Supplemental Figure 2

A. Example of small RNAs generated from a single-stranded RNA precur sor s but without the reported miRNA sequenced (type B loci in Table 2)

1. PreemiR810

AACG GCAUAAUUAGAUCAC,1

AACG GCAUAAUUAGAUCA,1

UAACG GCAUAAUUAGAUCACU, 4

UAACG GCAUAAUUAGAUCA,1

CUAACG GCAUAAUUAGAUCACU 4 CGGUGUUCGCUAUAUAUAC UAU,4
CUAACG GCAUAAUUAGAUCAC,23 CGGUGUUCGCUAUAUAUAC UA33
CUAACG GCAUAAUUAGAUCA,1 UCGGUGUUCGCUAUAUAUAC UA,2
ACUAACG GCAUAAUUAGAUCACU,1 UAUCGGUGUUCGCUAUAUAUATIA,1
ACUAACG GCAUAAUUAGAUCAC,1 UAUCGGUGUUCGCUAUAUAUAC,1
ACUAACG GCAUAAUUAGAUCA,1 UAUCGGUGUUCGCUAUAUAUA, 5
AUAACUAACG GCAUAAUUAGAUCA,1 AUAUCGGUGUUCGCUAUAUAU,1

GUUGCOACAUAAGCCCACCACAUGTIEEG CAUGCUUAAAUAACUAACGGCAUAAUUAGAUCACUUGAUBIBEGBGGUGUUCGCUAUAUAUACUAUCUACUGGUAAGUAUAUANBGGAEIMIGCGUCAUCAUCAAGUGAUUUAAUUAUGCCGUUAGULBAGCATBUGUGGUGAGCUUAIGREGAC
(e CCee@@ MMM INMN) DMIMMMMMMMIMMMIMIMIIN-N)))- M)

B. Examples of small RNAs generated from double-stranded RNAs or only from the antisense strand of thereported pre-miRNAs (type C loci in Table 2)

1. PreemiR395¢c

AGGGUUGUUGUGAAGUGUUUGGAG,1
5 GUAUUAUCAAG/SUUCUCUUUAAGCACUUCAMIACCAUUAUUUAUAGGGUBGBBAGUGUUUGGAGGANCGBGUGUCAU 3’
3' CAUAAUAGUUCUCAAGAGAAAUUCGUGAAGUAUGCUGUGGUARMIEENACAACACUUCACAAACCUCCUUGAGAGCCACAGUA 5'

< CCCC CCCCECC CCCCCCeCCeCceCceCCC-(Grnnnnes INMMNMIN)-N))-.-
UCCUUGAGAGCCACAGUAGUUUGU,1

2. PreemiR395f
GGUAUUAUCGCGGGUUCCCU,1
5 UUAUCGCGG GUUCCCUUCAAUCACUUCATRUACUAUUUCAAGGCCUAGUBAAUUGUUUGGGGGARNCGAUGU 3’
3' AAUAGCGCCCAAGGGAAGUUAGUGAAGUGUACCAUGAUAASEIGGAUGAUACACUUAACAAACCCCCUUGAGAGCUACA 5’
- CCCCC CCCLCCCCOC-CCCLC e D= DMNMNNIMMN)N)))-
GGGAAGUUAGUGAAGUGUACCAU, 1
CAAACCAUAAUAGCGCCCAAGGGA,1

3. PremiR414
5-GUUGCCGCUGCQEAUCCUCAUCAUCAUCAQUIBCAUGAAACCGCCAGCAAAUCCUUGCGCGGGGGGAGGGGGBAGEGGEGECGGAGGGGCGGC-3'

3-CAACGGCGACGGCAGUAGGAGUAGUAGUAGCAGGAACGUACBIUCBEAFAGGAACGCGCCCCCCUCCCCCUUCCCCUCCCCCUCCCCAEUGHE
(@@ (Er(arararE(((eemd CLECC--22-00-D)-N-DMN)--N-IN) )

GUAGUAGCAGGAACGUACUUUGGC, 1
GUAGGAGUAGUAGUAGCAGGAA, 1

AGUAGGAGUAGUAGUAGCAGGAAC,1

AGUAGGAGUAGUAGUAGCAGGA,1

GCAGUAGGAGUAGUAGUAGCAGGA,1

GGCAGUAGGAGUAGUAGUAGCAGG,1

4., PremiR416
5'-CAAGAUGAGGAGUAUGAAUAGAAAGAAUUAGAAAAGCUACGGUEABIAGCGCCAAAAAAAACUCUGCUUUGCUCUGIHINETIEE CCGUACACUG WIRA3’
3'-GUUCUACUCCUCAUACUUAUCUUUCUUAAUCUUUUCGAUGCBACOASTCGCGGUUUUUUUUGAGACGAAACGAGACAAAGACACNAGIIBSGEAGUAGU-5'

== (CCCCCCCCCCCC- - CCC-CCecece. . ccc(c. (NN M- DN-NNININN)-- = DIN))-
CGAAACGAGACAAAGACACAAGCA,1



5. PremiR420
AUAC
AAUAC
AAUAC
UAAAAAUAC
UUAAAAAUAC

UUCCAAUGCUCAAAUAAU,1
UUCCAAUGCUCAAAUAA,1
UUCCAAUGCUCAAAUAAUU,1
UUCCAAUGCUCA,1
UUCCAAUGCUC,1

5-UUCCAACUAAAUUAAUCACGGAAAUCGBUUGAAUUGUUAAAAAUACUUCCAAUGCUCAAAUAAUUCCAAGAAMMMITIACUUGGACACUCAAAGUACUUAACAAAAUUAUAAUUAGWIEZAUUAAUUUAAUAUGUGGG-3’
3'-AAGGUUGAUUUAAUUAGUGCCUUUACUAGAAACUUAACAAUAAGRNUIEACGAGUUUAUUAAGGUUCUUUUUAGAACUUUUAUGAADQUCAIBGRSAUUGUUUUAAUAUUAAUCUGGUAAAUUACUAAUUAARIDTARIAC

(e aaa(es
AACAAUUUUUAUG

AAUUUUUAUG
UUUUUAUG
UUUUUAUG
UUUUAUG
UUAUG
UUAUG
UAUG
AUG

6. PreemiR439a ( antisense strand)

(R ((@(E(E(((EmN)BIBI)) IR INIMN-----INNN- M) )
AAGGUUAC, 1

AAGGUUACGAGU,1
AAGGUUACGAGUUUAU,1
AAGGUUACGAGUUU,1
AAGGUUACGAGUUU,6
AAGGUUACGAGUUUAU,1
AAGGUUACGAGUUUAUU,8
AAGGUUACGAGUUUAUUA,1
AAGGUUACGAGUUUAUUAA2

UUAAUGGAAAAUCGCAAAACUAUAGAUCAGUUAGGCGAAAUCGGEAGUIUUSUCGAACAACCGCGGUUCGACAGGGAUACCUAUCGASIANUIENCAGGUACAUGUCGAACUGCGUCAGUUCGACAGGGUABBAIGUCC

UCAGUUAGGCGAAAUCGCAAGU,1

uu
AGUUU

CAGGUACAUGUCGAACUGCGUCAG,1
AGGUACAUGUCGAACUGCGUCA,1
ACAGGUACAUGUCGAACUGCGUCA,1
CGACAGGUACAUGUCGAACUGCGU,1
CGAACAACCACAGUUCGACAGGU,1
ACCUAUCGAACAACCA CAGU,1
CGCGGUUCGACAGGGAUACCUAUC,2
CAACCGCGGUUCGACAGGGAUA,1
ACCCUGUCGAACAACCGCGGUUCG,1
GCACCCUGUCGAACAACCGCGGUU,2
ACCCUGUCGAACAACCGCGGU,2
AGCACCCUGUCGAACAACCGCGGU,4
AGCACCCUGUCGAACAACCGCGG,1
AGCACCCUGUCGAACAACCGCGG;,2
AGCACCCUGUCGAACAACCGCG,1
AGCACCCUGUCGAACAACC,1



Pre-miR439a (pre-miRNA)

UUUUUGGACCACCUACCCUBBUCUGACGCAGUUCGATMEEUGUCGAACUGUGGUUGUUCGAUAGGUBUCGEACCGCGGUUGUBBGEGUGCUAAACUUGCGAUUUCGCCUAACUGAUCUAUAGUUULEERGERIAAU
(«( ----- («««««« («(«««(««««( o (C

o1 e IIMN--NN)-N)-- NN
AACUGACGCAGUUCGACAUCUACCl

)R ««(«« ----- DD))»))» )eee
UAGUUUUGCGAUUUUCC AUL
ACUGACGCAGUUCGACAUGUACCU,L
CUGACGCAGUUCGACAUGUAC,1
CUGACGCAGUUCGACAUGUACCUG, 1

UGACGCAGUUCGACAUGUACC 4
UGACGCAGUUCGACAUGUACCU,1
UGACGCAGUUCGACAUGUACCUGU

E 1
GACAUGUACCUGUC GAACUGU,1
ACAUGUACCUGUC GAACUGU,1
AUGUACCUGUC GAACUGUGG,2
ACCUGUC GAACUGUGGUUGUU,1
C

GAACUGUGGUUGUUCGAUAGGUA,2
GAACUGUGGUUGUUCGAUAGGUA,5
GAACUGUGGUUGUUCUAUAGGUAU,1
GAACUGUGGUUGUUCGAUAGGUAU,8
GAACUGUGGUUGUUCGAUAGGUAUC,1
AACUGUGGUUGUUCGAUAGG,1
AACUGUGGUUGUUCGAUAGGU,3
AACUGUGGUUGUUCGAUAGGUA,7
AACUGUGGUUGUUCGAUAGGUAUC,3
ACUGUGGUUGUUCGAUAGGUA,65
ACUGUGGUUGUUCGAUAGGUAU,3
CUGUGGUUGUUCGAUAGGUA,1
CUGUGGUUGUUCGAUAGGUAU,2
CUGUGGUUGUUCGAUAGGUAUCCC,1
UGUGGUUGUUCGAUAGGUA,2
UGUGGUUGUUCGAUAGGUAUC,12
UGUGGUUGUUCGAUAGGUAUCCCUG,1
GUGGUUGUUCGAUAGGUAUCC,1
GUGGUUGUUCGAUAGGUAUCCC,2
GUGGUUGUUCGAUAGGUAUCCCU,1
UGGUUGUUCGAUAGGUAUCC,1
UGGUUGUUCGAUAGGUAUCCC,1
UGGUUGUUCGAUAGGUAUCCCU,5
UGGUUGUUCGAUAGGUAUCCCUG,1
GGUUGUUCGAUAGGUAUCC,1
GGUUGUUCGAUAGGUAUCCCU,2
GGUUGUUCGAUAGGUAUCCCUG,5
GUUGUUCGAUAGGUAUCCCUG,1
AUAGGUAUCCCUGUCGAACCGCGGU,1
UAGGUAUCCCUGUCGAACCGCGGUU,1
AGGUAUCCCUGUCGAACC,1
AGGUAUCCCUGUCGAACCGCGG,11
AGGUAUCCCUGUCGAACCGCGGU,1
AGGUAUCCCUGUCGAACCGCGGUU,1
GGUAUCCCUGUCGAACCGCGGU,2
GGUAUCCCUGUCGAACCGCGGUUG,1
GUAUCCCUGUCGAACCGCGGU,1
GUAUCCCUGUCGAACCGCGGUU,22
GUAUCCCUGUCGAACCGCGGUUG,1
GUAUCCCUGUCGAACCGCGGUUGU,1
UAUCCCUGUCGAACCGCGGUU,2
UAUCCCUGUCGAACCGCGGUUG,33
UAUCCCUGUCGAACCGCGGUUGU,1
UAUCCCUGUCGAACCGCGGUUGUU,1
AUCCCUGUCGAACCGCGG,1
AUCCCUGUCGAACCGCGGUUG,7
AUCCCUGUCGAACCGCGGUUGU,3
UCCCUGUCGAACCGCGGUUG,1
UCCCUGUCGAACCGCGGUUGU,4
UCCCUGUCGAACCGCGGUUGUU,5
CCUGUCGAACCGCGGUUG,1
UGUCGAACCGCGGUUGUUCGA,1
CGAACCGCGGUUGUUCGACC

GGGU,1
GAACCGCGGUUGUUCGACA GG,2
GAACCGCGGUUGUUCGACA GGGUG,1
AACCGCGGUUGUUCGACA GGG,8
ACCGCGGUUGUUCGACA GGGU,7
CCGCGGUUGUUCGACA GGGUG,2
CCGCGGUUGUUCGACA GGGUGC,1
CGCGGUUGUUCGACA GGGUGC,8

CGGUUGUUCGACA GGGUGCUA,2

GGUUGUUCGACA GGGUGCUAA,1

UUGUUCGACA GGGUGCUAAAC,1
ACA

GGGUGCUAAACUUGCGAU,3
UAAACUUGCGAUUUCGCCUAA,1
CGAUUUCGCCUAACUGAUCU,1
CGAUUUCGCCUAACUGAUCUA,1



7. PreemiR808

5-GAAUGCUGAUUACUACUUCCUCCGUUUCACAAUGUAAGUCABUOUAGCACAUUCAUAUUGAUGUUAAUGAAUCUAGAUAGAUAUAGAUGOBUUAACAUCAAIGAAUGUGGGAAAUGUAAIBWCUUACAUUGUGAAAUGGAGGGAGUACAAAGUAUUC-3

3'-CUUACGACUAAUGAUGAAGGAGGCAAAGUGUUACAUUCAGUAABABGGUGUAAGUAUAACUACAAUUACUUAGAUCUAUCUAUAWRIMREEMAUUGUAGUUAUACUUACACCCUUUACAUUCUUACUGABUBUABCUCCCUCAUGUUUCAUAAG-5
MMM M) MM

(CCCCCC-..--- Ceeeeeeececececececeeeeececc C@( )
GAUGAAGGAGGCAAAGUG, 1
GAUGAAGGAGGCAAAGUGUUACAU, 3
GAUGAAGGAGGCAAAGUGUU, 1
UGAUGAAGGAGGCAAAGUGUUAC, 1
UGAUGAAGGAGGCAAAGUGUUACAU, 1

8. PremiR816
UCGUAGUAUUAGGAUGUGUC,1
UCGUAGUAUUAGGAUGUGUCA,1
UCGUAGUAUUAGGAUGUGUCACA, 1
UCGUAGUAUUAGGAUGUGUCACAU,4
AUUCGUAGUAUUAGGAUGUGUCAC,1

5-AU GUGACAUAUUUUACUACBABUCUGGAUAUGACAGAGGUAUGUUUARMBITAUUAGGAUGUGUCATZAU
3'-UACACUGUAUAAAAUGAUGUUGCUUAGACCUAUACUGUCUCGAUAIZWGE CAUCAUAAUCCUACACAGUGUA-S

((((((((((((((( (CCCCCCCC-CCCCCC-0mM NINDM-NNMNMNN)
AAAAUGAUGUUGCUUAGACCUA 1
AAAUGAUGUUGCUUAGACCUAUAC 1
AAAUGAUGUUGCUUAGACCU, 1

C. Theexpected miRNA* ismore abundant than the reported miRNA

1. Pre-miR408
GGCAGAGCAUGGGAUGGGGCUAUC

GGCAGAGCAUGGGAUGGGGCUA,1

GGCAGAGCAUGGGAUGGGGCU,3
GGAUGAGGCAGAGCAUGGGAU,1
GGGAUGAGGCAGAGCAUGGGA,1
AGGGAUGAGGCAGAGCAUGGG 47
AGGGAUGAGGCAGAGCAUGG,7
AGGGAUGAGGCAGAGCAUG,5
CAGGGAUGAGGCAGAGCAUGGG,6
CAGGGAUGAGGCAGAGCAUG,95
CAGGGAUGAGGCAGAGCAU,1
CAGGGAUGAGGCAGAGCA,2
ACAGGGAUGAGGCAGAGCAUGG,3
ACAGGGAUGAGGCAGAGCAUG,121
ACAGGGAUGAGGCAGAGCAU,2

GACAGGGAUGAGGCAGAGCAUG,2
GACAGGGAUGAGGCAGAGCAU,18
GACAGGGAUGAGGCAGAGCA1
AGACAGGGAUGAGGCAGAGCAUGG,14
AGACAGGGAUGAGGCAGAGCAUG,1 UGCACUGCcucuuU CCCUGGCUCC,1
AGACAGGGAUGAGGCAGAGCA,25 UGCACUGCCUCUU CCCUGGCU,7
UGCACUGCCUCUU CCCUGGC,8
CUGCACuUGCCcuUcCuU CCCUGGCuUCC,1
CUGCACuUGCCuUcCuU CCCUGG,2
CUGCACUGCCUcCuUuCCcCy=GC

AGACAGGGAUGAGGCAGAGC,1
GAGACAGGGAUGAGGCAGAGCA,2
AGAGGAGACAGGGAUGAGGCA,2
CAGGGAUGAGGCAGAGCAIEG
UUGGAGAGGAGAGGBSBGGAUGAGGCAGAGCAABGGGGCUAUCAACAGAUGUAGAUUAUUCCUUGCACAAGAGAGIGAEAUGAGUUCUGAGAGAUGGCUGGUGUUGUUGUUGCUGCAUOECCUCUUCCCWEECCUGCACACCUCUCUCU
(G ((((E(EMME(E((GREE =)= INNIMN-INNIN)-N)-NNN)-) NN+ IM))-

- (CCCCCCCC CCCC-CCecec-Ceceeee-ceeceec e«



2. PremiR529 (note that sequence abundance suggests that both miR529 and miR529* should be 1nt longer than previously reported, which are shown in green and pink, respectively)

AGAGAGAGAGUACAGCCU,2

GAAGAGAGAGAGUACAGCCU,7
AGAAGAGAGAGAGUACAGCCUU,1
AGAAGAGAGAGAGUACAGCC,8
AGAAGAGAGAGAGUACAGC,1
AAGAAGAGAGAGAGUACAGCC,1
AAGGAAGAAGAGAGAGAGUA,1
AAAGGAAGAAGAGAGAGAGUA7

UAAAGGAAGAAGAGAGAGAGU,16
;594
CGAGAUGUACAUCGAGGCUAAAGSHAGAGAGAGAGUACAGIAGUUCAGAUCACAUAUGACUAUCUUUUGCGAGUCUGAUCGAIBSABEIEAUACCCUCUCUCUUIEMUAGCUUCUUGAUGCUUUCUCU
DMNIMNNN)-NNN)-IN)--I)-

G CUGUACCCuUCuUcCucCuucCuu,1
G CUGUACCCuUCUcCuUcCuUUCU,2
GCUGUACCcCuUcucucuugaaiC

M((CEmI(emreeaaene (s (((GICIH))) Reaes M)
D. Exampleswherethe most abundant small RNA species (in green) isnot thereported miRNA

1. PremiR167d (the expected miRNA shown in red is not the most abundant small RNA species from pre-miR167d-j)

UGAAGCUGCCAGCAUGAUCUGAUG,1
UGAAGCUGCCAGCAUGAUCUGAU,9
UGAAGCUGCCAGCAUGAUT29G

UGAAGCUGCCAGCAUGAUCU,170
UGAAGCUGCCAGCAUGAUC,68
UGAAGCUGCCAGCAUGAU,17

GAAGCUGCCAGCAUGAUCUGA,28

GAAGCUGCCAGCAUGAUCUG,2

GAAGCUGCCAGCAUGAUCU,1

GAAGCUGCCAGCAUGAUC,1

GAUCAUGCUGUGCAGUUUgAUC

AAGCUGCCAGCAUGAUCUGA 3
19104
CAUUAGGAGIGAAGCUGCCAGCAUGAKNUBAGUGCUUAUUAGGUGAGGGCAGAAUUGACUGCCAAAACBAUGAUGBUGUGCAGUUUOSADUGUG
(CCCC ) NMNN-NM))-) ))-))

(G (e () 2



2. PremiR444 (the previously reported miRNA shownin red is not the most abundant small RNAs generated and no corresponding miRNA* found; instead, the most abundant small RNA
from this precursor is another 21 nt variant which is shown in green and annotated as miR444e by Sunkar et al. 2008, its corresponding miRNA* is shown in pink)

AGGTGGCAACTGCATAATTTG,14
AGAGGTGGCAACTGCATAATT,2
AGAGGTGGCAACTGCATAAT,1
TAGAGGTGGCAACTGCATAATT,27
TAGAGGTGGCAACTGCATAAT,9
TAGAGGTGGCAACTGCATAA,8
TAGAGGTGGCAACTGCAT,1
CTAGAGGTGGCAACTGCATAA2
CTAGAGGTGGCAACTGCATA,2
GCTAGAGGTGGCAACTGCATAATT,2
GCTAGAGGTGGCAACTGCAT,3
GCTAGAGGTGGCAACTGCA,1
AGCTAGAGGTGGCAACTGCAT,55
AGCTAGAGGTGGCAACTGCA,6

AAGCTAGAGGTGGCAACTGCA,1
GCTAGAGGTGGCAACTGGCATA

AGTTGCT
CAGTTGCT
GCAGTTGCT
GCAGTTGCT
TGCAGTTGCT
TGCAGTTGCT
TGCAGTTGCT
TATGCAGTTGCT
TTATGCAGTTGC
AGTTATGCAGTTGC
AAGTTATGCAGTTGC
CAAGTTATGCAGTTGC
CAAGTTATGCAGTTGC

TTGCTGCCTCAAGCTTGCTIEC
GCCTCAAGCTT,1
GCCTCAAGCTT,1
GCCTCAAGCTTG,8
GCCTCAAGCTT,2
GCCTCAAGCT,3
GCCTCAAGC 4
GCCTCAAG,1
GCCTCAAGCTTG,1
TGCCTCAAGCTT,1
TGCCTCA,L1
TGCCTC,2
TGCCTC,1

TGCCT,8
(325

ATGCAATTGGGGSGCAAGCTAGAGGTGGCAANTAATTTGCAAGAAATTGTTGGCTGAAGATCATACCGATGATATABGIGATGCAG GCTGCCTCAAGCTTGCTICCTGTTGCCA
(CCCCCCE)-M-MMNMMN) D)BMMMNNIBINE

3. PremiR820a (the reported miRNA was only sequenced once and its corresponding miRNA* was not sequenced in our study. A second 24 nt long small RNA, which was from the 3" arm

-+ (CCCC (L CeCC-Ceeceeeceeccecceeccc

and in phase with the expected miRNA*, is shown in pink)

GCCUCGUGGAUGG ACCAGGAGCUC,2

GCCUCGUGGAUGG ACCAGGA,2
GGCCUCGUGGAUGG ACCAGGAG,14
GGCCUCGUGGAUGG ACCAGGA,7
GGCCUCGUGGAUGG ACCAGG,2
GGCCUCGUGGAUGG ACCAG,2
CGGCCUCGUGGAUGG ACCAGGAG,7
CGGCCUCGUGGAUGG ACCAGGA,1

CGGCCUCGUGGAUGGACQOAGG
UCGGCCUCGUGGAUGG ACCAGGA,1397
UCGGCCUCGUGGAUGG ACCAGG,386
UCGGCCUCGUGGAUGG ACCAG,94
UCGGCCUCGUGGAUGG ACCA3
UCGGCCUCGUGGAUGG ACC,8
UCGGCCUCGUGGAUGG AC,7

ACCA,1

UGCGUCGGCCUCGUGGAUGG

ACAUGCGUCGGCCUCGUGGAUGG Al
,2208

(CCC QL (e (@@ @@ e

CGCCUGCAU

UGUUCCAAGAGUGUC,1

ACCCC Lo

UCUGUUGAAAGAUAGACCUCUGAUUCGUACAUGGOGU CGUGGAUGGACBGGECAACAUUCCUUAAGGUUGUUCUUUCAAACCCAUACAACABOBGOUGCAAGAGUGUCUUGGAUGAAAGUAGGAAGUGGAACCUEBMERSCU
IIN-NIN-))-+--:) - DMIMIMMMMNN-NNN-MNN)

GAAGUCGAUGCUCCAGGUCCGUCCA 1
GCCUUAAGGAAGUCGAUGCUC,1
GCCUUAAGGAAGUCGAUGCU,1
UGCCUUAAGGAAGUCGAUGCUC,2
UGCCUUAAGGAAGUCGAUGCU,7
UGCCUUAAGGAAGUCGAUG,1
CUGCCUUAAGGAAGUCGAUGCUCC,1
CUGCCUUAAGGAAGUCGAUGCU,2
ACUGCCUUAAGGAAGUCGAUGCUC,3
ACUGCCUUAAGGAAGUCGAUGCU,2

AACUGCCUUAAGGAAGUCGAUGCUC,6
AACUGCCUUAAGGAAGUCGAI48CU
AACUGCCUUAAGGAAGUCGAUGC,1
AACUGCCUUAAGGAAGUCGAUG,2
GAACUGCCUUAAGGAAGUCGAUGCU,11
GAACUGCCUUAAGGAAGUCGAUGC,3
GAACUGCCUUAAGGAAGUCGAUG,3

ACGAACUGCCUUAAGGAAGUCGA,1
AACGAACUGCCUUAAGGAAGUCGAU,1

AACGAACUGCCUUAAGGAAGUCGA 4
GCCUUAAGGAAGUCGABGAGGUCCGUCCAGGAGGACTAEIUAGGAGUUAGAGGUUUAUCUUUGAACACA
NN DMMMMIN-N)--



4. PremiR1318 or Pre-miR1432 (both miR1318 and miR1432 (in orange and red, respectively) are not the most abundant small RNA from this locus)

AGGAGAGAUGACACCGAC,3
AGGAGAGAUGACACCGACA5
CAGGAGAGAUGACACCGAC,1
CAGGAGAGAUGACACCGACAL
UCAGGAGAGAUGACACGCENC
UCAGGAGAGAUGACACCGA,1
UCAGGAGAGAUGACACCGACA,197
UCAGGAGAGAUGACACCGACAU,1

AUCAGGAGAGAUGACACCGA1
AUCAGGAGAGAUGACACGCERNC

AUCAGGAGAGAUGACACCGACAU,2
AUCAGGAGAGAUGACACCGACAUC,1
GAUCAGGAGAGAUGACACCGAC,1

UGUGAUCAGGAGAGAUGACAC,1

337
GGGGGGUUUGGGCCCUBUBGGAGAGAUGACACGRRAIGCCGGAAUUCGUUCUUGGUCUUGUGCCAUGAUGAAUUGAUGBUGEGBUGUCAUCUCCCCUGARGIGACUGACUGACCCUGA
-+ (CCCCCC CC-CCOCC-CCc-eececec.- cecee-Ceecc CCCCE-CCCC+- M)+ 0N-N)--))) NIMNINNINN-))-)-DN))-



