Supplemental Table 2. Known miRNAs and miRNA*s in t

he high throughput sequencing datasets (454 and Il

umina datasets combined)

miRNA mMiRNA* Classification of

miRNA Reported sequence ariants sequenced Readst Locus [Sequenced miRNA* or its variant¥ Rgadst miRNA Locus§
m R156a- | TGACAGAAGAGAGT GAGCAC 94876 a A
b GCTCACTCTCTATCTGICAGC A
c, g GCTCACTTCTCTCTCTGICAGC 18 A
d GCTCACTCCTCTTTCTGICACC A
e GCTCACTCCTCTTTCTGICATC A
A
h, j GCTCGCTCCTCTTTCTGICAGC 2 A
i GCTCACTGCTCTGICTGICATC 15 A
m R156k TGACAGAAGAGAGAGAGCACA K 0 D
m R156I CGACAGAAGAGAGT GAGCATA | 0 A
m R159a- b TTTGGATTGAAGGGAGCTCTG 53 a GAGCTCCTTTCOGTCCAAAAA 1 A
b GAGCTCCTTTCGTTCCAATGA 2 A
m R159c ATTGGATTGAAGGGAGCTCCA 0 ® 0 B
m R159d ATTGGATTGAAGGGAGCTCCG 0 d 0 D
m R159e ATTGGATTGAAGGGACGCTCCT 0 2 0 B
m R159f CTTGGATTGAAGGGACCTCTA CTTGGATTGAAGGGAGCTCT 6 £ AGCTCOCTTCGATCCAATCCA 5 A
R € TECETEEEEEE ErATEREA 47 a,b |GOGTGCAAGGAGCCAAGCATG 40 A
© GCGTGCACGGAGCCAAGCATA 2 A
d GCGTGCGAGGAGCCAAGCATG 1 A
m R160e TGCCTGECTCCCTGTATGCCG 23 e GOGTGOGAGGTGOCAAGCATGG 1 A
m R160f TGCCTGECTCCCTGAATGCCA 0 f 0 D
m R162a TCGATAAACCTCTGLATCCAG 221 ab |GGGOGCAGTGGTTTATOGATC 4 A
m R162b TCGATAAGCCTCTGCATCCAG 86 A
m R164a- b, f TGGAGAAGCAGGEGCACGT GCA 1857 0 A
b CATGIGCCCGTCTTCTCCACC 2 A
f CATGTGCCCTTCTTCTCCACC 3 A
m R164c TGGAGAAGCAGGGTACGTGCA 6 ® 0 A
m R164d TGGAGAAGCAGGEGECACGTGCT 56 d 0 A
m R164e TGGAGAAGCAGGEGCCACGTGAG 1370 2 0 A
m R166a-d, f, n TCGGACCAGGCTTCATTCCCC 13305 a f.n 0 A
b GGAATGTTGTCTGECTCGEGEG 38 A
c GGAATGT TGTCTGGTCCGAGA 2 A




d |cematerTercraacTezacs 196 |A

) [RUEEE VSEANCCNECINIENIE0eS 18 e |ematerTeTrCTGETTCAAGG 6 |a
mi RL66g- h TCGBGACCAGECTTCATTCCTC o634 . A
h  |GGAATGTTGECTGRCTCRAGG 21 |a

i RL66i - j TCGGATCAGECTTCATTCCTC . i o |a
i RL66K- | TCEGACCAGECTTCAATCOCT 1356 § o |a
| |GGATTGTTGTCTGGTTCAAGS 1 |a

mi RL66M TCEGACCAGECTTCATTCOCT 18 . o |a
m R167a- ¢ TGAAGCTGCCAGCATGATCTA 5448 a  |GATCATGCATGACAGOCTCATT 6 |A
b o |a

¢ |carearacTaoasacaceeTeacT 1 |a

mi RL67d- j TGAAGCTGCCAGCATGATCTG TGAAGCTGCCAGCATGATCTGA e e L a
e.i |AGATcATGTTGCAGCTTCACT 2(484) |A

f  |AcATcATCTGRCAGTTTCATC 3 |a

g AGATCATCCGGCAGCTTCATC 16) (A

h o |a

i |eaToeracTacacagrTTCATC 6 |a

m R168a TCCCTTGETGLAGATCEEEEAC 263218 a  |cocaocTTGACCAAGTGAAT 176 |A
ni R168b AGGCTTGGTGCAGCTCGGGAA 0 ) o o
i RL69a CAGCCAAGGATGACT TGCCGA = - P
mi RL69b- ¢ CAGCCAAGGATGACTTGCCGG 16 ) A
¢ |cccaasTerarecTTaacTACA 1 |a

mi RL69d TAGOCAAGGATGAATTGOOGG o g o o
i RL69e TAGOCAAGGATGACTTGOOGG 0 . o s
mi RL69f - g TAGCCAAGGATGACTTGCCTA ) g o |a
mi RL69h- m TAGOCAAGGATGACTTGOCTG 5 e A
| |eacaGrerocTTEECTAGE 1 |a

mi RL69N- 0 TAGCCAAGAATGACTTGCCTA 5 no A
mi R169p || TAGCCAAGGACAAACTTGOCEG CAGOCAAGGATGACTTGOCGG 8 GGCAAGTTTGTCCTTGGCTAC 1 |a
ni RL69q TAGOCAAGGAGACTGCCCATG o o o
M RL71a TGATTGAGCCGOGCCAATATC 5 . P—
mi RL71b- f TGATTGAGCCGTGCCAATATC 201 b o |a
e |TGTTaaCTCEECTCACTCAGA 12 |a

TGTTGGCATGGTTCAATCAAA 12 |a

mi RL71g GAGGTGAGCCGAGCCAATATC 5

o




m R171h

GTGAGCCGAACCAATATCACT

TGAGCCGAACCAATATCACTC

8 h o |a

m RL71i GGATTGAGCOGCGTCAATATC TTGAGCOGOGTCAATATCTCT 61 i | AGGTATTGGOGTGOCTCAATC 1 |a
™ RL723, d AGAATCTTGATGATGCTGCAT o - —
d  |GCAGCACCATCAAGATTCACA 3 |a

mi RL72b GGAATCTTGATGATGCTGCAT 60 ) A
mi RL72¢ TGAATCTTGATGATGCTGCAC 0 . o o
™ R319a TTGGACT GAAGGGT GCTOCC TTGGACTGAAGGGT GCTOOCT 30%) - PR
m R319b TTEEACTGAAGSGTECTCCC b  |AGAGCGTCCTTCAGTCCACTC 13 |a
TR PRECINEREEREEERTREREES 358 CGCTATCTATCCTGAGCTCCA 18 |A
T R393 TCCAAAGGGATOGCATTGATC ”~ o Ia
ni R393b TCCAAAGGGATCGCATTGATCT CTCCAAAGGGATCGCATTGAT B b |reacrecaatccerTresaat A
i R394 TTGECATTCTGTOCACCTCS 14 o Ia
T R395a GTGAAGTGCT TGBGGGAACTC 5 - P
m R395b, d-e, g-n, p-s GTGAAGTGI TTGGEGEGGAACTC TGAAGTGT TTGGGEGAACTC 1 b, d-e, g-n, p-s 0 A
ni R395¢ GTGAAGTGTTTGGAGGAACTC 0 . o e
i R395f GTGAATTGTTTGEGGGAACTC 0 . o e
ni R3950 ATGAAGTGTTTGGAGGAACTC 0 o o s
mi R395t GTGAAGTGTTTGEGGAAACTC 0 X o |o
ni R395U GTGAAGOGTTTGGGGGAAATC 0 " o |o
i R395V GTGAAGTATTTGEOGGAACTC 0 y o |o
mi R395W GTGAAGTGTTTGGGGGATTCTC 0 w o |o
i R396a-b TTCCACAGCTTTCTTGAACTG o TR Py y———y = Ia
i R396¢ TTCCACAGCTTTCTTGAACTT 1 o |eoreameanaccTarcoeanc oA
i R396d- e TCCACAGGCTTTCTTGAACTG 28 e |orreascasaacccatacana s |a
™ R397a TCATTGAGTGCAGCGTTGATG s - o A
m R397b TTATTGAGTGCAGCGTTGATG TTGAGTGCAGOGTTGATGAAC 12 TCACCAGCACTGCACCCAATC 2 |a
T R398a TGTGTTCTCAGGT CACCCCTT 5 P
i R398b TGTGTTCTCAGGTCGCCOCTG b |ecoooeaceraseancacacs L a
T R399a- ¢ TEOCARAGGAGAATTGOOCTG 1 - —
ni R399d TGOCAAAGGAGAGTTGCOCTG 13 g o |a
ni R399e- g TGCCAAAGGAGATTTGCOCAG 0 o o o
ni R399h TGOCAAAGGAGACTTGCOCAG 1 . o |a
ni R399 TGOCAAAGGAGAGCTGCOCTG 0 : o |o
ni R399 TGCCAAAGGAGAGTTGCCCTA 4 : o |a
i R399K TGCCAAAGGAAATTTGCOOOCG 0 " o o




m R4A08* *

CTGCACTGCCTCTTCCCTGEC

73 CAGGGATGAGGCAGAGCATGG 632 |A

m RA13 CTAGTTTCACTTGT TCTGCAC @ 5 b
m RA14 TCATCCTCATCATCATOGTCC 0 P
m RA15 AACAGAACAGAAGCAGAGCAG 0 o |p
m RA16 TGI TOGTCCGTACACTGT TCA 0 P P
m RAL7 GAATGTAGTGAATTTGT TCCA 0 o |p
m RA18 TAATGIGATGATGAAATGACG 0 TS
m RA19 TGATGAATGCTGACGATGT TG @ 5 b
m RA20 TAAAT TAATCACGGAAATGAT 0 P
m RA26 TTTTGGAAGT TTGTCCTTACG 0 o |p
m RA35 TTATCCGGTAT TGGAGT TGA 12 o |a
m RA36 TGAGAGAGIGCACTTTCTOCC 3 CAGAAAATGCACTCTCTCAAG 1 |a
m RA37 ARAGT TAGAGAAGT TTGACTT 0 o |
m RA38 TTOCCACGCGT TATAGT GAAA 0 o |p
m RA39a- ] TGTOGAACCGOGGT TGT TCGA 1 a R
b |GAATTGTGGTTGTITCGATAGGTAC 1 Jc

m RA40 AGTGTCTCCTGATGATCGGGACAA 3 GTOCTGATCACT AGGAGACTCTGA 1 A
m RAd1a-c TACCATCAATATAAAT GT GGGAAA ab o |c
C 0 D

m RA42 TGACGT GTAAATTGOGAGACGAAT 0 o |c
m RA43 ATCACAATACAATAAATCTGGA 0 o I
m Réd4a, d° TTGCTGOCTCAAGCTTGCTG TGCAGT TGCTGCCTCAAGCTT 2(325) 2 | GCTAGAGGTGCAACTGCATA 1(171) |A
d 0o |A

m RA44D- c* TGCAGI TGI TGTCTCAAGCTT TGCAGI TGT TGTCTCAAGCTT 1709 0 Ia
™ RAGAT * TGCAGT TGT TGOCTCAAGCT T TGCAGI TGT TGCCTCAAGCTT 5 0 Ia
m RA45a- | TARATTAGT GTATAAACATCOGAT 0 o |o
m R446 SRR S AT EE AT D AACATCAATATGAATATGGGAAAT 1 TOCCACATTTATATTGATGTTAAT 1 A
m R528 TCGAAGGEECATCCAGAGHAG 3757 CCTGTGCTTGOCTCTTCCATT 1 |a
m R529% ¥ CTGIACCCTCTCTCITCTTC GCTGTACCCTCTCTCTTCTTC 5 AGAAGAGAGAGAGT ACAGCCT 1(596) |A
m R530 AGGTGCAGAGECAGATECAAC 6 TGCATTTGCACCTGCACCTAC 2 |a
m R531 CTOGO0GAGGC T GOGT GCOGCCAT o5 o |a
m R535 TGACAACGAGAGAGAGCACGC 3766 GTGCTTTCTCOCGTTGTCACT 1 |A
m RB06a- h ATGTGCTAAAAAGT CAACGGTG R e s ah c
m RB07a- CGTCATCTCACAGGTGAATCC o ab c
c

TGGATTCACCCGT GATATGACGT G




nmi R808

ATGAATGT GGGAAATGTAAGAA

0 o |c

m R809a- h TGAATGTGAGAAATGTTAGAAT 0 =h o s
m R810 TCATAAGOCCACCACATGTGG . 7
m R81la- ¢ ACCGTTAGAT CGAGAAAT GGACGT 0 o c o o
b o |o

M R81%2a ¢ GACGGACGGT TAAACGT TGGAC AGACGGACGGT TAAACGT TGGACA - e o o e
d o |B

m RB13 GGG TATGGAATGGGT TTTACC 0 o o
m R814a- ¢ CACTTCATAGTACAACGAATCT CACTTCATAGTACAACGAATCTGG e R
m RB815a- ¢ AAGGGCAT TGAGGAGATTGEG AGAAGGGCAT TGAGGAGATTGGG 5 N o s
b-c 0 C

m R816 GTGACATATTTTACTACAAC 0 TCGTAGTATTAGGATGTGTCACAT 4 Jc
m RB17 TCCAACTTGAGGOOCGATTGA 0 o o
M R818a- e AATOCCTTATATTATGGGACES e e - 7 e
m R819a- K TCAGGTTATAAGACTTTCTAGT TCAGGTTATAAGACTTTCTAGCAT > PP
m R820a CCECCTCGTGATGACCAGG TCGEOCT CGTGGATGGACCAGGAG 2256 a o |a
b-c  |AGGTCOGTCCACGAGGACGACG 2 |a

m R821a- ¢ AAGTCATCAACAAAAAAGT TGAAT 0 0o o
m R946 CAGCCCTTCTOCT ATOCACAAC . 5 b
M RL310 GGCAT OGGGGGECGT AACGOCCCT 0 5 b
M R1317a-d TAGGGAACCCCAT TCOCATAAA e e—— 1 5 s
M RI318% "~ TCAGGAGAGAT GACACCGAC T CAGOAGAGAT CACAGOGAG = o la
M R1319a-C AACCGGCATCTGTAATATATTATA . s 7
TAACCGGCATCTGTAATATATTAT c o |B

m R1320 TGGAACGGAGEAATTTTATAG TGGAACGGAGGAATTTTATAG o Ia
m R1423% AGCGCCCAAGCGGTAGTTGTC CGAGCGCCCAAGCGGTAGTTGTCT 28 CAACTACACGTTGGGCGCTCGA 389 A
m R1424 ATGCACACTGATGCTGATTGT 0 o b
m R1425 TAGGATTCAATCCTTGCTGCT TAGGATTCAATCCTTGCTGCT 589 CAGCAAGAACTGGATCTTAAT 95 |A
m R1426 AGAATCTTGATGATGATTAAA 5
m R1427 TGOGGAACCGT GOGGTGAOGC TGOGGAACOGT GOGGTGEOGC ATGOCGOGOCGACGAACCGGTOGT A
m R1428 CGTTTTGCAAATTOGCAGGOC D
™ RL429€ GTTGCACGGGTTTGTATGI TG GITGCACGGGT T TGTATGTTGCAG a e @ A
m R1430 TGGTGAGOCT TCCTGGCTAAG 0 5
M R1431 TTTGOGAGT TGEOOCGCTTGC TTTGCGAGT TGECOOGCTTGC 1 A
M R1432%% ATCAGGAGAGAT GACACCGAC ATCAGGAGAGAT GACACCGAC A

23




m R1433

TGGCAAGICTCCTCGGECTACC

ACTGECAAGTCTCCTCGGECTA 2 0 A
m R1435 TTTCTTAAGTCAAACTTTTT 0 0 D
m R1436a-t ACATTATGCGACGGAGCGAGT 0 0 4B + 16C
m R1437 TCCGGECGCCGCACTAGGCACT G 0 0 D
m R1438 AGGGTAATTTTATCATTTTTA 0 0 D
m R1439 TTTTGGAACGGAGTGAGTATT TTTGGAACGCAGTGAGTATTAA 1 0 A
m R1440a-c TGCTCAAATACCACTCTCCT
0 a-b 0 B
0 © 0 C
m R1441la-c ACCGCGATGTCGGAAAAGGTTT 0 0 c
m Rl442a-c ATTCATAGTACTAGATGIGT 0 ol 0 c
0 © 0 B

1 When no exact miRNA was sequenced, the closest variant (in red) is shown, with the sequence common to the reported miRNA in bold. If a miRNA variant with more reads than the miRNA

was sequenced, the sequence numbers of both are shown.

T Sequence number of mMIRNA or miRNA* variants shown in red.
T When the expected miRNA* was not sequenced, the closest variant (in red) is shown, with the sequence common to the expected miRNA* in bold.
If a miRNA* variant with more reads than the miRNA* was also sequenced, the sequence number of both are shown.

§ See Table 2 for classification.

|| In our dataset miR169p is identical to miR169b and miR169c so its precursor should be in the positive strand rather than in the antisense strand as previously reported.

In total, there were 24 reads for miR169b, c and p, which were equally distributed to these three loci.
*The most abundant small RNA from each locus is used to represent the MIRNA locus.

** Sequence conservation and sequencing frequency indicats that miRNA and miRNA* annotations should be swapped for miR529 but not for miR408 (See Supplemental Fig. 3 for sequence alignment).

***Erom the same locus and both are not the most abundant small RNAs from this locus.

¥A variant of PI_miR29*, not sequenced in our study.

€A variant of PI_miR38, not sequenced in our study.




