
Supplemental Figure 8 
 
zhu0607-2643732, chr1:5461921-5462061, +ve strand, LOC_Os01g10380, transposon protein 
GUUUGAGUACGAAUGGCAUGAAUUCUUUUGGAGAGAUGAGCAGCGGCCAUAGCACUUGGCCCGUUACGAUGUGUAUCUACAACCUCCCCCCCUAGCUAUGCAUGAAGAGGAAGUACAUAAUGAUGCCGAUUAUUAUUCAAG 
..(((((((..((((((((.(........(((((((((.((((((((((.. .....))).)))).....))).))))).....))))...(((..(...... .)...)))..........).))))).)))..))))))). 
 UUUGAGUACGAAUGGCAUGAAUUC,1 
 
zhu0607-2060784, chr12:19792919-19792972, +ve stran d, LOC_Os12g32800, retrotransposon protein 
GUCAGUAGAGGUUUCGUUGCAGCAUUAGAAG CGAAGCCCACUCUCAUUGACUAG 
((((((((((((((((((...........)) )))))))...))).))))) )...  
 UCAGUAGAGGUUUCGUUGCAGCAU,1 
 
zhu0607-2384518, chr1:38166120-38166184, +ve strand ,  LOC_Os01g65210, peptide transporter PUR2-B, puta tive, expressed 
GUAAGGUUACUACUGAAAGUCUGAAACUUCCCAUUGAGUCAUUUUGGAACUAACAUUUGCUGCAG 
(((((((((...(..((((.((.((........)).)).).)))..)...) ))).)))))..... 
                                            UGGAACU AACAUUUGCUGCA,1 
 
zhu0607-2508947, chr2:12140126-12140188, –ve strand , LOC_Os02g20579, hypothetical protein 
GUACUUGUUAAGUAUCGCGACGCAUAGUUGACAUGAUGUUGAGGUUGUGUCUUGUGGGUACAG 
(((((..(.(((...((((((.(....(..((.....))..)))))))).) )))..)))))..  
 UACUUGUUAAGUAUCGCGACGCA,1 
 
zhu0607-1719397, chr5:11642840-11642925, +ve strand , LOC_Os05g19970, nucleic acid binding protein, put ative, expressed 
GUAUCAUCAUGUACCUCAUUACCCUUAGCUAAAUUGUACUAACACGCUAUGUGAUAUUCUAACUUACGAUUGGUCAUUGGUUGCAG 
((((((..(((.(((..(((((...((((.....(((....))).)))).) ))))..((........))..))))))))).)))..  
                                                                   GAUUGGUCAUUGGUUGCAG,1 
 
zhu0607-1287180, chr12:23281536-23281654, –ve stran d , LOC_Os12g37939, UNC93 homolog A  
GUAGCCGAAUCGAUUCAAUUCGACCGAUCGAUCGAUCACGCAGACGCGGCCUCCAUGGAUUCAGAUUAAUCCGAUCGGAUUUGGUGUUUUGCAUUGCUGGUGGGUGGGUGGGGUUGCAG 
((((((..(((.(((((......(((((((((..(((.(((....))).(( .....)).....)))..)).)))))))....((((.....)))).....)) ))).)))..)))))).. 
                                                                                                CUGGUG GGUGGGUGGGGUUGCA,1 
                                                                                                CUGGUG GGUGGGUGGGGUUGC,1 
                                                                                                CUGGUG GGUGGGUGGGGUU,1 
 

 
 
 


