showing 102 bp from CO08HBa0029N04.1, positions 54,099 to 54,200

= Instructions
Search using a sequence name, gene name, locus, or other landmark. The wildcard character * is allowed. To center on a logation, click the ruler. Use the Scroll/iZoom buttons to change magnification

and position.
Examples: CO1HEa0163B20.1, COTHBan051C14.1, CO2HBa0D07F24.2, *,
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Showing 150 bp from C08SLm0010D08.1, positions 67,248 to 67,397

= Instructions
Search using a sequence name, gene name, locus, or other landmark. The wildcard character * is allowed. To center on a location, click the ruler. Use the Scroll/Zoom buttons to change magnification

and position.
Examples: C01HBa0163B20.1, C01HBa0051C14.1, CO2HEa0007F24.2, ™,
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Showing 144 bp from CO8HBa0034F03.1, positions 118,991 to 119,134
B Instructions

Search using a sequence name, gene nama, locus, or other landmark. The wildcard character * is allowed. To center on a location, chek the ruler, Use the ScrollfZoom buttons to change magnification and position.

Examples: CO0HBa0039G02.1.
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Showing 214 bp from C08SLe0018116.1, positions 76,043 to 76,256

= Instructions
Search using a sequence name, gene name, locus, or other landmark. The wildcard character * is allowed. To center on a location, click the ruler. Use the Scroll/iZoom buttons to change magnification

and position,
Examples: C01HBa0163B20.1, C01HBan051C14.1, Co2HBao0o7F24.2, *,
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