Supplemental Figure 1
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Supplemental Figure 2
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Supplemental Figure 3
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Supplemental Figure 4

105 ORFs detected by RT-PCR 96 ORFs undetected by RT-PCR

\II

SAGE

Oligonucleotide tiling array

Map transcription start site

| | Affymetrix Genechip

Protein abundance

Protein localization

\ ‘l ‘ ‘ ‘ ‘ \,‘ f Mass spectrometry
@]
Py
T
H><

Yeast two-hybrid

I Detected

Not detected

v
Oy 440
™ 440
v
%x 440

38



