATGTTGGTCACACT CE . .« . o o oo i e i e e eec i mmaecmccmeaccaaaaaenan
............. JAGGGATTCTGATGT TGGTCAC . e e i i e e i i et i i e eeeeccaeasccccacascecaaaaaacaanann-
............. AAGGGATCCTGATGTTGGTCACACT - - - i i eeeeescseeeeaaaaaaaaanannn
............. AAGGGATTCTGATGTCGGT CAC - - - o o i e et e e et e e e e e e e e e e e e aaaas
............. AAGGGONT TCTGATGT TGGTCACA . - L e i i e i e e e mamescmcasaccaaaaaanan
............. AAGG-ATTCTGATGTTGGTCACACT - - e e e e e e e i i eeeeccccacacceccacaacaaaaaaanan

............. AAGGGOATTCTGATGT TGGTCACACT - - e i o e e e i e e e mmamascmcasaccaaaaaenan
............. AAGGGATTCTGATGTTGGTCACEAA . - . e oo e i i i eeeececccaccmacacaacaaaaaaanan
................... TTCTGATATTGGTCACACT - - i i eeeesesscccaaaaaaaaaanannn
............. AAGGGATTCTGATaGT TGGT CAC . -« - o i it e e e e et e e e e e e e e e aeaaas
..................... CTGATGTTGGT CACEACT - - ettt e e e e eecc i caecccccaaccaaaaenan
............. JAGGGATTCTGATGT TGGTCACA. - o o i e e et i i e e e caeasccccacascccaaaaacanann-
............. AAGGGEATTCTGATGTTGGTCAC . - - - i i ceeeeeceseeecaaaaaaaaanannn

.................. ATTCTGATGT TGGTCACT M « v m m e e i i e e i e e eeeecccesecccacasccaaaaacenanann-
................... TTCTGATGTTGGTCACACT L. - . i ceeseessceeaaaaaaaaaanannn
.............. AGGGAT TCTGATGT TG-TCAC - - - - o e i e e e e e et e e e e e e e e e e e e e e aaeammn
.................. ATTCTGATGTTGGT CAG - - e cc i e e i e e e e e e e maeeccmcascccaaaacanann-

............. AAGGGATTCTGATGTTGGTCYCACT - - e e oot i e e e e i e e eeecmmamescmccesaccaaaaaenan
............. AAGGGATTCTGATGTTGGTCACAGT - - e e e e i e i e e e eeeeccccacasceccacaacaaaaaannn
.............. AGGGATTCTGEATGTTGGTCACACT - - - i i ceeeessceccacaaaaaaaanannn
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............. AAGGGGTTCTGATGTTGGTCAC . - - i i i i i i i i icccccccccaaaaaaaaas 2
............. CAGGGATTCTGATGTTGGTCACACT C . - o i i i e e et e e e e meeee e e ceeeeeeaeaans 2
............. CAGGGATTCTGATGTTGGTCACACT - - o o i i e i i meeecccacascccaaaacanaaaas 2
.................. ATTCTGATGTTGGTCACAA. - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e eeeeeeaaan 2
............. AAGGGNTTCTGATGTTGGTCACEA . - - i i i icccccccccccaaaaaaanas 2

mmu-mir-542-3p(mmu-mir-542)
GGATCTCAGACGTCTCGGGGATCATCATGTCACGAGATACCACTGTGCCCTTGTGACAGATTGATAACTGAAAGGTCTGGGAGCC

(- (- - - - - - - (- CCC----222 2290000000 - - =322 - -)))) - -)))))))) -)) (-38.80)
TGTGACAGATTGATAACTGAAA N FHFAAdkkkskeskek

............. CTCGGGGATCATCATGTCACGA . - - o i i ieeeeeeeeaaaaaaaaaaaaaaaanaaaaa- 15
................................................... TGTGACAGATTGATAACTGAAAG. . . ... 2
............. CTCGGGGATCATCATGTCACG. - - i iieececcccccaaaaaaaaaaaaanaaaaaaaa 1
............. CTCGGGGATCATCATGTCACGAG. - - - c e e i i e i e eeecccaaecccaaeacaaaaaaaaaaa 1
................................................... TGTGACAGATTGATAACTGAAA. . ... ....... 1*
............................................................ TTGATAACTGAAAG. .. ......... 1

mmu-mir-542-5p(mmu-mir-542)
GGATCTCAGACGTCTCGGGGATCATCATGTCACGAGATACCACTGTGCCCTTGTGACAGATTGATAACTGAAAGGTCTGGGAGCC

(- OO G- CCCC- - COCC- - - (- €CC---22)--2300))))) - --D)))--)))) =) -)))))))) -)) (-38.80)
FHFAIA KKK I XXX *XCTCGGGCGATCATCATGTCACGA

............. CTCGGGGATCATCATGTCACGA . - - i i iceeeeceeeaaaaaaaaaaaaaananannaa- 15%
................................................... TGTGACAGATTGATAACTGAAAG. ... ... .... 2
............. CTCGGGGATCATCATGTCAC . - v i i i e e e i i i i i e ceeccmaeecccaaeccaaaaaaaaaaa 1
............. CTCGGGGATCATCATGTCACGAG . - - o o it eeeeeeeaaaaaaaaaaaaaaaaaaaaaa 1
................................................... TGTGACAGATTGATAACTGAAA. .. .......... 1
............................................................ TTGATAACTGAAAG. .. ... ...... 1
............. TTCGGGGATCATCATGTCACGA . - - e e e e eieeieeiieeeeeeeen 4
............. CTCGGGGYATCATCATGTCACGA . - - o i eeeeseseaaaaaaaaaaaaaaaaaaaaaa 3
............. CTCGGGGATCATCATGTCACAA . - - .o iiieccccccaaaaaaaaaaaaaaaaaaaaas 2

mmu-mir-543(mmu-mir-543)
TGCTTAATGAGAAGTTGCCCGCGTGTTTTTCGCTTTATATGTGACGAAACATTCGCGGTGCACTTCTTTTTCAGCA

- (CC- (- (CCCCCC- (- --- - - - 2)2)-3333)3--3331)-333)3)))-))-))) - (-31.70)
AAACATTCGCGGTGCACTTCT THxxx

....................................................... CGGTGCACTTCTT......... 19
______________________________________________ AAACATTCGCGGTGCACTTCTTT........ 8
.............................................. AAACATTCGCGGTGCACTTCTT......... 6%
........... AAGTTGCCCGCGTGTTTTTCG M -« - - e e e e e ee i ea e eaceaceacaaeaacaanaaaaaas B
............................................... AACATTCGCGGTGCACTTCTT. ........ 4
_______________________________________________ AACATTCGCGGTGCACTTCTTT........ 3
....................................................... CGGTGCACTTCTTT........ 3
........................................................ GGTGCACTTCTT......... 1
.............................................. AAACNTTCGCGGTGCACTTCTTT. .. ..... 2
..................................................... CGCGGTGCACTTCTT. .. ...... 2
..................................................... CGCGGTGCACTTCTTT........ 2
....................................................... CGGTGCACTTCT. . ....oou. 2
....................................................... CGGTGCACTTCTTaT....... 3
.............................................. AAACATTCGCGGTGCACTTCTTaT....... 3
.............................................. AAACATTCGCGGTGCACTTCTTA. ... .... 2
......................................................... GTGCACTTCTTTaT...... 2
_______________________________________________ AACATTCGCGGTGCACTTCTTa. ... .... 2
............................................. aAAACNTTCGCGGTGCACTTCTTT. ... ... 2

mu-mir-544(mmu-mir-544)
CACCTAGGGATCTTGTTAAAAAGCAGAGTCTGATTGAGGGGCCAAGATTCTGCATTTTTAGCAAGCTCTCAAGTGATG

(CC- - - CCCC- (O ramaanne s 232333)3)-3))323333)-))))--)))--- (~30.52)
ATTCTGCATTTTTAGCAAGCTCH >t

mmu-mir-546 (mmu-mir-546)
CCTCTCTTCCCAAAACTAAACAGGATCTATCATGGTGGCACGGAGTCAGCTAGATGTTGTCTCTTGCTATCCCTGTGCTAGTTCCATGTTTTAGAAGCAAAGTGA

TACTGGGGAGGAGAGG
(O (@ (@ (e 2333-333303332---333-333-232-3)-2I))) - - - - - .-
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--))-I0))))))))) (-49.60)

ATGGTGGCACGGAGTC

mu-mir-547(mmu-mir-547)
GTGTGATGTATCACTTGAGGATGTACCACCCATTTAACAGGAAACATGCTTGGTACATCTTTGAGTGAGATAACACAC

(CCCC- CCC- (L - (- - (- - - - - (----2223--233333133))--73)))-2))-))))) (-35.80)
CTTGGTACATCTTTGAGTGAG****xxkxx

mmu-mir-Ssib(mmu-mir-ssiy
GTGCTCTTGTGGCCCATGAAATCAAGCTTGGGTGAGACCTGGTGCAGAACAGGAAGGCGACCCATACTTGGTTTCAGTGGCTGCAAGAATGACTGCAT
CCCCCCCCC- - CCC- - CCCCCLCCC- - CCCCCC - - (Lo - DI INSE15)) 1555151 )5)) NS ) 16H)) Mo N

(-43.70)

GCGACCCATACTTGGTTTCAG

mmu-mir-568(mmu-mir-568)
ACACTATATTATGTATAAATGTATACACACTTCTATATATGTCCACATATATGCGGTGTGTGTATTATACAGGTATAGGTGTG

(- COCCLC- - - (L. - (- ---32333333-3333333313))))))))3))-)))) - (-31.10)

Fkxkaxkk ATGTATAAATGTATACACAC

mmu-mir-574-3p(mmu-mir-574)
TGCGGGCGTGTGAGTGTGTGTGTGTGAGTGTGTGTCGCTCCAAGTCCACGCTCATGCACACACCCACACGCCCGCACG

U R uoaaarres 2-333133)333133333033033)0)0)))) - - (-55.70)
CACGCTCATGCACACACCCACA***Hxxkkxs

.............................................. CACGCTCATGCACACACCCACA. . ......... 12*
.......... TGAGTGTGTGTGTGTGAGTGTGT . - - - o oo e e e e e e e eaee e ceaceeameanann T
__________ TGAGTGTGTGTGTGTGAGTGT . -« -« e ot e e e e e e ee e e eecea e eaaeaaas 3
.......... TGAGTGTGTGTGTGTGAGTGTG . . -« e o e ot e e e e e e e ea e e e e aea e eeaeaaas 2
.......... TGAGTGTGTGTGTGTGAGTGTGTG. - - o c e eeeeemee i ee e eamemmeeeaeeameaaeas 1
.......... TGAGTGTGTGTGTGTGAGTGTGTGT - - - - e e e e e e e e eceecceceaieeameaaaas 1

mmu-mir-574-5p(mmu-mir-574)
TGCGGGCGTGTGAGTGTGTGTGTGTGAGTGTGTGTCGCTCCAAGTCCACGCTCATGCACACACCCACACGCCCGCACG

(- € (- C-Cam- - - - - 2-32)3333)332)))))0))))0))))))))) - - (-55.70)
HHHAAAHIX XX TCAGTGTGTGTGTGTGAGTGTGT

.............................................. CACGCTCATGCACACACCCACA. .......... 12
.......... TGAGTGTGTGTGTGTGAGTGTGT - - - e i i i e e e e e e e e e emeeaee e (%
.......... TGAGTGTGTGTGTGTGAGTGT - o - o e i e i i i it iceeecccmaaacceaaanaaaa= 3
.......... TGAGTGTGTGTGTGTGAGTGTG. - c n e e e e e i i i e i i ceeeccccacacccanananaaa 2
.......... TGAGTGTGTGTGTGTGAGTGTGT G- - oo oo oo i i i i i i i i i i i i iiiiiieeeeeeeeaaa 1
.......... TGAGTGTGTGTGTGTGAGTGTGTGT - - e v o o i e e e e i e e eeiemmeeeemeeeeeaa 1
.......... TGAGTGTGTGTGTGTGAGTGTGTAA . « v v e e e i e e e e e eeeeccccencccanananaaa b
.......... TGAGTGTGTGTGTGTGABA .- - -« oo i i i i i i i i i i i i i i i i e i i e i i i i eeaceccccccccceeeaa 3
.............................................. CACGCTCATGCACACACCCACAa.......... 3
.......... TGAGTGTGTGTGTGTGAGTGTGTa . - v e e e e e e i i i e eeemmmaeecccaaaneeaaa 2
............ TGaGTGTGTGTGTGAGTGTGT . e i e e e e e i e i e i e e eeeececacancnannnnas 2
.............................................. CACGCTCATGCACACACCCAaA. .......... 2
.......... TGAGTGTGTGTGTGTGAGTGTG@ - - - v e e e e e e e e e eeee e e e eeeeaan 2
......... aTGAGTGTGTGTGTGTGAGTGTGT - - o o e e e i i i i i i i e eseccmaaeacnannnaas 2
.............................................. CACGCTCATGCACACACCCACt. . ... ..... 2

mmu-mir-562-3p(mmu-mir-562)
ACTCTTTGGATACAGTTGTTCAACCAGTTACTAATCTAACTAATTGTAACCTGTTGAACAACTGAACCCAAAGGGTGCAAA

(O (R (ST 2)22)-:32230333)))---IIIIII))) - - - - - (-33.94)
CCTGTTGAACAACTGAACCCAA*** ki
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mmu-mir-582-5p(mmu-mir-582)
ACTCTTTGGATACAGTTGTTCAACCAGTTACTAATCTAACTAATTGTAACCTGTTGAACAACTGAACCCAAAGGGTGCAAA
(OO - - (- - e e 2222)-2I0000))--- ) - - - - - (-33.94)
Fkkkxx* kA *TACAGTTGTTCAACCAGTTACT

mU-mir-500-3p(mmu-mir-560)

AGTCAGAAATGAGCTTATTCATAAAAGTGCAGTATGGTGAAGTCAATCTGTAATTTTATGTATAAGCTAGTCTCTGATTGA

(CCCCCC- CC- OO (- - - (- - - - - 2))--3333)-33333))-333233)-3)-))))))) - - (-28.50)
TAATTTTATGTATAAGCTAGT**x*kxkax

mU-mir-500-5p(mmu-mir-560)
AGTCAGAAATGAGCTTATTCATAAAAGTGCAGTATGGTGAAGTCAATCTGTAATTTTATGTATAAGCTAGTCTCTGATTGA

(L (- - - - - (- - - - - 2))--3333)-3333)))-3)))3))-))-))))))) - - (-28.50)
FxHAAxxHHALGAGCTTATTCATAAAAGTGCAG

mu-mir-5e2(mmu-mir-562)
TGXTA;TATGCéATgACATTGTG¥CAATATGCGATGATGTGTTGTGATGGCACAGCGTCATCACGTGGTGACGCAACATCATGACGTAAGACATCA

- (CC- (CCCC- (L - (OO €L €O - €CCC----3132132)33))-3)3)-13))3))) - -1))))-))))) - - -))) - (~39.90)
ATTGTGTCAATATGCGATGATGT

mmu-mir-598(mmu-mir-598)
GCTGATGCTGGCGGTGATGCCGATGGTGCGAGCTGAAAATGGGCTGCTACGTCATCGTCGTCATCGTTATCATCATCAT

(- (CCCC- (OO CCCCC-CC-(CCCa - - - - - - 22323)----3323)-2303))))))-2))))-) - - (-33.30)
TACGTCATCGTCGTCATCGT TA***kxkxs
---------------------------------- TACGTCATCGTCGTCATCGTTAT. .o oeen. 2

mmu-mir-615-3p(mmu-mir-615)
TCGGGAGGGGCGGGAGGGGGGTCCCCGGTGCTCGGATCTCGAGGGTGCTTATTGTTCGGTCCGAGCCTGGGTCTCCCTCTTCCCCCCATCCC

- - (CCCCCC- (OO - - - - - Ceee e e - - )-223331)113)333)))--))))3))))11)))-)))) (-61.00)
TCCGAGCCTGGGTCTCCCTCTTH > xdkkkkkx
........................................................... TCCGAGCCTGGGTCTCCCTCT . o e e e ceean 1

mmu-mir-615-5p(mmu-mir-615)
TCGGGAGGGGCGGGAGGGGGGTCCCCGGTGCTCGGATCTCGAGGGTGCTTATTGTTCGGTCCGAGCCTGGGTCTCCCTCTTCCCCCCATCCC

- - (CCCCCCC- (- - CCCCC- €. - -z - - - )-323)33))133))3)))--33))))))))))))-)))) (-61.00)
GGGGGTCCCCGGTGCTCGGATC

mmu-mir-652(mmu-mir-652)
AGGAACAGCTATGTACTGCACAACCCTAGGAGGGGGTGCCATTCACATAGAGTATAATTGAATGGCGCCACTAGGGTTGTGCAGTGTACAGCCTACAC

------- (@ T (@@ I D 20000001 )00000002002)00)0) 0 1)) ) Firms
(-51.30)

AATGGCGCCACTAGGGTTGTG
............................................................ AATGGCGCCACTAGGGTTGTG - -« v e eeee e e e 36%
............................................................ AATGGCGCCACTAGGGTTGT - v - v veeeeeeeaann T
............................................................ AATGGCGCCACTAGGGTTGTGC - « - v v e eeeeeeeao 3
............................................................. ATGGCGCCACTAGGGTTGT - - o e eeeeeeeeeaea 2
............................................................. ATGGCGCCACTAGGGTTGTG - -« - v v e 2
............................................................ AATGGCGCCACTAGGGTTGTGE -« -« o v e e e e e eeen.. 119
............................................................ AATGGCGCCACTAGGGTTGTGA - - -« - v eeeaeeeaen 29
........................................................... AAATGGCGCCACTAGGGTTGTG - - - v o v v oo oo 18
............................................................. ATGGCGCCACTAGGGTTGTGE - -« v e v e eeee e 12
............................................................ AATGGCGCCACTAGGGTTGTGEE . -« e e eeeaeaeao. 6
............................................................ AATGGCGACCACTAGGGTTGTGE « - e e e e eaeaen 2
............................................................ AATGGACGCCACTAGGGTTGTGE - - v v e oo ea 2
............................................................ AATGGCGCCACTAGGGTTGTGG A « - v v e eeeeaean 2
............................................................ AATGGCGCCACTAGGGTTGTAt - « - v e eeeeee e 2
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........................................................... aAATGGCGCCACTAGGGTTGTG. o o i i e e e e eeeeaan 2
............................................................ AATGGCGCCACTAGGGTTaGTGt . . oo oo aaa oo 2
.............................................................. TGGCGCCACTAGGGTTGTGE . . v e e e eeea ol 2
............................................................ AATGGCGCCACTAGGGTTGTEGE . . - oo oo eeea ol 2
............................................................ AATGGCGCCACTAGGGTTGTEG. - - v e e e eeeea el 2

mmu-mir-es3(mmu-mir-6s3)
CATTCTTTCAGTGTTGAAACAATCTCTACTGAACCAAGCTCCAAAGCGAGTTCACTGGAGTTTGTTTCAGTATTGCAGGAGTGCT

CCCCCCC- CCCLCLLCLCCCOC- CCCCC- CCCCC- = - CCC- - 22D - DM INN INNINNININ INI)) - - (-35.80)

FHFFAAHX XX XGTGTTGAAACAATCTCTACTG

mmu-mir-654-3p(mmu-mir-654)
CTCGGTAAGTGGGAAGATGGTAAGCTGCAGAACATGTGTGTTTCTCATGTCATATGTCTGCTGACCATCACCTTTGGGTCTCTG

(. - - - - (C- - - (- - - - - CCCCC- e DIIIIDIEEIIII DI IDIDD) FEREEE: (-23.90)
TATGTCTGCTGACCATCACCTT* s

mmu-mir-654-5p(mmu-mir-654)
CTCGGTAAGTGGGAAGATGGTAAGCTGCAGAACATGTGTGTTTCTCATGTCATATGTCTGCTGACCATCACCTTTGGGTCTCTG

(CCC(- - - - - C(.- - - CCCCCC- - - - - CCCCC- (e eae e 2333333333)--3323))-2)-2))))- - - - - - (-23.90)
TGGTAAGCTGCAGAACATGTGT

mmu-mir-665(mmu-mir-665)
AGAACAGGGTCTCCTTGAGGGGCCTCTGCCTCTATCCAGGATTATGTTTTTATGACCAGGAGGCTGAGGTCCCTTACAGGCGGCCTCTTACTCT

------ CCCCC- (- (CCCCC- - - - - (G- CCCCC----32D33)-30330) -D03D0)30)))-)D) D)D) - - - - - - - - (~44.40)
ACCAGGAGGCTGAGGTCCCT

...................................................... ACCAGGAGGCTGAGGTCCCTTAC. . v veceeaceaaan 22
...................................................... ACCAGGAGGCTGAGGTCCCTTA. .. ................ 15
...................................................... ACCAGGAGGCTGAGGTCCCTTACA. ... ooceeaoan.. 6
....................................................... CCAGGAGGCTGAGGTCCCTTAC. v veeeaceaceaaan 4
...................................................... ACCAGGAGGCTGAGGTCCCTTAA. . .o oeeeeeoan .. 14
...................................................... ACCAGGAGGCTGAGGTCCCTTAL . - v e ceeaeeaeaan 7
...................................................... ACCAGGAGGCTGAGGTCCCTTAGA. -« o ccveeeuaanaan 6
...................................................... ACCAGGAGGCTGAGGTCCCTTACE. ................ 5
...................................................... ACCAGGAGGCTGAGGTCCCTTAAt. ................ 4
...................................................... ACCAGGAGGCTGAGGTCCCTTEAA. . ..o ocveaoana. 3
...................................................... ACCAGGAGGCTGAGGTCCCTTEA. ... ..oovuoanao. 3
...................................................... ACCAGGAGGCTGAGGTCCCTTACAA. - . v vceeaeaaan 2
...................................................... ACCAGGAGGCTGAGGTCCCTTAAC. - .o oveceea e 2
...................................................... ACCAGGAGGCTGAGGTCCCTTATA. . o eiieeaano. 2
...................................................... ACCAGGAGGCTGAGGTCCCTTALE. .o eiieeiaaan 2
...................................................... ACCAGGAGGCTGAGGTCCCTTACY. -« v v v ceeceaaan 2
...................................................... ACCAGGAGGCTGAGGTCCCTTAG. - -« oo eecceeeaaan 2

mmu-mir-666-3p(mmu-mir-666)
CTGATTCTGCCTGCGTGGAGCGGGCACAGCTGTGAGAGCCCCCTAGGTACAGCGGGGCTGCAGCGTGATCGCCTGCTCACGCACAGGAAGTGACGACAG

CCC- - (- - O - - - - e - - - - )DI93))3))3)) 0 E5)533)))) 191 15))) BN ) M ) )
(-47.30)

GGCTGCAGCGTGATCGCCTGCT
.................. AGCGGGCACAGCTGTGAGAG - « - - -« -« e e e e e e e e e e e e e e e e e e e e e e e e e, 3
.................. AGCGGGCACAGCTGTGAGAGC « - - - - -« - e e e e e e e e e e e e e e e e e e e e e e e e 2
.................. AGCGGGCACAGCTGTGAGA - - - - - -« - e e e e e e e e e e e e e e e e e e e e e e e e e
.................. AGCGGGCACAGCTGTGAGAGCC - - - - -« - e = e e e e e e e e e e e e e e e e e e e e e e e e a1

mmu-mir-666-5p(mmu-mir-666)
CTGATTCTGCCTGCGTGGAGCGGGCACAGCTGTGAGAGCCCCCTAGGTACAGCGGGGCTGCAGCGTGATCGCCTGCTCACGCACAGGAAGTGACGACAG

CCC- - (- - Q- Q- - - - e - - - - - )DI3))3)03)) 90 FEES)33))0) 19)) 15))) BN ) M ) )
(-47.30)

AGCGGGCACAGCTGTGAGAGCC
.................. AGCGGGCACAGCTGTGAGAG - « - « - - - e e ce e et e e e e e e e e e e e e e e e e e e e e e e e et eaee e 3
.................. AGCGGGCACAGCTGTGAGAGC « - - « - -« e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e 2
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.................. AGCGGGCACAGCTGTGAGA. - - - e e e e e e e e i ieeecceeacccssccceeeaceaaaeaceaaannannnn 1
.................. AGCGGGCACAGCTGTGAGAGCC - - w e e e e e i e e e iiiee e iieeeccmeeecaceeaee e 1F
....................................................... GGCTGCAGCGTGATCGCCTGCTCE. - o v v e e e i ieee e eeeea- 3

mmu-mir-667(mmu-mir-667)
GTGGGTACTGGCCTCGGTGCTGGTGGAGCAGTGAGCACGCCATACATTATATCTGTGACACCTGCCACCCAGCCCAAGGCCCCTAGGCCCAC

(CCCCC- - - (O (- - - - - e 232)-33-330)--203))))-3)))) - - - - - )))))) (-40.94)
TGACACCTGCCACCCAGCCCAAG *kakaix

....................................................... TGACACCTGCCACCCAGCCCAAG. . oo ocvuoano .. 29%
....................................................... TGACACCTGCCACCCAGCCCAA. .. ..oocvueano.. 25
........................................................ GACACCTGCCACCCAGCCCAA. ..o 2
....................................................... TGACACCTGCCACCCAGCCCAAQ. - -« oo evaoeno.. 17
....................................................... TGACACCTGCCACCCAGCCCAAL. ... .......... 15
....................................................... TGACACCTGCCACCCAGCCCAAGE. ... .......... 13
....................................................... TGACACCTGCCACCCAGCCCAAat. ............. 5
....................................................... TGACACCTGCCACCCAGCCCAAGA. - -« eovuoeua-. 5
....................................................... TGACACCTGCCACCCAGCCCAAGG. -« .o vuovuaon 3
....................................................... TGACACCTGCCACCCAGCCCAAGEA. . ..o vuo. 2
...................................................... aTGACACCTGCCACCCAGCCCAAA. . . ... ........ 2
....................................................... TGACACCTGCCACCCAGCCCEAAG. -« ocvoanon 2
....................................................... TGACACCTGCCACCCAGCCCAALE. ... .ooovuoa. 2
....................................................... TGACACCTGCCACCCAGCCCAA@A. - - o v v ceaenn 2
....................................................... TGACACCTGCCACCCAGCCCCAAG. ..o oooeoan 2
....................................................... TGACACCTGCCACCCAGCCCEAAGE . .. ... ouoo. 2
....................................................... TGACACCTGCCACCCEAGCCCEAAG. . ..o oovuo.n 2
....................................................... TGACACCTGCCACCCAGCCCAY- - v v caceaaan 2
....................................................... TGACACCTGCCACCCAGCCCEAA. . ... ... ..... 2

mmu-mir-668(mmu-mir-668)
GGTAAGTGTGCCTCGGGTGAGCATGCACTTAATGTAGGTGTATGTCACTCGGCTCGGCCCACTACC

(CCC- (- CCCCCCCC- COCCCCCC---232132232033033))) - - -3)) -)))))))  (-33.30)

TGTCACTCGGCTCGGCCCACTACC

mmu-mir-669a(mmu-mir-669a-1)
TGTATGTGCATGTGTGTATAGTTGTGTGTGCATGTTCATGTCTATATTTGAATATACATAACATACACACACACGTATAAACGCAAGCACACATACA

("M MMM @O 2093300300330 89330530 3)))) BN -
(-36.80)
AGTTGTGTGTGCATGTTCATGT

_______________________________________________________ ACATAACATACACACACACGTAT . - e e eeeeeeeeaea. 4
....................................................... ACATAACATACACACACACGT - - - v e ceeceeeeeeeaea 1
....................................................... ACATAACATACACACACACGTA - - - ee e 1
................... AGTTGTGTGTGCATGTTCATGTC . - - - o o e e e e e e e e e e e e e e e
___________________ AGTTGTGTGTGCATGTTCATGTCT « - -« e e e e e e e e e e e e e e e e e e e e e e e e e e e 1
........................................................ CATAACATACACACACACGTA - - - cee e 1
....................................................... ACATAACATACACACACACGTAA. - -« oo 4

mmu-mir-669a(mmu-mir-669a-2)
CATGTATGTGCATGTGTGTATAGTTGTGTGTGCATGTTCATGTCTATATTTGAATATACATAACATACACACACACGTATAAACGCAAGCACACACA

H{((E(((((T({ [ ( UUUWOUEETEEe 2290300000330 9330 93)))3)))) 1))
(-37.80)

AGTTGTGTGTGCATGTTCATGT
_________________________________________________________ ACATAACATACACACACACGTAT - - eeeeeeeaean. 4
......................................................... ACATAACATACACACACACGT - -« e e ee e 1
......................................................... ACATAACATACACACACACGTA . - - oo 1
..................... AGTTGTGTGTGCATGTTCATGTC . - - - e o o e e e e e e e e e e e e e e e e e 1
_____________________ AGTTGTGTGTGCATGTTCATGTCT « - - e o e e e e e ee e e e e e e e e e e e e e e e e 1
.......................................................... CATAACATACACACACACGTA . -« o eeceeeeeea. 1

mmu-mir-669a(mmu-mir-669a-3)
TTCCTCCATGTATGTGCATGTGTGTATAGTTGTGTGTGCATGTTCATGTCTATATTTGAATATACATAACATACACACACATGTATAAACGCAAGCACACATACA
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A
-------- (Ml (MMM U@ OB B)ES I ) B ES))))
... (-37.90)

mmu-mir-669b(mmu-mir-669b)
ATGAATGTATGTGCATGTGTATATAGTTTTGTGTGCATGTGCATGTGTGTCTATTAATGTACATATACATACACACAAACATATACACGCATGCGCA
--------- (UMM (U@ E BB OB D)D)

AGTTTTGTGTGCATGTGCATGT
........................ AGTTTTGTGTGCATGTGCATGTGT - - e e i e e i i i cesccmascccccaaaccnanaaa-- 4

mmu-mir-669c(mmu-mir-669c)
CCTCCATGTATGTGCATGTGTGTATAGTTGTGTGTGGATGTGTGTATTTGCATATAAATAACATACACACACACACACAAGTAAACACAAGTGCACAAACAGACA

CAGG
(CC- - - (CC- (- CCCCC- (- (- - e - - - - - 233-333331333333333333-33-3333-23333))-))) - - - -

-))) (-46.00)

ATAGTTGTGTGTGGATGTGTGT

k= =

....................... ATAGTTGTGTGTGGATGTGTGTAT - - - i i i i i i ecceceeeeaeaaaaaanann
..... 9

....................... ATAGTTGTGTGTGGATGT G T GT - - o n et e i e i e e e i e cescecccscccccacaacaaaaaaeaaann-
..... 7

....................... ATAGTTGTGTGTGGATGTGT G T A . L o e i e e i i e ee e mmeecccccaaccmoaaaaceaaaaan-
..... 3

........................ I N I R € L €] el 1 I I
..... 2

mmu-mir-669d(mmu-mir-669d)
CAGCCCGGGATTTGTGTGTTGCTTGCTCTATATGTGTGTATACTTGTGTGTGCATGTATATGTGTGTATATGAATATACATATACATACACACCCATATACACAC

GCATGCATGCACACAC
------------ CCCCCCCCCC- CCC- - - - - - - (L - CC- Q- Q- -+ --33333333333333-33333-3330033))))

2))-I)-DI))))- (-49.71)

mmu-mir-669e (mmu-mir-669e)
GCCTGGGATTCATGGGCTGTACCCTATATATGGGCAGGTGTGTGTCTTGTGTGTGCATGTTCATTTGTGTATATGAATATGAATATACACACACTTACACACTCA

TGCACACACACACA
(((C(CEERTRES (- ---- D)) EEEEE 2D - - CCCCCCCC- - - (CCCCCC- - CCC- - - - - - (((CCCC(CETRRrT 2333133331)--33300))- - -

Page 128



Supplemental Figure S1
5))))))) s (-40.04)

TGTCTTGTGTGTGCATGTTCAT

e

mmu-mir-669F(mmu-mir-669F)
TGTATGTGCCTGTGTGTATAGTTGTGTGTGCATGTGCATGTGTGTATATGAATATACATATACATACACACACACGTATAAACGCAAGCACAAACACACACAGAG

GAATGGCACTCGTTGA
(- CCCCC- (- CCCC- - Q- - - - - - - 23333333-33333-33313333--3333-33333-3333)-1)) - - ((- - ((C

-------- )))--))- (-46.30)

CATATACATACACACACACGTAT

mmu-mir-669g(mmu-mir-6699g)
CATGTGTGCTTACTTGTATGTGCATTGTATGTGTTGACATGATATACATAACATAAACACACGTGTATCTGCAAGCACACACACACAGGAAAAATTGCATTCATT

TATACGTTTGAATGATAT
N (R (((E (e (e 233333333-332---33033)-0II0I0IID))) - - e e «

((C.----- DI --- (=29.50)
TGCATTGTATGTGTTGACATGAT

mmu-mir-669h-3p(mmu-mir-669h)
TGTGATGCCCACCAAAAATATGCATGGGTGTATAGTTGAGTGCATATTCATTTCTCTATATGAATATGCATATACACACATGCACACACACACACACTCACACAC

AGGAATGACACTCGTTTATC
(O TR (- - - - - - - (R 2200000000200 0))0 59 )) D)) EEEEEEEEEEEN -
- - (CCC(- - - - - NI))--. (-32.99)

mmu-mir-669h-5p(mmu-mir-669h)
TGTGATGCCCACCAAAAATATGCATGGGTGTATAGTTGAGTGCATATTCATTTCTCTATATGAATATGCATATACACACATGCACACACACACACACTCACACAC

AGGAATGACACTCGTTTATC
(O TR (CCCCC- CCCCCC-- - - - - (- - - - - - 2200220002200 20)0 59> )DD) EEEEEEEEEEEE -
-- (- - - - - NI --. (-32.99)

ATGCATGGGTGTATAGTTGAGTGC

mmu-mir-669i (mmu-mir-669i)
ATGTGATGCCCACCAATAATGTGCATGTGTGTATAGTTGTGTGCATATTCATTTCTCTATATGACTATGCATATACACACATGCATACAAACTCACATACAGGAA

TGACAGTCATATATCCTTTTGA
(- - - - - D) EE ( (CCCCCCCCC(CrarPS (S (((CETRP 2333-33331333003300033003))- - - - - D) - -

((C.---- M) - (-37.60)

mmu-mir-669j (mmu-mir-669j)
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AGCATGCGATTCATGTGATGTCCACCAAGAATGTGCATGTGTGTATAGTTGTGTACATATTCACTTTTGTATATGAATATGCATATACTCACATGCAAACATACT

CCCACGAATGGCCCGA
----- ((SICCCER(CEREEE ) ) BN ( &1 (CCCCCCCUR (((CER (((Q (I (S 250D ) B D)) EEED ) D DD B9 DD DD NS DOD B9 )
----- 2))-))--.. (-31.80)

TGCATATACTCACATGCAAACA****

mmu-mir-669k(mmu-mir-669k)
TCTTATGCCCACCAAAAATGTGCATGTGTGTATAGTTGTGTGCATATTCACTTCTCTATATGAATATGCATATACACGCATGCAAACACATTCATAGGAATGGCC

AGAGCTATATCTCAGTTAGGAG
CCCCC- G- - (- - - (e - - - - - (CCCCCCC(CE 2333033330033000330033)----I00))----))---)))-

-((C(- - - - - )))---))))). (-38.80)

TATGCATATACACGCATGCAA

mu-mir-670(mmu-mir-670y
GGTTTGGAGGTGGGCCTGACATCCCTGAGTGTATGTGGTGAACCTGAACTTGCCCTGGGTTTCCTCATATCCATTCAGGAGTGTCAGCTGCCTCTTCGCT
(OO ( (R R ((C( (R (O (O (T 23333--2-33333-33333333--333333)--3))3)--)))

(-46.70)

ATCCCTGAGTGTATGTGGTGAA

mu-mir-671-8p(mmu-mir-671)
TGGCAGGCCAGGAAGAGGAGGAAGCCCTGGAGGGGCTGGAGGTGATGGATGTTTTCCTCCGGTTCTCAGGGCTCCACCTCTTTCGAGCCGTAGAGCCA
- (CC- (- - (- CCC- (L - (- €C----333--3203303333303003333-0030033)--D3) - - - - - )))-

(-57.10)

TCCGGTTCTCAGGGCTCCACC

mu-mir-671-5p(mmu-mir-671)
TGGCAGGCCAGGAAGAGGAGGAAGCCCTGGAGGGGCTGGAGGTGATGGATGTTTTCCTCCGGTTCTCAGGGCTCCACCTCTTTCGAGCCGTAGAGCCA
- (CC- (- - (- CCC- €L - CCCQaaaCC-€CC----333--3333333333333333333-D330333)--D)) - - - - - )))-

(-57.10)

AGGAAGCCCTGGAGGGGCTGGAG
.................. AGGAAGCCCTGGAGGGGCTGGAG . - i v i i i e i i i i i i e meecmmcceccccaaeaccaaaaaaenanneaa- 1

mmu-mir-672(mmu-mir-672)
GATGGTGATCTAGCCCTTTAGTTTTGAGGTTGGTGTACTGTGTGTGAGTATACATATTTATCACACACAGTCACTATCTTCGAAAGTGAGGGTGCACATC

(((C (CrTE (O (O (O (e 2333133331333313-33233332-330133)-3)))))
(-44.32)

TGAGGTTGGTGTACTGTGTGTGA
........................ TGAGGTTGGTGTACTGTGTGTGA . - - < - -« e cc e e e c e e e e e e e e e e e e e mae e aeeaaeaaeaas 22%
e eeieneeiieiiiiiiiiiiiiiaiiiiiiiiiiieii.eo..CTTCGAMARGT............. 23
.......................................................................... TATaCTTCGA. . .« ecaennaan. 3

mu-mir-673-8p(mmu-mir-673)
TGGAGCCTGAGGGGCTCACAGCTCTGGTCCTTGGAGCTCCAGAGAAAATGTTGCTCCGGGGCTGAGTTCTGTGCACCCCCCTTGCCCTCCA

- (CCC- - (L - (- - (- - (- - - - - 2)--220003303303)-:32)))----3))))))--)))) - (-43.20)
TCCGGGGCTGAGTTCTGTGCACCH*kakkix
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mmu-mir-673-5p(mmu-mir-673)
TGGAGCCTGAGGGGCTCACAGCTCTGGTCCTTGGAGCTCCAGAGAAAATGTTGCTCCGGGGCTGAGTTCTGTGCACCCCCCTTGCCCTCCA
- (CCC- - (- - (- (- - -(Cam e e e - D)) --I))))----))))))--))))- (-43.20)
Fkdkkkkdkk ke kx**CTCACAGCTCTGGTCCTTGGAG
.............. CTCACAGCTCCGGTCCTTGBAGC . - - o o e e e e e i e i e e i ieaa e ceeaa e iceeaaccaaaacneaa-- 4
.............. CTCACAGCTCCGGTCCTTGGA - - - - e e e e e e e e e e e e e e eea e e mieaaamceeaaaaaaaaaeaaa-" 3

mu-mir-674(mmu-mir-674)
GGgCTAGTCATéACgCTéAGCCT%GCACTGAGATGGGAGTGGTGTAAGGCTCAGGTATGCACAGCTCCCATCTCAGAACAAGGCTCGGGTGTGCTCAGCT
(CC- - (- CC- QOO (- - (Ol CCCC- - €C---+32-32033-331331133133) - -333313333333))3) - -)))

(-60.40)

GCACTGAGATGGGAGTGGTGTA

........................ GCACTGAGATGGGAGTGGTGTAA . L L i cccceceaeaaaaaanaaaaaanaaaa- 40
........................ GCACTGAGATGGGAGTGGTGT - - oo i i i i i i i i iccccccccccccaaaaaaaaaaaannannnaa 28
........................ GCACTGAGATGGGAGTGGT G A . o o o e e e e e e e e e e e e e e eeeeaeeaeeean 2T
........................................................... CACAGCTCCCATCTCAGAACAA. - - e eeaaaaa 17
........................ GCACTGAGATGGGAGTGGT G - - oo oo it iicecccecceeaaaaaaaaaaaaaanaaaa B
........................................................... CACAGCTCCCATCTCAGAAC. - - o oo eeeeeeaea e e a2 4
........................................................... CACAGCTCCCATCTCAGAACA. . - i i ieeeeeaa2 2 4
....................... TGCACTGAGATGGGAGTGGT G v o i et i e e i e i ee i macasccccacaccaaaaacaaanaaaaa 2
........................ GCACTGAGATGGGAGTGGTGTAL . - . . i i iccccccecccaaaaaaaaaaanaannanaaaa= 30
........................ GCACTGAGATGGGAGTGGTGTAAL . - - o i i e i e e e aeeaeaeaaaaaeea-- 4
........................ GCACTGAGATGGGAGTGGTGTAAG . - - o e e i i e i e e i mmeeecccasaccaaaaaenaannaas 2
........................ GCACTGAGATGGGAGTGGTGAA . - - - i eeececceaaaaaaaaaaaaaaaaanas 2
........................ aCACTGAGATGGGAGTGGTGTAL . - . i cccccccccacaaaaaaaaaaaaaaaaas 2
........................ GCACTGAGATGGGAGTGGTGTAD - - - s s i i i i i i cccccccccccacaaaaaaaaaaanaaanan 2
........................ GCACTGAGATGaGAGTGGTGTAAG . - - - e e i e i e e i maeeecccmasaccaaaaaenaannaas 2
........................ tCACTGAGATGGGAGTGGTGTAL . - - i ccccecceeaaaaaaaaaaaaaaaanas 2

mmu-mir-675-3p(mmu-mir-675)
TGCGGCCCAGGGACTGGTGCGGAAAGGGCCCACAGTGGACTTGGTACACTGTATGCCCTAACCGCTCAGTCCCTGGGTCTGGCA

- (O (- - (- - - - - - - - 2)33)--3233)--I333))20)))3)))))) - -)) - (-56.00)
CTGTATGCCCTAACCGCTCAGT** s
................................................. TGTATGCCCTAACCGCTCAGT . oo vvaeeann. 1
.............. TGGTGCGGAAAGGGCCCACAGT - - - -« e e e c e e ee e e eeieeceemeaeeeieaaeeaeeaaan 1
.............. TGGTGCGGAAAGGGCCCACAGTG . - - - - w e e e ee e e ee e ceceeiececeaeaaan 1

mmu-mir-675-5p(mmu-mir-675)
TGCGGCCCAGGGACTGGTGCGGAAAGGGCCCACAGTGGACTTGGTACACTGTATGCCCTAACCGCTCAGTCCCTGGGTCTGGCA

- (- COCC- - CCCCC- - (- - - - - - 23)2))--333))--232)))))))))))))))--)) - (-56.00)
FHFAAAAHIXIAAFFTGGTCGCGGAAAGGGCCCACAGT

................................................. TGTATGCCCTAACCGCTCAGT . . v ve e e eee e o 1
.............. TGGTGCGGAAAGGGCCCACAGT -« e e e e e e e i i ieee e ieeecceeeccmeeaeaeaas 1
.............. TGGTGCGGAAAGGGCCCACAGTG . v e e i i i eee e e i iiee e ceeacccscaacenaaeaananeaaaa 1
.............. TGGTGCGGAAAGGGCCCACAGTGA. e s s eeee e ceee e cmmeeecmeeaeemeeeaenmenannnnn 2

mmu-mir-676 (mmu-mir-676)
CTTTGCCTGAATGCATGACTCTACAACCTTAGGACTTGCAGAATTAAAGGAATGCCGTCCTGAGGTTGTTGAGCTGTGCGTTTCTGGGC

----((((((((((((--(((-((((((((((((("((( """""""" )))-))))))))))))).)))__))))))))__)))) (—42.80)
CCGTCCTGAGGTTGTTGAGCT***HHkdkdokdokkx

mmu-mir-677(mmu-mir-677)
GAGCCTTCAGTGATGATTAGCTTCTGACTTTCGTTCTTCTGAATTTGCTGAAGCCAGATGCCGTTCCTGAGAAGGGGAAAATGGACAGAACTGAACATTTTTGAA

GGCT
- (CCCCCCCC- CCCC- (- (- - e - - === - - - - - 233)---320333313)---33-33333133)-333)-3))))

)))) (-35.20)
**H**TTCAGTGATGATTAGCTTCTGA
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mmu-mir-678(mmu-mir-678)
GTGGACTGTGACTTGCAGAGCTGTGCTCCAATATGAGAGATGGCCATGCACCCGTGTCTCGGTGCAAGGACTGGAGGTGGCAGT

- = - - (CCCC- CCCC- (CC- - €G- CCC- (- - - - - CCCC-CCCC- - - - - - - 2))1-31331)-3))-3)-3))-33))-))))) (-31.70)
GTCTCGGTGCAAGGACTGGAGG*******

mu-mir-679(mmu-mir-679)
CTATGGCTTTGGACTGTGAGGTGACTCTTGGTGTGTGATGGCTTTTCAGCAAGGTCCTCCTCACAGTAGCTATA

- (CCCCCC- - - - COCCLCCCC- CCC- CCCC- (C-(C----D)----3)-3D)))))--13)))))))))))))) (-30-.90)

FkxrRx xRk GGACTGTGAGGTGACTCTTGGT
........ TTGGACTGTGAGGTGACTCTTGG . - - - < o e e e ee i eeaceacecaaaaccaaeacaaaaz 3

mmu-mir-680(mmu-mir-680-1)
AGAAGTGGGCATCTGCTGACATGGGGGCCGAAGTCAGGCGCCAGGAAGCGGGCACTTTGCATCTTATCTCCGGAACATCGATCCTCTTGACAGCCTTGGGTGTCA

GGCT
- - - (CC- (- CC- - - (G- - (G- (G- - - - - - - - 233)-333)--3-32-3)---33)--3331-3)-33))---I))I)I) -

-))) (-35.80)
**x kA< GGGCATCTGCTGACATGGGGG

mmu-mir-680(mmu-mir-680-3)
GGGGGATTTAACAAAGAACAAAAAAGGTGGGCATCTGCTGACATGGGGGCAGAAGTCAGGCTCTAGGCAGCAGGTACTCTTCATCTT
----------------------- (CCCCCCC- (L - - CCCCC-C--------)-32)))--)D)))))) - - - -D))))))) (-23.70)
GGGCATCTGCTGACATGGGGG

mmu-mir-681(mmu-mir-681)
GCAGCCTCGCTGGCAGGCAGCTCCAGAGTGTGGCTGTCCTCATCACTCTCCCTAAGCAGGTAGATGGGTTTCAGTTCACTCGCAGTCCAGGGCCTCCAGCGGGAC

AGTTG
- (- CCCC- CCC- - - (- - - CCCaeCCC-CCemme e - 2333-333302---93000333)--3)) - - - - - IIIIII00)--

-)))) (-43.50)
*CAGCCTCGCTGGCAGGCAGCT

mmu-mir-6s2(mmu-mir-682)
GCCGTCGGCATCTGGCACTGTGGTTCCTGCATGAAAACAGTGGCCGGCGGGGCCTGGACCTACAACACCACCTCTGCAGTCACAGTGAAGTCTGCC
------ CCCC- (- - (L - - (- (- - - - - - - G- (G- -2 22022022 -200))20))0))D))0))))) -)) - -))))  (=31.20)
CTGCAGTCACAGTGAAGTCTG**

mmu-mir-683(mmu-mir-683)
TGGGAAGTCCAGCTGGGAGGCTGCAGTGGACCCAGGCTAAAAGCCAAGCTTTTCTGCACTGCAGTGGATGCCTGCTGTAAGCTGTGTCCTCCTGGGCTGCATGGA

GCCC
N CCER (S (R (R (R (A (D)) I(((CE ) ) ) BEErE I3333--33--333222-2333)--3-32)-)) - - -

-))) (-43.60)

CCTGCTGTAAGCTGTGTCCTCHHtataaddkix
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mu-mir-es4(mmu-mir-684-1) o
GTAGGGCAATCTGTCTTTAAGTAGGGATAAATTACTCTTGAACAAAATGATCCTAGATAGTTTTCCCTTCAAGTCAAGCGTCTTGC
CCCCCCC- - - - (G- (- - - - - ((((('(((((('((('(('(""')'))"))))zé????323%+¢££g+3£A;;ZZZZZZZ (-18.70)

mmu-mir-68a(mmu-mir-684-2)
TGTAGGGCAATCTGTCTTTAAGTAGGGATAAATTACTCTTGAACAAAATGATCCTAGATAGTTTTCCCTTCAAGTCAAGTGTCTTG
- - (CCCCCC- - - (- (CC- - - - - ((((('(((((('((('(('(""')'))"))))Xé????%é%%f@}}éfé&A;ZZZZZZZ (-18.80)

mmu-mir-685(mmu-mir-685)
GTCGGGGCGGATGCCTCCCTCGCCGGAGCGGATGCCTCCCTCGCCGGAGCTTGGAACAGACTCACGGCCAGCAGTGCGAGTTCAATGGCTGAGGTGAGGCACCTC

CCGG
- - (CCCC- (G- (- €CCC- - - (- - (- - - - - - 23-332-3333-33-33-333-331)---333-333)-333)))))))

)))- (-53.00)

TCAATGGCTGAGGTGAGGCAC**>*

mmu-mir-686 (mmu-mir-686)
GCCACAGCAGGTGCTTATATTGCTTCCCAGACGGTGAAGAAAGTAATAGAGATCAACCCGTACCTTCTGGGCACCATGGCTGGGGGTGCAGCGGATTGCAGCTTC

TGGG
- (G- - - - (- - CCCC- - - - G- Cemem e 2)-322-3322--333)---000000)-9))) - - - - D)D)

)))) (-35.50)

ATTGCTTCCCAGACGGTGAAGA

mmu-mir-687(mmu-mir-6s7)
ATAGTCTGACACACATTTTACACTATCCTGGAATGCAGCAATGAATCCTGGGTTATTGTTTCAGTCTGTCATTGTATTCTTGGAAAGTG
-------------------- (CCC- CCC- €Ol - - (CCC- - - (CCCC-- - - ---3))))----33)))))))))) -))) -)))) (-22.40)
CTATCCTGGAATGCAGCAATGA

mu-mir-688(mmu-mir-688)
GAAAGGGCAGTGAAGAAAAGTAGGGGCTTGCTTGGGGAGAGCACCTCGCAGGCGACTACTTATTCCAGCTCGCCC

- - - - (CCCCCC- - - (O - CCCCCC- - CCCC- - - - - - 222)33133)--3333))-)))--3))-)))) (-32.50)
TCGCAGGCGACTACTTATTCH*Hxxkxon

mmu-mir-689(mmu-mir-689-1)
CCCGGATAGCCGGGTCCCCGTCCGTCCCCGCTCGGCGGGGTCCCCGCGTCCTCCCCGCAGCGGCGCGGGGTCTCCCCCCGCCCGGGCGTCGGGACCGGGATCCGGT

GCGG
- (CC- - - - CCCCQCCCC- CCCC- - (- - (- cecaeceec-- - - - - 2)-900000))----- 233313333133--3333)-333133))))

-))) (-76.80)

CGTCCCCGCTCGGCGGGGTCC

mmu-mir-689(mmu-mir-689-2)
CCCGGATAGCCGGGTCCCCGTCCGTCCCCGCTCGGCGGGGTCCCCGCGTCGTCCCCGCGGCGGCGCGGGGTCTCCCCCCGCCGGGCGTCGGGACCGGGGTCCGGT

GCGG
(OO ( (] (RN (O (o DI --- - 233313333133--333301330033))))
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-))) (-83.60)

CGTCCCCGCTCGGCGGGGTCC

MU-mir-690(mmu-mir-690y
TGTGTTTTTGTGGAGCTAATTGGCTGTATTAAAGTGCTAGTAAGAAACATTCTCCTCCAGCTGGAGAGATGGCTCAGCTGTTAAAGGCTAGGCTCACAACCAAAA
TATA

U A QU (O (O (N (SN (e 22222222
2))) (-30.20)

AAAGGCTAGGCTCACAACCAAA™*

mu-mir-69l(mmu-mir-6el)
GCTGATTTATTTTTGCTTTCTTCCTTGGGTCTGCTTTGAATATTCCTGAAGAGAGGCAGAAAATGTTATATTTAATAT

- - (CC(- - - CCCCCCCCCCC(C- - - CCCC(- - - - - - 2)----333:33333))-333333)--2))) - <= x x> (-15.30)
ATTCCTGAAGAGAGGCAGAAAAFF*Htkekke

mmu-mir-692(mmu-mir-692-1)
AGGGTGGCAGGGCCACAACCAGCGCAGACTGGCGCGCCCCAGGGATCTCTGGGTGAGTATCTCTTTGAGCGCCTCACTCTCAAGCACAACTAGGAGGCCTCTGCC

TTCC
- (CC- (-G - - - (- - CCC- CCC- Q- - - - - - - D) EI)))IEE I IDD)EDD) EEED ) TR )-332)-I00))

-))) (-42.82)

ATCTCTTTGAGCGCCTCACTC

mmu-mir-692(mmu-mir-692-2)
GGTGGCAGGGCCACAACCAGCGCAGACTGGCGCGCCCCAGGGATCTCTGGGCGAGTATCTCTTTGAGCGCCTCACTCTCAAGCACGACTAGGAGGCCTCTGTGCC

TTCC
N(C(ES)))) P (AR (@@ ) ) (O ) ) Jumme )2))) FEN (((EH (Crree 2)I0))--))).-
. (~39.30)
ATCTCTTTGAGCGCCTCACTC

mmu-mir-693-3p(mmu-mir-693)
AGTTGTAGGCATGCTCATTACAGCCACATCCGAAAGTTTTCCTGGCTAGGGCAGCTTTCAGATGTGGCTGTAATGAGCATGCTCCCAGC

- (CCC- - CCCCCCCCCCCCC- COC-€CCC----3322-313223-)333333)33)3333)3)))))) - -))))  (-60.90)
GCAGCTTTCAGATGTGGCTGTAA

mmu-mir-693-5p(mmu-mir-693)
AGTTGTAGGCATGCTCATTACAGCCACATCCGAAAGTTTTCCTGGCTAGGGCAGCTTTCAGATGTGGCTGTAATGAGCATGCTCCCAGC

- ((CC. - ((((((((((((((X(éé£§§$écé£§§é$$ ((C(----2221-31331))-731131133))1)13)1))))))--)))) (-60.90)
C

mmu-mir-694(mmu-mir-694)
AAAGGCCAGCTCAGGCATCGCTTTCAACCCAAGACCAGGCTGAAAATGTTGCCTGAAGCAGTCTCTGCCT

- - (CCC- - (- (- (- (- - - - - - 2)-23333-3)-230)3)-3))-))))- - - - - - (-23.60)
CTGAAAATGTTGCCTGAAGH Hxstkdeddarx
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mmu-mir-695(mmu-mir-695)
TCACGAGGAATCCTAGATTGGGCATAGGTGACTGAAGTACACAGCTGCCTTTCTTACAAAGGCACTGGTTACCTTGGTCCTGGTCACCGGCTCGGCTATCTGCTA

CTCG
N (((CRPPTE (- CCCCCC- - - Q- CCC- - CCC- - - - - - IIIIIIID-I)----- 2)--333300)-9000000)) - - - - - - -

)))) (-37.32)
FxHd R Adxx xR AGATTGGGCATAGGTGACTGAA

Mu-mir-696(mmu-mir-696)
GGTCTGTCGCGGTGCCTGAAGCTGTCCCCGAGCCACGCTTCCTGCTTTCCCGGGCTTGCTGCTTGCGTGTGCTTGCTGTGGGCAGCTT

CCCCLC- - 2D) 00D - - CCCCCCCCCCCCCCCCCCC - - (Co -2 (222 )) 222 DD =) INNI)) (-33.10)
GCGTGTGCTTGCTGTGGGH******

mmu-mir-697 (mmu-mir-697)
GAGTGGGGATGTGTCCTGGATGTTGGTCTTGACAGGTCTCAGAGGTGACTACCACACATTGAAGGGGTGGCGGTAACATCCTGGTCCTGTGGAGACTGTCATAGT

CTCC
N (((C(CRET (- CCCCCCC- CCCCC- - CCC- (- - CCCC-C-- - - - )--323)--23--33333313-3333)-333331)-3))-))

AACATCCTGGTCCTGTGGAGA ** s

mmu-mir-698(mmu-mir-698)
TCATCTCTGCCCTCACTGTAAGGGAGGGTGGTGGCTATGTGGGTGGGACAGGGATGTTCAGTTGCTAAAGACATTCTCGTTTCCTTCCCTCAGTGTCCCCAGATG

GTGA
(CCCCCCCCERRR (R (C (R (C(ER (S ((EI(CCCCERI ) D)) EEEED ) DEERES D)) BED D) DEES ) DDDD DD D) DD EEEES D) D By

)))) (-38.50)

CATTCTCGTTTCCTTCCCT*HAAraadskskesdeddksxsx

U-mir-609(mmu-mir-699)
CGTGCAGCGGGGCGTCATCCGTCAGCTCACATAGTGACGCAGGCAGTGCGACCTGGCTCGCAC

- (CCCCCC- CCCCC- CCC- - CCC- (CCCCC---3D2D-2)-3))-00)))-3)) -))) -))))  (-26.40)

AGGCAGTGCGACCTGGCTCG***

mmu-mir-700(mmu-mir-700)
TTCACTGGGAGTAAGGCTCCTTCCTGTGCTTGCAGGGGAGAAATACGAACTGCACGCGGGAACCGAGTCCACCCCCAGT

- - - (CCCCC- (- - CCCCC- (- - (- (- -2 - - - - 2I233)13313)--333))-3)-3))))) (=32.90)
CACGCGGGAACCGAGTCCACCH*****
........... TAAGGCTCCTTCCTGTGCTTOCAG -« - - e e e e e e ee e eee e ee o eeceeaeaameeceaaens 4
.................................................... CACGCGGGAACCGAGTCCACC. .. .... 3*
.................................................... CACGCGGGAACCGAGTCCAC. . ...... 2
.................................................... CACGCGGGAACCGAGTCCACE. .. .... 4

mmu-mir-701(mmu-mir-701)
GTGGAGCATCTACCTTGAGCAAGTAATTAGCCGCTGAAATAGATGGATTGTATAGATGAGGTTCTATCTATTAAAGAGGCTAGCCACTTATCAAGTGCTAACAGC

CCAC
(O (O (O (O (O (O (O R 23333333)--33-333333--3333-3333)-)-))---))

)))) (-34.86)
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TTAGCCGCTGAAATAGATGGA

mmu-mir-702(mmu-mir-702)
CGGGACAAGGTGAGTGGGGTGGTTGGCATGGGTTGCCCATGGGGACTCGACGCTGTGCCCACAGCCTCCTGATGTCCTCCTCACGCATGCCCACCCTTTACCCCG

?T?? ------- ((((({UTHO "W U@ @E@E@EEE O OB Es ) ) B Fes ) ) 153 D)) DD D)D)
22800 TGCCCACCCTTTACCCCG
cTC*
... TGCCCACCCTTTACCCCG
CTCCag 2

mmu-mir-703(mmu-mir-703)
AGACTGGTTAATGATAACAATGCATCATAAAACCTTCAGAAGGAAAGAATGTTGTGGACCATTTTTTTTTGTGTGTGGCAGTTTTAAGTTATTAGTTTTCAAAAT

CAGT
- - (CCCCCC- - CCC- Q- - - - - - CCC- CraeeeaeCem - - - - 2332033331)---3-332--332333-3-333)-33)-3))-)))

)))) (-19.80)

AAAACCTTCAGAAGGAAAGAA

mu-mir-704(mmu-mir-704)
GCTGGGAGCTAGAGGATGTGGTCAGCTGCAAGGATCTTCCTCAGACATGTGCTCTGCTCCTAGGGATTGTTGACTAC

- (CCCCCCC- CCCC- (- - - - - CCC-- (- - - - - DDIDDIEDIIDIEDIIIIIIIIDD ) PR (-29.40)
AGACATGTGCTCTGCTCCTAG **Hsxkaksonx

mu-mir-705(mmu-mir-708)
ATGTCCCAGTAGTGGTGGGAGGTGGGGTGGGCACAGAGGGAATGACTTCTTTCTCCTGCAGTCCTCCCTACCTCCCTAACAT

----------- ((. - - (CCCCCCCCCC- COCC- CCC- - - === ---2D00)3)) - -3)))-)))))IIDD)) - -)) - - (-40.80)

I H KK KX K GGTGGGAGCTGGGG TGGGCA

mu-mir-707(mmu-mir-707)
GGCATGCAGTCATGCCGCTTGCCTACGCTTGTGTGAGCATGGGCATGCGGTCATAGTTGTTGCGGGCAATTCG

- ((C- (CCC- - (L CCCCCC-CCCC--2-3322-32222-20)D-2D) - -DD))))) = - == - == - - - (-32.40)
*x*xx*CAGTCATGCCGCTTGCCTACG

mmu-mir-708(mmu-mir-708)
CTGTGTTTGAAATGGGGACTGCCCTCAAGGAGCTTACAATCTAGCTGGGGGTAGATGACTTGCACTTGAACACAACTAGACTGTGAGCTTCTAGAGGGCAGGGGC

------------ (@ (@ ea c=mm ) B B B ) B0 ) 930D ) B

EE

.......................... AAGGAGCT TACAAT CTAGCT GGG . - o e e i i e i it i i e eemmmsecccccascemaaaaaaaaannn
..... 83*

.......................... AAGGAGCT TACAAT CTAGCT GG - - - - e oo i e e e e e e et e e et e e e e maeee e e eeee e aaan
..... 27

........................... AGGAGCTTACAAT CTAGCT GGG - - - i i e i i oo i i i e i i ieceeeeseeeeaeeaaaannn
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..... 10
......................................................................... AACTAGACTGTGAGCTTCTAGA. . . ... ...
..... 5
.......................... AAGGNGCT TACAAT CTAGCT GGG - - - - e o o i e e e e e e et e e e e e e e e maem e e eee e aaan
..... 4
................................ CTTACAATCTAGCTGGG . - - - i e e e eeeeeeeccaaaaaaaaaa e e e e e e e e
..... 4
................................. TTACAATCTAGCT GG - - - - oo oo eeecceeeeaaaaannn
..... 4
.......................... AAGGAGCT TACAAT CTAGC T Ge - - o e e e e e e e e et i e meeomcmasacccccasccaaaaaaaaannn
..... 3
........................... AGGAGCT TACAAT CTAGCT G . - - - o e e e m e e e e e e e e e e e e e meemm e e maemee e eeeeaaan
..... 2
........................................................................ CAACTAGACTGTGAGCTTCTAG. . . .o oo
..... 2
........................................................................ CAACTAGACTGTGAGCTTCTAGA. . .. ... ...
..... 2
................................. TTACAAT CTAGCT GG - - o et i e e e i et maeoccmasscccacasceaaaaaaanan
..... 2
.......................... AAGGAGCT TACAAT CTAGCT G @ - - - e e e e e e e i e et i e meemasacccccasceaaaaaeenannn
..... 4
.......................... AAGGAGCT TACAAT CTAGC T Ga - - - - e e e c o e e e e e e e e e e e e e e e e e e e e e e eee e aaan
..... 3
......................... AAAGGAGCTTACAATCTAGCTGGG . - - - o i i i i i i eeeeeeeeaaaaaaaaaaa e e e e e e e e
..... 3
................................ CTTACAAT CTAGCTGGG @A - - e e e e e e i i e eeecmeceeeccccacaccaaasacaaaaaaanan
..... 2
.......................... AAGGAGCTTACAATCTAGCTaGGG . - u e e o i e it i i et meeeccmccasccmacaaaaaaannn
..... 2
.......................... AAGGAGCTTACAATCTAGCTGGGtAA .- - - - oo oo oo oo i i i it it i i it i i i it cccccccecceeeaeaaaaannn
..... 2
......................... AAAGGAGCTTACAATCTAGCT GG . - - - o i i i eeeeeseeeeaaaaaaaaaaa e a e
..... 2
.......................... TAGGAGCTTACAAT CTAGCTGGG. - - - e e e i e e i e e ee i ccceeccccasaccccaaaeccaaaaaannan
..... 2
.......................... AAGGAGCT TACAAT CTAGCTEGGG . - u i i o i i i i i e i meseccmccasccacaaaaaaannn
..... 2

mMu-mir-709(mmu-mir-709y
TGTCCCGTTTCTCTGCTTCTACTCAGAAGTGCTCTGAGCATAGAACTGTCCTGTTTGAGCAGCACTGGGGAGGCAGAGGCAGGAGGAT

- CCCCC- G CCCCCCCCLC - CCCCC - - CCCCC: CCCCC- - (- - =) IMIMNNN == INNDIINNI D )-)N)) (~34.50)
GGAGGCAGAGGCAGGAGGA*

mmu-mir-710(mmu-mir-710)
CTCTCTCGTCAAATAGAAGCCAAGTCTTGGGGAGAGTTGAGCTTGGTGTGAAAACTGACATACCCCTTCAACTCTTTAGAACTTAGGTATCTGAAGTGGAGTGGA

TGGAG
(CCC- (- CCC- - CCCC- (- - - (e - - e - - - - - 233333--3333333333333-3333-333-33))---)))----))
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-)))) (-34.10)

CCAAGTCTTGGGGAGAGTTGAG

mu-mir-7ii(eu-mir-711)
CATGTTCCTAACTTTGAATCTCTTCTTAGGGTGCTTCAGGCAAAGCTGGGGACCCGGGGAGAGATGTAAGTCTGGGGAGATG

(LG CCCCCCCCCC -+ = CCCCCCOCCC CCCC CCCCCC- - - = MMMMMIMINI - INIINN)-))) (-38.00)
GGGACCCGGGGAGAGATGTAAG *Hkkddakaxsk

mmu-mir-712(mmu-mir-712)
TCTCCGCTTCTCCTTCACCCGGGCGGTACCCGCTCCGGCGCCGGCCCGCGGGACGCCGCGGCGTCCGTGCGCCGATGCGAGTCACCCCCGGGTGTTGCGAGTTCG

GGGA
(CCCCC- - - CCCC- - (- (- - - CLCQaaCaaaCCaC:----333333--332-333333--333-32-3303333133)--3-))) - -))

)))) (-72.60)
FHksekxx*CTCCTTCACCCGGGCGGTACC

mmu-mir-713(mmu-mir-713)
GGCCTATCCGGAGGCCCTGATTGGTTAGTGAGACTTGATTGACATGAGCACCTCCCTTAGGGTTAGAGTGCACTGAAGGCACACAGCATAGGGCTTCCAAGATCG

GGT
- (CCCCCCC- (Ll - - - CCC- CCC- G- CCC- G- (G- G- - - - - - - 233333---33333-3-333--33333)-33301333))--)))-)

))) (-37.10)

TGCACTGAAGGCACACAGC

mmu-mir-715(mmu-mir-715)
GGCTGGGGAGAGGGCTCCGTGCACACCCCCGCGTGCGCGGTACTTTCCTCCCCTCCTGAGGGCCGCCGTGCGGGACGGGGTGTGGGTAGGCAACGGTGGGCTCCC

GGGTC
(O (O O (O (O (e (e 2333)--39003330-3-2033)-)))- - - - - 2)-23)-3--00))

-)))) (-57.80)
FHARFH Rk xR X CTCCGTGCACACCCCCGCGTG

mmu-mir-717(mmu-mir-717)
TTGTCCGCTATCACTGTACCGTCATTTTTCAGTCTCAGACAGAGATACCTTCTCTGAATTCATAGAAGCTGCTCTCCGTTCCGAAGGGATTCAGAAGTGATAAAT

------------- (CCERRN (@ (@@ D)) I DI ) EEEEES D)) DD I DD D)) EEpe

mu-mir-7i8(mmu-mir-718)
ACGCCCCCGTGTGGCGGAAGGCCGCGGAGGGCAAGATGGCGGCGGGTCGAGCGCCGCCTCTTCCGCCCGGCCGGGTGTCGCACGAGGC

- - (CC- - CCCCCCCCC - - (- (- - - - - - - - - 232)323333)))-3303)))---33)))))))-))) (-53.40)
CTTCCGCCCGGCCGGGTGTCG*** x>
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mmu-mir-719(mmu-mir-719)
TTTAGGTGCTTAAAGAACAGTATCTCGGCTACAGAAAAATGTTTTTGGGTGATGCTGTGGATGTGTTTGAAGCCAGGAGAACAGAAGCCAAGAAGTGGCAGAATG

CACCC
TN ((((CETTRTS (O (G (N ((((EH (e 23)--33332-3332-333)--I900)) - - - - ((((- - - - D)D) FEEEE )

))))- (-30.00)

ATCTCGGCTACAGAAAAATGTT

mmu-mir-720(mmu-mir-720)

CTGGAGCCCCAGAATGAAGATGCAGCTTTAGAATTTGGGTGGTCTATCTCGCTGGGGCCTCCAG

(- - - (- - mm e - ))-)3)))-))---))))))-)))))) (-28.20)

ATCTCGCTGGGGCCTCCA*

............................................. ATCTCGCTGGGGCCTCCA. . 3*

.......................................... TCaAaTCTCGCTGGGGCCTCCA. 1

.......................................... TCagATCTCGCTGGGGCCTCCA. 5

.......................................... TC-ATCTCGCTGGGGCCTCCA.. 5

.......................................... TCaTATCTCGCTGGGGCCTCCA. 5
4
4
2

.......................................... TCaTATCTCGQTGGGaCCTCCA.
............................................ TATCTCGQTGGGaCCTCCA. .
.......................................... TCaTATCTCGCTGGGGGCCTCCA

mu-mir-721(mu-mir-72
GGAAGACAGTGCAATTAAAAGGGGGAAAAAAGTACCTGGGATGTTCTGAGAATTTCATTTTTCTTGTTATTGCCACTCCTGCTTGGAA

-------- (- CCCCC- - - - (- - CCC- - (CCC- - (C-(C---2-)-2)-3)))--0))--2)) - - D)D) - - (((- - - - -))) - (-16.20)
*HxxxCAGTGCAATTAAAAGGGGGAA

mmu-mir-741(mmu-mir-741)
TTGATCTACGTAGATTGGTACCTATCATGTAAATCATGTAAGCATGAGAGATGCCATTCTATGTAGATTAA

- (O (OO (- (- m e - - 2)31)3-33-33333-3)203))3))))) - (-31.60)
TGAGAGATGCCATTCTATGTAGA****

mu-mir-742(mu-mir-742)
TGCTCTACTCACATGGTTGCTAATCACGTGAAGTGTAGGTGAAAGCCACCATGCTGGGTAAAGTA

(CCC - (- - - (- - - - - 2)-23))-3)-33)3))-)3))))-2))) (-25.70)

GAAAGCCACCATGCTGGGTAAA**>*

mmu-mir-743a(mu-mir-743a)
CTGTATTCAGATTGGTGCCTGTCATGTTTATAAGAATGAAAGACACCAAGCTGAGTAGAGTA

(- CCCCCCC- - (- (-2 e - - 2)))-3)-33333)-3))3)))-))-- (~23.00)

GAAAGACACCAAGCTGAGTAGA***

mmu-mir-743b-8p(mmu-mir-743)
TGCAGTGCTGTGTTCAGACTGGTGTCCATCATGTGAAATATTTGTGAAAGACATCATGCTGAATAGAGTAAGGCCCA

- (- - (CCC- (OO - (- - (- - - - - - 222))--33333)1--333333)-3)))--))-- - (-29.00)
GAAAGACATCATGCTGAATAGA**HHxxkkxs

mu-mir-743b-Sp(mmu-mir-743)
TGCAGTGCTGTGTTCAGACTGGTGTCCATCATGTGAAATATTTGTGAAAGACATCATGCTGAATAGAGTAAGGCCCA

- (- - (CCC- (L - (- - (- - - - - - 2))1)--23333))--3)))3))-))))--))--. (-29.00)

FkRxrH A xR TGTTCAGACTGGTGTCCATCA

mu-mir-744(mmu-mir-744y
GGCTGGGCAAGéTGCGGGGCTAG%GCTAACAGCAGTCTTACTGACGGTTTCCTGGAAACCACACACATGCTGTTGCCACTAACCTCAACCTTACTCGGTC
(- CCCCC- - CCCC- (- e - - - - ICCCCCERED))D) EEEEEES 2333333333-333-3333-33333-33))3))

Page 139



Supplemental Figure S1
(-45.50)

FHFAAAA XXX FFTGCGGGCGCTAGGGCTAACAGCA

............ TGCGGGGCTAGGGCTAACAG CA - - - o i ieceeeeaaaaaaaaaanaannas 2T
............ TGCGGGGCTAGGGCTAACAGC - - - oo it i it i i it i i i i i i i i i i iiiccccccccecccscaaaaaaaaaaaananaaa 25
............ TGCGGGGCTAGGGCTAACAG - - - oo i i i i it i i i i i it i i i i i i i i i i icccccccccccceccsssccscaaaaaaaaanaaa D
............ TGCGGGGCTAGGGCTAACAGCAR - - - - o i iiieeeecceceeaaaaaaaaaaaaaaaaa 9
........... aTGCGGGGCTAGGGCTAACAG A . < o o e eeeeesaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaa--- 4
............ TGCGGGGCTAGGGCTAACAGCAL . - i i i i i i i i ccccccccccccccccscaacaaaaaaanaanan 3
............ TGCGGGGCTAGGGCTAACAGCAAT - - - e e i it i e e e aeeocaascecccascocccasaaceaaaaacnaanaaaa- 3
............ TGCGGGGCTAGGGCTAACAGCTA 2
............ TGCGGGGCTAGGGCTAACAGE. . .. ... 2
............ TGCGGG-CTAGGGCTAACAGCAa 2
............ TGCGGG-CTAGGGCTAACAG CA . - o i i i i et eeeecc e mascccccascccaaaacaaaaacnaaanaas 2
............ TGCGGG-CTAGGGCTAACAGCTA 2
............ TGCGGGGCTAGGGCTAACAGC AT - - i i it cecccccccccacaaaaaaaaaaaaaaanas 2
........... ATGCGGGGCTAGGGCTAACAGC . - - - i i eeecccccescccaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaaas 2
............ TGCGGG-CTAGGGCTAACAG . - - o o i i it i e ee o aaeeccccaascccccasccccaaaacaaaaacnaanaas 2

mmu-mir-758(mmu-mir-758)
TGGGTGCGTGAGGTGGTTGACCAGAGAGCACACGCTATATTTGTGCCGTTTGTGACCTGGTCCACTAACCCTCAGTATCTA

(- (- (- - - (- - €CC---022-D00-00)---000))) -D))) - -))))))D))))) (-32.30)
TTTGTGACCTGGTCCACTAX*ktataksksdeskeotekx
................................................ TTTGTGACCTGGTCCACTAACC. . .o .2 3

mu-mir-759(mmu-mir-759)
GGATTATAATAAATTAAATGCCTAAACTGGCAGAGTGCAAACAATTTTGACTCAGATCTAAATGTTTGCACTGGCTGTTTAAACATTTAATTTGTTCC
------- (- - Q- CCC- - (- CCC-CC----+532-33331331331333 33313313 - -333)3I)IID)D) - -

(-31.40)

GCAGAGTGCAAACAATTTTGAC

mmu-mir-760(mmu-mir-760)
CGGGAGGATGCCTCGGTGCGGGGCGCGTCGCCCCCCTCAGGCCACCAGAGCCCGGATACCTCAGAAATTCGGCTCTGGGTCTGTGGGGAGCGAAATGCAACCCAA

ACCCCGTTTCCCCG
CCCER (CCCRRN (C R (C A (O (O (O (O (T (((CEErrrrr 23331333313333333-3333-333)---3)--))) - -

2))-))))--)))) (-61.40)

CGGCTCTGGGTCTGTGGGGA

FhkFhkdhkhkhkhkrhkx

mMu-mir-761(mmu-mir-761)
TGGCAAGTGGAGGAGCAGCAGGGTGAAACTGACACAGTGCTGGTGAGTTTCACTTTGCTGCTCCTCCTGACTCCCA

- (C - CCCCCOCCCCCCCCCCCCCCCCCCL-CC-CC- - -0 IINNMMMININININI - - ) -)) - (-47-50)

FHFAAAA I I XAAAXGCAGCAGGGTGAAACTGACACA

mu-mir-7e2(mmu-mir-762)
GCCCGGCTCCGGGTCTCGGCCCGCACGGTCCGGCCGGCCATGCTGGCGGGGCTGEGGCCGGGACAGAGCCCGTGGC

(L - - (OO - - (- CCCCCC---220D2)-20030030))0))3)) -))) -))) -)))  (=55.20)
GGGGCTGGGGCCGGGACAGAGC >

mmu-mir-763(mmu-mir-763)
AATGATGGAGGTGCAGGCGTTTCCTGGGGATTAATGACCAGCTGGGAAGAACCAGTGGCCCTCGGCTCTGCCTCCCAGCCAGCCATTAACTCCAAGGAAATGTCT

TTTGCTGAGGTCGTT
OO (R (@@ (@ ern (L ()00 )0 B )00 D) EED B DD DD DD B0

---2))---3))))) (-49.80)

CCAGCTGGGAAGAACCAGTGGC
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FAAAAAAAAAAAAAd*k

mmu-mir-764-3p(mmu-mir-764)
TCAACACAATCTGAATCTTGGAGGCAGGTGCTCACATGTCCTCCTCCATGCTTATAAATACATGGAGGAGGCCATAGTGGCAACTGTCACCATGATTGATTTCGT

TGG
- (CCC- - (- - (- - - (- - CLaCCaCem e mnm e - 23331333313-332-333333-33333-33)-233)0)))--))

D). (-49.90)

AGGAGGCCATAGTGGCAACTGT

mmu-mir-764-5p(mmu-mir-764)
TCAACACAATCTGAATCTTGGAGGCAGGTGCTCACATGTCCTCCTCCATGCTTATAAATACATGGAGGAGGCCATAGTGGCAACTGTCACCATGATTGATTTCGT

TGG
- (CCC- - (CCC- - CCCC- - (- (- - CLQaeaeCCemnmmen - - 23331333313-332-333333-33333-33)-33330)3)--))

))- (-49.90)

GGTGCTCACATGTCCTCCT

mmu-mir-770-3p(mmu-mir-770)
GCCACCTTCTGTGCCCCCAGCACCACGTGTCTGGGCCACGTGAGCAACGCCACGTGGGCCTGACGTGGAGCTGGGGCCGCAGGGGTCTGATGGC

(L (G (G (TR (G (L TmMNNNNIDIEDNII N DIIDIDD) PR )))) (-59.10)
CGTGGGCCTGACGTGGAGCTGG

.................................................... CGTGGGCCTGACGTGGAGCTGG . « . oo v e eeaceaceann 2%

...................................................... TGGGCCTGACGTGGAGCTGG . - - v oo veceecceeeaaan 1

mmu-mir-770-5p(mmu-mir-770)
GCCACCTTCTGTGCCCCCAGCACCACGTGTCTGGGCCACGTGAGCAACGCCACGTGGGCCTGACGTGGAGCTGGGGCCGCAGGGGTCTGATGGC

(- - (- €O - - - CC- (- €C---32232233)-3)--333))-D33D))) 0D - - - - - )))) (-59.10)
AGCACCACGTGTCTGGGCCACG

.................................................... CGTGGGCCTGACGTGGAGCTGG . - . - v veceecccacaan 2

...................................................... TGGGCCTGACGTGGAGCTGG . - - v oo weceeceeeaaan 1

mmu-mir-7a(mmu-mir-7a-1)
TTGGATGTTGGCCTAGTTCTGTGTGGAAGACTAGTGATTTTGTTGTTTTTAGATAACTAAAACGACAACAAATCACAGTCTGCCATATGGCACAGGCCACCTCTA

CAG
- (CCC- (- Q- CC- Q- - (- CaaaaeCCa=----33223--333335333313333333-33333133-33333113) -D)))

... (-47.10)

TGGAAGACTAGTGATTTTGTTGT

*k*k
....................... TGGAAGACTAGT GAT TT TG T TG T T c e i i e e e e i i e et i e meecccccesecccacasceaaaaaaeanannn
113
....................... TGGAAGACTAGT GAT TT TG T TG T - o o o ot e i e i e e e i m e aecocmcaaecccccascmaaaaaeaaannn
104*
.............................. (O3 17 € €7 I I 1 C )
-9
.............................. (O 1Y 17N I I I 1 L C N
.8
....................... TGGAAGACTAGT GAT T T TG T TG v o c e e e e e e e i i e eeeececasccccceeccccacasceaaaaanennnnn
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... 7

....................... TGGAAGACTAGT GAT TT TG T TG T T T - o o i e e i o e e e e e e e e f e e e e eeemm e e e e e e e e aaan
... 9

............................. ACTAGTGAT TT TG T TG T - - oo i i i i i i i i i ccceceeeeeeeaaaaaannn
... 1

.............................. [ O3 17 17N I I I 1 C
... 1

.............................. (O3 17 € 17 I I I C I 1 I
... 2

............................ €7 O I 172 I I 1 I I
... 1

....................... TGGAAGACTAGT GAT TT =Gl TG T - - - o o i e e e e e e e e f e e e d e e e e e e e e e e e e e aaan
... 14

....................... TGGAAGACTAGTGAT TT TG =Gl - - o oo e e eeeeseecccaaaaaaaaaaaa e e
... 7

....................... TGGAAGACTAGTGAT TT-GT TG T - - o oo it e e e e et eeseeeseeeaaaaaaaaa e aaaaaam
... 7

...................... ATGGAAGACTAGT GAT TT TG T TG - o o o e e et e e e i i i e e mesaocccaaacecaaaacaaaaaen-
... 6

....................... CGGAAGACTAGT GAT TT TG T TG T - - - o o i e e i e e e e f e e e e e e e eee e e eaee e e e e aaaan
... 5

....................... TGGAAGACTAGTGAT TT-GT TG . - - o e eeeescecceaaaaaaaaaaaa e e
... 5

....................... TGGAAGACTAGT GAT T TG G - - - oo e e e eeseeeeeeeaaaaaaaaa e aaaa e
... 4

...................... ATGGAAGACTAGTGAT TT TG T TG T T o o e et i i e e e i e eeecmmmaseocccaaacecaaaacaaaaan-
... 4

....................... TGGAAGACTAGT GAT TT TG T TG T T @ - - e e o m c et e e e e e e e e e e e e e e e e e e e meaee e aaan
... 4

....................... TEGAAGACTAGT GAT TT TG T TG T - - o oo e i e e eeesseeccaaaaaaaaaaaa e a e
... 4

....................... TEGAAGACTAGT GAT TT TG T TG T T n e e e e e e e e i e e i e meecccccesecccacasceaaaaaanannnnn
... 3

....................... TGGAAGACTAGT GAT TT TG T TG - - o i e e e e e e e e e i mascoccaasccccccascmcaaaaaanannn
... 3

....................... TGGAAGACTAGT GAT TT TG T =Gl T - - o o i e e i i e e e e e e e e e e e e e e e meeemm e meae e e aean
... 3

...................... ATGGAAGACTAGT GAT TT-GT TG T - - oot e eeeeesscecacaaaaaaaaaaa e e
... 3

....................... TGGAAGACTAGT GAT TT TG T TaT . o c c e e e e i i i e i e e mescccccecacccacanceaaaaaanannnnn
... 2

....................... TGGAAGACTAGT GAT TT TG T T G T T . o o i e ot i e e e i i e eecoaasccccccascmcaaaaaaaannn
... 2

....................... TGGAAGACTAGTGACT TG T TG T - - o o o e e e i e e e e e e e e e e e e e e e meeem e e e e aaaan
... 2

....................... TGGAAGACT-GTGAT T T TG T TG T - - - o oo i e e e eseseecccaaaaaaaaaaaa e e
... 2

....................... TGGAAGACTAGT GAT TT TG T TaGT - - c i e e e e e i i i e e e mescccccecccccacanceaaaaaaeannnnn
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.2
....................... TGGAAGACTAGT GAT TT T T TG T - - - o o e e et e e e i e e e e e e e e e e e e e e e eaaan
.2
....................... TGGAAGACTAGT GAT TT TG T TG . - - - c e e e e e e eeesseeceaaaaaaaaaaaa e e e e
.2
....................... TGEAAGACTAGT GAT TT TG T TG - - o o oo i e e e e e e e e e e e eeseeesseeeaaaaaaaa e e aaaaa e
.2
....................... TGGAAGEACTAGTGAT TT TG T TG T T - o o i e it i e i e e i e e eecomaaaccccccascmcaaaaaenannn
.2
....................... TGGA-GACTAGT GAT TT TG T TG T T - - o o i i e i o e e e e e e e e e e e e e eeee e e eeee e e e e aaaan
.2
....................... TGGA-GACTAGTGAT T T TG T TG T - - o o oo i i e e eeeseecceaaaaaaaaaaaa e aaaaannn-
.2
....................... TGGAAGACTEAGT GAT T T TG T TG T - - - oo o oot e e e e e e e e e e seeseeeecaaaaaaaa e e a e aaaaaam
.2
....................... TGGAAGACTAGT GEAT T T TG T TG - - o o i e i i e e i e e eeeccaaaccccccascecaaaaaenannn
.2
....................... TGGAAGACTOGTGAT TT TG T TG T - - - o o i e e i e e e e e e e e e e e e e e e eeem e e eeee e e eeeaee e aaan
2
....................... TGGAAGACTAGTGAT T T TG T TG - - - oot e i e eeseseeccaaaaaaaaaaaa e e
.2
........................ TGAAGACTAGT GAT T T TG T TG - - o o oot e e e e e e e e e e e eseseseceaaaaaaaaa e e aaaaam
.2
...................... ATGGAAGACTAGT GAT TT TG T TG T T - o e o et e e e e e e i i e e mescocccaaacccaaacaaaaen-
.2

mmu-mir-7a(mmu-mir-7a-2)
GGTCGGGCCAGCCCCGTTTGGAAGACTAGTGATTTTGTTGTTGTGTCTCTGTATCCAACAACAAGTCCCAGTCTGCCACATGGTGCTGGTCATTTCA

(N ((((((( (MU O )-:2222330333312):-33333-323-303)-0000)))---))-
(-41.70)

TGGAAGACTAGTGATTTTGTTGT
__________________ TGGAAGACTAGTGATTTTOTTGT . - - - - e e e et e e e e e e e e e e e e e e e e e e e e e o2 113
.................. TGGAAGACTAGTGATTTTOTTOT « - - e e o e e e e e e ee e e e e e e e e e e e e e e e e e e e .. 104
......................... CTAGTGATTTTOTTOT « - - e e e e e e e e e e e e e e e e e e e e e e 9
......................... foa X cRCT i (3 1 £ R -
.......................................................... CAACAAGTCCCAGTCTGCCACA . - - v oo, 15
.................. TGGAAGACTAGTGATTTTOTTO - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e T
........................ ACTAGTGATTTTOTTOT - - - e o e e e e e e e e e e e e e e e e e e e e e e e 1
......................... CTAGTGATTTTOTTG - - - - o o o e e e e e e e e e e e e e e e e e 1
_______________________ GACTAGTGATTTTOTTG - - - -« e e ce e e e e e e e e e e e e e e e e e e e e e e 1
.................. TGGAAGACTAGTGATTTTOTTOTTG - « - - e« - e e e ce e e e e e e e e e e e e e e e e e e el 2
................. TTG=AAGACTAGTGATTTTGTTOTTGA - - - -« w e e e e e e e e e e e e e e e e el 2
.......................................................... CAACAAGTCCCAGTCTGCCACEA . . oo oo 2

mmu-mir-7b(mmu-mir-7b)
AGGAGCGGAGTACGTGAGCCAGTGCTATGTGGAAGACTTGTGATTTTGTTGTTCTGATATGATATGACAACAAGTCACAGCCAGCCTCATAGCGTGGACTCCTAT

CACCTT
(G ((Cr 22D (CCCCC- (- (- - - - - (A (O 2)-3033300330033)----32-3I003II30)-))) - - - -
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.................................... (O I 1 17 I L C N I C N
....... 9
............................. TGGAAGACT TGTGAT TTTGT TG T T - - i e eeceeeeceeeeaaannn
....... 8
.................................... (O I 1€ €7 I I I C L
....... 6
..... [0 6T €7 = 03 G
....... 3
................................... F X O I L 172N I o 1 1
....... 2

mmu-mir-802(mmu-mir-802)
GGTCCTATTATTTGCAATCAGTAACAAAGATTCATCCTTGTGTCAATCATACAACACGGAGAGTCTTTGTCACTCAGTGTAATTAATAGCCTTCACC

(@ @ (U )2))) 553353330000 EE5)))) 1)) )))) Fiuns
(-31.40)

TCAGTAACAAAGATTCATCCTT
................. TCAGTAACAAAGATTCATCCTTG . - - o o oo o e e e e e e e e e e e et e oL BT
_________________ TCAGTAACAAAGATTCATCCTTOT - - -« - e e e e e e ee e e e e e e e e e e e e e e e e e e e el O
.................. CAGTAACAAAGATTCATCCTTOT - - - e e o e e e e ee e e e e e e e e e e e e e e e e e e e e e T
........................................................ CGGAGAGTCTTTGTCACTCAGT - -« v v e eeceeeeeana 3
................. TCAGTAACAAAGATTCATCCT T - - - o e e o oo e e e e e e e e e e e e e e e e e e 3%
________________ ATCAGTAACAAAGATTCATCCTTG - - - - o e e ce e e e e e e e e e e e e e e e e e e e e e e e e 2
................. TCAGTAACAAAGATTCATCCTTA - - e - e e e e e e e e e e e e e e e e e e e e e e et 4
................. TCAGTAACAAGGATTCATCCTTG - - -« oo e oo e e e e e e e e e e e e e e el 2
_________________ CCAGTAACAAAGATTCATCCTTG - -« - - e e e et e ce e e e e e e e e e e e e e e e e e e e e e e e e 2

mu-mir-804(mmu-mir-804)
CCCTACACATCCATCTTTGAGGTTACAACTTCCCCAGTAGACTGTTTCCTGACATTCCTTGTGAGTTGTTCCTCACCTGGAAGATGTGGTGGCGG
CCCCCCCCOLC- - CCC- CCCCC- - CCCCCCC - - CCC - CCCCCC- = 2)D)D2D) DD MM - - IN)-)) (-28.60)
TGTGAGTTGTTCCTCACCTGGA N>tttk

mmu-mi r-805(mmu-mir-805)
GTCATATTTTGGGAACTACTAGAATTGATCAGGACATAGGGTTTGATAGTTAATATTATATGTCTTTCAAGTTCTTAGTGTTTTTGGGGTTTGGC

(CCC- CCCC- - COCCC- (L - - - (O - (- - - - - 2))----33333)))---233))-33)3))))--1)))-)))) (-26.40)
GAATTGATCAGGACATAGGG

..................... GAATTGATCAGGACATAGGG . - - - - - e o e e c e e e e e e e e ee e eaeeeaaaaceanaanan. B

..................... GAATTGATCAGGACATAGGGT - - - - o e o e e o e e e e e e e e e e e e e e eeeaanas 2

..................... GAATTGATCAGGACATAGGGA - - - - -« c x e o e e m e e e et e e e e e e i e aiaaaaaeaaeaaaas 3

..................... GAATTGATCAGGACATAGGGAAR - « - « - « <« x e c e e e e e e e e e me e e e e e e eeameamean 2

..................... GAATTGATCAGGACATAGGGARA - - - - « -« e c e e e e e e e e e e e m e e e e e e eeeeanas 2

mu-mir-871(mu-mir-871
TGCAGTGCTCTATTCAGATTAGTGCCAGTCATGTGAAATACATATGACTGGCACCATTCTGGATAATGTAATGCTCA

- (CC- (CC- - (L - - (e - - - - 2))13333333))---330)))))--))-))) - - - (-40.30)

FkRxxRx xR TATTCAGATTAGTGCCAGTCATG

mmu-mir-872(mmu-mir-872)
AACTTGTTAGAAGGTTACTTGTTAGTTCAGGACCTCATTACTTTCTGCCTGAACTATTGCAGTAGCCTCCTAACTGGTTAT

(- (- - (e o 2)33))1))--233)30))))-3))))-)))) - - (-31.49)
FxHkw kxR X AAGGTTACTTGTTAGTTCAGG

.......... AAGGTTACTTGTTAGTTCAGG . - « - -« e e e c e e et e aea i eaieamaaaaoeaoeaeaaaaa. O5%
.......... AAGGTTACTTGTTAGTTCAGGA - - - -« e e e e e e e e ea e e ee e eaeaeeaeaeeaeeaana 31
.......... AAGGTTACTTGTTAGTTCAG . - -« e e e e ee e ea e cee i eaeaecacaceaananaao 10
___________ AGGTTACTTGTTAGTTCAGG . - -« -« e e e e e et et e e e e ea e e ea e e eeaeeao. 10
........... AGGTTACTTGTTAGTTCAGGA . - - - -« e e ot e e e e e e o eaeacaceaaeaacaaaas 3
................................................. TGAACTATTGCAGTAGCCTCC. - v o eeeaeann 2
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.......... AAGGTTACTTGTTAGTTCAGGE . - - oo it i i i i iiiiiiiiimemeeeeeaa. 12
.......... AAGGTT-CTTGTTAGT TCAGGA . - - o e e e eeeee e e eeeeeeeceeanaaa. 4
......... AAAGGTTACTTGTTAGTTCAGG . - - o i i e e e i e i e mceeccccacaaceeaaanaa--- 4
.......... AAGGTTACTTGTTAGT TCHAG - - - oo i e e e e e aieeeeieeeeeeeaa 4
.......... AAGGTTACTTGTTAGTTCAGA - - - - o i i i i i i i i i i i i i i i i i i i i i i i iiiicccccccccccceeeeaaa 3
.......... TAGGTTACTTGTTAGTTCAG - - - - c i i e i i i i e i e eaeecaaacaecaacaeeaa-- 3
......... AAAGGTTACT TGTTAGT TCAGGA. - o o e e i et imeeecccmaaaccaaaaaanaana 2
........... AGGTTACTTGT TAGT TCtAG - - - o oo e e e e i iiaiieieeeeeeeens 2
.......... AAAGTTACTTGTTAGTTCAG - - - o oo i e i i i i e i e i iiiiiiiiiceeeeennnn 2
.......... AAGGTT-CTTGTTAGT TCAG - - - - o e e e e e e e e e e e e e e e caeaaaan 2

mu-mir-873(mmu-mir-873)
GTGTGCATTTGCAGGAACTTGTGAGTCTCCTATTGAAAATAGACAGGAGACTGACAAGTTCCCGGGAACACCCACAA

(CC: G - CCC G CCOCCLCCL CCCCCCCC (- - - - - N DNNNIMINNN-I-N)--)-N)-- (-34.30)

FHIHHIX XXX *XGCAGGAACTTGTGAGTCTCCT

mu-mir-874(mu-mir-874)
TTAGCCCTGCGGCCCCACGCACCAGGGTAAGAGAGACTCACTTCCTGCCCTGGCCCGAGGGACCGACTGGCTGGGC

(CCCCC- - - CCC- CCC- (- - -G - (G- - - - - 2)--22033)3))--3)-3))-)))---I))))) - - (-37.10)
CTGCCCTGGCCCGAGGGACCGA***Hxxktxa

mu-mir-875-3p(mmu-mir-875)
TCTGTGGTACTATACCTCAGTTTTATCAGGTGTTCATTAAAATCACCTGAAAATACTGAGGCTATGTTTCACTGAGCA

(G (] (G (A (T 2))333)-33-333333)-333))-3)))-)) - - . (-28.70)
CCTGAAAATACTGAGGCTATGH*xkakan

mu-mir-875-5p(mmu-mir-875)
TCTGTGGTACTATACCTCAGTTTTATCAGGTGTTCATTAAAATCACCTGAAAATACTGAGGCTATGTTTCACTGAGCA

(- CCCC- CC- Ll CC- (e m e mae - 2))33))-3)-33333))-3))))-))))-))-- - (-28.70)

FHHxxHk xR A TATACCTCAGTTTTATCAGGTG

mu-mir-876-3p(mmu-mir-876)
TCACGTGCTATGGATTTCTCTGTGAATCACTATATCAAATCTAGTGTGGTAGTGGTTTACAAAGTAATTCATAGTGCTTCA

- ==+ (- CCCCCCCCC- CC- (- -(C- - - - - - - 2)--22133)3333))-3)-30))033))--) - - - - (~31.20)
TAGTGGTTTACAAAGTAAT TCA** ke

mu-mir-876-5p(mmu-mir-876)
TCACGTGCTATGGATTTCTCTGTGAATCACTATATCAAATCTAGTGTGGTAGTGGTTTACAAAGTAATTCATAGTGCTTCA

- - -+ (- - (OO CC- (e - (- - - - - - 2)--22333333313))-3)-)I)))3)))--)---- (-31.20)

FkxxHxx kA TGGATTTCTCTGTGAATCACTA

mu-mir-878-3p(mmu-mir-878)
TGCAATGCTTTATCTAGTTGGATGTCAAGACACGTGAAACTTAAGTGCATGACACCACACTGGGTAGAGGAGGGCTCA

- (- - (- (OO -G m e 2)2-22333333-20000)33)3)-)--)) - - - (~29.50)
GCATGACACCACACTGGGTAGA***xxkkx

mmu-mir-878-5p(mmu-mir-878)
TGCAATGCTTTATCTAGTTGGATGTCAAGACACGTGAAACTTAAGTGCATGACACCACACTGGGTAGAGGAGGGCTCA

- (- - (- (Ll CCCCC- (- (e v e mae - 2))-3333333)-233))))))))-)--))--- (~29.50)

FHxHHx xR TATCTAGTTGGATGTCAAGACA

mmu-mir-879(mmu-mir-879)
TTCTAGGTCCAGAGGCTTATAGCTCTAAGCCTTGGATGAAAGAGGCTTATGGCTTCAAGCTTTCGGAGCTGGAGAC

(CCCCC- - - - - (- - - - - - - - 233)3))-3))--23))))--2))-)))))) - - (-38.30)
FHFAAAFXXFACGAGGCTTATAGCTCTAAGCC
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mmu-mir-880(mmu-mir-880)
TGCACTGCAATACTCAGATTGATATGAGTCACTTCCTATTGCATGTTACTCCATCCTCTCTGAGTAGAGTAAGGCACA

(CC- - (- - (- - (- - (e - 2):-232)-32)---23))3)))--))--)))-- (-21.90)
TACTCCATCCTCTCTGAGTAGA*** ks

mu-mir-88l(mmu-mir-881)
TGCAGTACAATATTCAGAGAGATAACAGTCACATCTTTTCTAAAGTAACTGTGTCTTTTCTGAATAGAGTAATGTTCA

- (CC- (- - (Ol (- (v e e e - 2)-233)33))-3330)331))--))-)))--- (~22.80)
AACTGTGTCTTTTCTGAATAGA** ks

mu-mir-gg2(mmu-mir-882)
CAGCAGTACCAGGAGAGAGTTAGCGCATTAGTGCAATAGTTAGTCCTGATTTCTGGGTTTTTCTAATGGCTGCTCTT

- (CCCCC- - - - (- CCCC- - - CCCCC- - (oo - - - )--233))--33))-)3)))))----2)))))-- . (-22.10)

FwxRxx kX AGGAGAGAGTTAGCGCATTAGT

mmu-mir-8g3a-3p(mmu-mir-883a)
GCACTATAATGCTGAGAGAAGTAGCAGTTACTTTATTCTATAAGTAACTGCAACAGCTCTCAGTATTGTAAGGCTC

(- - (OO - (- CCCaeCCC-- - - - - - 2)2)32133)-32)--3332033)0)))))--)) - . (-39.20)
TAACTGCAACAGCTCTCAGTATH**Hxxkkxs

mmu-mir-883a-Sp(mmu-mir-883a)
GCACTATAATGCTGAGAGAAGTAGCAGTTACTTTATTCTATAAGTAACTGCAACAGCTCTCAGTATTGTAAGGCTC

(. - (L. - (- ez - - - - - 2))132133)-3)--20))00)00)))))--)) - . (-39.20)

Fkxx K xx X TGCTGAGAGAAGTAGCAGTTAC

.................................. ATTaTATAAGQAACTGCEAC. « oo e e eie e e e een 2
.................................. ATTaTATAAGgAACTGCEA. . . ..o oo 2
.................................. ATTaTATAAGOAACTGCE . - . . i iiii i e aee 2
.................................. ATTaTATAAGQAACTGC . - o e e i i ie e e eee 2

mmu-mir-883b-3p(mmu-mir-g83)
TGCAATGCATTACTGAGAATGGGTAGCAGTCACTTTGTACTATGAGTAACTGCAACATCTCTCAGTATTGTAAGGTTC

- (- - (CCC- (OO - - - (G- (- (- - - - - - - 22))-333))-3)---333)3)))-))))--)) - - (-28.00)
TAACTGCAACATCTCTCAGTAT* ks

mmu-mir-883b-5p(mmu-mir-883)
TGCAATGCATTACTGAGAATGGGTAGCAGTCACTTTGTACTATGAGTAACTGCAACATCTCTCAGTATTGTAAGGTTC

- (- - (CCC- (L - - - (- (- (- - - - - 2)))-3333)-3)---3)))3)))-))))--)) - - (-28.00)

Fkrkx xRk TACTGAGAATGGGTAGCAGTCA

mmu-mir-9(mmu-mir-9-1)
CGGGGTTGGTTGTTATCTTTGGTTATCTAGCTGTATGAGTGGTGTGGAGTCTTCATAAAGCTAGATAACCGAAAGTAAAAATAACCCCA

- (CCCCCCC- - - - (- - (- ceCee-Cem - - - - - 22)))3)-)2))00)))0))))--)))---))))))) - (-42.00)
ke k X TCTTTGGT TATCTAGCTGTATGA

............... TCTTTGGTTATCTAGCTGTATGA - -« -t e e et et e e e e e et et et et ae e ae e e ee e ee e 1%
...................... TTATCTAGCTGTATGA - - - -« e e e e e et e e ee e e e e e e e aa e aeaeaecaeaaan O

mmu-mir-9(mmu-mir-9-2)

GTTGTTATCTTTGGTTATCTAGCTGTATGAGTGTATTGGTCTTCATAAAGCTAGATAACCGAAAGTAAAAAC

CCC (- - (- (- -C-=222--292222-000000000000))) - -))) -))) (-29.00)
FHFFFFIXTCTTTGGTTATCTAGCTGTATGA
....... TCTTTGGTTATCTAGCTGTATGA . - i i e i e e e d e e ce e cee e e e eeeaaaaa 1
.............. TTATCTAGCTGTATGA . - - o i i e e i e ececccccccacaaaacaaaaaaaa-a- 0
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mmu-mir-9(mmu-mir-9-3)
GGAGGCCCGTTTCTCTCTTTGGTTATCTAGCTGTATGAGTGCCACAGAGCCGTCATAAAGCTAGATAACCGAAAGTAGAAATGACTCTCA

- (CCC- - (OO (L. - (- - - - - - 2)--2332)-33)01)))23)))1)))-3))))))--)))) - (-41.10)
ek kxR TCTTTGGTTATCTAGCTGTATGA

............... TCTTTGGTTATCTAGCTGTATGA . - - .« - e e e c e e e e e e e e e e ee e e e cae e aeeaaeaaaen 1%
______________________ TTATCTAGCTGTATGA - - -« - e et e e e e e e eae e e e e ae e aa e e eaaeaaeaaaaaaas O

mmu-mir-92a(mmu-mir-92a-1)
CTTTCTACACAGGTTGGGATTTGTCGCAATGCTGTGTTTCTCTGTATGGTATTGCACTTGTCCCGGCCTGTTGAGTTTGG

- - (C( - - (O - (- (CCCCCCCC(e- - - - - - - 23233313333 --3333333)3))-))) - - - - - (-35.30)
TATTGCACTTGTCCCGGCCTGH*xkxx

_________________________________________________ TATTGCACTTGTCCCGGCCTGT . ... ...... 151
................................................. TATTGCACTTGTCCCGGCCTG. - .. oo.o .. 11%
................................................. TATTGCACTTGTCCCGGCCTGTT. . ....... 10
........................................................ CTTGTCCCGGCCTGT.......... 5
................................................. TNTTGCACTTGTCCCGGCCTGT.......... 5
.......... AGGTTGGGATTTGTCGCAATGCT - . - - - - e e ot ot e e e e e e eaee e aiaamaaaan 2
.................................................. ATTGCACTTGTCCCGGCCTGT. ... 2
........................................................ CTTGTCCCGGCCTGTT. ... ... 2
___________ GGTTGGGATTTGTCGCAATGCT - - -« e o e ot e e e e e e e e e e e ee e eaieaeeaa 2
......................................................... TTGTCCCGGCCTOT. .o oono. 2
................................................. TATTGCACTTGTCCCGGCCTGTaa. . ...... 18
................................................. TATTGCACTTGTCCCGGCCTGTaat....... 5
................................................. TATTGCACTTGTCCCGGCCTEGT......... 5
................................................. TATTGCACTTGTCCCGGCCTGTA. ... ... 4
................................................. TATTGCACTTGTCCCGGCCTGTTE. ....... 3
................................................. TATTGCACTTGTCCCGGCCTGTaT........ 3
................................................. TATTGCACTTGTCCCGGCCTaT ... ...... 3
................................................. TATTGCACTTGTCCCGGCCTaGT. . ....... 2
........................................................ CTTGTCCCGGCCTGTaa. - .. ... 2
................................................. TETTGCACTTGTCCCGGCCTGT . ... ...... 2
................................................. TATTGCACTTGTCC-GGCCTGT .. ... ... 2
................................................. TATTGCACTTGTCCCGGCCTGTatA. ...... 2
................................................. TATTGCACTTGTCCCGGCCTGTTa. .. ..... 2
................................................. TATTGCACTTGTCCCGGCCTGTaaA. ...... 2

mmu-mir-92a(mmu-mir-92a-2)
TGCCCATTCATCCACAGGTGGGGATTGGTGGCATTACTTGTGTTAGATATAAAGTATTGCACTTGTCCCGGCCTGAGGAAGAAAGAGGGTT

- (CCC- CCC- CCC- CCCCC- (- (- - COCCC---3222-23223-202333 233331233313 - D)) -))) - - -)))) - (-40.90)
TATTGCACTTGTCCCGGCCTG

...................................................... TATTGCACTTGTCCCGGCCTG. - v v v e e e wee e nn 11
...................................................... TATTGCACTTGTCCCGGCCTGA. . . ..o oo ... 8
...................................................... TATTGCACTTGTCCCGGCCTGC - v v v e e e eeeeeeann 2
...................................................... TATTGCACTTGTCCCGGCCTGY - v v v e e e eeeeeeenn 2
...................................................... TATTGCACTTGTCCCGGCCTaAt. ... .. ........ 2

mu-mir-92b(mmu-mir-920)
GGTGGGCGGGAGGGACGGGACGTGGTGCAGTGTTGTTCTTTCCCCTGCCAATATTGCACTCGTCCCGGCCTCCGGCCCCCTCG

(- CCCC- (OO - (- (e e e 22)333)33133033033)-33)))-2))))) - - - (-52.92)
TATTGCACTCGTCCCGGCCTCCH >k

mmu-mir-93(mmu-mir-93)
AGTCATGGGGGCTCCAAAGTGCTGTTCGTGCAGGTAGTGTAATTACCTGACCTACTGCTGAGCTAGCACTTCCCGAGCCCCCAGGACA

- (CC- (CCCCCCCC- - Q- (- (- (- oo - a - - 22)133133333))-33)3)))---)3)))))))-))) - (-47.20)
FRARHR AR AR AR CAAAGTGCTGT TCGTGCAGGTAG

.............. CAAAGTGCTGTTCGTGCAGGTAG. - - - - - w o ee e e e e e ee e e ea e e e ee e aee e 162%
______________ CAAAGTGCTGTTCGTGCAGGTAGT - - - -« e ot ot e c e e e e e a e e e a e eeaaeaaeaae 3T
..................................................... ACTGCTGAGCTAGCACTTCCCGA. ... ..ooou.- 5
.............. CAAAGTGCTGTTCOTGCAGGTA. - - - o e e e e e e e e e e e ea e e eeameaeaaeaaana b
.............. CAAAGTGCTGTTCETGCAGG . - - - - -« e e e o ee e e m e e e e e e e ee o ececeemeeaceaanaas 3
..................................................... ACTGCTGAGCTAGCACTTCCCGAG. - ... .o... 2
.............. CAAAGTGCTGTTCOTGCAGGTAGA - - - - -« o e e e e m e e e e e e eameaeaeeameameaeanaan. 14
.............. CAAAGTGCTGTTCGTGCAGGTAR. - - - -« c e ee e e me e e ee e e ceeeeeeeceaeaao 11
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.............. CAAAGTGCTGTTCGTGCAGGTEAG . - - o i iceeseaaaaaaaaaaaaaaaaaaaaaaaaaa 8
.............. CAAAGTGCTGTTCGTGCAGGTAGA - - - - - i i i i i iiiieeeeeccaaaaaaaaaaaaaaaaaaaaaaaaa- O
.............. CAAAGTGCTGTTCGTGCAGGTAL. . o oo it it i i eseccccaascceacaasaacaeaanaaaaaa-a. b
.............. TAAAGTGCTGTTCGTGCAGGTAG . - - oo oo i i i i i i i i i e i iiiiicciccccccceceaaaaaaa D
.............. CAAAGTGCTacGTaCGTGCAGGTAG. - - - o i ceccccacaaaaaaaaaaaaaaaaaaaaaa- 4
.............. CAAAGTGCTaTTCGTGCAGGTAG. - - - i i iieeeesccceaaaaaaaaaaaaaaaaaaaaaaa 3
.............. CAAAGTGCT-TTCGTGCAGGTAG. -« o - i e et i i et i i e eeecccccasccmcaaaaacaaaaaaanana 3
.............. CAAAGTGCTaTaCGTGCAGGTAG . - - - o o oo eeeeeeaaaaaaaaaaaaaaaaaaaaaaaaa 3
............. CaAAAGTGCTGTTCGTGCAGGTAG. - - - o i i ieeececeaaaaaaaaaaaaaaaaaaaaaaaas 3
............... CAAGTGCTGTTCGTGCAGGTA - - . oo e et e et e e e e e e eeeeaaaaa 2
............. CaAAAGTGCTGTTCGTGCAGGTAGT - - - o e e i e i i e i maseccmccaaccaaaaaananans 2
............. aCAAAGTGCTGTTCGTGCAGGTAG . - - o o i i i eeeeeeaaaaaaaaaaaaaaaaaaaaaaaas 2
............... CAAGTGCTGTTCGTGCAGGTAG. - - o oo eeeececeaaaaaaaaaaaaaaaaaaaaaaaas 2
.............. JAAAGTGCTGTTCOTGCAGGTAG - - - - - e e e e e e e e e e e e e e e e ceeeee e e 2
.............. CAAAGTGCTGTTCGTGCAG-TAG . « « o i i et i i et i i e eeeccaacasccmaaaacmaaaaaanana 2
.............. CAAAGTGCTGTTCGTGCAGGTEAGT - - - o oo o i i eeeeecaaaaaaaaaaaaaaaaaaaaaaas 2
.............. CAAAGTGCTaGTaCGTGCAGGTAG. - - - o i i e ceeecaaaaaaaaaaaaaaaaaaaaaaaaaas 2
.............. CAAAGTGCTGTTCETGCAGGTAG . - - - - o e e e e et e e e e e meeea e e e e 2

mmu-mir-96(mmu-mir-96)
CCAGTACCATCTGCTTGGCCGATTTTGGCACTAGCACATTTTTGCTTGTGTCTCTCCGCTGTGAGCAATCATGTGTAGTGCCAATATGGGAAAAGCGGGCTGCTG

c

((nNMdi‘“““tTCKtcTU"T““f’“dgdrTrTT"T"((CT@eeeTe IS ES)33))333))00 90 13) 583> )))))

. (-47.30)

TTTGGCACTAGCACATTTTTGCT

....................... TTTGGCACTAGCACATTTTTOCT - - -« e o e e e e e e e e e e e e e e e e e e e e e e e e e e e e
23*

_______________________ TTTGGCACTAGCACATTTTTOC . - - - e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
3

e ATTGGCACTAGCACATTTTTOCT - - - -« e neeeee e e e e
2

...................... ATTTGGCACTAGCACATTTTTOCT - - - - o e e e e e e e e e e e e e e e e e e
2

mmu-mir-98(mmu-mir-98)
CTGCACATGCTGGGGTGAGGTAGTAAGTTGTATTGTTGTGGGGTAGGGATTTTAGGCCCCAGTAAGAAGATAACTATACAACTTACTACTTTCCTTGGTGTGTGG

CAT
N (R (O (O o D)))D) EEEEEREE 2333-3333313331333313330)--)033))-)

))- (-50.10)
FHH I H A AR K I A TCAGGTAGTAAGTTGTATTGTT

*k*k
............... TGAGGTAGTAAGT TG AT TG T T e o e e i e e e i i e et i e eeeccceacascccccscacccacaaceaaaaaennnaeann-
15*
............... TGAGGTAGTAAGT TG AT TG T . o oo e i e e e et e eeeo e masoocccsscocccaaaaceaaaaacaaaaan-
7
............... TGAGGTAGTAAGT TG AT TG T T A, - - o e e e e e e e e e eemo i masoocccasccoccacaaceaaaaaeeaaaaan-
.3
............... TGAGGTAGT AAGT TGT AT =G T T - - o o o e e oo e e e e e e e e e e e e e e e e eeee e e maee e e e e eeeeens
.2

mu-mir-9%a(mmu-mir-98a)
CATAAACCCGTAGATCCGATCTTGTGGTGAAGTGGACCGCGCAAGCTCGTTTCTATGGGTCTGTG
(R (O (((((A (CE 23233333-333--33033333)-)))) (-29.10)
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****AACCCGTAGATCCGATCTTGTG

- - -AACCCGTAGATCCGATCTTGT G - e c c m e e e e e e e e e e e eeeee e aeas 86*
----AACCCGTAGATCCGATCTTGT - - e i e e e e e e e i e meecmmmceaeemanan 41
..... ACCCGTAGATCCGATCTTGT G - e e i i e e e e e e e e e e e e e e e e e e e e eeeeeaeaaaa B
AAACCCGTAGATCCGAT CT TG - - e e e e e e e e s 3
AAACCCGTAGATCCGATCTTGT G - i e e e e e e e e e e e ee e s 3
-AACCCGTAGATCCGATCT TG . - o i e i e e e i e mmemmmeeaaanan 3
..... ACCCGTAGATCCGATCTTGT - v e i i e e e e e e e e e e e e e e e e e e e e e e eeeeaeaeeaaa2 3
......................................... CAAGCTCGTTTCTATGGGTCTG 3
.. -AACCCGTAGATCCGATCT TG TG . - - o e e e e e e i e i i e mmeecmmaeaan- 58
- - -AACCCGTAGATCCGATCTTGTGA . - - e e e e ee e s 13
............. ATCCGATCTTGTGE . - o oo i i i i i i i i e e i e e e e e e e aeeeaaaa-- B
- - -AAACCCGTAGATCCGATCTTGTGt . - o o o e e e i e e e e e e e ceeee e aaas 4
- -AAACCCGTAGATCCGATCT TG TG@a. - - - i e e e e e i e eeeemmmmeemmaeaan- 4
.- -AACCCGTAGATCCGATCTTGT . e e e e e e e e e e e e e e eeeee e e e e e e e e e aa e e - 2
- - -AACCCGTAGATCCGAT CT TG @A - i e e e e e e e e s 2
.............. TCCCATCTTGTG . o o e e i eeii i e eeeeeeaeee 2
.- -AACCCGT-GATCCGATCT TG G v o c c e e e e e e e i e meemmmmeecmmaeaan- 2
- -AACCCGTAAATCCGATCT TG @A, « v e v e e e e e e e e e emmmmma e e e e e e e e e e e e m - 2
AACCCGTAGATCCGATCT TG TG T - - oo e e e e e e s 2

mmu-mir-99b(mmu-mir-99b)
GGCACCCACCCGTAGAACCGACCTTGCGGGGCCTTCGCCGCACACAAGCTCGTGTCTGTGGGTCCGTGTC

(CCCC- - (O - CCC- CCCC- CCCC----02)-2-D-220)-2)) - -)))))))) - -))))) (=30.00)
FxxAAXFCACCCCGTAGAACCGACCTTGCG

...... CACCCGTAGAACCGACCTTGC . - - oo i i i i i iiiiiceeeeeeeeaaaaa. 169%
...... CACCCGTAGAACCGACCTTGC . - oo i i i i i i it i it it iiiiicccccceeeeeaaaaaa. 38
............................................ CAAGCTCGTGTCTGTGGGTCCGT.... 3
............................................ CAAGCTCGTGTCTGTGGGTCCG. . ... 2
...... CACCCGTAGAACCGACCTTGCGE . - .. oo i i it iiicccccceeaaaaaaaaaaa D2
...... CACCCGTAGAACCGACCTTGCGA . - - o i i i e e i i i i i i i i i iiciicccccceeeeenaaaaaa 23
...... CACCCGTAGAACCGACCTTGCA. v« i i i i e e i i e eeieimemeeemmmeeaccenaneeaa-= 20
...... TACCCGTAGAACCGACCTTGCG . - - o oo oo i i i i i i i iiiiicceceeeeeeaaaaaa 13
...... CACCCGTAGAACCGACCTTGECG. - - o oo oo i i ittt i i i iiiiiiccccceceeaaaaaaaaa 8
..... aCACCCGTAGAACCGACCTTGCG. - o i i i i i i i i i i i it it i iiiiccccccccccaaaaaaaaa O
...... TtACCCGTAGAACCGACCTTGCGE . - - o e e i i i i i i i ieicicccsecccaanaaaaaaaa D
..... aCACCCGTAGAACCGACCTTGCGA. - - e e i e e eeiie e eeeeec e e cceeeccnnananaaa 4
...... CACCCGTAGAACCAACCTTGCG. - o i oo i i i i i i i it i i i it iiicccccceceeaaaaaaaaa 3
...... CACCCGTAGAACCGACCTTGA . - o i i e e i i i i i i i i i i i iiiiiccccccccccaaaanaaaa 3
...... CACCCGTAGAACCGACCTTGLGAA . - - a e e e i e e eei e e e meeemmmmeecmmaaaaenana 2
...... CACCCGTAGAACCGACCTTGCGE. - o o e e e i i i i i e mceeecemaeanaeana 2
...... CACCCGTAGA-CCGACCTTGC . - - i i i i i it iicicccceeeaaaanaaas 2
...... CACCCGTAGAACCGACCTTGEC . - oo ittt i iccccccccccanaanaaas 2
..... CtACCCGTAGAACCGACCTTGCG. - - i i i e e i e i i e eecmmmmecccaaaaaanaaa 2
...... CACCCGTAGAACCGACCTTGECGE. - - n e i e e i i i i i e meeeeemananenana 2
...... CACCCGTAGAACCGACCTTGCaA - - -« o i i i i it i i i i i iiiciiceceeaaaannnas 2
...... TtACCCGTAGAACCGACCTTGC - - ittt iiccccccccccaaaaanaas 2
...... CACCCCGTAGAACCGACCTTG . « o i i e e e e i e meecmmmmseccmaaaaenana 2
...... CACC-GTAGAACCGAC-TTGCG . « c i i i e i e i e i e ceececmceeacmananenana 2
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