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Supplementary Figure 4: Activity of the Flil +12 blood stem cell enhancer
(Pimanda et al, 2007, PNAS 104(45): 17692-17697) can be enhanced in
stable transfection assays by inclusion of an exapted MER repeat located
less than 1 kb 5’ of the +12 enhancer.. A) UCSC genome browser view of the
human Flil locus (150 kb at the top, 15 kb zoomed in below) showing that there
is an exapted repeat immediately upstream of the Flil +12 blood stem cell
enhancer. The repeat in question was identified as part of a recent genome-
wide study (Lowe et al, 2007, PNAS 104(19):8005-10). B) Results of stable
transfection assays demonstrating that inclusion of the Flil +11 exapted repeat
region results in three to four-fold enhancement of the activity of the Flil +12
stem cell enhancer.



