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Sequences and predicted structures for 361 new chicken miRNAs

>CE5_1_19905.+.chr1:312690-312787
UCUGUCCCACUGCAGGCUGUGGGCCCAGGGCUGUGCUGGAGACAUCCCAGUGCCCAGCCAGCCAUGGUCCUGCAGCCUGGGGCCCUCUUGGUCCAGA
CCCC- - (- Q- - CC- - - - - e e - - - 2)-I0003)-)))-2)-I)I))-)) - - - -- )))--)))) (-55.80)
>CE5_1_4994.+.chrl:556210-556294
UCCAGGGGGUGGAAGCUAAGACUGAUAAAAGCAAGCAAAUUAUUUACAGUUUGCUUUUGUUGGCCUCUGCUGCCGGGUCCUGGA

(A (@@ DIIII)0313)3))-))-:-3))-)))--))))))) (-37.50)
>CE5_1_2417.+.chr1:5735269-5735359
AGUGUGUUGAUGCCAUUUCCAUGGCAGACUUUCUAGGCUGAAGAUUUCUGAAAUCUCUGGAAGUUGCCCUGGACGUGGUAUUCAAUGCCU
(it CCCCCC---22I2I213131113313)-131)-31)3)))-3)))))))) (-34.30)
>CE5_1_187210.+.chrl:5887349-5887439
UGGACUUUGUUUCAUUCUCCUUCAAUCCAUCUUUGUCAUGAUUUACAAAAAGAACAAAGGUGGCCGUGGGUGAAUGAAGCCAGGCAUCCA

- (CCCCC- CaaeeC- - - - - (T —— D) ---I2)IIII)))-)))--)))- (-31.14)
>CE5_2_32457.-.chrl:21990298-21990400
CAUAUGAAACUCUCUAAUGGUGUCUGGGCAAAGGAUGAAGCUGUGAUGUUUGGCACCAGAACACCACAGUGUCAGGCAGCCACACUUCGGGGAGAACACUUG
--------- CCCCCC- - - - - - G - - - - - - == =0000000000 409000000 -990))) - - - - - - - - (-31.80)
>CE5_1_44120.-.chrl:25165358-25165422

UCUGACAGUCCUUCUCACUCAGUAGCAGAGGCUUAUUCUGGUCAUCUGCUGAAGUACUGUCAGA

CCCCCCC-CCCma e e - - - CCCCCCCC- - - - - - 2)))-33))))))))-3)))))))) (-28.00)

>CE5_2_ 34027.+.chrl:28529936-28530015
UGCGGCCAAAGAGCACAGUUUGGUCAUGGAGCCUCACCUCUGGAAUGCCCAAUGGCCGUCCUGUGCCACUUGUGCUGCA

(T ((((‘“I“"l‘‘78g8C“*r“TyT@g@£@EU@OEeETTS™TEEe ))-53))I303)))-I)))))---3))-)))))- (-35.20)
>CE5_5_12259.+.chrl:46958713-46958789
GGCCAAGUGUAUCUGGACUGUGGUUGCAGGAGCCUCCUCAUCUCCUCCAGCCUCGUCCGCCAAGGAGAGCGGGGCU

CCCC- - G- - - - - - e e e e - 30201930 F5)) ) FiSrns )))--))-)))) (-27.70)
>CE5_2_29055.+.chrl:48126456-48126547
UCAGCUGCCGGGUGGCUGUGUGCCUGGAGCAGCCAGAGCUUUUGAAGUAGCUCAGCUGACCUGGGCCUGCAGUGCCCCCCAGAAGCGCUGG

(I (MU E@Orrrree 22)))-53))--I33))-3)))--31)-)))----I)))))- (-41.90)
>CE5_1_155316.+.chrl:51158136-51158222
GCGGGACGCUGCGAGCCGAAGGGGUGGGCGCUGCGUGGGUGUCCGCGGUCACCCGGCGCGCGGUCCCUCGGCUGCCUGCCUCGCGE

CCC- QG- CC- - Q- - - - - C===209200000009000000)--)) D) -))) (-49.80)
>CE5_2_26145.-.chrl:51777701-51777802
GCUGUGCCAGGCUCCACUGGCAAGAUGCUUUUUGUCACCUGGAUGUGAGAUGGUCAGUUCUGGGACAGUCACAGCAUCUUUCUGGUUUAUGCUGUGUCAGC
(@M TTrT{di‘i"‘“‘“““N““"Y“““M“mF“M@aeee 23)33))-3)33)3))----333)3)))-)))))----)))--)))))) (-33.80)
>CE7_1_145438.+.chrl:53732442-53732525
GCGCUCCCCGGCGAGGGUGGGGCCUGAGCGCUGAUUGGCGUUAUUCUCCACCAAUCGUCGUUCGGGAUCCGCCCCUGCGGUGC

(- - - - - (AR (OO 22)31))-333)3)))-:-33))))-3))))))) (-42.50)
>CE5_1_180455.+.chrl:61691787-61691877
CAUGACUUGAGUGGAACACCAUCUGAUUUGGACACGCAUGAUGUGCUACAGGUGCGUGUAAAAUCAGUGUGUAUCCCACUCCUUGCCAUG

((EMa"“ " "Mt )DI5)3)3)3015)3)3)019))) B )) ) ) ) e )))) (-35.10)
>CE5_6_11631.+.chrl:73750824-73750930
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GGACAGACUUAGAUCAGCAGGAAAAGCUGCUCUAAUGAACUGAAGGUUUUGACAGCCAGCCUAGUGUUCAUAUGAACAGCUAUUUCUUGUUGCUGAGAAAACUGCC
(MMM @@E@EOETTEEE I22))---33221)--22-332))-200000000)))----))))) (-36.50)
>CE5_6_11631.+.chrl:73752484-73752590
GGACAGACUUAGAUCAGCAGGAAAAGCUGCUCUAAUGAACUGAAGGUUUUGACAGCCAGCCUAGUGUUCAUAUGAACAGCUAUUUCUUGUUGCUGAGAAAACUGCC
(MMM @O 222))--33221)--23-332))-200000000))))))----))))) (-36.50)
>CE5_2 28933.+.chr1:87161020-87161124
GAUGGCUUCCAGCAGGGUGCGUAUCCAGAGGCAAAGGAGCACUGCUGCUAAAUGGGACACGGCAGAGCUGCUUUCUCUGUGAUGAUGCACUCUGCGUAGUCAUU
(T (U MMM 2))))-32)-32113333)-3))-2000003))))--))))))) (-51.40)
>CE5 1 158112.+.chrl:88705147-88705248
UCUGAAGACCAAGUUCUGCACAGUCGACCUGGCAACUCAGUAGGGGCUGAAUUGAGAGUUACAACGCUCUGUACUGAGCAGGUGGCAGGAGAAAAUUCAGA
e e @O @@t 22)-2)--3322)-5000000000)00))) - - - - - )))))) (-29.80)
>CE9_1 79427 .-.chrl:97200875-97200960
UGCUGAUUUUAUCUAUUCCUUGCAGGUUUUGCCUGUCGGUUUAAACAGACAAGGCAGGAUCACAAGGUCUGGAUAGCAAUUGGCA

- (- - (- - (- - L= C----22-222-000000332-99900-99900))-))) - -)) - (=37.70)
>CE7_1_132400.+.chr1:108216425-108216516
CACUGCUGGUGGACUGACUGCUCAGAGGGAUUGGGCUGCUGCAUGGUCCUGCCCUGUGCCCACUGGGAAGUCUGUGUCCAUUGCUGCAGUG
(((((((({{{TTHTHLTHTTHTTOEM@O@QUEED))) ) B ) ) s ) 5 15))))) 15) ) ) B )))) ) ) ) S ) ) ) ) ) M GUEEET) |

>CE7_1 9231.-.chr1:129123282-129123355
ACAGGAGAUUUCCUAGGCAUUACGUGCACACACAGACACACUGAGUUUGUGUUGUUUUGUUUUUUUUUUCUGU

- - - - - CCCCC-- (- - - - - Qe 220000033))--500))--I))))))) (-18.50)
>CE5_18_4177.+.chr1:130934899-130934979
CGAUGUGUGCAUUGCAUUGCGACGGGUUAUAUCACUAAUCGUAACAUGAUGUAACCCAACGCAGCAUGAUGUAAGCGUCG
(T 220000033))--300))--II)))))-)))))) (-34.10)

>CE5_1 48219.+.chr1:133770343-133770439
UCUUCACUGUAUCGAGUCACAGAGUCCCAUCUGGGUCGCCAAAAAUGUCAUCCAAAGUCUGGGAAGAAAACUGUCUAACUCCAAUGUGGUUUUAGA
(@@ (W @M@ ))ID)))) P D)D) Jm. I))--II))--)))--))---))) (-20.50)

>CE9 1 76734.-.chr1:135141606-135141690
GGAAUAUUCUGGGAGUUGUAGUCUUUCAAACAGAGCUUUGCAAGGACAUACCUGUAUUGGAACACUACAGCUCCCUGAACUUCC

CCCC- - CCC- Q- - - - - - (i 2)---3222:-I))00)-500000)00)))-)))-)))) (-32.60)

>CE5_1 53218.+.chr1:137743230-137743296

UCUCUGUCACCAGCGGGCAUUGGCAUCACUGGCAUGGCUGUGAUGUCAUGAGUGCUGGCAGCAGGA

A (R (N (O @ @EDmIDDD)E ) ES ) ) ) ) BN GV )
>CE5_2_36595.+.chrl:140966217-140966317
UGGAAGAGCUGGAGGCACACGUUAUCCUUUGCUAUGCCUAUGAUGGGUGUGAUUACCUCCAUCAGAGGGAUAGGAUGGACAGCUGGUGUCAGUGAAACUA

(AR (MMM """ (MMM @@ D)D) B))))EES ) 15)) E5)))) ) ) NS ) ) I G i ¥y (t)
>CE7_1_117901.-.chr1:143453191-143453290
GAUGACACAUGAGGUUGAGGGCAAUUCCUGAUAGGUGCUGAGCACCAUCUAGCUGCAAAGUCAGCACCUUCGGAACUGUCCUCAACCUUGUCUGAGAUC

(@ (T 22)---32223)00000333)-20000000000))))-))--))) (-47-20)
>CE5 1 27728.+.chrl:144114536-144114627
GGACAUCCCAAAGAAGCCUGAAUGCUUGUUUUUGGAUGAGCUUGCUGACUACUGUAACUCAUUCAUUAACCAGCUUUUCAGGUAGGGAACC

----- (CCC- - - - - - (- (CC- CCC- - CCCCCCCC-CCCC- - -+ -223DD33300033)--33)-30)--330)))) -D))) - - - (=34.00)
>CE5_13_5613.-.chr1:149148335-149148421
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GAAGGUGUGAAGUCAGCAAACCCUUCACCCUGCCGUGUUCCCUUCAUGCCAGGCAGGGUUAUUGGUUUUGUGUGACAUCGCAUCUC
- - (CCCCCCC- COCCCCCC-€C- - - (- - mveee o - 2)--3333333)----33-33333-333)-3333)))) - (~36.90)
>CE7_1_15272.+.chr1:160786663-160786766
AAAGUAGGCUCCACUGUGUUAAUCCUCUUGGAAUGCAGCAAUUAUCACCUACCAUAUAGGUGUUAAGUGCUGAAUUUCAAAGGGAUUAUCACUUUCCUCCUUU
(CCC-((CC---- - - ((C- CCCCCC- - (- CCCCC- CCC- (- - - - - 2333131-333-33333-333333)--3333))-3))---3))-)))) (-38-40)
>CE5_1_44194.-_chr1:179480924-179481018
GAUCAUGUUGCUUGAUCCCCUCUGCCCUGCAGCACUGAGAUCUCCUUGCACAGAUCCCAUGCUAGCGCAGGGCUUGUGGGUAGGCAGCCACAUC

------ (CCCCCCC- - CCC- - - - Q- CC-CCCCC- - -4 ---433200-030D0) - --D0033D) - - - -DDIIIIIIID) - - - - - - (=37.90)
>CE5_3_18465.+.chr1:185296331-185296413
CUAGGCUGGAAUGAUGAGUGCACUGACUGGCCAUCUGGUGCUCAUGGCAGGUUGGUCAGUUGUCUGUUAUCUCUCAAAAUGG

-------- (C- - CCCCC- - (- - CCC- - - - - - C(C-----33320D--3000)-3D)---00D)) - -)) - - - - - - - (-23.10)
>CE5_1_56675.+.chr1:192585866-192585960
GAGAAGUAUAUGUGUAUACAUCAACACAUACUUAUAUUUGUAUAUGGAUUUACAUAUAUGUGUAUUGUUGGUGUGUGAUACGAUAUUCCAUAUC

- - - - CCCCC- (- CCCC- CCCCC- CCCCem- - - - - - 2333-33333-33333333333333)-20033ID))) - - - - - - - (-26-90)
>CE5_1_6611.-.chrl:194622058-194622155
GGAGAAACCCAGACAGGGAGAGAACAGGAGGUGAAUGAGGCCACAGUCUGUGACCUCAUUUACCUCCUGUUCUCUCCCAUUCAUUCUGGGUCUUUCC

(CCCC- (CCCCCC- - Q- (- - - - - 233-3333333333330033300033))) - - - - - - 2333)1)-3)))) (-69.20)
>CE5_1_19800.+.chr1:199256186-199256266
GUGAUGCCCACUGGUCCCCGGUGCUGGCAGCCCUGGGAACUGCCCUGGGCUGACAACAGAGGGCCAGAAUCAGGUGGCAC

- - - - CCCC- - (Ol - (- CC- (- CCC- - - - - 233-333333-3)-3)--33)---33-33))--)))) - (~36.30)
>CE5_3_18162.-.chr1:200158575-200158669
CUGACCUAAUGCUUGGGAUGGGGUGUGGAAUGAAUCCUUGUUUGCUUCUGAGGAAGGAUUGAUUGUUCACCCUCAUUCUGAAAUUAGAAAGCAG

(- - (CCCC- - (- (- (- (- - - - - 23)-333333>-33--333333333333333)-3)))) - - - -))) (-34.20)
>CE5_1_74279.-.chrl0:222477-222537

UGGGUGGGACGUAGCCUCACAGUGGUGUGCUUCUGCCCACAGGAGGCUGCGUCCCAUCCA

- (- - - - (- - - - - - 23331)--3301333301333)))) - (-44.10)

>CE5_2_27845.-.chr10:742917-742988
AGGACUGUCUGGCAGCCAAUCACCAGGGCCACCUGCCCAUGGGUGAGCAUGGUAGAGACAAUGAUGGUACU

----- (CCCC- - - - CCCC- CCCCC-CCCC----200D)---0DDD)---DDDD--D)))) - - - - - - - - - - - (=23.30)
>CE5_1_239134.+.chr10:1395847-1395943
GAGCAUGAAGGCAUAGCACGGAUGCAGGCACAGACAGGCAGUACUGCAGAGAUGCAACCUCUGCCUACUAACCUCAAGUGAAAGUACCUCCUGCUC

(CCCC- (- CC- (- - CCC- - - CC- (CC- - - (- - CCCCCC- - - CCCC----D22D---23D003D-0)--30)))-D)) - - =)D -D))) -))))) (~28.90)
>CE9_1_48929.+.chr10:1926427-1926525
GGCCAUGUCCUUUCCUUCAGCCCUUUGUUCUCUCUGGCAGGAACAUGGGUGGAAAACAGCCAGAAUGGACAUGGGCAGCAAAGGUGCGACAUGCAGCU
(CCCCCCCC- - - - CCCC- - CCCC- - CCCCC- - CCCC(C- - - - - ((CEETD ) EEPTREE 233323--3333)-33))----333)---333)))--))) (-34.60)
>CE5_1_135522.+.chr10:6651000-6651074
CAGCCAAUGCUCUGUGACUUCUCCUUGUCAGAGCUGGGGUAUACUGACAGGAGGAUGUCAGGAAGCUUCUGCUG

(CCC- - - - CCCCC- CCCCCCCCC- CCCCC-€C----1)---23333311333)-33333)-3)) - - - -)))) (-29.10)
>CE7_1_15729.+.chr10:11373902-11373991
GGAGUCAGGACCCAGUGCUGCUCUGUUGAACUCAAAAGCAGAACCCUGUUGUUGACUUCAACAGGAGCAAGACUGAGCCCUGAUUUUCC

(- - - (CCC- - Ll CCCC- CCCCC---32222-3333-33331)-3333)--33)) - --))))IDD)) - - (=39.80)
>CE5_4_14525.-.chr10:14823389-14823454
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UUCUGAUCACCUCGGACGUUGCUUUGGUGACAACCCGGAGCAAAGCAACGAGAGGUCGGUCUGAA

N (O (O (e II)3)31)))-33)))-))))-))- (-26.04)
>CE5_1_207299.+.chr10:16350471-16350560
UACCUACACAGGCAGACUGCAGACUUGCCCUCACCUCGUUGCUGCACAGGUAGAGGAGGGCUUGCAGGCGGUGUGCCUCUGGUUUGGUG

CCCC- - CC- - - - - - - - CCCCC- - CCCC- - - - - - - )3)3)3))))))) FEn. 2))))-3))))-))----)))) (-38.80)
>CE5_2_ 25218.+.chr10:17701563-17701652
GCUGGGCACUGCUUUCCUCCUGGGUACAACUCUGCUGUCUUUGUACUUUCUACUUGCAGGCGGUAUCAGGAGGCUGAGCUGUGCCCAGC

(A (OO (U Orrrrrreeee— 2))))-:-3333)3)))))-:-3)))-))))))))) (-46.05)
>CE5_3_17773.+.chr10:18568986-18569060
GCAUAAGAACUUCUGUGGCUGCAAGGAGAGCUGCCAAUGCGCUUGCAGAAAUAGCAGCAGUAUUUUAUUCUUGC

A adi"@u@irTrM(@orree> D)) D)D) 19))))) Frme (-19.90)

>CE7_1_128442 _.+.chr10:19149634-19149727
CCUGCUGCUGCUGCAGCACUGCUGCGCUCGGUGUCCCACUGCCCCUCAGCAGCACCGUCCCGGGCUCCGCUCUGUGCUGUGAGCAGCAGGAGE

CCC- Q- - - - eeeCae e - - - (O D)) ) I II))))--:3)--3)31)))-3)))))))-))) (-48.44)
>CE5_5_11884.-.chri0:20000337-20000429
GUCAGCUAAUCCUCCUGUCACCCUAAGACUGCUCUAAUGUGCUGUAAUACAAUUAGAGCAUCACCAAGGGGCAAGGGGCAUUCUGGCUGCAC
((((((((M“I""M""Y"CUY999909099ggJG@ear 22)IIII)3))----3)))---3I)))-))--I)))))-)) (-31.80)
>CE5_1_38412.+.chrl0:21236744-21236818
UGCAGGCUGAGAGGCUGUCAGUUUGUGGGGGUGAAGUAGUUGGGACUCUGCAGACUGCAGCAUCUUGCACUGCA

N (AU 2))-:3333)3)3)))-3)))))-))))- (-35.56)
>CE5_1_22144.-_chrl1:1243997-1244091
CAAGCAGCAGAGCAAUGGCAGCAAGCUGAAGAUGAUCUCAUGUGUCCCUCAGAGCUGUGGAUCCUGCAGUUUGCUUUCAUCCUCCUGCUGAAUG

(- - Q- - (- Q- - - - - e e e - - 22)313333)3)-33333)31)-31))-))-))))))--)) (-31.90)
>CE5_ 1 43219.-.chrl1:1919445-1919540
UCUUGGAAGUAUAUGCUGAUUCUUAUCACGAGGAGCACUUUUUUGAAAGCACUUUUAUAAAAGUGCUGCUGGUGGAAGAAGCUGCCUGUAUGAGG

-------- CCQCC- (G- - - - OO - - cC===4222020002099090000)---929)))) - - - - (-33.50)
>CEQ_1_444.+.chr11:9553016-9553079

CCAUGCACCCACAAGCACAACCAAGCCCAAAUGAAAGGUUUGGGUGUACUUGCGGAUGAAUGG

CCCC- - CC- Q- - e e e e e e - 2I)31))-3))-3)))-))-))-)))) (-24.60)

>CEQ 1 47761.+.chrl1:9633721-9633806
UGAAGCACCAUGUUGGGCUGCAUCAGUCAUGCCAUGUUAUGAAACCUAACGCGAUGUGACUGAUGCAGGCUGACGUGAUGUGUCA
(e’ uauiInMauaaaoeansmsme 2))))---33)3)3131)3))-3)))))))-)))-))- (-40.20)
>CE5_1_29473.+.chrll:12200274-12200370
CUCCUGAGAAGUUUCCACAUGGAGCUAGGCCGUUGCUGAGAGUUUUGAGUCGGUUACUGCGACGCAUCGGCCUUUCUUCACGUGUGGAACUUGGAG
(A (M ("o (T 23)313)-33313)-:333))-3))-))))))))))) (-37-60)
>CE5_1_12736.+.chr11:20363858-20363956
AGGCGUAGGGACACAGCACUGCUGUCUGCCUCCGAAGCUGAGCUGUUCAGCAUCACUCUGUUUCCUAUCCAGGCAGCACUGCUGUGCACCCAUCACCU
(@@ CCCCC-CCC-CCamema e m s 202D 19)))) B II)3)33))-33))))--)))----))) (-41.70)
>CE5_1_107270.-.chrll:20587340-20587444
UCCUUAGUCACUGCGUGGGGGUGGCGGCGCGAGCAGAGAGGCGCUGCCGUGUCCAAAGCAGCAUCUCUGGACGCGCUCGUUCCUUCUGCGUGGCUCCGCUUGGA

(C(- - CCC- - CCCCC- - - - (- - (- - - CCCCemmmm e e 2333)-33333)--33333-33)--33))--3))))----)))-))) (-49.40)

>CE9_ 1 21713.-.chrl11:20641235-20641337
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GGAGCGAGCCCUGUGUGCUCUGAGGGCAGCACUGUGUCCGGGCUGUGAUGCUUCUGCCCAGGCGCUGCCUGCUGCUGCUCGGAGCACAUGGCUGCGUGCUCU
CCCCCC- CC- (OO - (- - === -502000009000-454099900000000000000))) - -)) -))))))  (-60.50)
>CE5_2 36369.-.chrll1:21458749-21458846
GCCUGGAAGCCCUGCGCACCCGCCCUUGGCAUGCUCCUCUCGGCCUCUGGAAACAUCCCCAGAGGGACAUGGCAGGGCAAGGUGCUCAAGGCAUAGC

-------- (AEUEUEAQUQAaEE@@@Een @O B ) B B ) B DD EES ) DD I ) B D) EERERI CLY A1)
>CE5 1 113331.+.chrl12:738667-738738
AGCCCAAAGCACAUGAUGAGGAAGCACUGAAACUGACUCUGUAUGAAGUGCAUUCAAUCCAAUGCUGAGCU

(RN (N (R (R (Cr ))----333))-3))-3))---))))--))) (-16.30)

>CE5_3 24639.-.chr12:842923-843012
UUGAGAAGUACUUGUUUGUACCAAAAGAUGAUGAGUUGCUGAUGUGCUUUGUCGAGGUAACGCUGUUUCCUGGGUGCAGUAUCGCUUAA

- (CCC- - (- - - - CCCCC- - - (- - CCCC- (e - - - - 22))--33333)--333)--3)-30))))))))--)))) - (-21.40)

>CE5_2 24729.-_.chrl2:2390251-2390337
AGGGGUGCUGAGUGACUCCCUGCUGUUGUCAGAUUGGAGCCAUAGGCAAUUUUGACAAAGACAGAAGGAGCUCAACACUUUACCCU

CCCCCCC- CCCCC- - (- - - - - - - ((C---32)---222333133)-33)-31--3331)-)))----)))) (-29.70)

>CE5_1 227825.-.chrl2:6726487-6726571
AGCAUUUUUACUGAAUGAUGGUUCUGUUCUGACAGCACAGCCUAGCUGUGUCCAGUGAUCUGAUUCAUUCACCAUAUACAUGUU

(- --- ((MUEEa (TN (RN D)) D)) ) IS ) FEED ) ) ) ) ) ) FEEIENS ))))) (-19.24)

>CE9 1 4067.+.chrl12:8996101-8996191
GCCGGUCCUUUUCCCCCUUCCCUAAACCUCUCUUUGCUUCCAUGGUGCGGUGGUCAGUGUUGUUUACGGAAGGGGGAAAAAAAACGAGGC

(- (G- - (- - - - - - - - e - - - 2)-3))-3)----3333)-33I)13)))))))---))--))) (-34.80)

>CE9 1 11667.+.chrl2:9044609-9044710
CUGAAGUGUUAUGAAAUCGUGCUCUGAACGAGCUGAGAGGCAUGCUACUUUCUGAUCAUUGCAUCCAGCUCUCUCAUUGCUCAUUUCAUAACUCCUUUCAG
(O (R (R (R (OO T 23)-333)33))--3))--3)--23))))))))---)))))) (-33.53)
>CE5_1 129589.-.chr12:9668819-9668914
GCGGGACUGCAGGAGGCCCAGGGCCGUUUGUCAGGCUGUCCUGUUAUUCCUGCUUGGGAACCUGACACACGGGCCUGCUUUCUUGCAUGUGUUGU
(O (O 2233)-333331)-3331-33))-3)3)31)))-))-)))) (-45.00)
>CE7_1_10543.-.chrl2:10938254-10938356
CUUGGCCUCUGCUGGAAGCCGGGUACUUGACUGCAGGCACUGCUGCUCUGUUCCAGAUUGGCAGUUCCUUGGUCUUGUCCUUGUCUCCAGUUCCUUCCUAAG
(- - - - - (AR (U @@@E)O ) ES ) B ES ) D)) IS ) EDD) ) ) ) B ))))) (-40.80)
>CE5_2 37248.-.chr12:11940343-11940437
GGCUCGGGGCGGGGCGGGCCACAGCUCACCGCCGCUCUCCCCGCAGGUGGGCCACACGCAGCGGGUGGAGCUGGGGCCCGGCCGGACCLGLGLC

(AR (@R (((CEED ) ) BEEEEE 2)-33))---331333)-33))))-))---3)))-))) (-59.60)
>CE5_10 6713.+.chr12:13130850-13130948
CCAGACCUGUGCAGGCUUGGGCUGAUGGGGGUGUAGUGCAGCAGCUAUUUAUCAUGCUUCACUUACACUGCUCACUGGUCUAAGCUGCACCACCCGGG

(------ (R (O 233)-313)-33333)-3313)--220III00))))) - - - - - - )) (-41.30)
>CE5_3_20399.-.chr12:17010139-17010207
CACUGUGCAGUGCUGCAUCUCUUCAAAGACAUUUAUUGUGGAGACUGGGGUUUGUUAGCUGUGUUGUG

(- - Q- - e e m - 2))-II3))-2)))) - 2)))))--))) (-17.00)

>CE7_1 31949.+.chr12:19208728-19208798
GUGCCACAUGUCACUGCCCAUCCCUUCCCCUCGUGGGGAUUUCCCUGGCUCUGGGCACAGCGUGCGGCAC

(CCCC- (CCCC- - - CCCCCC- - CC-CCCCC----DDDD) - - - - - ))---33333)--333))-3)))) (-33.70)
>CE5_2_37942.+.chr13:1828159-1828243
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ACUCCAGGAGCCACAGUUUGCUCUGUGUGUGCAUCUGGGUGCUGACAAGCCAUUGCAUUCAGAGCGAGCUGUUUGCACUGGUGU

(R (R (R (N ((CErrE 22)--3333)-333333333))))--3)-))))-)) (-39.50)
>gga-mir-458.-.chrl13:8034157-8034273
AGCAGAGCCGCGGCCGUGGUGCAGAUGGCAGCGCCAUUUUCAGAGCUAUAAACAGCGUCAUUGUCAUAGCUCUUUGAAUGGUACUGCCAUAUGUACUGGAAAAACAGCAUCUAUGC
i(gé-géj-((--((--((((((-(((((((--((((((--((((((((--(((( ----- 2333-3333333)--33333)--33333))-IIII))) - - - - - - ))--3)-)))
>CE7;2_28032-—-chr13:12212333—12212406
GUUGGAGGGAAGAGAAAUGGUCUGCUGGAGGACUGUUUAUUUAAAUUGGCAGAUCAUUAUACUUCCCUCGAGC

(- CCCCCCCC- - - (- - CCammmma o 2)---3333333)11)))---33))))))-))) (-30.50)

>CE9_1 90871.-.chr13:12926220-12926297
GUCUCCCUUCUGAGGUCUGUAGACCCUAGGUGUUAGCUUGUUUGCCUACUAAUAGGGAACGUGAGCUCAGAUUAGAC

(R (R (R (R (Crrrre 2)--3)---3331)-3))-3)-2)))))--)))) (-26.20)
>CE5_1_223651.+.chrl13:14491842-14491933
GAGCGGCCGGGGCUAUGAGCGCUCCCUGCUCCGGUAUUUCAGCUUUGGGAUAGAGACGGUGCUGAGAGCGAGCGGAGCCUGGGCUUUACUC

(- CCCC- (- (- - Q- - - - - - - CC--29DD-9900 4449000 90D 2200000 -0 -00D)) -)))) - - -)))  (-40.50)
>CE5_1_205066.+.chr13:17399771-17399865
UGACCUGGGCAGCCAGUGAGGCUGAGGCUGUGCUGGUUGUCUUUGUGUCAGGUACAAGCUGCGCAGACCCACAGGCACUGGCUGCCUUAAAUCA

- (C- - - QOO - - (- Q- e - - - - 22)-33-333333113)-3)--3))-2)II)I))))))----)) - (-43.10)
>CE5_1_205066.+.chr13:17401477-17401571
UGACCUGGGCAGCCAGUGAGGCUGAGGCUGUGCUGGUUGUCUUUGUGUCAGGUACAAGCUGCGCAGACCCACAGGCACUGGCUGCCUUAAAUCA

- (- - - QOO - - (- - e - - - - - 23)-3)-333333313)-3)--33)-))))))))))))----)) - (-43.10)
>CE5_1_140902.+.chr13:18532631-18532726
CGCCGCGCUGCAGGGCGUGCCCCGCUCCGCCCGCCCCGUCGGGUACGGCGCAGCUCGGGCGGGCGGAGCGGCACCGGGAUGCUCCUACCGCGGCG

(CCCCCC- - - - (- Caaaraaaaa-==-0020 - - - - - 22000033333))))----3)-3)))-3))--))))))) (-68.30)
>CE5_1 127479.+.chr13:18881522-18881623
GCCUCUGGAUUUUUGAAGAGGACUGAGAAGGCUGAGAAUCAGGUGCUUUGUUUGACAUUUUUACUGGCUGCCUUACUUCAGGAUUCUGUCUGUCCGUAGGC
CCCC- CCCCC- - - - (- - (- - - (G- - - e - ----. )) S 22)-33333))---33))--33))-3)-3))))-)))) (-30.20)
>CE9 1 111655.-.chr14:3330761-3330854
GGAGACAAGGAGCGUGUUUAACAGCUGAGUGAUUUAAAGCAAUCAAAUUCCUUUGGCUUUAAAUCAUGCAGCUGUUGAACAAGCUCUUGCUUC

(CCC- - - (- (- (O - - CaCC---42293333333333-333333333331-3333))-))))  (-47.30)
>CE5_1_251538.-.chr14:4185996-4186072
CCUGAAACAACCACUGUUUGCUGUGGAAAAAUGUGCUGAGGCACAAAGAACUGCAGGGAGGAUGGUGGCAGCGAGG

((C------. (- (- - - - - (CCCC----II)))- - - - I3))--II)))-- - - ))) (-22.60)

>CE5_2 26063.+.chr14:4937107-4937180
GGGAAAACAAAGCCCUGACUUUUGGCCCACCCUACCGAGGCUGCCCGUGGGUCAGAUGGAGCUGAGGGUGCCC

(- - - (C-- (- - - - - CCCCCCCCCCCCC----2)) - - - - - - 20000333))-3)-3))----))-))) (-26.00)
>CE5_10_6807.+.chr14:5233360-5233450
AGGAGUUACUAUAGCUAGCAGCAAAAAGAACUUCAGAUGUGAUUAACUUGGAGCUCUGAGUUUGUGUUGCUGCUUUCUUAGUGCUCUCUU

o (O (N (((( (G (T 220003333))---33333)))--230)))))))) - - - (-31.40)
>CE5_12_ 5953.+.chr14:5817640-5817719
UGUGUGACUUGUGGGCAGGUGAUGAGGCUUUGCUGCUGCAGUAUUCCAGCAUUGGCUGGCACAUCUGAUUGCUAACAUA

--------- (CC- CCCCC- - CCCC- - - - - CCCC----00)) - - - - (CCCC----3D0D) 22030 - - -DD))) -))) - - (-22.50)
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>CE5_ 1 21739.+.chrl4:6745552-6745645
CUCACACUCAGGCCGCCAGGUGCCUCUGGGCAGCAUGCAGCACAGCUGAGUGCUGGCAGCUGCACAGAAGCCCUUUUGCCCUUCCCGUGUCAG

(O (OO 22)))-5333323)-331)-)))))--2)-)))----))))-)) (-39.50)

>CE9 1 _35411.+.chrl4:7801713-7801822
UCUGCUCCCUGACUGCUUCUAAUUCCUUAACACAACAGGAAACAAAUUCAGCAUUAAAAUAUGAUUCUUUUCUGCUGUGUUACUGAAUUAAAAGUACUUCAAAGAGAGA
gg(éé§(--(((-(((((-((((((--(((((((-((((((( ----- (O 2))--3331333)-313331)--31313)-3))))--3))-I))))) (-
SCE5_1_43326.+.chrl4:8284307-8284393
GUGUCCCCAGGUAGCGCUGAGCCCAGCAGGCAGUGCUGUGCCAAUCUGGCUGCUCUGUUGUGCAGGGCUGUGCUCCCAGGGUGUGC

CCC- - CCC- CC- Q- - - - - - - - - - 2))-1):-33)))-3))-333)))3)))-))-)))--))) (-42.30)
>CE7_1_59699.+.chrl4:12895654-12895720

GCGGAGCGCGCGUUCCCGUCCCGCCCGCGGGCGCCGUGCGGAGGGCGGGAGCGGAGCGCGGGACGT

CCC- - CCCC- (- Q- aaCC--422220-22-9000000020--90)) - - - -))) (-43.30)
>CE5_1_113489.-.chrl4:12896506-12896577
GUGCUGCAAUGAACACGGCAGUAGAGGUAGCGCUGUGGUUGGAAGCCUCCUCUGCCGUGCUGGUUGUGAAC

----- ((ERMUE@@MEOEOTEETETS ) IS ) ) B ) D)) D)) B ) ) ) ) FEE G A M=10)
>CE5_1_175447.-.chrl4:14876162-14876264
GCUCCCAUGGCCCCGCAGUGCCCUCAGGAACCAGCUUUCGGCUCUCGUGGUGCUUGCCUGGAGCUGUGCUGUUGGUUCCUUUGGCCCUGGGUCCCUCCCCGE
-------- CC- - (- Q- - - (O - - - === =002000000--499990000000-90) 900D - D) - - - - - - - (-44.50)
>CE5_3_22976.-.chrl4:15041200-15041302
GGCUAAGAGAAGGAAGCAGAGGAUCAGUAGAAGUCAGCUGUGCAGGCAGUGCUGAGCGAUGCAGCUGACACUGCGGGUACCUCUUUUCCAUGCUCUGUAACC

(G- - QO - - - - - = ===00-0-402022202929003))---))) - - - =) (-42.00)
>gga-mir-454a-2. - .chri5:399849-399931
UAAGGAUGAGACCCUAUCAAUAUUGCCUCUGCUUUUGUGCUCAGGGUAGUAGUGCAAUAUUGCUUAUAGGGUCUUUUCUUUU

@« « ‘Ui 22)313)-3)-33)3133))---313313)))))-))))) - (-35.60)
>CE5_1_85229.+.chrl5:756493-756593
GAGCGUGAUGUGCUGGGGAUCUCAUGCUGUGCUUCACUCUCACUGCGGGGCCUGUGAGGUGUGAGUGGAAGUCAGAGGUGGAAGCCCUUGAUUAGAGUUU

SCCCC- - - - D)) I (((ER (((A((A(UUE Q@) 105505053020 ) Fi5)) ) ) FESS ) ) ) Nty (-30.60)
>CE5_88_1293.+.chrl5:769595-769666

CCUGCAUCCCUUACUCACAUGAGUAGUCGUAUCUAUUUCAGUGGGACUACUCGGUGAGUAAGGAUAGCAGG

Q- (- e e e ma s 2))-2)3)0))3)3)3))))))))-))))) (-39.90)

>CE5_2_ 34022.+.chrl15:1324708-1324778

UGCUUGAGCAGACUCACUCUGUACUGAACUGCAGUCUUCAGUUCAGGUGCUUUUUCUGUCUGCAAGAGUA

CCCCC- - e aa s Qe e m -t )3)2)))15)) ) FErm. ))))))--))))) (-26.54)
>CE7_1_80448.+._chr15:2251402-2251505
GUGUGGAUGUGUGUGGUGUGGCCUUCAGGCUUUUCUCACACCUGUUGAGCUCUGCAGUCAAGUGUGAAAUCUGCCUGAAAGUCAUUCCAACAUUCAAAUAUGC

- - CCCCCCC- - - CCC- - e - - - - Qe e - - )D)) NS D) ) ) ) e 323030193300 39)3))))))) EFrs (-38.30)
>CE5_1_30084.+.chrl5:4729958-4730046
CAGGCAUCCAUCUGCUGCCCCGUCACUCCUGAUACCGCUGUGCUGGUAAGGUGCAGGUGAUGGCGGGGCUGCCGGUGUGCCAUGCCUG

CCCCCCC- CCCC- - - - - e - - - - 2))-33333)))--3)333))))-3)-))))----))))))) (-46.30)
>CE5_1_76912.+.chr15:5095749-5095809

GGUGAGGACUGUUGAGUGGCCAAAGCAGGAUUCCUGAGCCUGGCCAUCCAAGUCCUUGCU
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(C- - (CCCCC- - (G- - Q- - - CCCC---DDDD----0000D)--3000)))) - -)) (=30-20)
>CE7_1_62460.+.chr15:5834670-5834773

ACCUGCUUGGCGUUCCAUGGUGGCUCAGGCAGCAGGAGGCUUGUGAGAUGCUGGCGUUCAAGCUGCUUGUUGGCUGGGGAGCUGUGGAUGUGGACAACUAGGU
(CCCC- CCCCCCC- (- - (- (OO Q- - - CC---42999233332-9333322-3333)--3300000)))) - - -))) -))))) (-46.60)
>CE5_1 24027.-.chr15:7810091-7810171
GCUGUUGGGCUUGGACCAGGGCUCUUCCUGCUGGCUGGUUCCUGGAUAAGCAGCAGAAUAUCCCUGCCAUUCCCUGCUGC

(- (G- CCC- - (G- - - - - - - CCCCCC-CC-CCC---4220-000000)) - - - - - 20))))))--3))-))-)) (-31.10)
>CE9_1_36894.-.chr15:8101676-8101770
ACCUUCAGGCAGGUCAGUCGCUACUCUUUGACCCCCUCCCCAUCCCUGGCGUGUUCAUAGAGGAGAGCUGACACCGUCCCCCUGCCUGCAGUGU

(CCC- (- - - (- CCCCCammmmmmaam ((CEER ) ) EEEEPEEE D2000))) B0 D) EETEEEE III)))))-))-)) (-28.55)
>CE5_1 3681.+.chr15:10242914-10243005
GCUGCGGGCUGGGCAGGGCCCGUGGGGCCCUGGCAUGUGCCGAGCUCAGGGCUUGUCACUGCAGGGCCCCGCGGCCCCUUCCAGCCCUGGL

(- CCCCCCCC- CCCC- (- - - e - - - - 2113)-33333311113333333))-33333))))))))))) (-70.30)
>CE5_3_17671.+.chrl7:2228318-2228414
AUGCUCCCUCUGCGAUGCGAGAUGCAGAGCUCGCUGAAAUGCUUGAGUUUGUAAUGGCUUUGAGCGGGAUCUGUUAUCGUGCAUAUUUGGGCUCAU
(C--CCC------ (- (- (- - CCCammmm e e - 23333)-33333)-333)-3)))-3))))----)))--))) (-33.00)
>CE5_2_42170.-.chrl7:9510404-9510494
GCUGAGAGCUUUCCUCAACUGUGUGCUGAUUUCAUUAGACUUUUUCCUGACAAGAAAUCUGGAAGUCAGCACAUGCUGAGAAGAAUCUGC

(G (R ((EN (R (R (((Q (e 2223)-33333331133333)))--3))))))--))-)) (-29.20)
>CE7_1_17733.+.chrl8:734583-734664
GCAGUGCCCUGCUCGGCUGCACCAGGCAGCCCCAGCAGUCACCCUGGCACUGAGGUCUGGGUGCAGCUGAGUGUGGCCUGC
(e @aueanuaeee 22)-33)-3)-33333333333311)))-))))))) (-47.40)
>CE5_1_151115.+.chr18:3468144-3468222
GCGGCGACGGGAGAGCGGACGGGGCCGGGAGCCGCAGAACGGGGCACCGUACCUGGCCGCAAAGCCUCGCGUUCCEGE

(CCC- CCCC- CCC- (- (- - - - e m e e 23)-33)--33))-3)))--- - 2))-3)))-)))) (-39.20)
>CE7_1_65256.+.chr18:5840572-5840677
CGAGGGCUCCCGGCAGCCACGGGAGGAGCGGAGCGCGGCCCUGCGCUGCGGGCCCGGAGCCGCGGGGAGCGCCUGUGCCGUGCGGGGGUUGCGGGCUGCGGGUCE
- - - - (CCCCCC- CCCCCC- (- - - CC- Q- (- - Q- €C==--22-22-9333322-99903332-32---3)--9)))))-)) - - --))))) - (-58.20)
>CE5_1_109818.+.chr18:6413288-6413373
CCGCCUCCGGLCGGGUUUGCGGCCGCUUUUUGUUCCCGGCCGCGGGGCUUCGGAGCGGAACGGCCGCCGCGUGCCGUGGGGGUGE

(- - CCC- - - (- (- C=--+2222--233333333-333-33332)--3333)3)1)))) (-49.70)
>gga-mir-193a.+.chrl8:6423769-6423846
AGCUGAGGGCUGGGUCUUUGCGGGCGAGAUGAGAGGUUCGUGUCUUCAACUGGCCUACAAAGUCCCAGUUCUCGGCU
(- (- - (- - - - - - - - - 22333)-3)-33)--3333)-)))))))))))))) (-45.50)
>CE5_1_79396.-.chr18:8798784-8798860
GUGGGGAGGGUCAGGCCAGGAAGGGAUGUGAGGAUCAUUCUGGAAGACCCGCAUCCUGCUGACCUGCUCUCUCUGC

QR (I (R 22233333333)-33)-333))))))))))) (-38.20)
>CE5_1_49996.-.chr18:9615232-9615328
GGGGAAGGCCCGUGGGGAUGCUCCUACCCGGGGCGCGGGGCUGCUGUCCCCACCAUCCCUGUGUCCCCUCGGUGGCAGCAGGACUCUGCCAUCCCC

(CCCC- CCC- - - - (- - Q- (- - CC-C---422-2290000009320 54493332 -33)) - - -2 -)))-))))) (-52.50)
>CE5_1_31335.-.chr18:10216004-10216069

CCAUCUGAUAGCUGCUGUGGCACGGAAAUAUCAACCAUCUGCGCCACAGGGAAGCUCUCUGGUGG
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(CCCC- (- CCCC- (- e m e e e e 2)3)-333333)---333)-3)-3)))) (-29.10)
>CE5_1_149355.-.chr18:10554159-10554232

UGGGAAGCGUGGUUACAAGGGGAGCCUGGGGGGAAAGGAAUGAAACCCGGCUUCUCGGUACCUGCGUUCACCA

(O (O (O (O (T 2033333)3))-33)-2)))))--))- (-31.66)

>CE5 2 35784.-.chrl9:625966-626073
GCGCGGCACCUGCUCCGGCCGCCGGCUGCAGGGAUGCUCCUGCCCUCCGCCCAGCACUGGCGAGGCUGCGGCAAUCCCUGCGCCGGCGCCCGGCAGCCGCUGCLCGGL
(e nusnnuauyuaa- 22)3)-33)---33)-31133333133331)-3)1)-)))---))))))) (-69.80)
>CE5_1 123975.-.chr19:1690726-1690815
GGCCCCUGGAGGGGACUUGGCAGCCAUGUGAAGGCUGUGCUGUGGUGCUUACCUGACUGCUCAUGGCUGCCUGUUCCCAUCCCUGUGCU

((CERRN (CCCCEEER ((EUEERN((ER (e ) ) ) D ) ) BRI 2033333)))-333)))-3))----))) (-41.30)

>CE5_1 166265.-.chrl19:1776156-1776232
CCUGGGCUGGGCCAUGGUGAUGAUGUGCUGAAGCUGUGGCUGGGUGCACAUAUAGUCAAAGGAGCUCUGUUUUAGG

CCCCCCC- (- - - - - CCCC-CCCCCC-- - CCC---2DDD----0D00D)---D))) - - - - - 2)))-3)-))))) (-25.60)
>CE5_1_171418.-.chr19:1782805-1782901
GGCGCCGCCGGGGCACGGGCUGGGCUGGGCUGGGCAGCGGAGCGCGGCAUCGCGGCUGCUCCCGUCCUUUUCUUCUUCCUGCCCUUCGUAACCGCU

CCCC- - (G (- - - - - - - - - C---40000000000000000 49000 --9000000))) - =)D - - -))))  (-43.40)
>gga-mir-22a.-.chr19:5352093-5352197
CCGCUCCUGGCUGCCCGGCAGCAGUUCUUCAGUGGCAAGCUUUAUGUCCUUCUCUAGUAGCUAAAGCUGCCAGUUGAAGAACUGUUGAAUGUAGCCACGUUCAU
------- (CCCCCC- - - - (OO - - - CC-===22-9000000990002-9000000000000) - - -DIIDD)) - - - - - - - (-46.10)
>CE5_1_67508.-.chr19:5527607-5527697
GCCAGGAGCAAAGCACGAGUUAACGCCACGGGGCUGAGGCUGAGCUGCAAACUUUCACAGCUUCAGAGCGUGGCUGCAGCGCGUGCUGGE

(((Crrreres (R (N (@O 22)33331)-:-333)))---3))-3)))))))) (-37.46)

>CE5 2 34841.-.chrl19:5566317-5566387

GCUGCUGUGAUGUGAGCUGAGCAUCUGCAAGCAUGGCCCAGCUUGCCUUGUGCGGAUACCCCACAGAAGC

CCC- CCCCC- - (- - - (- - - CCCCCCam e 23)3))--33)-33)-)))--I))))-))) (-25.10)

>CE5_1 266211.+.chr19:6372985-6373091
UCCAGUUGCUUUGAUUUAUUUGUUGGAAAAAGCUGGAUUCUCUGUGGAAAAUGUCUGUGAGUAAUCCACGCUGAUAUGCUUGCAAGUGGUUCAGCAAGAGACUGGA
CCCCCC- - CCCCCC- (- (- - - - - - - - - - - - 2))--22)-9I33))-)))------ 2)-3333)3))-3))--3))--)))))) (-34.90)
>CE5_1_138765.+.chr19:6859506-6859571

GGGUCGAGCACUGAGUGAUGAGGAUCUGACAGCAGAGCCUGGUGCUGACACUGGCUGCUUGGCCC
(- Q- - CCCC----2222-22-2) - - - - - 2)))))-3))))))))) (-28.90)
>gga-mir-301la-2.-.chrl9:7144738-7144828
GUUGCUGCUAACGAAUGCUCUGACUUUAUUGCACUACUGUACUUCACAGCUAGCAGUGCAAUAGUAUUGUCAAAGCAUCUGAAAGCAGAG

N A EaA@EaE@a@uu@@@au@Eereeee 2)-3)-303333)3))----333)-33)))-))--)))))-- (-32.20)
>gga-mir-130c-1.-.chr19:7145026-7145120
UUGAGCGGUGUCUGUCCAGCGCCCUUUUUAUGUUGUACUACUAGUGAUCAUACACAAAGCAGUGCAAUGUUAAAAGGGCAUUGGCCAGCAGUGC

- - - - (CC- (- CCC- CCCC- (- - - - - - - 23)--2-3333333331-3333113)-31))-3))))-))) (-39.90)
>CE5 2 34999.+.chrl9:7194812-7194891
GACAGAGGGGAGUCAUGCAGGAACAUGGGCAGCAGUCACUCCCUGCUCUCAUGGGACUGUGUGCAGCUUCUCCCAUGUC

CCCC- - - - - - - ae e - - 22333331)))---33331))--33)))-))--)))) (-35.30)

>CE5_1 169167.-.chr19:8800027-8800118
GCACAGCUCUGGGGGGCAGUGCCCAGGUGUGGUUAAUCCUGCUGAUGAGAAGUCAGGAGGCUGCAGGUGGGCUCAGCCCUCAGUGCUGGGC
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(RO (R ((((CR (R (R ((((((CEE 2)-3333)-3)--3)--3333)---333)))))-3)))-)) (-47.40)
>CE5_1_179500.-.chr19:9339012-9339079

CUUGGCACUGCCUCAGACAACGGGUGUGCUUUCCUUUCACACACAUCUGCUGCUGAGCGCUGCCAGG

CCCCCCC- - (- - (e m e 2333331)-3331)))-33))))))) (-29.62)

>CE5 2 28420.-.chr19:9363452-9363556
GGUGUUAUGUCUGGGCAGAAGAUCUCUGCUUACAGUGUCUGGGGGGAUCAUGCGGCAGCCCCGGUGACUGGAAGCAGCGUUGACUUCUGGGCAGUUCUGUCUCC
(T, @O ) EE ) E D)) 1)) D) FEEE ) ) D)D) ) FED ) ) FEESNS )) (-35.39)
>CE7_1_1809.+.chr2:475529-475627
GAGUGCAGCUGGAGGGCUACAGGGAGAUAAGGAACUGAACUGGCUGCAUCUCUGCUGCUUGGCUCUGUUCCCUAUUUCCCGUCUCCUUAGCAAAUCUC
R (AR E QO @OQEE@UED))O BB BB B )300))0 E5)))00) ) BEEES ) ) I GE RN TY)
>CE7_1 72831.-.chr2:1599962-1600053
UCCAGAGUGUGAGAGUUGUGAGAGUUGGACAUAGAGUAGAGACUUGGGUUGUUUUGUUUUUUUUUUAACUUUCUGCUUGCUACUAGCUGGA

CCCCC- - - CCC- (- - - Q- - - Q- - e m - - - 233))---333)-33333133))-3)))--3))---3)))) (-25.20)
>CE5 1 6191.+.chr2:1721333-1721406
UCUAUGGGUUUGACAUCAUCAUACUUGGGAUGUAUGACACAAAGUCCCAAGCAGGCUGAUGUCAGGCCCAAGA
(N (e 2233331)--3)-3)3)31)0)))))))))) (-34.20)

>CE5_1 3512.-.chr2:3173519-3173591
CUGCUGCCAUAGCACUGAGCACAGGGGAAUUUUAAUUGGCCGCCUUGUGCAAGGUACGUUGGGUUAUUUCGG

----- CCC- (OO - e m e e e e e e e e220D00DDDD 200D - -0DDDD)) - - - - - - - - (-18.19)

>CE5 30 2849.-.chr2:3751022-3751096
GCUUGGUCGCCUCAUCUCUCUUCUCACUUUUUAUUGUGAGGUUUCGGUGUGGAGGUGGGAUGAGGUUCCCGAGC

CCCCCC- - (- OOl - - - CCC---0D2-4022200000-00000000))--2)))))  (=35.40)
>CE5_3_18486.+.chr2:6696726-6696800
GUCCAGUGAAAGUUCUGCUGUGUGGUUUAAGGAUACUCACUGAUUCUCCAGCAACUGCAAACAGAAUACUGCAC
(R (N (CH (P ((CET T 2))---2))--2)--I)))))))))-)) (-16.02)

>CE7_1_75167 .+.chr2:14046709-14046786
UAUCAGCUCAUCAGCAUGACAAUCCUCUGCUGCCUUGGGAGUUGUGAGCAGAGGAUUGUCGUGCUGAUGAGUUGAUA
(e 2)-33331333311333311333)1))))))))) (-54.70)

>CE5_1 60076.-.chr2:19733986-19734047

ACUAGCAGAUGUUUAGGAAUGUGCCUUCUCAAAACAAGAUAACUUCCUGAAAACUGCUGGU

CCCCCCCC - - (- (- - - - G- - - - 2))-:-30)))31))--3))))))) (-21.20)

>CE5_1 49189.-.chr2:22663908-22664001
GGAAGCUCUGCCAGUGGCAAGCUGAAGGCCAGGGAGCAGCCACAGCAGCUAACUCCUCUGAGCUCAGCUUCGCCUCUGCCAGUCUCUcCUGUCC
(@@ @@Eauuu@aeeeee 2))-:333)-313-3333133))-3))-33)-3))-))-)))---- (-37.50)
>CE5 2 26375.+.chr2:24751265-24751360
GUUUUUUAGUGGCACAGUUGGAGUCACUACCAGUGCUGUGUUUGACUACGUAUGUAACCACAGUAAUGGUAUGAACUCAGAUGUGCUACAGAAAU

- - - (CCC- (- - - - (- - - - - e e e - - 2)---3333331-33333))-3)))---33))))))-)))) - (-36.10)
>CE7_1_105455_-.chr2:32584270-32584371
GCCAGGAGCAGAUGUGUACACCGCAGUCCGACAGCAGCGCUCGCGUCUGCCUGUGCGCACCGUGCUGCUGUCGGGCUGCCCUGUUCUGUGUACAUACCGGC
((C(CTers O @@ 22))---32III0000000)))) - - - - - - - D))))))))))))) (-54.20)
>CE5_1_236122.-.chr2:40218774-40218871
GAGCAGGCAUAUGGCAGAGUUAGAUCUCUCUUGUGAGCGUGUGAUGCAUGACUACACAUAUGAUGAGUACUGAUGAGACGUGCCACAUGUGCACAUC

10
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- - (C- - (CCC- CCCCC- - CCCCC- - CCCCC- (- - - - - 233)-3)-333)---3)-33)--2))))---- - - )))))E90DD)) EErEe (-28.00)
>CE5_5_11944 .- .chr2:41377972-41378078

GCUGCAUGAGGCUCAGCCCUGCAGAGAGCUGCACAUUUCGUGUCCCACCUCAUGCUGCUGGGAGCGGAAUGUGCAGCCUCACUGCUGUACUGAAGCACUGCCAGGC
(CCCC(- - - - CCCCCC- - - - CCCC- (- CCCCCemmmmea - - 233313333331333333-33)-333)----33)-)))--)))--))) (-48-30)
>CE5_1_203377.+.chr2:45452354-45452433
GUCUGUGAGGAGAGAGGGGCGGGAGGGGUCGGGCGCGCCAUGGCGGCGGAGCCCGCGECUCCUGCGAGGUGGCCGAGGE

(CCC----CCmeenn ot (CCCCCC- - - - CCCCC- CCCC- - - - - 33)--3332)---9000)))--- - - - - ))-)))) (-32.76)
>CE7_1_17065.-.chr2:62758707-62758784
CCAGGGUGCUGUGCACUUGAAUGGAGUUCUGGGUGUUCUCAUGGAUCCUGAAUCCCUUCAAGUGGACAAAACGUUGG

(CCC- (- - CCC- (- €C- - CCC- CCC- CCCC----3D3D30003- 2303330113 -D)) - =)D -)))) (=32.40)
>CE7_1_36397.-.chr2:63666691-63666766
GCUGCUGUAGGGUAGGAGGAGAGAGGUGUUACCUUAUCAGCUGCCUCCUCUCCCAUCCUCUCCUUCUGCAGCAGC

(- (- - - - - - 23)-3133-33333)--333)--3)--33))33)))) (-37.90)
>CE9_1_113116.+.chr2:69711199-69711298
UGUUAGACUGCCUGGAUUCUAGCCCUUCUCCAAAUGAAUUUUUAAUAGAAAAUAAUUAAACAUUCAUUGGAGCAGGGACAGGAGCCCAGGUCUCUCUCA

(C- - CCC- - CCCCCC- CCCC- - CCCC- (- CCCCC- (e - - - - 2333131-33333333333-3333--333)--3333))-)))--)) (-38.20)
>CE7_1_69776.+.chr2:77319214-77319307
UUGGCUGUCUUUCUCUUGUGGCAGAUGAUUGAAAACUGAGCUAUUGCCCUGGCACAGGCAUUUGAUUAUCAUAUGUUGAGCUUGAUUUGCUAA

- (CCC- CCC- - - CCC- L - - (- - CC- - CCC- (- - - - - 233)-333---33--333333-33))--3))---3))--)))) - (-23.80)
>CE7_1_69776.+.chr2:77321252-77321345
UUGGCUGUCUUUCUCUUGUGGCAGAUGAUUGAAAACUGAGCUAUUGCCCUAGCACAGGCAUUUGAUUAUCAUAUGUUGAGCUUGAUUUGCUAA
(R ((Q (R (((((CR (CR (S (((CETre 333)-33)---33--33333)-33))--3))---3))--)))) - (-24.10)
>CE5_1_210009.+.chr2:79848152-79848229
UCAGACUGCUAGCUGGAAUGGACUGAUGUAGUGAAGAUGGUGAAAACUACAUGCGUAUAUUCUGGCAGAGAGUCUGA

(CCCCCC- CC- (- - CCCCC- CC- - (e 233313)--33-3333)--333)--33))))) (-28.72)
>CE5_1_210009.+.chr2:79850281-79850358
UCAGACUGCUAGCUGGAAUGGACUGAUGUAGUGAAGAUGGUGAAAACUACAUGCGUAUAUUCUGGCAGAGAGUCUGA

(CCCCCC- CC- (- - CCCCC- CC- - Qe 233313)--33-3333)--33))--33))))) (-28.72)
>CE7_1_19230.+.chr2:90603850-90603955
GGAUGGUGAAAUGAUCUGAAGCUUGUAGGUUUUGUGGUUUUGUUUGACAGAUUACAUGUUAAAUUUAAUCAUCUCAACAUGCAUCCAUCAGUGUUUUACUAAUCU
(CCCCCCCCCC- - - CCCC- - - - CCCC- CCC- - CCCCCC- - (- - - - - 3333333--33333)---333-333)----333)-33333)))-)))) (-28.10)
>CE9_1_73248.+.chr2:94915365-94915454
GGACUUAGGGCAUGAUCCAGAGCCCAUUGUAGUCAAUGGGAGUCUUUUUCCAUUGACUUCAGCGGGGUUUGGAUCAGGCCUUUACUUCC

(CC- - - (CCCC- (- CCC- CCC- CCCCCCCCCC----322333331333-333-333-33333331)-33))) - - - -))) (-49.10)
>CE5_2_25287.-.chr2:96361603-96361703
UUGAUGUAUUUAGUUAUUAAUUGCUAAUUUAGUGUGACAAGAAUGAGAUACUUUCACAUGAUGUCUUGCUGAUGGAAGUAAUUUUUGUUGAUGCAGUUAG

- - - - CCCCCC- - - - (- - (L - - (- CCCC- - - CCC-(C- - - - - 2-333--3333-33333)----333333)--3)--I))))) - - - - - (-21.20)
>CE5_1_188053.-.chr2:106946891-106946964
UUUUAUUACAUGUUUACAGGGCUCUUCAUUGUGGUCUCAGCAAUAUGAGGAGCUCUGCAAGCAUGCAAUAAAA

- (CCCCC- (- - ---- - - 23)--3333311333331-333313)-3))))) - (-32.40)
>CE5_14_5259.+.chr2:116867240-116867310
GUGAGGCAAUUCCAGCCGCUCAGCCGACGGGCAGGCUCACCCGUCGGCUGAGCGGCUGCAAUUGCCUCAC
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(CCCCCCCCCC- (- ---- - - 23333333131133333333-33133)))))) (-63.00)
>CE5_3_21855.+.¢chr2:118527167-118527243

UGCUGCUUGCCUAGUAGGGCUGCUGAGGUGAUCUAGGGCAUCACUGUCACCUAUGGUCCUCCUACUGAAAGAAGCA

- (CC- (- - - (- - (- - - (Camee - 23333333)-33))--333)))))-3))-))) - (-27.60)

>CE5_2_ 41892.+.chr2:119282382-119282462
CUCCCUUAGGCGCACACGUAGUGCUGGCUUCUUUUAGCCAGAUCUCCUCGUUUCUUACUGCCUUUGCGCGCCCAGCGGAG

(CCC- CC- (- (- e - - - - DDDD) ) B 233)))---3)-33)))-))-)))) (-29.23)
>CE5_1_12690.-.chr2:121223339-121223409
UUGUUUGUCUGCAACACCUUAAGCUUUCAAAGAACUCCUGCCUCCUGUUUGGGACGUUGCUCUGCAGCAA

- (CCC- (- - (- - e - - - - (- ---. D) BRI 2I03)))--))))---3))))) - (-15.12)

>CE5_1 12690.-.chr2:121225096-121225166
UUGUUUGUCUGCAACACCUUAAGCUUUCAAAGAACUCCUGCCUCCUGUUUGGGACGUUGCUCUGCAGCAA

- (CCC- (- - (- - e e - - (. --.. D) EET PR 2)33)))--))))---3)))))- (-15.12)

>CE9_1 53756.+.chr2:122244445-122244515
CAGCCUUGCAAAAGGAACUGCUGAAGGAGGGCUGAGGGUUCACCUUGUCUUCAGCACUCAAACCAAGCUG

(- CCC--- - -- (C- - (- - - - - - - 2323333333331 -))----2)))))) (-22.50)
>CE5_7_8966.+.chr2:136620144-136620230
UUCCCAAGGAGUUUCUCAUUGCAUGUUAACAGCAAGAUUUGGUUUGUCUCUUCUGUGGCUGCAAGGAGAGAUUCCCAGAUGUGGAA

- (CCCC- (- (- - - -cccCemm e - - - 233)---333333113333)-I)))))))))----))-)))- (-30.40)
>CE5_7_9215.-.chr2:141373929-141374029
UGGGACAGGACAGGUUGUUUUCUCAGCUACAUCGGUGUAAAUCCAGGGCAAUUCUACUGAGGUUCACACCAGAGUAACUGGGAUCAGAAUCUGGCCACCA
(RN (S (RN (A (O (O (e 22)-333)-33313-3333)-33)))----I)))))-))-)) - (-34.10)
>CE5_2_35221.+.chr2:144516132-144516195
AGGGUGAAGCAGCGUGUGUGUGUGUCUGUGUCAACACAUAACAAAACACAUUGUGCGCACCCU

CCCCCC- - CCCC- - - - Q- - - CCCC-2--DDDD-0D)--000) D)D) - --D))))) (-25.20)
>CE7_1_82168.+.chr2:151547086-151547183
UGCACCAUGGGAUGCGCGCUGCCCUCUCCCUCCCUCGCUCCCCGCACUAACAUGGCUGCGGGGGAGGAGGGAGGGGGUCAGGCUGCCGCCCCUCGCA

S (CErrs ((C- - CCC- CC- (- - Q- craeeaaeeec- - - - - 2)-333-33333113333333)))---3))-I)))))))--)) - (-58.50)
>CE5_1 193372.+.chr20:188553-188655
UGUUUUGUAUGGCCAUAGCUCCUGCCAGGGGAACCUGAAGGUCUUGGCAUGUCAGGUCCCAUCCCAUCACGUCCCCUUGGGCAGGAUCUGCCUGUAACAGCA
(PR (CCCCERN (Y (U (e ) B ) ) D) ) 233)))--333331)-3))))-)))--)))- (-37.83)
>CE5_16_4673.-.chr20:964318-964403
CGCUGCUCCAGAGCCCGUUAUACUCAGCAGGACAAGAGGGGACAGGCAGGGCUGCUCACUGCUGUGAUGGGAGCUCUGGGAUGCG

(((- - - (- - - CCammm e - - - (G ((Crrrrs 22233)-333333113)))--3)))))))--))) (-33.90)

>CE5_1 21567 .+.chr20:4894121-4894203
GCUGGAGUUGGGUGGCAUGGCAGACUCACCCUGCAGCUCUGACACAGGGCAGGGAGGAACUGCCAGCAGACUCAGCUCCAGC

(CCCCCCCCCCCC- (- OO - CC- Q- - - €CC=-2290000900-20--29000))--200000)))))))  (-49.10)
>CE5_1_190006 .+.chr20:5450826-5450905
GGAGAGCAGCGGUGAGACGGACGGACAGACGGACAGAUGGCUACACAUCCCCACAGCCGUGCCCCACCAGCAAAGAGCC

-------- (R (R (CER ((CCEEREE D)) B ) EEEED DD D B ) B D DD B9 ) EEEEEEREIN G R 1)
>CE7_1_9254.+_.chr20:8109135-8109213
CAACCUCUGCUUGGGGGAGGAGGGACCUCUGCUUUGCCAGGUGCUUUGAGGAGAGGCAUUGUCCCCUGGACAGGGAUG
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- - - - (CCCC- - (- (- - - - (- CCC- (- - - - 2)---33)-3333)--3)-3333)))--3)))) - - - (-32.90)
>CE7_1_15763.-.chr20:8632243-8632343

GGAAAUGAGCUGCCCCAUCCGUUGGUCCUCAGAGCUGAACAGCCCCAUCCAUUGUUGCUCAGAGCUGUGGUCCCAUGGUGGUGUACGUGGACGCACUUCC

(CCC- CC- CCCCC- CCC- CCCC- (- (- CCC- - CCCC- e m e - 2333-3333--333-23-33-220333)-3))-)) - - - - - ))-)))) (-35.20)

>CE9_1_55535.-.chr20:9654913-9655009
CUCAUAAUUAGUUUUAUUCAGUUAACGUGACACUUUAGAAAACCUGUAAUGCUAUAAGUGGUUUUCAGAAGUGUAGCGUUUAUGGGAUAAAGUGAG
(CCC(C------- (CCCCC(- - - - CCCCC- (CCCCCC- O mmea e e 2333133-3333333-3333)----33330)3))))) (-29.87)
>CE9_1_79254.-.chr20:10846980-10847083
GUGAGCGGGGCUGUGGCAGGAGAGGCCGAGUCUCUGAAACCCCUCGGCGGCCCAUGGCCAGGUGUGUCUCAGACUGGGCAGCGACUGCCUGCUCCUCAGCAAC

- - - - (CCCCCC- - - (CCCC- - - - - (CC- CCCCC- - (- CC- G-+ -1 - - I33333-33-3)--333)-)))- - - - - II33)-300))---))--- (-45.80)

>CE5_1_225548.-.chr20:12664072-12664164
UUGUAAGUCCAGCAGUCUGUAUUGCUACAAAUGCUCUUCUCAGCGUCCAACCUCAGAAGAAUUCAUAGCAAUACGGACUGCUGGACUUCUAG

- - - - (CCCCCCCCCC (- - CCC- - CCCCCC-CC-€C---322)-333113333--3333311333301333)0))))) - - - - (-46.90)
>CE5_2_27838.+.chr20:13129453-13129544
GAUUUCUUUGUGUCUGUGGUCUGAGGAAAUGAGCCAGCUGAGUUAGCAACUUCUUUGCUGGCUGUUUCUCAGUGACUGCAGCAUAAAAAUC

(CCCC- - CCCCC- CCC- - (Ol - - CCCCCCC-CCCammee e - - 233-3333333-333331)--33)--33331333))))) (-37.40)
>CE5_1_47179.+.chr20:13872248-13872334
UGGCCGGCGGCUCGGCUCGGCUCCGCUCACACCAGGAGCAGCGGCUCGGCGUGGUGGGAGUGGAGCGGAGCUGUCCGCCGUAGCCG

- (- - Q- (- (- CCCC----322)----23333-333333311-33313)-33)))) - -))) - (~60.50)
>CE5_1_29762.-.chr21:1720025-1720132
GGACCUGCCGUGAGAACCCCAGUGCCCAGGCUGUGCUGUGCUCUGGGGGCACGCUCAGCUCUUCCCCUGGCACACAGCCUGGGAGCAGGGAGUCCUCGCCUCUUGCC

«(----- ) (A (((( (U MMUM@EEE@EEOO S BB B ) 15)) ) ) s (-52.00)
>CEQ_1_49888.+.chr21:2359868-2359946

GGAGAGGCAAGAUGAAGAACAGGCCUGUCAGUUUGCACUGGCUACGUCUGGGAAGCAAAAAUUCAUCCACGUAUCUCC
(RN @ D)) b ) ) ) I II)D--))D)))) (-24.74)
>CE9_1_33234.+.chr21:4121864-4121940

AGAUUUGCAGAGCACAGCUGCCAGGGGCUUGUUGCUGCACACAGGGGAGAACCACGGACAGACUGCUAGCAAGGCU

- CCCCC- - QO - - - - - - - - CCC--250009000D0-90D0-9009000-9000000))) - - - (-20.50)
>CE5_5_12048.+.chr23:3067919-3068021
UGUUCGUGCUGUGCACCGCGGGGUGCUGAGCGUUGGCUGCGCUGCGUCCCCAACAGCAACCCGGCUCCGCUCAGGUCCUGCCUUGCGCCGCGUCCUGGAACA

(I (M"Y 22))---3222)2II000003)3))--I0I))-)))- - - - - ))))- (-42.00)

>CE5_1_32641.+.chr23:4632555-4632647
CCAUCGCCUGUGGGUUAUGGGAAGCCAAAAAAGCUCCAGAUACAACUUUGGGGUUCAGUAGUUUGUGCUGUUUGGUGAUAGAGUCGGGGUGG
(CCC-(CC----23)-2))) - - - CCCCCC- - (CCCCCCCC- - - - - - 2322000 (- - - - - D)DDDDD) ) ) ) (-26.00)
>CE7_1_146964.-.chr23:4669067-4669125
CUUGCUCUCAGCCCAGGGCAGCAGCUCUCACCCGGCUGCUCGGCCCGCGCUGUGCAGG

(CCCC- - - CCCC- - - (- - - - - 23)31))--33))--33))-3)))) (-29.40)
>CE7_3_16837.-.chr23:5325253-5325329
AGUCAGGGCUGGGGAGCAGCAGUAACAGCAGCUGCUGGUUCUGCCUCUGCGACUGCAUCUCCACUCCUCUGUUGCU

- - - - CCC- - CCCCC(- - - CCCCC- - - - CCCC- - (Camm - - - 2)--3333-30333-20033)--0)) - - -+ - - - (-28-20)
>CE7_1_34099.-.chr24:25235-25306
GGCUCCGUCUCCCCUUUGUGGGCUUUGAUGAAGGAAAGCUCCUCACCAAGCACUUGUCGGGCUAUGUAGUC
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(CCC-CCC--CCC- - - - - - (CCCC-CC-CCC-CCC----D0000-0000)-0)----D))--))-)))) (-17.90)
>CE5_1_198017.+.chr24:2043672-2043749

GUCCCCCAGCUCUGCACGCCGUGCACUGAUUUGUCGCGGCGAUCGUGUCAGUGUGAGCAGGUGCAGAGCUGCAGGAC
CCCC- - QOO - (OO - CC=--42222--59900022-2-900000000))--)))) (-41.10)
>CEQ_1_79496.+.chr24:3207750-3207840
GGCUUUCAGAAGAGCUCAGCAUUAGCCUAAUUUUGCUCCCAGUGGUAUCGAAUGAGGCAGAAUGAGGCUAGAGCUGAGCUUCUGAAAGCU
Q- - Q- e - - - - [(CEETD ) P 23)3)31)-33)3)3)-)))3)3)3))))))))) (-47-40)
>CE7_1_15737.-.chr24:5271412-5271499
AGUGUGCCUGCUGGGUGCUCUGCUUGGCAAACUGCUCACUUUUUCCAGACCCCUCAGGUUGCCGUGCAGAUUAUCUAGCACAACACU

CCCCC- - - (OO - - - - - e - - - D)) JUP. 2))-333)1)-33)))-)))))))))--))))) (-34.80)
>CE7_1_15737.-.chr24:5273292-5273379
AGUGUGCCUGCUGGGUGCUCUGCUUGGCAAACUGCUCACUUUUUCCAGACCCCUCAGGUUGCCGUGCAGAUUAUCUAGCACAACACU

CCCCC- - - Q- - - - - - - - - - D)) IR 2))-333)1)-33)))-3)3))))))--))))) (-34.80)
>CE7_1_15737.-.chr24:5274289-5274387
CAGCUGAAACAGUGUGCCUGCUGGGUGCUCUGCUUGGCAAACUGCUCACUUUUUUCAGACCCCUCAGGUUACCUAGCACAACACUAUUGGUCUUUCUG

A (N (T (M (@O D)) ES)3)3))) ) ES)))) D)D) ) s (-25.40)
>CE5_1_67660. - .chr24:5433863-5433950
GCCAGGAGGUUGUAAGAGAUUCUGACACAAUGUUUAGAGAUUGAGACAGAAUCUAACAUGAUGUCAGGAUUUCCCAGAACCUGCUGC

< CCC- Q- - - - (OO - QOO CC--9002-909000000-990900000000) - - --0)D)) -))) - (-32.80)
>CE5_1_257223.+.chr25:1490875-1490968
GGAUGGCUGUGUUUGCUUUGAAGCUCUGCUGUCGGUGGGUUUGUUCUGCAGGUCCCCAAGGGCAGCCGGGCUCCGUGUGCUGCUCAGCUGACC

CC- Q- CC- - G- - - - - - e - - - - 22))-33))--I03)3)-)))))-))---)-))-I)))))-)) (-39.50)
>CE7_1_2709.+.chr25:1568658-1568740
CAAAGCAAAGAUCUCUUCUACCAAUGGUGCAUUCUUUAAAAAGAAUGGGUUCUGUUGGAGAGAAGAGACAAAAUGGGCCGUG

(e AT ) ) 3 ) ) D ) S ) ) ) ) ) ) ) IR ))-2)) (-24.32)

>CE9 1 54900.-.chr26:2086590-2086691
GGGCUGAGGCUCGCAGUCCAAGUCUCUGCCCAGGACCAACUGCUGCAGCCACAACAGCUUGGAACUGAGCAGGAACUGCACAGCUGUGGUUUCCAUGGCCU
CCCCCCCCCC- Q- - - - - G- - - - - - - - ))3))-33))--3))-))))-)))-- - DI ---I)))) (-42.20)
>CE5_1_74106.+.chr26:3455233-3455324
GCCCCCGCUGCCGGCUGCGCUGCUCUGCGCCCAAACGGACGUCGUGCCCGGAACCGUGGGCUCAGAGCAGGCACAGCUGGCGGGGAGGGGC

Q- - (- - - - - C==020-9900000020090920-2000000)) - - -)))))  (-60.60)
>CE5_1_ 109557 . -.chr26:4820751-4820826
GAUGAGCCAGAGGAGCCUGAUGAUGAAUACUGAAGCUUGGAUUGUCUGCUCCUGAAAGAAAAAGAAAAGCUCAUC

(R (R (L (O D)D) e ))))))) (-18.36)
>CE5_1_1143.+.chr26:5063228-5063305
CCAAUUGGUUUGGUUGGAAGCAGAGAGAACAUGGCAGUAACUAGCUGUACUGUCUGCCCGGCCUCUGUCCCUGUAGG
(EEeN@@a@E@EaE@erme G- ---- 12020190 195))3))))))) e ))--))-)) (-23.40)
>CE7_1_117176.+.chr27:3899719-3899798
CUCCUGCAGGCUUACAGGGGCUUUGGGCAGCAUCUGUUGUUAGAUGGUCAGAUGCUGUGCAAAGCACGUGCUGCAGUAG
(R (TN (O 22)3)33)))-33)3))--3))))))))-)) (-35.50)

>CE5_1_ 44797 .+.chr28:1817972-1818079
CCACAUAGUGGCUCUCGGACCCUCUUUUCUCUGCCUGAGGGGUACUCUGAGGUACAAGAGUUGCCCCGUAGGCAUGGCAAGGUGGUUCUGAGCAGCACAGCUAGAGG
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(- - - CCCC- (- CC- CCCC- CC- CCCCCC- - v e m - - 2333-333333-333333-33-3333-3)-33331)-3))---))))--)) (-51.00)

>CE5_1_136659.+.chr28:1818462-1818560
GGCUGGGCGAGGGAGAGCCCUGAGUGUCAGCCAUUGCCUGGACCUCGGGGAGAUGGAGCUGGGAUGGGUUGGGAUGGGAGGGCUCCAGGGCAGGAGCU

(- - (C- - - (CC- - (- - (- - - - - - - - - - - 2)-3)--3333)---33333)-3)---2)))))))---))---)))) (-37.10)
>CE7_2_26135.+.chr28:2555497-2555592
GCUUCACCUUCCCCUCCAGCUGUGGGCGGUGCGGGGCGGCCUCAGGGCCCACUGCCACAGCGGCGUCACCGCAUCGCCCGGGGCUGGGAGUGGGGL

--------- (CCCCCCC- CCC- (- - - - CCC----222---222-2322-3000033333)-3))-)))) -)))) - (-60.60)
>CE5_1_231542_+.chr28:2706111-2706182
UUCGGCAACCGGCUGCCUCGGUGGCACCGUCUCCCGCUCGGAACGGUUCGCCGUGCCGCCGCGCACCCGAG

- (CCC- - - - CCCC- (- - (- - - - - - - 2I00000033333)-3)-)))) - - -- ))))- (-33.40)

>CE5_1_ 118464 .+.chr28:2707378-2707460
GGGGGCAGAGCCGGGCCCGGGCCCCUCGCEGGGGGGAGGUCCUGUUACUCCCCGAUCCGAGGGUCGUGCCUGGUUUUGLCUCCC
A (O (O (T 2333))---33)-33333)-3))1133))))))))) (-54.70)
>CE7_1_95755.-_chr28_random:3194-3273
GGGAAUCUAACCCGUAAAGCAGGGGCGCCAGCAGGAGGUGCUUGUUCUCAUGUCUGCCCCUGCUGAGGUUCUGCUUCUC

((CETTErE )))- - - - CCCCCCCCCC- - - CCC-CCCC- - - - - - 222)-32)-)))) (- - - -- ))))-- (-31.90)
>CE7_1_144973.+.chr3:3714987-3715089
UGAUGUGGAAUUACCCUGAGUAAUGUAGUUUAAGAGGAUAGGUCUUAAGUUUUACAGUGUGAUCAUCCAAUUAAACCACAAAACUCAGGGAAAACUAAAGCA
------------- (UUEER (@R (G (R ErrE e D)D) ) D)D) EED DD DD D B9 ) D EED DD D)) ) ) EEEEEEFFEERIN CEUNS))
>CE9_1_ 47767 .+.chr3:7712005-7712104
UCCAAAGCCACCUCUAUGCUGCGAUAGCUCAGGAACACUGCAGUCAAGAACACAUACUGGAGUGUUCCUGGGGUAUCACAGCGUAGGGGUGGUUUUGGA
(UM 211)-333333311113)-33))-3333)))))3))1)))))))) (-70.50)
>CE5_1_37323.-.chr3:14173146-14173241
GAUGCAGGGCAUUUCCUGAGGAUUAAUGACUGUCUGGGGUCAUCAUCUCCUCCCAGUUAGUUAUUAAUCCCCAGGAAAUACUCUGUGCCUUGAUC

- - - (CCCCC- (- Q- ceammmmmamna 233333-333333333333)-I30000))-II)))) - - - - - - - - (-45.60)
>CE9_1_54991.-.chr3:15591885-15591974
UGGGCCACAGUCACAGCUGGUGUAAAUCAGUGUGAGCUAAUGAAGUCAGUGGAGCUUCUCUGAUUUACACUAGCUGAGGUUAUGGCUCA

- (CCCCC- (- Q- - - - -CC-=-22-4499202-49900000000030333) 23333 -)))))) - (-45.90)
>CE5_1_49047.+.chr3:23001997-23002095
GUGCUGUUGGCUCUCCUCCUCCUCCUGCAGAAGGUGCGGCUGUGCGCUCCCCAACGGCUCCGUGCACUCUGCAGGCACAGGAGUGAGCCCUGACCCAC

(- - CCCCCCCC- - (- - - (- - raaeaeemmmmmma - 232))--3333)--33333)))---33)))-)))))--)))-))) (-43.90)
>CE5_1_189017.-.chr3:24011305-24011380
ACACUUCUUAGAUGGUAGCACGGCAAUGAGCAUGCAGAAGCAGUGCUACUUUCAGUGCUGCCAUAGAAGGAUUGU

(- CCCCC- - (- mm - - - - CCCCCCC----32)-9))) - - - - - - - 20000)3)))--3))))-))) (-31.94)
>CE5_3_23578.+.chr3:35031811-35031912
GCUGAGAGCAGGCCCGGUUAACUCUCUAACCUGACAGAAAACUAUCUACUUUUCUAGGUUAGUUUCCUGUCUGCUCAGGGAGUUACCUUGGCUUGUAAAGU

(((- - - - CCCCCCC- (- - - - - - (CCCC- (e - - 232333333300 --- - 2303333))-3)-3)3))))--))) (-39.20)
>CE9_1_1680.+.chr3:36895819-36895922
UGGACCAAUUUCUUGGGGCCCAAUUCUGCUCUUAUUGAAAUCAGUGAGAGUUCUGCCAUUGACUUAAAUAGGAGCAGAAUUGGGACCUAAGAAGAGAUUUCCA

- ((C- - - - (- (- (- aaa==-522--222222-22-23993000333333333) -0 - - - - - )))- (-49.50)
>CE5_1_55739.+.chr3:38893083-38893150

GGUGAAAGAGGGCUUGUGGGGAAAGGGACCUUUGCUUUGUUCUCUAUGGCUUUUUAUUCCUUUUGCU
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(- - CCCCCCCCCC- CCCCCCCCC((- - - - - - - 2)))-3200000I3))))-- - - -- ))))--)) (-16.20)
>CE9_1_39235.+.chr3:39401196-39401296

CGGAGCCGCGCCGCCGUGUCGGGAGUCGUCAGUAUGGGCGUUGGGACGCGCUGUGCGCCCUGCGCGCUGCUGGCCUUGGCGCUGCCGUUGGCGCUGCCCG
(M MNMNMNMMUTUEaaeeeer 223)3)-3333133)-3333333)))))-))----I))))-))))) (-53.10)
>CE7_1_73176.+.chr3:44732912-44732971

GGCUGGCUGCUGGGCCGCUUCUUUCCUCGGGUAGAGGCGAGGAGAACAGCAGCUGAGCU

QEEaemr CCCCCC- (- - - - - 2)))-3)3)))--)))))))-)))) (-31.70)
>CE7_1_112595.+.chr3:48111388-48111472
UCAGAUGCUGAAAUAUGCCCCAAUGUAUAAGCUAUUUGUACUUCUGCUCAGUGCUUAUGUAUUGAGGCAUAUUUCAGCAUCUGA
@ (((ES ) ) P 2)))33)33)))-333)))))))))))))))) (-46.10)
>CE5_1_58410.-.chr3:60428130-60428184

CAAGUAAACAUAAAGGCAUAGUAUACAAUAGGCCUGUGUUUUUGUGCAUAUUUG

(R (O 2))))))))))))--3))))) (-15.20)

>CE5_2_ 30100.+.chr3:65613515-65613581

UUUUUAGGACUUUGUGUACUACUGACUUCUCUCUCUAUCAGUAGUCUGCACAUUUGGUCCCAAGAG

N (& (O (e 2I))33))--3))))---I))))-))))- (-22.40)

>CE5_290 511.+.chr3:76659762-76659835
AGGGUCUGAUCCUGCACCGCUGAAGUCAAUGGAAGUUUUGUCAUUGACUUCAGUAGGAGCAGGAUUUGAACCU

(- CC- Q- e e - m - - 222)33)33)31))-))-3)))1)))-))-))) (-40.40)

>CE5_2 26379.-.chr3:78289127-78289225
AGCUCUGAGACUAUCCCUGGGGCUGACCUGGCACUCCAGGGUUGUAGCUGUUGUUACCUGGAGGCUGUGCGUCAUCCCCAUGGAGGUCAGGAUGGGUU
(A (MM T2 B0 003300 19))))) ) ) B ))))) (-42.60)
>CE5_248_576.+.chr3:78710220-78710299
GAGCUGCUGCCUCGCACAGGAGCAAGUUACCGCGUUCAGCUCGCCUGCCGUAACUCGCUGCUGUGAGAGGCAGCGGCUC

(UM (OO 2))-33)31)-33)-33)))-)1))))))))))) (-51.00)
>CE7_1_89855.+.chr3:80652981-80653046

GGAGAGCGCGGAGGUGGCGGGUGGGCAGCCGGGCGGGECEGGCUGCAGGUAGGGCUGCGUUCUCU

(- - - - - (- ----. CCCCCC--CC---2D-0D22))--2)----2)000))))))) (-28.60)
>CE5_3_21353.-.chr3:81937336-81937409
GCCCUUCUGGCUCCAGUCUUAACUACAGGCAAUGCUGACAUUCUCCUUCAGUUAUCAGUGGAGUUUGGAGUGC

CC-CCCC- - O - - - QO - - CCCC---40D20-9000-90000) - --90000D0) - -D))) ) (=22.70)
>CE5_40_2300.+.chr3:99798397-99798474
UUGUAGAGAUACAGUGAUCACGUUACGAUGGAUUUCUCAAGUAACAACCUCGUAGCUUGAUCACGAUAUCCCUAUGA

(AR (OO Orrrrreeee— 223)33)))-3)3))))--3)))-)))))) (-27.29)
>CE5_1_170346.-.chr4:1226473-1226570
GCUCAGGUGCUUUUCGGGACAGUCAGCUGUGGGUGGGUGGCAGCAGGGAGCGGAGCUGCUCCUCCAGCACGCUGUCUGGUCCUGAGCAGCACAUGGC
(e ((((MUUUMMEEUU@@ETTTETe 223)33)333))-33)-313))-))-))))))))-)))))-)))) (-49.10)
>CE5_1_250706.+.chr4:1891992-1892089
GGCUUCUGGAGGCAGUGAGAUCACAACAGCUCAACUUCCUUCUGUGGGCAAACAAGAAAGAGCUCUUCCUGUUGUGACCUUGCGUUUCUCUCCUGCC
(R (a@@@@amrr CCC- - - - - - - D IDD))ID) ) e 03023000 19)))) B )))))-))) (-31.80)
>CE5_2_ 27111.+.chr4:2100232-2100296

AGGGGGUAGGAGCAGAGCUCAGGUGUGCCGUGUGUGAGGUGAUGAUGAAGUUUAUCCAUUCUCU
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CCCCCCC- (- - - Q- - - e - 2)))----3)-33)))-20)))))))) (-17.40)
>gga-mir-730.+.chr4:2687404-2687483

GGCUCUACGUUGUCCUCAUUGUACAUGCUGUGUGUAUUUGCCACGUACACAGCGCAUGCAAUGUGGACAUAAUGGAGCU
RN (] (R ((((((((C I3333333)--333333)-333))---33))))) (-37.90)
>gga-mir-16c.-.chr4:4048688-4048759

GCUCUAGCAGCACGUAAAUACUGGAGUGGGGGAUCGCCUGUUGCUCUCCAGUAUUGCAUUGCUGCUUUAGU

CCOR (CCCCCERR ((((C(C(((CR ((CEEED ) ) EERTEE IIIIIIIIII----IIII)))--))) (-29.80)
>gga-mir-15c.-.chr4:4049054-4049130

UGAGGAGAUGUAGCAGCACAUCAUGGUUUGUAGGGACAAGGAGAUACAGACCAUUCUGGGCUGCCUCAUUACCUCA

(O (O (O (O (T IIII33333)--33-3333)--33))-)))) - (-33.90)
>CE7_1_25072.+.chr4:10640689-10640774
GAGACUGGAGUGAUGAGGACCAAGUGCAUCACUGCAUGCCUCCAGGAGCAGUGAUCAAGUGGUGCUCUGUGCCUCUCCAGUACUC

(N ((G ((CER (R (CC(C((CCER (CERE D B DDDDDDDDDEEDDD D ED D) EEFEEEE II33))-3)) (-41.30)
>CE5_70_1466.-.chr4:11023001-11023097
GUGAAUUAGUUCAUCUGGUUGAUCCAUUGGAAGACUGAGCUUGAGGGUGAAAGAGGUAAACAGGCUUCUGUAGAUCAGCCAGCUGACCUGAUUCAU

(R (S (R (I (O (R 233)---33)-33333)--333333333)-33)-33))))))) (-37.30)
>CE9_1_46950.-.chr4:11666886-11666991
GGCGGGGCGGGAUGCCGCUGGGGCCGGGCCUCGUGCCGUGCUCUGCUGGGCCGGAGAAGGCGGCUGAGGGCGGUGGGGGAAGGGAAGCGGAGCUGUUUCUUCGCU
(N (O (R (R (((((G (G ((CH ((CE 23)-33333)-333333333)---3)-333))--3))---3)))))) (-45.50)
>CE5_1_12990.-.chr4:12563648-12563721

GCCAGAUCAGGACCUCAGACCUCUGUGCAGUGCCCUCUGUGUUCUGCAGGUGCCAGUCUGAGUUGGUCAGAGC

- - - - (CCCCC- - - (- - (- - (- - - - - ) ----- I ----- (-21.40)
>CE5_1_203257.-.chr4:13536588-13536657

UGUAGAGGCUGCUCUUGGGUUUCCCUCUGAAAUUCACUGAAAGAGGGGGCAACAGAACAGUCCUGAACA

RO (N ((Q (e IIIIIIII---II)-IIIIII)---- (-21.62)
>CE7_1_33793.-.chr4:16712626-16712731
GCUGUUUUGCCGUGGAUGAACAAAACUCUUCUGGUCCGCUGUUUAGUUCAAUUAGCGCUUCAGAGGCGGAACAGUAGGUUUCUGUUCUUCCAGCCAAGAUUCUGU
(N (@ (A (R (X (O ((CEE R D)) EEEEE 23333)-332-33333)-3333)-333)--I))))) - --)) (-31.70)
>CE5_3_21624.-.chr4:16779940-16780010

GUAACAAAUGGCUGUCUGUGCCAAGACCAGAGCAUAGGGCUGCAGUGGGGCACUCACAGCUCCCACAGAC

--------- CCCCCC- - Q- - - - - - CCC-----2DDD-900000000-0000)) - - - - - - - - (=22.40)
>CE5_1_137049.-.chr4:30660576-30660680
GUAGGAUGCGUGCUGUGCUUCGUGGUGCUGGCAGCACGUAGGAGCAGGUCAAGUAGUUCUGUCCUGACUCUACACUGAGCCAGCCCUGCAAACAGCUCAACCAC

- - - (GG - - (- - - (CCC-CCCCCC- - - - - (R (((Q(CEEE 223> - - - - 23333)-333)--333))-))-))-- (-38.00)
>CE7_1_19627.+.chrl7:6028961-6029065
GGAGGCAUUCAGGGAGAAGAAAAUGGGGACUUGAACGAAAACACAAGCUUCACUGUUGUGUUGUUUUGUUUUUCCCUAGAUUUGUUAUCCCUUGUGUCUAUCCC
(CCCCCCC- - CCCCC- CC- CCC- (- - - (- CC-- - - - - 233333)--33333333-33333)--33)-3)-3333)-3))))--))) - (-35.80)
>CE7_1_19627.+.chr4:33834119-33834188

UGUUGUGUUGUUUUGUUUUUCCUUUGGGUAAAGAGUGACCAGAGGACUGACCUGAUGGCCUUCACAGCA

o (R (N (R (e IIIIIIII--II)--))--))----I))))- (-22.90)

>CE5_1_245142 _+.chr4:40379664-40379734

GUCUGAAGUGACAUGUGGUUGAUGGCGUUAACUCUUCUGUAGCCAGCCACGCUACUGUCACUGGUGAGAU
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(C((- - (CCCCCC- (- - - - - (- - - - - 2)-333)--3)-2II333))))) - ---)))) (-23.50)
>CE7_2_21869.+.chr4:45051724-45051825

UGGUAUAUUGUUACUGCUUUAUCUGUAGUGAUAAGGAGACUGUCUUCCUGCAGCAAGUAGAUAGUUGCCUUAUCAUUAUAGCUAAAGUAAAACUCUUGCCA
(T ‘i ‘I @ 1):313333)--3131333313)3))-3))))))-)))---))))- (-41.60)
>CE9Q_1_75486.+.chr4:47863648-47863731
GUUGUUAAAACACAGUUGGUUAACAGCUCUGUACUGCUGGAGGGGGAUAACUUGUUAGCAUCAGAAGUUGUGAAAGCUGCAGC

(- )))-(CCCC----- (N ((((a(er ))-9333))-2))-)3))))--)))))---- (-23.60)
>CE7_1_103273.+.chr4:49672435-49672528
CAGAGCUGUUUGCAGGCACACAGCUAACAGAGGUGGAACCUUGGGGAGAAAAGUGCUGCAAGGCCAUGGCUGUUUGCUGCUGGUAAAGCUCUG
(""" "M@ 2):3)3333)3)-:3131)-33))))-3)))))))))) (-37.10)
>CE7_1_25260.+.chr4:51588987-51589077
CGGCUACAGCAAAGUGAGCUGCUCUGUUCCUGCAUCCCACAGGAAGCAGUUUGGGAUGAAGGACGAGGGCAGACCGCGUUGCUUGUGCCG
(MO @O 22)3)3)-33))--3331)))--2))-3)))-))))))) (-44.80)

>CE5_2_ 24917.-.chr4:52619170-52619258
UUGCUCAGUGGAGCAGUUGUCAGCACAGUGGUAUAUGCACUGCUAUGAAGCUAGCAUGUCCAUGCAGCUGAUGCCAGCUCUCCAGCAG

(R (UMD B D)D) EES ) S ) )3 ))))))) D)) B GEENCEY)

>CE9Q_2 22220.+.chr4:58651697-58651778
GCUGACAUGGUUUAUUGCAGCGCUGGGUGCAUGGAGAUCUUCACUUAGCGUGCACCCAGCGCUGAAAUAACCAAUGUUGGC

(- - CCCCCCCC- CCC- e e e - - - 2))-:3333)313)31333))-33)))))-))))--)) (-47.50)
>CE9_1_7258.-.chr4:60285285-60285362
AUUUUUCAGACAGUGUGACACUGGUGUUUUUGUUGGGUGUUUGGGGGAGCGAGGCAGUGUUAUAGACAUAGAAAGGU

- - - - - (A Orrr—— D)) EESD)))))))) BT D)) (-16.22)
>CE5_8_8162.-.chr4:60953889-60953988
UUUCUAUAGGUCUCAGUGCUGAAACAGGAGGGGGCUGUCAGGAUUAUGCCUUGAGAAUGAUGGAAGCUGACUCAGUUCAAUUGACUUUUCUAAUAGAAA
(@ (C"ti“'‘'“ " "“"‘‘*‘“flCd(Ug(CK((rtiaer 2))--33))--32))--3))--22)3)))))----)))-I)))))- (-23.20)
>CE5_1_33154.+.chr4:61722589-61722663
UGGUGAAUGUGAGGUUGUUUGGUUUUGUUUUUAGUUAAGAGCAGAGCUAGGAGACUUAAAAAGAUGAAUUACUA

CCCCCC--- - - (@ (T 000000000020 1)) D) S )))))) (-17.39)
>CE5_1_202608. - .chr4:64895965-64896053
AAGAGAAGUUCACAGAGGGUUUCAUGUGUAUCUCUUGAAGAUGCUGAGUAUGAGAGAAGCAUAUGAAAGCGCUUCUGUGAUUUUUCUU

Q- (- Q- cC--2200002202020320000)0)0))))) (-37.10)
>CE5_1_19804.+.chr4:79189647-79189738
GGAGCAGGAGGAGAUGCCCUGGGGGUGCUGCGAAGCCUGCAGCCGCCCAGGGGCUGAGCUGGGCUCUGCAUCACCCCAUGGGCACUGCUCC

CCCCCCaemaan- CCCCC- - (OO CCCC- QOO - - CC=-4020-49099090000202900000--00000)0)))))  (-54.31)
>CE5_2_36868.-.chr4:82234260-82234337
UAUAAUAGCCGUGGCUGGUUAGUUGGUUGUUUUUUCCUCUGGGAUGCAGUUGGCAUAGCUCUUCCUUUGCUCUGAUA

------ ((EHA (@M@ UEETD D)) ES ) ) )))) BN ) I ) ) Iusnsy Cx Y xIt)
>gga-mir-146b. - .chr4:92169270-92169399
GAAGAUGUGACGAAUCUUGGCAGUUCCCAGCUCUGAGAACUGAAUUCCAUGGACUGGUUUCAAUUCCAUGCGUUCAGUCCAUGGUAUUCAGUUCUCUAGCUUGGCUGCAUCAAACU
UCACAACUGCUAA

N (E@aTTTTr CCCC- - (- Q- - - - - - e - - - - D)EESD3)33333019333)33000059)3) 15)))) ) s
D)D) 1D ) Firans (-54.33)
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>CE5_2_26263.-.chr4:92587437-92587539
UGGAUCGGGUUUGAAAGGAGAGCUCUGCUUCCUCAUACAUACUCAUCUUUUCUAUGGAUAAGUAUGAGGAAAUGGAGCUCUCCUUCCAUUCCACCUGUUUUA
(aE@@@E@nauuuuE@uaEea@@aEere 2))-:-22-3233313333)--I3331)3331))-))----I))))-)))) (-47.70)
>CE5_1 5114.+.chr4:92718270-92718364
GAUGUCAGUAGAAAAAAUUGAGGCUUGCUGGUGGAGGGAGCUGAGCAUGGCUCAAUCACUAUUACCAGCAGUAGAAGUUUUGAUUUAAGGGAUC

(- (G- - (- Q- - - (- - - - C=-402000209029000000000) 544339200 --20)) -)) -)))  (-29.20)
>CE5_1 5114.+.chrUn_random:26716755-26716849
GAUGUCAGUAGAAAAAAUUGAGGCUUGCUGGUGGAGGGAGCUGAGCAUGGCUCAAUCACUAUUACCAGCAGUAGAAGUUUUGAUUUAAGGGAUC

(- (- - (- Q- - - (- Q- Q- - C=-42222422-22-93000033312---33323)--3)))-)) -))) (-29.20)
>CE9_1_855.-.chr5:996846-996937
CUAUUUGUGUCUUCAGGCUUUGUUGGGAAUGAAUACAUAUUGUUCUGCAAACACAUAUGGUCAAUUCCCAUCACCUCCUGAGGCAGACUAG

------- CCCCC- Q- - - CC- - - - CaaCC-=--422209922092-9009320-2)---999000))) - - - - - - (-28.30)
>CE7_2_21491.+.chr5:2488502-2488591
GUGUAUGAGCUCUGAAUGCUUCGUGCAACAGGAAGACAAACAGGCUAAGCGAGUCCUUCCUGUAGCCAGAAGAUUCUGAUCUCUGACAC

CCCC- - CCC- (- Q- (- - (G- e - - - (- ---- 22333331333)-3)--3333)3))-))-)))--)))) (-31.01)
>CE7_1 38133.+.chr5:3878869-3878962
UGCAGUAUGCUGUUAUGGUAUCAGUCUAACAGCAGGUGUGGCAUAAACACAUACCUCCUGUCUGACUGAUUUAUUGUCUCAGAAUACCGUGCA

S (R (MO 233333)-333)--33331)--33))))--3))-3)))--)))- (-35.20)
>CE5 1 124155.-.chr5:9074444-9074512
GCAACUGCCUUGUGAUGGGUGAGUUUUCACUUUUUUUUCCUGGACUCAUAGAUCUGAAGGCAGGUAGC

(C- - (OO - (- - e e 22)333))--31)--II)))))---)) (-22.86)

>CE5_1 62990.+.chr5:16920986-16921088
UUCAGGAGGGCAGUGUUGGGUACCACUGUCCUGGGUGCCUGGCAGAGCUCGUGCACUGGCAUCCAGAACAGCGGUACCCAAGGUUGCUCACGUGCUACUGGA
(EER (OO e 23)---33333333)-333)-300333))--II)))) - -« - - - - ))))) (-53.90)
>CE9 1 66263.-.chr5:18252172-18252252
CAAGUCACAGGGUGCAGUGACUGCUUUUGUGCUUAUACAGAGUAAAUAAGCACAUCUGUAUUCCCUUAUUCCUGUACUUG

CCCCC- Q- - - - - - - e e e - - - 2I)3333))---32)-3)-))---2)))))))))) (-27.10)

>CE5 5 12404 .-.chr5:25027901-25027970
UGCAACAUGCAGCUUAUAACUAUCCUACUAGAGAUAAGGAUAAAGUAUGAUAUAGUUAGAGCUGCUGCA

N (O (O (T 2)))-3)--I3)1)))))))))))) - (-18.84)
>CE5_3_19336.+.chr5:30170144-30170224
AACCAGCUGCAAUUUCAUCUGCUGCAUAACCAUCCAGUAAUUAUGCAUGGCUCUGCUGGCAGAGGAAUGGCAGUGAGGUU

CCCC- CCCCC- (- - - - - e e e - - 2)-33))---33)-3331133))1)-3))))--)))) (-31.40)

>CE5 1 221605.+.chr5:30615450-30615539
CCCAACAGCUAGCACUCAGCAGUUCUAAGGCAGCUGAUUUCUCCUUGUGUUUCAGAGGCCUUCAGAUACUGUUUUGUGGCUGGCAUGGG

(O (R (U (e 2)))--3333)-3))-311)))--3)-I)))))-)))) (-36.44)
>CE5_3_23584.-.chr5:33777661-33777741
UGUAACUUUUGGCCAUGUUCCUUUGCCCCUAAGCUUUUCAGAAUUAAAAACUAAGGACAGAGGAACGGAGUCAAAAUACA

- (CC- - (- - (- - - - e - - 2233))-3))-3113333)))--3))))))))) - (-25.60)

>CE5_1 121959.-.chr5:40282494-40282575
GCAUCCACGGGGAAUGAGAGCCGCCGAGCCCCGCAGGGAGCAGCCGAGCGGGACAGGACGGCUCUCGGAGCCCCGGGCUGC

(CC- CC- CCCC(- - (- - - - - (- - - - - - 2)--3333)---33-3333333))---3333)))-))) (-50.20)
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>CE5_4_14341.+_chr5:41546680-41546766
GUCCCCAGUUUGGGAGGUAGCAGUGGUGGUGACAGUGGUGGUGGUGACACCCCCAACACUCACCCCCACUGCUCUCUCCCAGGGAU

- ---- CCQCQC- - (- Q- - - - C===00000--490200900000-9000))))) (-54.60)
>CE7_1_142926.+.chr5:41656799-41656892
GUGAGUUAUGCCAGUGCUGCCCCAGCUGGCUCCAUGCCCCUUGGGCUGGCAAGCUCCCACAGGACAGGUAGCCAGGCUGGGGCUGCUCUUCAC
(O (@ (MUUil((((((OT@@EEE ) ) OB B BB D)D) N CNL)
>CE7_1_109546.+.chr5:41996858-41996942
UAGUUGCAGUGUGGGUAGCAGCUCCCUCUUUCAGCCCCCAGACCAGCAUGGUGGCUUCUGCUCCUUCCCAGAUGUGUGCAGCUG

CCCCCCCCCC- Q- e e e e - CCCeamean- 2))-3)))-3))))----33))-))---3))))))) (-28.80)
>CE9_1_56576.+.chr5:42365933-42366017
CUUAUUAGUUAGAUGUCAUUAUUUUACAAGCCGUAACUGAUCAAACAUGAGUACUGGCUGAAGUGAUGAUGCCUGAUUAGCAAG

CCC- Q- - - - - - - - - - - - 2):-2))--0))0)3)0)3)))))--2)))))))-))) (-26.00)
>CE9_1_57518.+.chr5:47604930-47605006
CCUGCCGUGACUACGUGAUGCGAUCUGAUGGCUCAGAGGCUGAUUGCUGUCCUCUGCAUCCUGCUGGCUGCUCAGG

CCCC- - (G- - (- Q- - - - CQaaaCC--42222-922322--4333337-3)-32)--2)-)))) (-22.90)
>CE7_1_84024.-.chr5:54133077-54133163
CAGCAGAGAGUCUCAGAGGCACUGAACCUUGGCAGGUUUUAAACCUGAGGGACCUCCAAGGCUGUUUCCUCUGAAUUUUGAUGCUG

(O (AT 2I)3)3333)3))--3)--3))))))--)))--))))) (-36.00)
>CE5_1_14330.-.chr5:57724750-57724817
CCAGUGUUUGUGUCCGAUAGCGCACCGCGUGCCGUGCAUCUGCUGUGCCGUUCUGACACAGCUCUGG

CCCC- - - - - - - C=-402029000-4990-00000)-)))) (-27.00)
>CE5_1_32616.+.chr5:58712376-58712463
UUUUAGUACUUCUUUUGUGGUAGUUUGUGUUGUUUGUUUACUAUUAUCUUUAUUUUAAACUUCACACAGAUUACAAAGGAUCUGGAA
aMMcinMMmME@Oon@oreeeer ))-:221))--220)0)3)3))3)))))-))))) - (-19.80)
>CE5_27_3132.-.chr5:58997735-58997835
CGAAGGAAUGAACUCUCUGGGCCUGACUCAUCCCCUUUGCUCCUCUCUGGCAGCACCGAGAGCGAAGUGGGUGGGAAUGUCCCCGGAGAUGCUUCCCACG
- CCCC-- - -- Q- - - - - (MA@ @EE@ETEEDOED D)) B))))) ) Bmes DI --I)))--)) (-38.70)
>CE5_3_23115.-.chr5:60283967-60284072
GCUGCAUUUCCUGUGCCGCAGAGCGGGGCGGCUGUGAGCUGAGCUGCACGGUGACGGCCCGGCUUCCUGCCGCCCUGGCUGCGAGCUGGAAACCUCAACCGCGGC
(((C (T ("M@ T 321953000 5535333301913 ) 1) 19D )) ) Frurupns ))))) (-55.50)
>CE5_2_40433.-.chr5:60576032-60576121
AGCUUGCCGCAGGAUUCAGAGGCUGUAGGUCCCGUGCUUUAAUUAAAAGAACGAAGCUCGUGACUUCAGCUCCAGCAUCCGUGGCAGCU
CCCC- - CCCC-- - - - (A (OO Errrre—— 2020190 19)5))))))) ) Frme )))I))))))))) (-36.60)
>CE5_1_145160.+.chr6:3677283-3677350
GCCGUGGCGGGAAGGGAUGGGCGCGUGCGCGGGCUCCGCCUCACCGCCGUCUGCCGCCCAGCCAGGT

CCC- QO - - - - - === ---22)-0))))) (-34.30)
>CE7_1_89524.-.chr6:11560477-11560546
CCGCUGCUCGCCCGCUGCCAGCGGAGAACGAGUUGUGCCGUUCCCUCGUUGUCUGUUCGGUGGCAGCGE

(O (@@ 2))))--3)))))---3)-I)))))))))) (-32.30)
>CE5_4_15381.+.chr6:11797603-11797684
GGCUUGUUUAUGUCCAGUGAUGAAAGACUGAGGCAUAGAAGUCUGAUCAAUAAAAUAAGAUAGAGGUGGACAUGAUUAGCU

(CCC- - - CCCCCCCCC- CCCC- - - Qe - - - D)D) ) B D D e R II33333))--3))) (-20-17)
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>CE5_1 178539.-.chr6:13488311-13488410
UGGAUGGAAAUAGGUAUCUCCAGAGAACAGUUUGUCCCACUUGUUUUUGACGUCUGUCGUAGCAAGGGACAAAUUGCUCUCUGGAAGUACAUUUCUCCA

- (CC-CQCC- - - - (- - (- (- - - - C--5000000000000090000900-0000000)--22)-)0))))) - (-46.30)
>CE5_1 239597.-.chr6:16899105-16899180
CUACUGCUGAACCCUGAUGGUGCCAGGUGAUGUCAGCAGGCAACAACACACCGCACUGGCAGGGAGCAGGAGUGG
(AR R @) Ee— 23)333)))--33)))--3))-))))) (-33.50)

>CE5_1 92799.+.chr6:24237812-24237908
GGUAAGAGCAUUCCUGCAGGGCUAUGAUGCUGGAUUUUCUGAGCAAAGGGAUGCUGUUGGGAUGUUUCGGUGGGUUGGUGCUGGCAGGCUUGGGCU

L (O (R (A (R (R (G (e 23))-33)---3333)))---331)-))-3))))--))--)) (-30.40)
>CE5_1 33014.+.chr6:29566733-29566810
UUGCUAACCUCCUUUUUAGGUUUUAUGGUUUUGUUUUUAAAACAAAACCCAAAAACCCAGAGAGCAGUUGUUUCCAA

- (- - CCCCC- - OO - CQaaaaacCC=--422902322-9933327-333333-3)--3))--)) - (-21.30)
>CE5_5_13865.-.chr6:34084307-34084404
CGCUGUGGUGGAGCUGCUGGGCCAAACCCAUGAAAGCUCUCGUGGGGAAGAGAAAAGCUUGUUGGGUUUGGUUUGUUGGCUGCCAGCUCUCAUGGCG
(@@ (@@ 23))---333)--33333133331)--331))-)))----3))))))) (-43.30)
>CE5_2 28639.+.chr7:10846-10929
UCGCUGCUUUAGGACCCGAACUCCUUCGCCGUCCCACCGUGGUGCGCCGUUACUGGAUCACGUCGGGGUCACCAUUUGUAGGA

- - - (CCC- - - - (- - - - - G- CC- - (- - ))--))))----- D)) EEEE DI)----))----))))-- (-23.20)

>CE9_2 26248.-.chr7:1263806-1263894
CUUUAUUGGGAACCUAGAUAUAUACUGUAUACUGUGUCAAGGUUUAGAUGACAUACUAUACAGUAUAUAUCUAGGUUUCUAAUACAAG
U@ 223333)-33331333331333313)3I1))))))) - - - - (-46.60)
>CE5_170_752.-_chr7:1330063-1330139
UAGACUCCUUUCGAUGCUUGUAUGCUACUCCCAAGAAUGCUAACAGGAGUUACAUGUAUGCAUCGAGCAGAGACUA

(- Q- - (- - - CCCCCmm e e e e e 23)))--33333)-3))3))))--3))-))) (-25.34)

>CE5_2 32519.-.chr7:5419754-5419852
AGCCUGCCUGCCUCCCAGCCCACGGCGCAUCCCGUCCUUACACCGCGACCACGAGCGGGAGGACGAGGCUGCGAGCGGAGCUGGAGGAACGUGCCGCU
(En@auu@amnm@aaa@@an @@ 2233333333)-3)-331)---20-III))))- - - -- ))-))) (-45.40)
>CE5_1 198157.-.chr7:11205573-11205660
UGCCUGGAGCUGCUUACAGCACGCAGUCCCAGCCAGCUGGCAGGCGUCUUCCAGUGGUUGGUUUGGUGCUGUCGAGCUGUUCCAGCA

- (- QOO Q- CC- - COOaaC-Caa-CC---42292000023322-333000333-333)-300))))) - (-48.10)

>CE5_1 58229.-_.chr7:14764186-14764287
CACUAGUUUCAUAUCCAGAGGAAGACUUCAUUUUAUUUAAUGUUCUCAUUUCACUGAAUAGGGCAGAAUGAAGGAGUCCCUGCCUGUGGUGAGUGACAGUG

(- CCC--- - - - (- Q- - (- - (OO - Q- CaC=----222000000000000000220 - - --33) D)) - - - - - ))))))) (-27.90)
>CE5_3 21487.-.chr7:17384288-17384387
CUUGAAAAUACCCCUCCCGGCCCCCCGUUGCCCGCUCAAAGUCUGUGACAAGUUGGCUCGGAGAGGGAAGAACGCGGUGCUCGGGAGGGAGAUGCCAAG

(R (R (U (OO 22))--33)-33)---331)-3)-3)-I)))))))--))--)))) (-44.10)
>CE5_1 127326.+.chr7:17931019-17931119
GGCAUCCCUGAGCGCUCUCUUCAUUUUUCUUCAUCUCCUACUGCUAUGUGACACACAUCAGAAGGGUGUGCAGAAGAAUGUGAGAGAAGCACAUCUAUCC
(e LU (ORI EETD)) ) B> ) ) I D)D) D EDD DD ) BD ) ) EEREEEEEE (-33.40)
>CE7_1 10712.-.chr7:20421061-20421145
GAGUGUGCUGAUGCAGAAGUACCACAGGCAACCCAGUAGUGGCACUCUGGAUGGCUGUGAAUUGUCUGAACGUGAGCAAACAUC

- - (- (CCC- (- - - - - (CCCC- CC- - CCCC-CC- - - - - II333)-3)-3)))----- 233)--33)-333)-))--- (-29.10)
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>CE5_1_178543.-.chr7:20783297-20783375
CCCAUGAUCUGAUUCAUUGCCUGGCUCUGCAAAUGCUUCCCUAAUGUUGCAGACUUGGCCAUGGGUAGGAGCAAUGGG

(R (O Orrrree—— IIII03)))-0)I00)))-)))--))))) (-29.14)
>CE9_1_43609.+.chr7:23909929-23910017
CCACCCUGCUGUGUCCCGGGCUUGUUUUCCGUUGCCUGCGGUGUGUUGCAGUGACUCAGGCAGCGAAAGCAAGUCUGGGAGGCUGUGG

----- CCCC- - (- Q- CG====42222--9900000000000000030)-))-)))) (-48.00)
>CE5_1_157014.+.chr7:25245057-25245146
CAAAGUAUGCUGUGUUUUUCUUUCUGCUAUCAGCCAGCUCUUGGAACCUGGAAGGCUGAAAGAGAGCCAGAACACAGUCAACAUCUUUG

CCCCC- - (- - - - - - - - e e e e - - 2))-33333)-33)31)--)3)3))))-))----))))) (-29.70)
>CE5_12_5775.+.chr7:25293056-25293161
GAGGACCAGUUGGCAGCUCUCACACAGUCCUGUCCUGUCUACCUACUGUCUGUCCUGUCCUGUGGUGGGAGGACAGUGAUGUGGGAGAGGGCCACUUUCAGCUUU
(A (M (MO 3230003033000 1953)30 39530 19))))))) ) e (-40.96)
>CE5_1_189878.+.chr7:25926967-25927029

CUGGUUCUUUUUUCUUUCACUUCCAUUCAGAAAUGAAUAGGGGAGGGAGGAAAAAAAAAAAG

------- Q- CCQaaaaaCC----22220-920000000)) - - - - - - (-21.20)
>CE7_1_6488.+.chr7:35292724-35292797
GAUCUCUUGUUGUUGUUUUGUUUUGUUUUGCGUGUGUUCUGGGCAAGCAGGGGAAGGAGGUGUCACUGGGAUC

CCCCCC-CC- - - - - CCCC- Q- - - - - - - D)D) ---- - ))--)))))) (-15.10)
>CE5_1_27021.+.chr7:36625854-36625928
GGCUCAGUGGCUGGAAUGGAAAGCAGUAUGUAUUUUAUGUAAAAUAGAUUUGCAUUAUUAUUUAUUCAUGAGCU

CCCCCC- Q- - - - - - aaC==-420202002020-32990000--0000)))) (-17.30)
>CE5_2_28953.-.chr7:38202580-38202665
UCUUCAACCUGAGGCUAAACAGGUAACUCAGAAAAAGUCUUCCAUUCAUAUGAUGCUUUCUGAUACCAUGUUUCUGGUUGGAAGA

Q- - - - - - - (R (T (( O 2))-:33333)3)))-:-33)))-3)))-))))) (-25.30)
>CE9_1_63442.-_chr8:3838452-3838555
UGGGAGGAAAUGGACUAUGGGUCCCGGCAUGCUGCACUGUCCUGUAGAGGCUGCGCCGGCAGUGCGGCAUGCUGGGGGCUGUAGUGUCAGCUCCAGACCCCCA
- (CC- CCC- - (- - al===200-0000002022-90333)-33)--3))---))) - - - (-61.00)
>CE5_1_148773.+.chr8:4186618-4186693
GGGCUGCGAGGUGCCGGGCGGGCGGGAGAGCGGCUGUGGCCAUGGCCCGCGGAGCCGGGCCGGCGUUCGCCGCCT
(@@ CC---222)--29)2))---22)-2))--2)-)))))-)))) (-43.00)
>CE5_4_16994.-.chr8:5165870-5165944
GGGUAAGUAUUUUAGGUGGUUAUGCUGUGCCACCCAGGGGGGACAGAGAUGAUGUUGGUCUGAUGUGCUGUCCC

CCC- - CCCCC- Q- - - - - CC----00000-9)) - - - - - )))))-)))))--))) (-22.40)
>CE5_1_29287.-.chr8:5554871-5554966
UGGGUUUGGAGCUGAGCUCUGCGCUUCUGCUCAGCUCGGUGUCUGAGGAGGCAAUGGCCUGAGCUGCUGAAGCGUGGGCAUGGGCUGCAACUCCA

(G- CCC- Q- - - - - - == =0020-90 0000020 ---92))-))) - -)) - (-45.60)
>CE5_1_222433.+.chr8:7759514-7759593
CUGCGUGCUGCAUCCUGGCUCCUGGCGUCCUGCACGUGCUAUUGGAGAGCCCGGAGCCAGGCUGCUGUUCUCCAGGCAG

((( (R UIUIIIIHIIUEO@@@E@ET ) O s 3 ) B ) ) 155 ) ) ) D) ) ) IS ) ) B ))-)))) (-41.00)

>CE5_1 52397.+.chr8:7813653-7813756
GGGGAAACGUGUUUCAACACUGUGUCAGCUGGUCUUGGGUAAAUGCUAUUGUUCCUGCAGUAUUUACCCAUGGUGGGCUGAUACAGUGCUGGAGCACAGCCUC

(CCC- - - - (O CCCCCCCCCl- - CC- CQQaaaaCCCC-- - €C----32203333333333-31--3333333331113-33333))) - -)))) (-55-80)
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>CE5_1 20706.-.chr8:12398259-12398347
CAUGGCGCCGCUCGAGCCCGCAGAGGCCGCCGGGAGCUGCAGUGCGCGCGGCAUGGCUUGUGGUGGAACGGGCGGCUCCCCUGUCGUG
(- - (G- - (- e - - - - - 2)--:232)--3333)-3)--20-9000)))) - - - - - )))))) (-41.80)

>CE5 2 26268.-.chr8:17124282-17124357
GGAGCACUACUGAAUGGAUAAGGCAUUGGCUUCCUAUACCAGCAAUUCUGGGUCCGUGUCCCACCCAGGGUGCCU
(e aderereess (- ---- 22)333)-33331)))--3))))))))) (-21.10)

>CE5_1 177171.-.chr8:17168145-17168224
GCAGUGUGCAGAGAGGACACUCUGACAGAGGCACCGCUGCCCAGCAGCCUCUGCUGAUCGUCUUUUCCUUCCAAUCUGC

(CCC- - (- - (- - (G- - - Q- - - CCC----222-0000000--20--900000)) - - --)) - -)))) (-29.10)

>CE7_1 51728.-.chr8:17523211-17523292
UUGUACUUUUAUUUCAGGGGUCACUUUUUUGUUUUCAAAAAAAAAAAAGAAUUCACGGUUACCAACUGAUGUUGAGUACAG

- (- - - - - (OO (R ((CrEr 2))-:-2)-33)-3))--3)))----)))))))- (-17.30)

>CE5_1 226537.+.chr8:19191143-19191231
UGCAAUAUGGGCUUGAUCCAAAGCCUGUUUAAGUCAGUGGACUGAUUCCCAAUGACUUUAAUGGGCUUUGGAUCACACCCUAAUUGCA

- (CCCC- - (- - (- - a - - - - - - 2))-3331))-3333333)33333)))--3))--3)))) - (-47.60)

>CE5_1 66179.+.chr8:20445134-20445212
GAUACGAGGUAAGGCCCAGGAGCGCUGCAGCAGGGAUGCUGACAGCUGGAGUGUCUCAGGGCCUUGCUUUCAAGUGUU

(- - Q- CCC-CC----22---42222-2322-322-200000))3))) - - -))))) (-37.60)

>CE5_1 232405.-.chr8:20890828-20890895
GCAGGGCAGCACCACGGAUCGCUCCCCAUUUCCCACAGAGCUGGCAGCUCCUCGGCACACACCCUGC

(- - - - - cauenuenauenss 2))-2)9II)))--))----- )))))) (-19.40)

>CE5_1 182720.-.chr8:21475758-21475823
AAUAAGCACGAGUGUGGUGGAGCUCUUGGAAUCUCCCCUUAGCCCCGCUGUGCUACUGCUGGAUU

- - - - CCCC- - CCCC- - - - - - (- - ))---33)-333)--23))--))))----- (-22.20)

>CE9_1 89370.-.chr8:23417848-23417956
CAGGGCAAAGGGGUUGGUAUGGCUAUACGUGGGAAGUUUGGCAGAGCAUGUGCCAUAGUGUUCAGCUCUGACCUUGCUUCCUGUAUUGCCCAGCUAAACUCGUUUCUG
Aé'ééj((('(((((((("((('(((("((((((("(((((((('(('(( ------ 2)-3333133)-3)--331333331))-31)--3)1-)))))-))))) - (-
>Cé5_1_113077_+-chr8:24908386—24908488
AUCAACAAGCGGGGUGCAGCUGCACUGUAGAUGGAGGGGCUGCAUGAAGGUGGAUAGUUUCUGUGCCCCGUGUAUGCAGUGCAGGUGCUCACUGCACUUGGU
CCCCC- - - CCCC- - - CCC- - - - - - CCCCC- G- e e - - - DI ----. 2))3333)))-3))---3)))--))))) (-46.00)
>CE5_1 99698.-.chr8:25397766-25397866
GCCUUCCCGCUUGGCCCCGCUCCCGCUCAGGGCGGUGUCAGGCGGCGCCGCCGGACGCCAUCUUGACUGUGGGCAGCUCGGCUUCAGGUCGGCAGAGAGC
CCCCC- (OOl - (- - Q- CaC-==-222022322-433332-:33333-333--33)--333)-3)) - -))) -)) (-52.70)
>gga-mir-10la-2.-.chr8:29051917-29051993
GCUGCCCUGGCUCAGUUAUCACAGUGCUGAUGCUGUCUCUUGUAAAGGUACAGUACUGUGAUAACUGAAGGAUGGC

(- - (- - - (- mmm e 2233331)33331033))1)0)))))--))) (-37.40)
>CE5_2_26915.-.chr8:29052656-29052751
CCUCUCCUGCCUAUUCCAGCUGGGGUCUCUCAGCACAGCUGGCUGCUCGCCGUUCGGUGCUGCUCCGUCAGACCCAUCAGCAGGCAUAGGAGUGG

(- (- - - - - - CCCCCCCCCC- - - - - - - - - - )DD) EEEED)) D)) FEEEEE 22))))--)3)3))))--3))))-)) (-40.10)
>CE5_1 264140.+.chr9:1883592-1883649

UUUGGGCUUUUGUUUCUUCUUUCUAAAGGGGGAGGAAAGAGGAAACUGAAGCUGAAA
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- (- OO e e e e e m - )I)3)033))3))-3)))))-))- (-24.50)
>CE5_2_ 41867 .+.chr9:5933147-5933218

GACCGAGAAUUCACAGCAGAUUGAUGGGGCACACCAAGAUCUGUGCCUGUUCCUGCUGGGAUGCUCCCGUC

(- CCC- CCCC- - - - (- - CCCam e maa - 233333)--333)10033)))-)))--))) (-27.70)
>CE5_1_208803.+.chr9:6031747-6031831
CUUUUAAGCAUCCAAUUGGCUCUUUUCUUUCUUUCUUUUUUUAUGGUAGAGGAAGGAAAAGGAGCUGACUGGGCAGCUUGGAGG

CCCCCCCCC- (- (- - - e mmm e 2123333333333113333))-33))--3)))))))) (-33.70)
>CE5_1_20491.+.chr9:6277069-6277162
UCUCAUCUGGUGCCCCCGGGAUGGGACAGUGGCUGCGCCCUCUGUGAAGGGAAUGGAGGGCUCAGCAGCUGUGCCCGUGCCUGGCAGAGUGGA

(- - (- - - -- (- CCCC- CCaaaaCem e e n - - 23333333)-331)-3333)-33)1)-33)))))))--))) (-49.30)
>CE5_1_141983.+.chr9:6500391-6500476
AUGCUUUCUCCccGUUUCCCUUCUCUGCUUUUUGCUUUCUGUUGGGUAAACUCAGGGGUGGAAGUAGGAGAAUUCAGAGCUAGCAU
(CCCCCCCCCC- - (- - (- - - - - - - - - 233333)--93333)-333))-II)))) e eeeee e ))))) (-28.70)
>CE7_1_145073.+.chr9:8226404-8226477
CUUCCAGGUGCCUGAUCCAGAAUCCAUUAAGUUUAAAAAGUAUCUUUAAUGGCUCUGGAUUACACCUUGGAAG
(- - (- - - - - - - - - 2)--3333333)-33)333)))))))-3))))) (-30.90)
>CE7_1_59028.-.chr9:14978305-14978403
GGUGCUCCUCCAGCUGCAGGGCAGGAGGGAAGCAGAGCUUAGAGCUGUUUUCUACGCUCGAGCUGGCUUUGCUCAAGCCCCGUGUGCGGAGGGUUUCC

((- (- CCCCC- (- CCCC- - (- - - - - - - - - - 2323333333)-3333)-3))--333)-3))-I))))))))--)) (-48.20)
>CE5_1_97089.+.chr9:15163956-15164016

CAGCCCUGCGGGCAGGAGGGAAGCAGAGCUGGGCAAUCGGCAAAGCCUGCCAGGAGGCUG

(R (e (CCCC----232))----23331)-3)-))))) (-24.36)
>CE5_1_51017.-.chr9:15430498-15430602
UCAGGACCGCUCUGUUCCCAUUUGUAUGCCCAGCACUGGUCCUGGUGUCUGCUAUGGUUUCCACAGGAGCUGUGCUGCAUGCAGGUGUGGAUGCAGCAUCUUGG
- (CCCC- - CCC- - - - (- - (- - == =-9D2-5409000009090000000000000000) -0)) - - -))) -))))) - (-41.90)
>CE7_1_29906.-.chr9:16721830-16721921
UCUGUGGGACUUUGGAUCGGUGAAUGGCUUGGCAUGUGCUGUAGCCUCCAGCACUGCUCAGCUGCGUAUGAAAAACGAUGAGGUCCUUUGA

(RN ( (R ((CCER ((((E (R (e 000D E)IDDEED)) EEEEEE 220000))))))--)) (-31.10)
>gga-mir-551b.-.chr9:21966414-21966514
CCAGAGCUGCCCCAUGGCUCCAGAAAUCAAGGGUGGGUAAGACCUUGUAGGAUAACUGGCAGGCGACCCAUACUUGGUUUCAGGGGCUGUGUGGGUAUCG
LR (@ (- - - - - 2)-333))--3331)--33333331)-33)))))))-3)))))) - (-48.30)
>CE5_2_31688.+.chr9:23692586-23692675
UCUUUCCUUUAGUGAAGUUGUAGCUCAGUUGGUAGAGUUGGUGGCAACGGUGCUUUAUCAAAAUGAUUAGACAUUUAAACUAUUUUAGA

((C------ (- ---- R (R () EED D)D) ) ) ) EED D) EEESS ) ) EEREE ))))----))) (-18.00)
>CE5_1_56866.-.chr9:24500771-24500861
CCCCCUUCCUGAAUAUACCACCCCCAGGAGUUCUGCCAUACCAGUGUGUGUUUCUCAGAGCUGUGGGUUGGUGUUGAUGGGGAGCUGGGG

OO (CEER (R (U (D) ) ) D) BEme 2333333-333)-333)))---3))))))--)))) (-36.10)
>CE7_1_29550.-.chr9:25014274-25014342
CUGCUCGUGCUGGAGCUGUUCUGGCUGGGUCACUGUGCUGUACCCAGGGCAGCUCACAGCACGGGGGG

(- (- - - - - - - - - - 22333333333111)-3))))))))-)) (-40.80)
>CE9_1_4813.-.chr9:25115520-25115617
UCUGCUAAGCGGCAGAAGUAAUGUAAGGAGCAGAAGUGUGAAGCAGUUUAAGUCUGCUCACAACUGACUACUUAUGUUCUUUUCUGUUGCCGUCAGA

24



Glazov EA et al. Supplemental_File_S3.pdf

(CCC- - - - CCCCCCCCCC- CCCCCCCC- (- - - CCCCC- (- - - - - - 233333333-313-33-3333311)--3333))))))---)))) (-37.00)
>CE5_1_246773.-.chr9:25196388-25196453

GGUGGAUGCGCAGAGAGCUCUCCGGGCGGAAGGCUGCUCGGCCCGLCGCUGLCUCCUCGLGUCCUCC

(- (CCCCCC- (- - - - - - (e e e - ))-3))))----32033))))))))-)) (-35.20)

>CE5_1 74086.-.chrE22C19W28_E50C23:187324-187414
GAGGGCUGCCCUGCAGGUGGGCUGGGAGCACAGGCACUGUGGGCUUCGUGUGGUGCUGUGUCCUCACUCACCUUCAUGGCUUGCAGAAUC

N (A (A (R (a e (e 2)--3333333)--3000033333)-3)-)))--)) - - ---- (-39.50)
>gga-mir-10a.-.chrUn_random:379303-379377
CUAUAUGUACCCUGUAGAUCCGAAUUUGUGUAAAGGAAGUUGGGUCACAAAUUCGUAUCUAGGGGAAUAUGUAG
CCCCCCCC- CCCC- (- CCCCCCCCCemmmmmm e e 22333333))-3333333))-3))))))) (-29.06)

>CE5_120 997.-.chrUn_random:9521374-9521457
UCUACAUGGGGAGGUUAGUGCGCGGUAAGCUAGGGUGUGAGCUGACAGCACGCUAGCUGCUCUGCACUGACUGCCCCUGUGGA

(- CCCC- (- (- - mmmme e 222)-33333331)-333333331)-3))))))))) (-48.20)
>gga-mir-146b._+._.chrUn_random:14731533-14731662
GAAGAUGUGACGAAUCUUGGCAGUUCCCAGCUCUGAGAACUGAAUUCCAUGGACUGGUUUCAAUUCCAUGCGUUCAGUCCAUGGUAUUCAGUUCUCUAGCUUGGCUGCAUCAAACU
UCACAACUGCUAA

- (GG oo (R (] (R (@ (i@ (e 2)---33333333333-3333333333)-33I)-III))) - - - - - - -

MI)-))----- (-54.33)
>CE5_2_ 28639.-.chrUn_random:20483191-20483274

UCGCUGCUUUAGGACCCGAACUCCUUCGCCGUCCCACCGUGGUGCGCCGUUACUGGAUCACGUCGGGGUCACCAUUUGUAGGA

c (G- - - - - - - - - - e - - - ))-D)))--- D)) . MI)---D)---I)))-- (-23.20)
>CE5_2_28639.+.chrUn_random:41424776-41424859
UCGCUGCUUUAGGACCCGAACUCCUUCGCCGUCCCACCGUGGUGCGCCGUUACUGGAUCACGUCGGGGUCACCAUUUGUAGGA

c (- - - (- - - - - G- - - - - ))-D)D)--- D)) . I)---D)---))))-- (-23.20)
>CE7_1_28176.+.chrl7:6548913-6548992
GCUGGGGGCUUCUGUGAAAUCCGGGUGAAGGCUGUGCUCCACUCUGCAGCUUUUACCUGGAGGUCACCGCGGCUCCGGC
(@M@ @@ e DIIIIIIIIIIININI--II---II))))))) (-44.20)
>CE7_1_28176.+.chrUn_random:50031797-50031876
GCUGGGGGCUUCUGUGAAAUCCGGGUGAAGGCUGUGCUCCACUCUGCAGCUUUUACCUGGAGGUCACCGCGGCUCCGGC
(N @O 2I)3)3333)3)3)3))--3)))---)))))))) (-44.20)
>CE5_1_18095.+.chrz:75708-75799
GGGACACUGUCGGUGGGCAUGGUGGGGAUGGGUUGGGGUUGGGCUUCGGGAUCUUGGAGGUCUUUCCCCACCUUCAUCAUUCUAUUGUUCU
(- - - - - CCCCC- Q- - - - (OO QOO - Q- €C=-422:92I2020-993I9900000000000000)))))))  (-33.90)
>CE5_2_ 26897.-.chrZ:384257-384337
AGUGCCUAAUGCUGUGGUUAGGUGGGUAUCCACUUGCUGUAGACUCUGUACAUACCUGCAUAUCCACAAUAUUGGGCACU
(T (M (Orrreae— ))-II0I))))---313))II))))))))) (-32.94)
>CE5_2_29333.-.chrz:7736237-7736312
CUCUGCCCCUGUGGAUGGGGAAACUGAGGCAGUGAGAAAAGGACAUGACCUCGACUCCCCAGUAAAGAUGUGGAG

CCCCCC--(CCa- - - - CCCCCC- - - - - e e e - 2))-33)))-I33))))----))--)))))) (-25.00)

>CE5_1_ 264644 .+.chrZ:15789428-15789502
GCUCUGGAUUAGCGAAACUGGCGACGUGGGACGGUCACCGACCCGGCCCCGCGCCCUGCCUCGCCCUCCGGGGU

(CCCCCCC- - - (CCC- - - - CCCC- (G- CCC- - CCCC---0220--900000000) - - - - - 233)--333))))) (-34.60)
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>gga-mir-449b.-.chrzZ:16040762-16040856

CCUGUGGCUGGAAGGCAGUGUGCUGUUAGCGGCUGCUGUGCUGAAUGGAGCAGUCACUACCACACUGCCACCUGCUGCAGGGAUAGACUACUGC

(CCC- - (- CC- - (- - - - CCC- (- CC- - - - - 2)-3233333-333-33333333)-3)-3)--))))
>CE5_3_18212.-.chrZ:16041926-16041998

GUGGUCUGGCAGUGCGUGUUAGCUGGCUGUUGUCCCAAGGUACCAACAGCUGCUCACGGCACUCCAGACUGC
(CCCCCCCC- CCCCC- CCC- CCC- (- €C---3)---31333311333-313333311333))))) (-38.60)
>CE5_1_160032.+.chrz:18238505-18238570
GCCGGGUGGGGCUGGGCUGGGCUCUGUUCUGUCACGCCCCGUUGCUAGCCCACUUUUUUCCCGGU

(CCCCC- - (CCCCCCCC-CCCC--CC- - - - - - DDEDIDIED)EED)))))) RS )))))) (-30.10)
>CE9_1_112232_-.chrZ:29373664-29373753

GAGGUAAAACAUGUCUCUUUUCAUAACACUUUGUGUACCUUUCAGAAUACUGCUGCAAAGUGUUAUGCGAAGGACUAUGCUAUUACCUC
(CCCCCC- - CCCCCC- CCCC- OOl mnna i nan e 233-3333333333333-333331)-33)---33))))) (-32.92)

>CE7_2_32677.-.chrZ:32054386-32054478

GUGUGUCGAUGCCUCAGCUGCUCCAGCUCACAGCUUGGUGGUUUAAAUUAAUACUCCAGACGUGGACUGGAACACCUGAGGUACAGGCACAC
(CCCCC(- - CCCCCCCC- (- CCCCC- - CCC- - CC- (- - (G- - - - - 23)---3333--333--33333-31-3331133)--33))))) (-42.60)

>CE5_14 5108.+.chrZ:34315853-34315939

GUAACUGUGUCUUCAGACUUCCACUUACUGCUCUCCGUAUUAACUCAAUAUGCAGGCUGGAAGUAGGAGUGUGAAAGUAUGGUCAU
- - - (CCCCC- - CCCC- CCCCC- CCCC- - - CC- - (- - - - - 23333)-333)---3333-3333)-33))--3))))) - - - (-26.90)

>CE5_28_3012.+.chrZ:34596485-34596561
GAUACUUUUUCCUUAACUCAUGCCGCUGUGCCUUUAUAUUUUAUUUCACAAUUGUAUGAGUUGAGUACAGAGUAUC

(CCCCCCC- - - (- - - (CCC- - - - (- - - - 2)---333)---333333300)))---33)))))) (-24.80)

>CE5_101_1119.-.chrZ:44167488-44167594

UCAGAUGGAGCCUGGGCCGAACAGGGAAAGGACGGAGGCGGCCCGCGCGGGGUCGUUCAGUCGGGGUCGUCGCCGUCCCUUCCCCGUUCGACCCGUACCCGCCUGA

(CCC- CCC- - - - (CCC- CCCCC- (CCCC- COCCCC- (- CC-- - CC--4222---003333332-330333-33333-3))))-3))) - - -D)) -)))) (-58.90)

>CE7_1_32577.-.chrZ:61446153-61446243

UGGGCCAGAAUCUCAGCUGGUGUAAGUCAGCAGAGCUCCACUGACAUUAUUAGUGCUCCAGUGAUUCACACCAGCUGUGAAUCUGGUCUA
(CCCCCCCC- CC- (- CCCC(- - - (- - - (- - - - - 233313333---33333-333333133)-3)-333)))))) (-46.50)

>CE5_5_12202.+.chrZ:64990786-64990881

CCUCUGUUAGGGACUGUCUUGAGAUAAGACAGAGGAUAUUAAGCCUGAAAUAAAAAUAAUAUCCUUCUUUCUUGUCUUUUAGUCUCACCUCAAGG
(CC- (- - - CCCCCCC- - - - (Ol (e mmmeaa e o 23331333-333-333333333-33333))----))))) (~30.06)

>CE5_1_159705.-.chrZ:68835649-68835747

UCGCUGGGCGGAGGGCGCGGGUCGCCUUCCGUCCCGCGGCUCUCGGGCGGCCGUAGGGCCGUGGGACGGCAGCUCCGAGCCGUGCGCCGUGCCGGCGE
- (CCCCCCCC(- - - (- (CC- CC- CCLCCCaeCCqaaCC----323-333333333333333-33---333-333333-333)-33)))) - (-71.10)

>CE5_1 204791.+.chrZ_random:192978-193050
GGUUUGAGCUGCGAGGCUGUGGGGAACGGUGCCUUUUGAGAACGGUGUUUUCCUGAGCGUUUUAUCUUCACC

(G- - CCC- (- - - - - - CC-CC--220D-40090000 440022000 -0) 20D -D)) -)))  (-17.50)
>CE5_1 204791.-.chrZ_random:232743-232815
GGUUUGAGCUGCGAGGCUGUGGGGAACGGUGCCUUUUGGGAACGGUGUUUUUCUGAGCGUUUUAUCUUCACC

------ (CCC- - =) CCCCCCCCC- (- (C-----2)-0) - D (- ---D))) - - - ---D)))))) - (-17.00)
>gga-mir-124a.+.chr20:8681786-8681862
CCUCUCUCUGCGUGUUCACAGCGGACCUUGAUUUAAUGUCCAUACAAUUAAGGCACGCGGUGAAUGCCAAGAGAGG

(CCCCCC- CC- (- CCC- - Qe m v e e - 2333333>--313-33333001)333))))) (-34.50)
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>CE5_1_131813.-.chrl:1575876-1575981
CGAGAGUUAUAGUUAACCUUUAGCCGGUUAUGAUGGUGGCUAAAAGGUGCUUCCAUGCUCUUUGGCUGCCAUCGGACCUGGUUAAAGGUUAACAUUUUGCUUCUG
(@ (r(iri‘‘i‘“‘“'‘“CEFn@iM@@@E e DESD)3)ES)53)3)3)3)55353)3))))))) Fns )))--)) (-49.20)
>CE5_2_25795.-.chrl:4168146-4168208

AGUCCUCUGUACUGAUGACACACCUGAACAGUGCUGGUGGUCUGUCUUUGUCCCAGGGUCCU

(R (OO IIIIDI)-D)--I)-I))))--)) (-16.80)
>CE5_1_166139.-.chr1:6160107-6160181
GAUUGCAUGUGAACAGUGAAGAUUUUUUUCUGCCUUUCAGAAACUCAAGUUAUAUUUAGUUCAUGGAUGCAGUC

Q- -- - - - CCCCC- - - - - - ))D)) FED) ) ) ) . II))))-I)))))) (-17.72)
>CE5_1_174613.-.chrl:7124073-7124155
GGUGUCAGGGUUCAGAGCACUCCUCACCGCACUCUGCAAUGCGAACAGGCGCAUGGCUGUGAUGAGCUCGUGGGCUCCAGCC

CC- (G- - - - - D) (e @aaeaTer 22)))-3)-32)II)))))---2))-))---- (-29.00)
>CE5_1_2433.+.chrl:15800846-15800942
ACAAACAAACACAGACGUUUUCCACAGGUGUAGAAGACAGAGUUGGUGUUGCUGCCUCUGAUAUUCUGCUCUGUCGGUGCCUGCUGUGUUUGCUGU

----- (I (M ((((UUINU@OE@IEEEEEO)E ) )EES ) ))3))) D) B ) EES ) ) ) ) ) ) ) ) BN GE SN
>CE5_1_44119.+.chr1:39874067-39874154
UGCUCGGGUGGCUCCCAGCCUGCAGCCCGCAGCUCAGCCAUGUAAGUGUCGCUCUGCUGACUGCAGGAAGGUUUUGCUCGACAAGCA

- (CCCCCCCCC- - (G- - - QOO - - - QOG- - CCC--4020-9000-900000909000 -0 -090000)) - - -)) - (-34.50)
>CE7_1_59419.-.chrl:47291691-47291783
AACAUAUCACUUCCCUUUAGAGAAAGUCACUGCUUUUUUGCUCUUCCCUGAGCAAGAUAUCAUCAUAUACUUUAACUGUGGAAAUGCUAGUU

CCC-CC-CC- - - - - - - - - - - e e - - - )3)))))) FSns ))--33)))-1)-3)))-))-))))) (-17.70)
>CE5_1_139010.+.chrl:55948900-55948989
GGGAGCCUUCUGGACGCGUCCAGUGUGCGCCAAGGCCGGAGGUGUCAGUAGUACGGCUGAGCGUGGAUGUGGACGUGGCAGGAGCUGCU

(AR OO O Orrrrreee— 23)))-:331))-3)-333)))))-3)))))))-)) (-40.26)
>CE5_3_19997.+.chr1:67558160-67558215

CACUGUCAGAUUUUUCACUUUCAUCUUUAAAUGUUGAUGAUGAUGAUCUGAGGUG

CCCC- - - Q- - - Cam e e - )I))))))-5))))))))) (-15.70)

>CE7_3_21143.-.chrl:80033545-80033639
GGCUGGCGGAGCGUGCCAGGAGCAGCCCUGUGAUAGCUGUUUGCUGCUAACCUGCAAACACUACCCUGAGCUGCUCCUGGCUCCAUCCCACGUC
CCCCCC-CCC- - - - Qe e e - - CCC-CCCCCCCam e e e a - )3)2)))))) B DDIDIIIIIIIII---I))-))) (-41.32)
>CE5_1_165832.+.chrl:83784696-83784791
GGUGCUUUCUUGCUCGUAGGUCAUAGAAUUGUAGAAUGGUCCUCAGGCUUGAUUUGGGGCUGGCACUUCUCAUUGAUCUCACAGGGCCACGCACC
ormr @@ CCCCC-CCCC-- - - - 2I)3333))-33)-31))---3)33)))-))-))))---))))) (-29.10)
>CE5_1_102434.-.chrl:107408236-107408308
GUCUUUGUUAGCUGAGGCAUAAACUAUGGCUGAAUUUACCAUGUAAUUCUCGUGUCCCAUGAUAAUAAGGGC

CCCCCCCCC- - (G- - - - CCm e e e - - - )D))) I 2))))-3)---2))))))))) (-15.00)
>CE5_1_249995.-.chrl:107769395-107769488
GCUUGGUAACCACAGCUAAGCAAUGAUGGUAACUGAGCGCCUGCAGCUCACCGCAGUGACCAUUACCCCAUCAGCUCUUGGUACCUCAGUAGC

(- CCCC-CCC-CCCC- - - - - - (CCCCCC- CCCCCCC-mmma - )))) EEEEE D)) E)))))) EEEEEEE 23))--33333))--3))--- (-25.42)
>CE9_1_107242.-.chrl:179265054-179265112
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GAGACUGAACAUUCAUUGCUGUCAGAUUCCAGCAUAAUAAAUGGUAUGUGUCAGUGUC

(R EEEaerrrarer M) 2)))-3)))-)))))-)) (-16.00)

>CE5_1 221862.+.chr1:189288955-189289035
CUGGUUUGGAUUAAGGACCCACUGGAUCUGCAUCUUCCAAACUUGGGAGAGGAGAGCCUGUGGGCCAGAAAUCCCACCAG

CCCCC- - Q- - CC- Q- - - - - CCQCC=--49900002--92020-90000)) - 4430000 -)))))  (-36.30)

>CE5 1 178141.+.chrl:194977337-194977413
CUGUGGGGAGACAGAGGUGUGGGUAUCUGCUCUGGGGUCAGCAGAGUGACGCUUGCAAAGGGCUGUAAAACCUCGG

(CC-CC-- - - G- - - - - (G- - (G- e DIIII--I)--))ee--- ))))----))-))) (-27.00)

>CE9_2 26549.+.chr1:199260101-199260167
GGCAGCCCAGCCCAGGCAGGUGGUUUUCCCAUUGUCCGUCCAUCUCCUUCUGGCUUGGACACUGCU

CCCCCCC- - G- e e e e e 2I))33)))---3)))-))---))))) (-22.49)
>CE7_1_99881.-.chrl10:526436-526522
GGCAGCACCACCAAAGUCUGGGGUCCUACAUGAUUCCAUUGGCCCCAGGUUGCAGUCUGUAAUACCCCAGGGCUCUGGUUUCUGUC

CCCCC- - - - CCCC- Q- - (- (O CaCCC---4222-422-33333322--233333-333)-3))) - -))))) (-32.20)

>CE5 1 120169.+.chr10:1225975-1226070
GUUAAAAUGUGGUGGAACGCUGAGGAAGUGCUGGGCUGUGGGCAAAUGGCGUGGGGCUGCAGCUCUGCUCUCCUGAAGCGUAGCACUGCUGUGGC
adaaau (@@ )) FRRP 22333331)-3)-333))--3)31)--I)))))--)))) (-36.40)
>CE9 1 55666.-.chrl1:20515945-20516043
GUGACUUGUCCCGAUGUCACUGGGCUGGGCAGGGGUGGGUAUCCAUUGGGGUGUCCCCGUGGGGGCUGGUGGCAGUGAGAGGGCAUGGCUGAGGUUGC
(U U@Ea (e a e @ ) ) ) ES D)) ) D ED D EEED D) ) ) EEEEENE )))))) (-35.81)
>CE5_1 108449.+.chrl11:21256253-21256346
GCUGCUGAGGUGGGCUGGGUGCCAGCGCGCUCUCGCUGCCCCGAGCUGCUUGCGGUGGGCGCGAGGAAGGCUGGCACUCAUCCUCCCCACGGC

CCCC- (- CC- - (G- Q- - - - CCCQCC- Q- - - CCC---49000009900000 5449900000920 -3)--2)))))))  (-54.40)
>CE7_1 83819.-.chr12:197152-197225
GGGGAAGGGGCCUCGAAGCGGAGGGUUCUCGUCGCGCCCGUCUCCUUUUAGGCUAAUUCUUAAGUCCGGCCCC
(EER(aEerrrrree DD E0)D 1)) D)D) FEEEESEN. ))--)))) (-26.20)

>CE5_1 188531.-.chrl12:2140258-2140328
GCAAUGUCAUAGCUGCAGAUAGACACGUGCCUCAGAGAUGGCAGUUCGUUGUGCAGAGAGGAGCCACUGU
(EeRaearnaaaerrreres IIIIIID---I))))----))--))-))) (-16.50)

>CE5_ 1 213535.-.chrl12:2141377-2141455
GGGGCGGUGCUCACUUCCGGGUGUUCCGUGCGUGUGGGUGGCAGCGAGGGGAGGGACGGAGGGAGCGAUCGGAGCGLC

(- (- - CCCCC- Q- - - - - - - - - - - D)D) ----- D)))))))) EEEEEE ))-)) (-30.40)

>CE5_1 124825.-.chrl12:2953994-2954073
GCGGAGGUGCUGGUGGGUUUCUGAGCAUCCCCUUUGGCCGUGGCGACGCUGGGGAUGCUGGCACGCUGGCACGAGACGU

(G- - - CCCC- - G- G- - - - (- - CCCC-2-200-90D-4000000000000 200D --0))) - - - -)))  (-36.00)

>CE9 1 36489.+.chrl2:20138668-20138766
CCCCGAGCCCUGUUCUGUCUGUGCCAGCCUGCAGCCAUCAGUUUCCCUCCUGAAUUCCCUGUUGGAGCAGGUCGGUACCGGUGGGCAGUGUCUCUGGG
(e (aauueanaEa @ 2))----33)-23)-33313)-331))-3)--)))))---)))-))) (-40.20)
>CE5_3 17880.+.chr13:1458823-1458901
CCAGAAACUUACUGUGAUGAUGUGAAGCUGAGUGUAACAAUAAGCUCAUAAUUCUUACAGGUGCUGAGGGUUUCUUGG

(- CCCCCC- CCCCCCC-CCC- - -€C---2>---33330000--00000))) - - - - - - - I))))))-))) (-19.30)
>CE5_1_14028.+.chrl13:2525854-2525945
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GCAGUGUGUGUGUGUGCCAUGAUGUAAUGUCAACACAUCAUUCUGAAGAGGAAUUGUGUGGAGACCUUCUGUAACUGAGCACAGCACCUGU
(T ""T"TT"“@@err 22)3):33)))--32)-3)--))---3)-I))))))))))) (-29.10)
>CE5_1_37734.+.chr13:10699549-10699635
AAGGUUGCCUGCUCUGAGCUGUGACCACGGCACCAGAAAGUUGGCUUUUACUGCUGUGUGGAUAUGGCUCUUCAGCAUACAACCUU

CCCCCCC- - COCC- - (OO (- - aaaG---4222-5920929202-90300020 - 442230 --20))))) (-35.80)
>CE5_3_22293.-.chr13:12564748-12564832
GAAGCACAGGAGCUGACCUAGCAAAAGCUUCUCUUUGUUUCUUAGCGGUGGGGUUUUUGUUUUGCUGUGUUUUUGUUUUGUUUC

Q- - - - - - QeSO 000203 )))) ) ) Brrme DI ---))))) (-23.22)
>CE9_1 33252.-.chr13:13542132-13542205
GGCUCUACCACAGGGCAGAACCGCGCUCAGAUGGGGUAGCAGCGCCUGGAGCAGCCCAACAGCCCUACGAGCU

CCCCCnnna CCCnna (R CETTD) D) B ) D)) IS ) s )))))--))))) (-25.00)
>CE5_1_60866.-.chrl4:275358-275425
CUCACCGCAUCCAUCUCUAUUACUGCUGAAAUUUAUCAAAAACUUUGAUAGGCUGGGUGUGAUGGAG

(e @@ @emresr> D)) . 2I)3)))-))))))))---))) (-16.40)
>CE5_1_28042.+.chril4:7322984-7323082
GGAUGAGUGCGUCCCGCCGCUGCUGCUCCGCGCUCGCGCGCUGCUUUACGAGGCGGCUCCGCCGUGCGAGGCGGCGCUGCGGCGGUUGGGCGACGUCT

(CCCC- - - - CCCCC- (- (C- CCCC- CCCQQaaaCC----233) - - - - - - 23333333313)-33-3333331)-33)))-))))) (-62.70)

>CE5_1_39907.-.chr15:276507-276613

UAGUAAUUUCUGAUGCAUGGGGUUGUUUAACAUCUCUUCCAUCUAAUGGGUAAUUCUGUUGAAUGGGAUUUAGAUGUAAACAAGUCCUUGUCAUCGUUAUCUGCUG
(CCC(-- - - - (CCCCCC- CCC- (- COCCC- COCCCC- CCCCCCC----333203-333133---33333333333)-333-3)-3)))) - - - - -

>CE5_1_109457.+.chr15:8008115-8008201
AGGGAUGGUAGCUGCCUGUAGGAUGGGAGGUGUGUGCUGAAAGUCAUGUCAGGCCCUCACCCAAUCCCUACAGAAGUGCCAUUUCU

(C- - CCCCCC- (- - CCCCCCC- CCCC- CCC- (- (- - - - - 2)-333)-33)----333)---333333)-333)))))--)) (-34.70)
>CE5_1_180035.-.chr17:6190062-6190148
GUUUUUAACCUCCCUGCCUUAUCAGCAUCCUUCCAGCGGGGCCCAGACCCAGCCACGCUGUGUGGGAUGCUCCAGGGAACAGAGAC
(CCCC(- - - - CCCCCC- - - - - - - (CCCCCCC- - CCCCC-CCC-memm - - - 233-33333---3333313)-33113)--3))))) (-33.90)
>CE5_1_945.-.chr17:9089047-9089121
UUUGCCCCAAAGCUUUAGCAGCUGACAAAAUGAUGCAGAUGCUUUGUGUGCUGCUGUGACUGUUGCCAGGUGGA

(C- - (- - - - CCC- - CCCCCCC- - CCCCC - - - - (C----333332>--20003))- - - - - )))----3)--)) (-20.00)
>CE5_1_137695.-.chr18:1434719-1434790
GGCUUGUUUUCAAGCAUCACCACGCACCUUUCAAGCAGAGGCACUGCUGUGAUGCUGGGCUGAGCAGUGCC
(CCCCCCCC- - - (- - - (- - - - - 233))---33)-33)))))-- - - - 23))))-3)) (-25-50)
>CE7_1_102663.+.chr18:4614682-4614759
CUUCCCCUCGCUCCCUGCACAGCCUGUGCCUGAUGUGGAUGGAUGGAUCACAGGCAGAGCUGGCAGGGCUGGGGCAG

(- CCC(- - - - - (CCCCC- CCC- CC- CCCCC(C- - - - - C------ 233-313333-333333133))--3)))-)) (-36.80)
>CE5_2_25427.-.chr18:6974079-6974156
AUGAAUUACCUCAUGUUGGAACAGCUACAUCGCACUGCUUUGACUUACAGUGAUGGUUGUCUGAGUGAAGUCUUUAU

- - - (- - (- CCCC- (CCCC- (- - - - - (R 2333>-33330133330133)-3)--))-- (-15.60)
>CE7_1_112290.-.chr18:9826939-9827038
GUCAGAGCAGCAAGGUGGGGAUCACCAAGGCUGGGUGCUGUGAGAGCCACAUGCAGAUCGGAGCAGCCAGCUUUGGGAUGGGGCCACUUUGCUGUGCAC

------ (- - CCC- - CCCC-CCC- - €G-+ 4--32--4022-3320-000000033000) - - - -DIIDIIIDIDDD) - - - - (=52.60)

>CE9_1_81625.-.chr19:493296-493351

))))) (-35.00)
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GCGGGCAGAGAUUGAGCGUGUGUCUGCUGCUCCGCGUGCGCUCAGCUGUGCCCGU
(@O )))--3)3))))))-))))))) (-31.70)
>CE7_1_139555.+.chr19:1696858-1696934
AGCUCCCAGACAUGUUGAGAGAGGCAAUCUGCACAUCCCAAGGAGACCACAGAGUAAAACCACCAUUUUGGGACCU

CC- Q- - (- - - - - - (ER TR @) B )D)))) PN ))-I)I)))))))-)) (-15.40)
>CE5_1_40746.+.chrl9:3205685-3205759
CCAUGAGUUGGAUCCCUGGCUCCUUGUAGACCUUGAAAGGUCUGAAAUGAUGAAGAGAUCUGAAUUGUUGGUGG

(R ((UECTTNM(OEO@E)) ) B ) EEn ) ) ) ) ) ) ) FEmes )))--- (-20.30)
>CE7_1_28368.+.chri19:5992080-5992149
AGCUUCUCUGGAAUGUUUAUAGUGAGGCUGAGCUUUAUAGGUCUACCCUAUAAACAUUCUGAUGAAGCU

CCCCCC- - (- - Cama e e e e - 2))))--3000)0)0)))))--)))))) (-28.10)
>CE5_2_35001.+.chri9:7988522-7988612
UGGGUGCUUAGGCAUGCAUAGUUUGAAUUGUGGGUACAGCUUUAUUCUGAAAGGAGAGCUCUAUGAUGAGAACUGGCUGAUGGACACCUA

CCCCCCC- - - - (- - - - - - - - - - - CCC--40D090000000 9005000000000 - -0 -00))))  (-27.90)
>CE5_2_39796.+.chr2:4755393-4755485
GCCCAGUGCUGGGAGCAGGAGGACAGUGCCUCUUUGUAACUAUAGGUGGAAACAAAGAGGGCUGUGAAUGUACUGCUCUUAGAACCUGCUGC

CC- - - (s - - - - - == - - e - - - DI ---I))--)) (-36.90)
>CE5_1_115404.-.chr2:6510493-6510551

GUUGCAGAUGCCUGCAGGAUUGGAGCAUAUGUCACAACCCCAGCAGGAUCAAAUCAAC

CCCC- - QO Q- - - - CC---90D-900000-9000000)) - - - 9)))) (-17.30)
>CE7_1_64444.+_chr2:32128111-32128188
CGCGGGGUGCGGCCGACCCCCCACACCCCUUAGCGCGGCGGCCGCGGGAGGAGUGGGCAUGGCGGGAGGGCCCCGCG

CCCCCCC- - - - (- (- QOO - - Q- - CCC=-4000900090000 49000 - ---00D00))))  (-42.60)
>CE7_1_22422.-_chr2:69538749-69538838
GCUGAGUUUGGACAAGAUUUUUUUGUUUUGUUUUCUUUGUUUCGUCUUAAAUAGUCCAAGAUAAAAAAGCCUUGUAGAAAUACUGAAGU

(N (MO 22))-2)-92000000))-I))))- - - - - )))--))) (-19.10)
>CE5_1_55057.+.chr2:77238479-77238585
CUGUCAGAAGAUGCACACGGCUUUGUUUCACACUUGUCCAGGCCUGUUCGGACCUCUCCUGAAGCAGGCUUUCUUCCUGCUGCAGCAAGCUGUGUUUUGGGGGCGG

(CCCC- - - CCC- - - (- CCC- CCCC-- - - - - (- - - - - - - 229000000 - ----- 2)-33-330000333333)))---3)))) (-33.72)

>CE5_1_52258.-.chr22:524332-524412
AUGCGUGAGGAGGGCUCAGGCUCAGACAAACACAGCACUGCUGGAAGCAUUGUGUUCGUUGUGAGCCUUUACACAUGUAU

CCCCCCC- - - - - - - CCC- - - - (- - - - - 22)3)33)3)-3))-33333))))---3)))))) (-29.30)
>CE5_10_7112.+.chr22:2228160-2228256
GUAAGCUAGCAAGAACACUAAUUAGCAAAUGAAAGAACUUGAUGCUGCCCUCUGUUUCAGUCCUGAUUCAUUUUGCUAUCUCUUGCCAUAGUCUGC
CCC- - e e e a s CCCCCCCCCC-CCC-CC- e e e m s )):3333)-3)-:-331)-3))3)))--3)))))--)))--))) (-22.30)
>CE5_1_244916.-.chr23:132343-132443
AUAAGAAUUUAAGUAUCUUAGUUCAGAUAAUUAACUCUGUUUUAAUUCACAAGUGGAAAGCAGGAUUUUUAUAUCUAAGAGCUAGAUAAGGUAACCUUGU

(CCCC- - - CCC- - (CCCC- CCCCCCCCCC - - CC- - CCCCCC- - - CCCC----3200000000--2)----DD)))--333DD0)))) - - -)))-))))) (-21.00)

>CE5_1_176931.-.chr23:5178360-5178418
CGCGCAGCGCUGAGCGGCGGCUGCUGCAGUCGGAGCGCUGCCAUCCCCAGCCUGGGCG

(CC- CCC- CCCC- - - CCCCCC- (- m - - - DI ----- )))))))-))) (-28.30)
>CE5_4_15747 .+.chr23:5679175-5679286
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GGUCUAUUGAGGGCUGGCUGGGGCUGCAGCAGAUGAUGUGUGGAGCAGCUGACGCUCGCAGCUCCCCGCGUAUUUUCCUUCUCCUGCCUGCAGACAGCCCUGGCUCUGACC
25(565---(((((((((((---(((((((((--((((((-(((((-(( -------- )DI5))) ) 19D )) F s ))-:232-)2313)-)3)))-))))) (-
>CE5_1_8776.-.chr26:675492-675585
CCAGCUUGGGAUGUUCAGGCUGUAGCACAGGGCUGGAUCUGCUGCCGUGGUUCUGCUGCAGCCCUGUGCUCAGCCUGAUGGAGCCCCCGCAGG

(el (@@ (E(EEES) EES ) ES)3)33333)3)3)3))))) ) Frme )))--))-)) (-51.50)
>CE5_1_191049.-.chr26:4137501-4137559

GGGCUCCUUUCCUGAGUUGAAUCAUUGCUAUGAGGUGGUAUCUUAGGAGCUCGUGCCU

CCCC- - - - (OO - - - e e - s D)D) E5)5)))))) Frme )))) (-17.00)

>CE5_1_247609.-.chr3:1509701-1509768

AGGCAUGACACAGGGCUGAAGCUUUGCGAGCUCCAGAAACUCUAAGGCAAACGGCUGUGGUUGGCUU
(O II)I)31))---3231)-I)))))))) (-21.30)
>CE5_1_21731.-.chr3:16033717-16033794
GGAAGCGGUGGCUCCUCUUUGAAGUCCCACCUACGUGAACAUCAGUGGCAGGACUUCAAAGGGAAGCUGCUAUUUCC
O 22))))--33313)3133)))-3)))))--))))) (-39.60)
>CE5_1_69918.-.chr3:66516238-66516304

AGGGCUGUGACUCAGUUCUUACUAAAUGCAAUCACAGAAGUUUAGUUAGAACUGAGUCACAUUCCU

(R (O 2))))))-)3))))0)))))))--))) (-33.20)
>CE5_1_115523.-.chr3:74096959-74097021

UCCUGAAGAAAGCCUCUCUCAGAAUCCAGCCUUGUUGGAUGAUGAUGAGAAACUGAGUGGGA

- - - - (EREEEEE@E@EDOMOIIES ) B ES ) EES ) ) ) ) M CrIUR)
>CE5_1_44246.+.chr3:82335196-82335273
UCUGGAGGGAAGAUCUGCACCGAAGGAAAGACUGUAGAAAUGCAGUUGUGUGUACAGUAGUAGAGUGAUAUUUUGGA

(e CCCCCCamamaaans (UCEETE))))) ) B DD ID)))) PR )))--)) (-19.87)
>CE5_2_40246.+.chr3:85117884-85117980
CCCCAGGGCUGGCUGCAGGACUGUGUUUGUUCAGAGUUAGUUGGGAGACUCCCUUCCAGCAGAGGAAAUGGGCUGUUCUGUAUGAGCUCUUGCUGG
n(@@nnr"T"i“i“TTT"'f!'!!fMTrrm™e IIIINIIIII--I)-D)--)III)I))--))))----)))) (-30.70)
>CE9_1 25364.+.chr3:99617047-99617123
GCCCAGGUGGUUCUGCUAGGAGGCUGUGUAUCCUGGGUGCCAGCAGGAUAGCAGUGCCCUAGUAGUGGCAUUGGGU

(R (@ 23)3)3333)))--313131))-3))-)))))) (-38.10)

>CE5_2_ 26160.-.chr4:8572362-8572438
GCUCUCUCCCUGGCUUUCCAUGACAGGUUGGUACCUCUCAUCCUUCCUAUCUGUCCUUGUGAGCCCCAGAGUGAGU
(N (N (@ Orrrrreeaa—— ))I)33)))--3)-3))))---3))-)))) (-25.44)

>CE9_1 59652.+.chr4:8763100-8763176
CGGCGAAAAACCGUCCCGCCGCCCGAUCCGCGCCCCGAGCCGCACGGAUUAGGGAUGCAGACGCUCAUCCCCGCCG

CCCCCaanas CCCC- - (- - Q- e e e - ))I9)))2)15)) FES) ID) ) ) Jpp. ))))) (-29.14)
>CE5_1_134316.+.chr4:23140253-23140353
CAGAAAUAGCUGAUUUGAAGCCUUAUCCUGAACAUGUGCCUGCUUUCUCAUUGCAUCAGCAGGUCGUGGCUGGGGUAGCUGUACAAAUCCAAGCUAACUG
(A ("N (MMM e——— 22)3)3333))-33)3)3))))---33))))--I))))-))) (-34.42)
>CE5_1_155570.+.chr4:51521949-51522020
CAUCAGACACGAGACGUAUGGAAAUGGAGGUAAGGAGACCCUUUGUAGUCUUUAUAUGUCCCAGAUCUGUG

--- (- - - - - (- (- - - - - - (CCC----322)----32-20000000)) - - - - - ))))-- (-15.50)
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>CE7_1_91203.+.chr4:62764655-62764725
GCGCCCGAGCGGAGCGGAGAGCGGCGGCCGGCAGAGCGCUGCGGACGGCGAGCCGUGCGCCUGAGGGAGC

(- CCC- - - CCC-CCC- - - - CCCCC- CCCCCCCC----33))---33))--333))-333)))-))) -)) (-35.50)
>CE5_1_151721.-.chr5:377976-378053
GCAGGGAUUUGGAUCGGAAAGAGCCUGCAGCAUGCAGGGUUUGCUGCUUCCCGGCAUCUGCUCAGCCAGACGCCUGU

(CCCC- - CCCCC- - - - CC- (- CCCCCC-CC---3D-D000)) - - - - - 23)-33)--3)--333))--3)))) (-29.20)
>CE5_1_119099.+.chr5:24013504-24013566
GAAGAAAAGCUUCACCCUAGGCAGCUGCGGUGAGCACAGAGGCUGUGGUGAUGCUUUUUUUY

(CCCCCCCCC- CCCCC- - - - CCCCCC- - - (- ---D)---33))3333)))-D))))))))) (-26.10)
>CE5_1_2832.+.chr5:28624208-28624287
CAAAGACUGGGGAUUUAGAUGAUGAAGGCUGAGGAGAGAUCCCAAGCUCUUUCUUGGGUUUGCUGCUUUUGGGUUUUUG

(CCCCCCC- CCCC- - CCC- - - - - - (G (R 23331333-33333-33-333)-333))))) (-20.70)
>CE5_1_13292.+.chr5:37142729-37142821
UUACUGCUGUGUCAUGGGGGAAAUACUGACAGCAUUCUGGGCUUGGUGUGUGUCUGUGUGCGUGUUUUCCUUCUGAAUGCUACUAGCUUUAG

----- (CCCCCCCC- - (- - - - - CCCC- - - CCCC- - - === -23DDD--30D0030000033)--))) - - - -))) D)) - - - - - (~23.60)
>CE5_1_148318.+.chr5:51078862-51078935
GCUGUCGCAGCGGAGCGACUUCCGGCGCCUCUCAGGUAGUGGCGGGUGCGGGGCGGCUGAGGGUUGGGGCAGC

(CCCCC- CCCC- - CCC- - - - CCC- (CCCCC-(CC- - - - - 23)-33333)-333--3))----333)-3))))) (-32.00)
>CE5_1_31777.-.chr5:55556520-55556597
CAUUAAGAAUGGAUCAGACAAAGAUACAGCAGUCUACAAGUAGGGUGGUUGGUUGUUUGGUUUUGUGUUUUGCCUUG

- - - (CCCC- - CCCCCCCCC(- - - - - (CCCC-CCCC----3322-33-300-3300003300) - - --D)))) - - - - - (-17.50)
>CE5_1_2044.+.chr7:915651-915732
GUACUGGCUUGAUUUCUGUGAUGGCAAUUCUGAGAAGUGAAGCUAAGAAAUGAAGAAGUUAUUAAGAAUUUGGGCUUUUAC

(CC- - (CCCCCC- CCCCCCCCC- - (G- (- (e - - - 2)-30))-))----- 2333)--333)-333))))--))) (-16.20)
>CE5_1_29620.-.chr8:5425604-5425698
GAGAUCUGCAAAGCUGCCUGAAGGAUUUUGAUGCCCUGAAAUGAAGGGAAAGAAAGGGCUGUCUGAGUCCUCCAGGCCGGGUUUUGUUUAUCUC
(CCCC- - (- CCCCCCC- CCCCCCCCammeammeaa e e 33333-333-3333333-3333)--3330)3))--))))) (-42.33)
>CE7_1_52388.+.chr8:20524357-20524426
GCUGUGGUGGAAUACCUGCCGGAGUCUUCUGUUUGGACUGUUGGCUCACGAGGGGUAUUUCAGAACAGC

(CCCC- - (CCCCCCCC- - CCCCCCC- - - - ((----D)----3))))-D)--33D)))3))) - -))))) (-30.00)
>CE5_1_182386.-.chrg:27139923-27140022
GUGCCAGUCACGCAGGUUCACAAGGAGACAAGGGGGGACGUAGCAUGAAUCCUUUCUUAUAUCCCAUGUCCCAUUUGAGGAUCGAGCCUGACAUGGGGC
(- CCCCCCC- CC- (- CCCCC- CCCC- - - - CCCC- - CCC- - - CCC----32DDDD--3000 5000033 --3))-DDD)) - -D)-)))) -))) -)) (=32.70)
>CE5_1_158481.-.chr8:27514900-27514981
UUGGUGUUCCCUGAGGUGCAGUGGAAGCUUUGCAUAGUGAGAAACUGCCUGUGCUUGGCCACAGCUGUUUCAGAGCAUGGA

(- CCCCCC- - CCCC- - CCCCC- - - - CCC- - CCCCCC- - CC---2D--3D3DD)--3D)- - --33DD))333)))))) -)) (-26.30)
>CE5_1_194886.+.chr9:4629547-4629643
GUGUCUGAUGUCUGUUGCCAUAGGUAGUGCAGAGCUUGCGAGUCUCCCUUGCUGUCUGAUCCUGCCCUUUGGCAAGUACCAGCUGCGAUCAGGGGC
(- (Ll - CCCCC- - CCCC- - - - (- - - - - 3333)--333)---3333)---3333))----33)--3)-))))))-)) (-34.10)
>CE5_1_204769.-.chr9:18331860-18331926
GUAGGCUUAGAGGAUGUUCACAUAAAUCAGAUGGAAGAAUGUGAACAUUUUCUGUGGUUACUCUGC

(CCC- (- - - (- - - - - 2)---332000333333333)-30)))- - - - - (-21.70)
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>CE5_1_127060.-.chr9:20981620-20981696
GAAGACUGUGGGUCCCUAAGGUUCGUUUGCACAUUUCUUGUGCAGAAGUCUGGAGAAGUGGUGGGAUCAGGUCAUC

- - - (CCC- - - CCCC(C- - - - - ((C- CCCCCCCC- - - - - ))DIDDD) EEEEEEEE ))----- I))3))-3)))--- (-25.50)
>CE5_2_25613.-.chrE22C19W28_E50C23:404562-404636
GCAGGCAGUGUGGGCUCAGGGGAUGAAUUGCUCCUCCAAGGGCUGCAGUUCUCUCCUAUGAGCACAGAGCCUGC

(CCCC(- - CCC- - (- CCCCCCC-CCC----333--33332113333)--3333)1))--)))))) (-37-60)
>CE5_4_17223.+.chrZ:38058520-38058581
ACUGUGAUGUUAUGGCUGAGAUGUUUAAAUGUGCAGAUGUCAGGCCAGUCAAAGUUAUAGU
(CCCCCC(- - - - (CCCC- - (e - - - )I)333)-990))------ 23)))))) (-17.80)
>CE5_1_43581.+.chrz:64354893-64354988
UGCACAGUUGGCAAGACUUCUGUCAACAGUGAACAUCUUUGUGAAUAGGUAUGUCUUGAAGAUGCCACUGCCUGCAGAAGUGCACCCAACAGUCA

------ (CCCC- - - - (- - - (- - (- CE-C---40000-00000000-00000---9000000) - - - -0)))) - - - - - (=30.20)
>CE5_4_15086.+.chrZ:70766802-70766908

UGCUGAAUGACUCCCGGUCAGAUGGUGAUAGAGGAGAGCACAGAGCAGGAGUGCCCUCUGUCCCUUCUGCUGUGUGCUCUCCCCAUUGAACCUCUCACAUUCACCA

(¢ CCCCC(C-- - - - - ((CR ((((CEErrre (- (- (- - - - - 2)--33333333-33333330003333)--))) - - - - - M-I (-45.21)
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