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Explanatory notes.

Abbreviations of species are as follows: gga — Gallus gallus; tgu - Taeniopygia guttata (zebra finch); aca - Anolis carolinensis (lizard). New chicken
orthologs of vertebrate miRNAs are listed together with their corresponding vertebrate sequences from RFAM. For new zebra finch miRNA
candidates, a 10 digit NCBI trace identifiers (ti) are shown as part of record IDs. For mirtrons, host gene name, genomic strand, and genomic
coordinates are shown as part of record IDs.

New chicken and zebra finch orthologs of known vertebrate miRNAs

>hsa-mir-551b MI0003575 Homo sapiens miR-551b
AGAUGUGCUCUCCUGGCCCAUGAAAUCAAGCGUGGGUGAGACCUGGUGCAGAACGGGAAGGCGACCCAUACUUGGUUUCAGAGGCUGUGAGAAUAA

o -- éégk() (R (U (O (e 23))---233-333)--333333333)--3)3))-3)))---. (-39.60)

a-mir-

ngGAGCUGCCCCAUGGCUCCAGAAAUCAAGGGUGGGUAAGACCUUGUAGGAUAACUGGCAGGCGACCCAUACUUGGUUUCAGGGGCUGUGUGGGUAUCG

N (O (R (C ((((e (- - - -« 2)-33331--33333--313333331-33)3333))-3)))))) - (-48.30)

#tgu-mir-551b_ti_1398923486
CCAAGCAGCCCCAUGGCUCCAGAAAUCAAGGGUGGGUAAGACCUGGUGAGCAAACUCUAAGGCGACCCAUACUUGGUUUCAGGGGCUGUG

- - = - CCCCCCCC- €G- - - D (- - (- - - - CCC- - - CCC----32D--33D 2230000 - 2003300033 -D00))))) - (-44.90)

>mdo-mir-124a-2 M10005289 Monodelphis domestica miR-124a-2
AUCAGAGACUCUGUCUCUCCGUGUUCACAGCGGACCUUGAUUUAAUGUCAUACAAUUAAGGCACGCGGUGAAUGCCAAGAGCGGAGCCUGAAA
#((((- -- (gggg (R (R (e 22)33311--322-2213331)--20000311)-))) - - (-38.40)
a-mir-
% CCUCUCUCUGCGUGUUCACAGCGGACCUUGAUUUAAUGUCCAUACAAUUAAGGCACGCGGUGAAUGCCAAGAGAGG

(R (O (e 2313331)--322-321111111111111))(-34.50)

#tgu-mir-551b_ti_1261138586
CUCUCUGCGUGUUCACAGCGGACCUUGAUUUAAUGUCCAUACAAUUAAGGCACGCGGUGAAUGCCAAGAGAG

(O (O (O (T 23331333--333-333331))--31))))(-34.50)

>dre-mir-146b-2 M10002014 Danio rerio miR-146b-2 stem-loop
GCUCUUGGCUUUGAGAACUGAAUUCCAAGGGUGUCUGCUUUAUAUUCAGCCCACGGAGUUCAGUUCUUAAGUUUGGAUGC

Y 146D (O (O (O (C( Crn——— 22))-2230000000000)0)))--)))-)) (-33.39)

gga-mir-
GAAGAUGUGACGAAUCUUGGCAGUUCCCAGCUCUGAGAACUGAAUUCCAUGGACUGGUUUCAAUUCCAUGCGUUCAGUCCAUGGUAUUCAGUUCUCUAGCUUGGCUGCAUCAAACUUCACAACUGCUAA

(S (T CCCC- - CC- Q- - (- ceeeec- - - e e - - - 2)---33333333333-3333333333-33))-0)))) - - - - )DDD) I ) NS (-54.33)

#tgu-mir-146b_ti_1290424072
AGAUGUGACGAAUGUUGGCAGUUCCCAGCUCUGAGAACUGAAUUCCAUGGACUGGUUCCAGUUCCAUGUGUUCAGUCCAUGGUAUUCAGUUCUCUAGCUUGGCUGCAUCAAACUUCACAACU

(O (CCCERTN (RN ( C (R (& (C (O ( (e (e 2)---3333313333-33333333333-3333-3333))--3)----I))))-)) (-55.20)

>dre-mir-130c-1 MI0001987 Danio rerio miR-130c-1
GGGAGAGGUCUGUACGGUGAUAUUGACCAUGUUUUGUCCAUUGCCCUUUUUCUGUUGUACUACUGGCCAAUCAGAAGAGCAGUGCAAUAUUAAAAGGGCAUUGGCUGAUAGAACAGAGUCCUUCACCUCUCACCcUcuUcCcU
§(((((§(.i§8. -i(((((- (O (W W @OrrTrTT T 2)-220333)32--5333)333)-32)---I333331)--3))--20)))---2)-II)))))) (-59.62)
a-mir- c-
99 GCGGUGUCUGUCCAGCGCCCUUUUUAUGUUGUACUACUAGUGAUCAUACACAAAGCAGUGCAAUGUUAAAAGGGCAUUGGCCAGCAGUGC
((((((((UMHUUUUEOUEOUUUEOTEEe 22)-:22:-03331)32)-2331133)-33))-)))))-))) (-39.90)
#tgu-mir-130c-1_ti_1258487687
UGUCUGUCCAGUGCCCUUUUUAUGUUGUACUACUGGUGAUGAUGCACAAAAAGCAGUGCAAUGUUAAAAGGGCAUUGGCCAGCA
(€ ((((((({{HHHHHEEe 22)----22-220101111)2-22000000)))))-))))) (-40.20) 8
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>dre-mir-458 M10002179 Danio rerio miR-458
GUGCAGAUAGCAGCGCCAUUUACAGAGCUAUAAGCAUCAUAGUUGUCAUAGCUCUUUGAAUGGUACUGCCAUAUGCAC

(I (O (N (O ((Cre 23)---33333332-3313313--333)-3)-))))) (-36.30)
GGUGCAGAUGGCAGCGCCAUUUUUGGAGCUAUAAACACUCUCACUGUCAUAGCUCUUUGAAUGGUACUGCCAUAUGUACC

#aca-mir-458

Y roa5g (- (- - (- - - - Cem - - - - - 22)-3333331)--331111--331111)-3))))) (-42.30)

gga-mir-
AGCAGAGCCGCGGCCGUGGUGCAGAUGGCAGCGCCAUUUUCAGAGCUAUAAACAGCGUCAUUGUCAUAGCUCUUUGAAUGGUACUGCCAUAUGUACUGGAAAAACAGCAUCUAUGC
(e (e ((((( (A (e 2222-32033322--200020--200000)-000000)) - - - - - - - ))--2)-))) (-46.40)

>dre-mir-730 MI0004775 Danio rerio miR-730
GGGUUCUCCGGUCUCCUCAUUGUGCAUGCUGUGUGUCUUCAGUCUGGUCCUCACAGCGCCUGCAAUGUGGAGGCUAGGGGACUC
(@@ E@earerere 2)---:33331))--333313)-33331)--)33)))))(-41.00)
#aca-mir-730_scaffold_1138:85031-85114
GGACUCCAUCUUGCCCUCAUUGUACAUGCUGUGUGUAUUCCUUUGGCGUACACAGCGCAUGCAAUGUGGACAGGAGGGAGGCC

(G(((E ((((( (- (- - (e - (- - - - - 2)--333333333--3333313-31-333)-3)))-))(-38.70)

#gga-mir-73
GGCUCUACGUUGUCCUCAUUGUACAUGCUGUGUGUAUUUGCCACGUACACAGCGCAUGCAAUGUGGACAUAAUGGAGCU
CCCCCCC- - - CCCCC- ((((((( ((((((((( ----------- 233333333--3333333-3133)---3)))))) (-37.90)

#tgu-mir-730_ti_12862514
GGCUCUAUCGUGCCCUCAUUGUACAUGCUGUGUGAAUUUGUCACAUACACAGCGCAUGCAAUGUGGACAUAAUGGAGCU

(CCCCCCC- - (C- CC- (- - (e mem e e 23331333--3332333-3)-3)--33)))))) (-36.20)

>mdo-mir-10a MI0005273 Monodelphis domestica miR-10a
CUGUCUUCUGUAUAUACCCUGUAGAUCCGAAUUUGUGUAAGGAAUUUUGUGGUCACAAAUUCGUAUCUAGGGGAAUAUGUAGUUGACAUA
#((((-:((58((((-((((-(((((-(((((((((( ---------------- 2333333333-333333333-333333))--3))) - - (-32.29)
a-mir-10a
% CUAUAUGUACCCUGUAGAUCCGAAUUUGUGUAAAGGAAGUUGGGUCACAAAUUCGUAUCUAGGGGAAUAUGUAG
(O (O (O (O T 2333333333-333333333-33)))))) (-29.06)
#tgu-mir-10a_ti_1257183866
CUAUAUGUACCCUGUAGAUCCGAAUUUGUGUAAAAGGAAGUUGGGUCACAAAUUCGUAUCUAGGGGAAUAUGUAG

CCCCCCCC- CCCC- CCCCC- (Ll mmma e e e 233313333)-33313333)-333))))) (-29.06)

>xtr-mir-101a-2 M10004903 Xenopus tropicalis miR-101la-2
AGGCUGCCCUGGCUCAGUUAUCACAGUGCUGAUGCUGUCUACUCUAAAGGUACAGUACUGUGAUAACUGAAGGAUGGUAGCCA
- CCCCCCC- - - - - (T )))))))))))))))))))))) ----- DI - (-45.30)
#dre-mir-101a MI0001960 Danio rerio miR-10la stem-loop
GGCUGCCCUGGUUCAGUUAUCACAGUGCUGAUGCUGUCCAUCUUAAAGGUACAGUACUGUGAUAACUGAAGGAUGGCUGCC
#((( (- - o - (- CCCammmmmm e e - 22)133333030000000030))----31)-))) (-41.90)
gga-mir-10la
GCUGCCCUGGCUCAGUUAUCACAGUGCUGAUGCUGUCUCUUGUAAAGGUACAGUACUGUGAUAACUGAAGGAUGGC
(O (O (L ((CCTTR T 23333133331333313333133))--))) (-37.40)
#tgu-mir-10la_ti_1238870371
GCUGCCCUGGCUCAGUUAUCACAGUGCUGAUGCUGUCUCUUGUAAAGGUACAGUACUGUGAUAACUGAAGGAUGGC

(OO (R (((((((((((((C ((CCrrr T 23331133331333013330133))--))) (-37.40)

>Xenopus tropicalis mir-15c
UGAGGUGAUCUAGCAGCACAUCAUGGUUUGUAGAAACAAGGAGAUACAGACCAUUCUGAGCUGCCUCUUGA

------------ CCCCC- (G- - (e e e e e =22 290000000000 90D 00D - - - - - - - (-22.80)
#gga-mir-15c
UGAGGAGAUGUAGCAGCACAUCAUGGUUUGUAGGGACAAGGAGAUACAGACCAUUCUGGGCUGCCUCAUUACCUCA

(O (R (O (R (O 2333333333--33-3333)--33))-))))) (-33.80)
#tgu-mir-15c_ti_1404514652
UGAGGAGAUGUAGCAGCACAUCAUGGUUUGUAGGGACAAGGAGAUACAGACCAUUCUGGGCUGCCUCAUUACCUCA

CCCCC- CCCC- - CCCCC- CC- - e m e e e 2333333333--33-3333)--333)-33))) (-33.80)
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>xtr-mir-16¢c M10004801 Xenopus tropicalis miR-16c

UUUAGCAGCACGUAAAUACUGGAGUUCAUGACCAUAUCUGCACUCUCCAGUAUUACUUUGCUGCUAUAUU

- - (CCCCCCC- (- e - - - - «---.. D) EEEER II33333333)--39900))) - --- (-26.20)
#aca-mir-16c_scaffold_1275:6081-6152
CUCUAGCAGCACGUAAAUACUGGAGUCUAGGAUGAUACAUUUGCCCUCCAGUAUUGCUUUGCUGCUUUAAU

L (OO (R (D)) ) B ) ) ) ) ))D DD EEEES ) DD D) ) e (-26.90)
#gga-mir-16c
GCUCUAGCAGCACGUAAAUACUGGAGUGGGGGAUCGCCUGUUGCUCUCCAGUAUUGCAUUGCUGCUUUAGU
(CCER (RN (C((C((CCCCER ((CERY ) ) FETES II33033))----20I3)))--))) (-29.80)
#tgu-mir-16c_ti_1237064554
GCUCUAGCAGCACGUAAAUACUGGAGUUUGGGAUUGCCUGUUGCUCUCCAGUAUUGCAUUGCUGCUUUAGU

(CCER (CCCCCERE (SR ((CCEETY) ) ) EEpp 233203333)----3333)))--))) (-30.40)

>hsa-mir-193a M10000487 Homo sapiens miR-193a
GGGAGCUGAGGGCUGGGUCUUUGCGGGCGAGAUGAGGGUGUCGGAUCAACUGGCCUACAAAGUCCCAGUUCUCGGCCCCC
(Uit @aEaUEerrrrTTe 222-22-222--3212)-221111111111)-))) (-50.80)
#aca-mir-193a_scaffold_174:951291-951350
CUGGGUCUUUGCGGGCGAGAUGAGAAGUUUCCUGCCUUCAACUGGCCUACAAAGUCCCAG
(@ @E (e 2)-2222-22-22)--2222)-2))))(-27.50)
#gga-mir-193a
AGCUGAGGGCUGGGUCUUUGCGGGCGAGAUGAGAGGUUCGUGUCUUCAACUGGCCUACAAAGUCCCAGUUCUCGGCU
((((({HHHTHTTHTH(((((EE@ @ 22111)-32-222--2212)-220000001))))) (-45.50)
#tgu-mir-193a_ti_1424805420
AGCUGAGGGCUGGGUCUUUGCGGGCGAGAUGAGAGGUUCCUGUCUUCAACUGGCCUACAAAGUCCCAGUUCUCGGCU

(- CCCCC- - CCC- (- CCCCCC----32--23023-3)-33)--332))-30))330))3)))) (-45.60)

>dre-mir-454a M10002074 Danio rerio miR-454a
UUGCAGGUCGUUUAAGAAUUAAUCCUAAUUCUUGGGACCCUAUCAGUAUUGCCUCUGCUGUCCACUGUGUUCAGAGUAGUGCAAUAUUGCUAAUAGGGUUUUAGGUUUUAGGUUGUACCUUCAG
N (S CCCCC ‘<< «©<«<@«<«<(e@ @™ CCC----222222)2-500330)2)---33000300)331)--31)))-)-))))-)) - (-42.14)
#aca-mir-454a_scaffold_348:587059-587140

UGAGGAUAAGACCCUAUCAAUAUUGCCUCUGCUUCUGUGCUGGAUUCAAGUAGUGCAAUAUUGCUUAUAGGGUCUUUUCUUU

- (CCCC- (- - (- - €G- - - - 23--333332-33313333)---333333133)-3))) (-34.50)

UAAGGAUGAGACCCUAUCAAUAUUGCCUCUGCUUUUGUGCUCAGGGUAGUAGUGCAAUAUUGCUUAUAGGGUCUUUUCUUUY

- (CCCC- Qe - - - - - 2333333-33-331333333)---3333333133-33))) - (-35.60)
#tgu-mir-454a_ti_1424468036

UAAGGAUGAGACCCUAUCAAUAUUGCCUCUGCUUUUGUGAUCAGGGUAGUAGUGCAAUAUUGCUUAUAGGGUCUUUUCUUUU

S (e 233333-33-33333333)---333333313)-3)))) - (-35.60)

>dre-mir-301a-2 MI0002060 Danio rerio miR-301a-2
GCUGUUAACAGGUGCUCUGACUUCAUUGCACUACUGUAUUGGACAGCUAGCAGUGCAAUAGUAUUGUCAAAGCGUCUGAGAGCAGC
é(((((;-(ggi-(g(-((((---((((((((-(((( -------- 222000000 ----- 222)-22)--22)--2))))) (-33.40)

a-mir- a-
GS8GCUGCUAACGAAUGCUCUGACUUUAUUGCACUACUGUACUUCACAGCUAGCAGUGCAAUAGUAUUGUCAAAGCAUCUGAAAGCAGAG

- (CCCC- - (- - (- (((((((((( [((CCRrrrTT 2)-3):-33313333))----333)-33)))-))--)))))-. (-32.20)

#tgu mir-30la-2_ti_12905035
GUUGCUGCUAACGAGUGCUCUGACUUUAUUGCACUACUGUACUAUACAGAGAGCAGUGCAAUAGUAUUGUCAAAGCAUCUGAGAGCAGAG

- - (CCCC- - (G- - (- (- CCCCQaeCCC- CCCCC---0332) - - - - - II3003333)----3333-233)--3)--)0)))-- (=33.70)

#gga-mir-454a
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Novel miRNAs candidates conserved in at least one other vertebrate outside of birds

>CE9 1 76734
#CE9_1 76734
GGAAUAUUCUGGGAGUUGUAGUCUUUCAAACAGAGCUUUGCAAGGACAUACCUGUAUUGGAACACUACAGCUCCCUGAACUUCC
CCCC- - (- (- e - - - - (IR 2)---233)-3331)3-33)331)331))-)))-)))) (-32.60)
#aca CE9_1 76734
GGAACAUUCUAGGAGUUGUAGUCUUUCAAACAGAGCUUUGCAAGUACAUACCUGUAUUGGAACACUACAGCUCCAGGAACUUUCC
(- - (- (- - - - - - (IR 2)---322)-323133-30330)0331)-))))--)))) (-32.50)
#tgu_CE9_1_76734_ti_1387890682
GGAGUUGUAGUCUUUCAAACAGAGCUCACAAGGACAUACCUGUAUGGAACACUACAGCUCC
A (O (((Errm———— 222)-2231)-I)000)))))) (-24.03)
#Monodelphis domestica
AUUCUGGGAGUUGUAGCCUUUCAAACAGAGCUCUGCAUGUACACACCUGUAUUGGAACACUACAGCUCCCCGAAC
- (CC (OOl - Q- C-==00-C-=-229002900920 09000000000 -))) - (-28.80)

>CE5_1_6191
#CE5_1_6191
UCUAUGGGUUUGACAUCAUCAUACUUGGGAUGUAUGACACAAAGUCCCAAGCAGGCUGAUGUCAGGCCCAAGA

(@ (T ((EOrrre—— IDD0)0))-9)000))0))))))) (-34.20)

#tgu_CE5_1_6191_ti_1230203209
AUGGGCUUGACAUCAUCAUACUUGGGAUGUAUGACACGAAGUCCCAAGCAGGCUGAUGUCAGGCCCAAGA
N (O T (e 223332)---2-0000000000))) - - - (-37.40)
#Xenopus tropicalis
UCUCUGGGUUUGACAUCAUCAUACUUGGGAUGUAUGACACAAAGUCCCAAGCAAGCUGAUGUUAGGCCCAAGA

(O (O O ((((CC( R 2333133)---3-33033301333))3))) (-32.10)

>CE5_40_2300

#CE5_40_2300
UUGUAGAGAUACAGUGAUCACGUUACGAUGGAUUUCUCAAGUAACAACCUCGUAGCUUGAUCACGAUAUCCCUAUGA

G (O (O (O (O 221313312-333331)--211)-2)0))) (-27.29)
#tgu_CE5_40_2300_ti_1422477101
UUGUAGAGAUACAGUGAUCAGGUUACGAUGGAUUUCUCAAGUAACAACCUCGUAGCUUGAUCACGAUAUCCCUAUGA

(] (R (O (O 2211113111111111)--311)-3))))) (-31.19)
#Xenopus tropicalis
UUGUAGGGGUACAGUGAUCAGGUUACGAUGGAUUUCUGAAGUAACGGCCUCGUAACUUGGUCACCAUAUCCAUAUGA

(O (S (OO (U (N ((Cree 223113131313333333)--331))-))--) (-31.00)
#Monodelphis domestica
UUGUAGGGGUACAGUGAUCAGGUUAUGAUGGAUUUCUCAAGUAAGCACCUCGUAGCUUGGUCACGAUAUCCAUAUGA

(O (O (O (I (O T 23333133330333313--3233)-))--) (-28.59)

>CE5_1_ 188053
#CE5_1_188053
UUUUAUUACAUGUUUACAGGGCUCUUCAUUGUGGUCUCAGCAAUAUGAGGAGCUCUGCAAGCAUGCAAUAAAA
- (CCCCC- (- (e -mnmm - 21)--3333313333333-333333)-3))))) - (-32.40)
#tgu_CE5_1 188053_ti_1397705699
UUUAUUACAUGUUUACAGGGCUCUUCAUUGUGGUUUCAGCAAUAUGAAGAGCUCUGCAAAUAUGCAAUAAA
CCCCCC- (O Ol - - - - = --22---003009990013 23330111 -3))))) (-30.10)
#Monodelphis domestica
UUUUAUUAUGUGCUUACAGGGCUCUUCAUUGUGGUCUCAGCAAUAUGAAGAGCCCUGCAAGCAUGUAAUAAAA

(@ 233--3333313331133-333330)33))))) - (-39.80)
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>CE5_1_37323
#CE5_1_37323
GAUGCAGGGCAUUUCCUGAGGAUUAAUGACUGUCUGGGGUCAUCAUCUCCUCCCAGUUAGUUAUUAAUCCCCAGGAAAUACUCUGUGCCUUGAUC
N (O O rrm— 22231)-333333333333)-200I0)-II))) - - - - - - - (-45.60)

#tgu_CE5 1 37323 ti_ 1311133665

GGGCAUUUCCUGAGGAUUAAUGACUGUCUGGGGUCAUCAUCUCCUCCCAGUUAGUUAUUAAUCUCCAGGAAAUACUC

(AR (OO 2221))-310033)0331)--000))))-))) (-37.10)
#aca_CE5_1_37323_scaffold_93:550520-550588

UUUUCCUGGGAUUAAUGACAGUCUGGGGGUCAUCAUCUCCUCCCAGUUAGUUAUUAAUCCUCAGGAAAC

N (N (T 233331)---3333313333)-33))))) - (-34.50)

>CE9_1_43609
#CE9_1_43609
CCACCCUGCUGUGUCCCGGGCUUGUUUUCCGUUGCCUGCGGUGUGUUGCAGUGACUCAGGCAGCGAAAGCAAGUCUGGGAGGCUGUGG
----- CCCC- (- - QG- ==-22-0-400000000000000000000))-))-))))  (-48.00)
#tgu CE9_1 43609 ti_ 1394057842

GGGCUUGUUUUCCGUUGCCUGAGGUUUGUUUCAGUGACUCAGGCAGCGAAAGCAAGUCU

Q- (- -CC==-222--900000000000000)))) (-33.00)
#aca_CE9_1_43609

CUCCCUGUGCUGGGCUUGUUUUCAGUUGCCUGCGGCUGAUUAAUAGGGACUCAGGCAGCUAAAGCAAGUCUGAUACAUGAAAGGAG
it Céé(g 51((( - (- - m e e m e - D I93)33533033)33)3000))0E89) ) ) P )))) (-34.60)
XTr
UCCUGGGCUUGUUUUAAGUUGCCUGUGAUUGUUGGAUAGAGCACAGGCAGCUAAAGCAAGUCUGGGA

(- - Q- CCCCCaeCCC- - - - - - - 23-33133311333113331)33)--))) (-38.80)

Avian specific miRNAs candidates

>CE5_1_187210

#CE5_1_187210

UGGACUUUGUUUCAUUCUCCUUCAAUCCAUCUUUGUCAUGAUUUACAAAAAGAACAAAGGUGGCCGUGGGUGAAUGAAGCCAGGCAUCCA

N (@@ O —— 2)0090000)---22)I000000))-)))--)))- (-31.14)

#tgu _CE5_1 187210 ti_1424801390
UUCAUUUUCCCUCAAUCCAUCUCUGUCAUGAUUUAGAAUAGAACAAAGGUGGUCAAGGGUGAAUGAA

CCCCCCC- CCCC- - - - (- CCC- - (- - - - 23--333-32333)---332)-33))))) (-20.30)

>CE7_2_32677
#CE7_2 32677
GUGUGUCGAUGCCUCAGCUGCUCCAGCUCACAGCUUGGUGGUUUAAAUUAAUACUCCAGACGUGGACUGGAACACCUGAGGUACAGGCACAC
(- - - - - - - - - - e m e e e - 22)--323)-:31)--2222)-3)-I0003)))--20))))) (-42.60)
#tgu CE7_2 32677_ti_1759624074

UCAGCUGAUGCAGUUCACAGCUUGGUGGUUGCACUUAAUACACCAGACAUGGACUGGAGCACCUGA

(O (O (O (O (O T 23332)---30333))---3)-)))(-19.52)

>CE5_1 21731
#CE5_1 21731
GGAAGCGGUGGCUCCUCUUUGAAGUCCCACCUACGUGAACAUCAGUGGCAGGACUUCAAAGGGAAGCUGCUAUUUCC

CCCCC- - - ((((((((((((( ((((-(( ----- 2222))-:3003))0033)))-3003))--I)))) (-39.60)
#tgu_CE5_1 21731 ti_12903420
GGAAGUGGUGGCUCUUCUUUGAAGUCCCACCUACGUGAACAUCAGUGGCAGGACUUCAAAGGGAAGCUGCUGUUUCC

(CCCC- - CCCCCC- - (- - - (- (- - - - - 23331)--33333331333)--333)3)--33))) (-39.90)
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>CE9_1 73248

#CE9_1_73248

GGACUUAGGGCAUGAUCCAGAGCCCAUUGUAGUCAAUGGGAGUCUUUUUCCAUUGACUUCAGCGGGGUUUGGAUCAGGCCUUUACUUCC

CCC- - - (O (- - - aac==--200000000222532-532-00000003)-000)) - - - D)) (-49.10)

#tgu CE9_1 73248_ti_1398951430
AGGGCAUGAUCCAGAGCCCAUUGUAGUCAAUGGGAGACUUUUUCCAUUGACUUCAUCGGGGUUUGGAUCAGGCCUU

CCCCC- (- CCC- - (- CQQaCCaaCC----323333333331-33--333-23333133)-3))) (-44.70)

>CE7_1_15272
#CE7_1_15272
AAAGUAGGCUCCACUGUGUUAAUCCUCUUGGAAUGCAGCAAUUAUCACCUACCAUAUAGGUGUUAAGUGCUGAAUUUCAAAGGGAUUAUCACUUUCCUCCUUU
CCC-CCCamne oo CCC-CCCCCC- ((((((( CCCCC- Q- - - - - - 22231)-31)-3212)-303331)--3033))-)))---I))-)))) (-38.40)
#tgu CE7_1_15272_ti_12551464

UAAUCCUCUUGGAAUGCAGCAAUAUCACCUACCGUAUAGGUGUUAAGUGCUGAAUUCAAAGGGAUUA

(CCCCC- CCC- CCCC- (- - - - (- - - - D))DD) EEEEE 2333)-333)-333))3))) (-26.60)

>CE5_2_34022
#CE5_2_34022
UGCUUGAGCAGACUCACUCUGUACUGAACUGCAGUCUUCAGUUCAGGUGCUUUUUCUGUCUGCAAGAGUA
(@@ e nam- 0320 19)) ) FrEI. IIDI))--))))) (-26.54)
#tgu_CE5_2 34022_ti_1230545891
GCAGACUCACUCUGUGCUGAACUGCAGCCAUCAGUUCAGGUGCUUUUCUGUCUGC

(- - - - (- - - - - DI D) (-19.72)

>CE7_1_32577
#CE7_1_32577
UGGGCCAGAAUCUCAGCUGGUGUAAGUCAGCAGAGCUCCACUGACAUUAUUAGUGCUCCAGUGAUUCACACCAGCUGUGAAUCUGGUCUA
Q- CC- Q- - - - - - - - - - 223)33)2)--:33313-333131131)-))-I)I)))))) (-46.50)
#tgu _CE7_1_32577_ti_1230601241

CAGCUGGUGUAAGUCAGCAGAGCUGCAGUGACAUUAUUAGUGCUCCAGUGAUUCACACCAGCUG

(- CCCCC- - - CCCC- CCCCCC----3203-30033) - 230000 -D000)0)))) (=27.70)

>CE5_70_1466
#CE5_70_1466
GUGAAUUAGUUCAUCUGGUUGAUCCAUUGGAAGACUGAGCUUGAGGGUGAAAGAGGUAAACAGGCUUCUGUAGAUCAGCCAGCUGACCUGAUUCAU
(MMM M @O 222)--:312-321)3)--233113331)-31)-I)))))))) (-37.30)
#tgu_CE5_70_1466_ti_1239916890

UGAUCCAGUGGAAGACUGAGCCUGAGGGUGAAGGAGGUAAAUAGGUUCCUGUGGAUCA

(O (N (O (T 233)---332-333)--300)))) (-17.50)

>CE5_18_4177

#CE5_18_4177
CGAUGUGUGCAUUGCAUUGCGACGGGUUAUAUCACUAAUCGUAACAUGAUGUAACCCAACGCAGCAUGAUGUAAGCGUCG

(A R (M (U rrree— III00)I330)--I002)--000))-)))))) (-34.10)

#tgu_CE5_18 4177 ti_1275948277
GAUGUGUGCAUUGCAUUGCGACGGGUUACAUCACUAGUUCCUAACAUGAUGUAACCCAACGGCACCAUGAUGUAAGCGUC

(CCCC- (- - - CCCC- - (- CCC---322---3333003333)--3)-3)- - -II))))-))))) (-28-30)

>CE5_3_17773

#CE5_3_17773

GCAUAAGAACUUCUGUGGCUGCAAGGAGAGCUGCCAAUGCGCUUGCAGAAAUAGCAGCAGUAUUUUAUUCUUGC

N (@O (O ) I9)))))) B D)2 9D 19)))) ) INEr (-19.90)

#tgu_CE5_3_17773_ti_1231342035
GUGUGGCUGCGAGGAGAGUGAGCUGCCAAUGCGCUUGCAGAAAUAGCAGCAGUAU

(((CR ((((CEEEE (G (CE))))))) EEErrre I))--))) (-17.14)
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>CE7_1_28368
#CE7_1_28368
AGCUUCUCUGGAAUGUUUAUAGUGAGGCUGAGCUUUAUAGGUCUACCCUAUAAACAUUCUGAUGAAGCU
(R (e II22)--3000000000)0))--3))))) (-28.10)
#tgu CE7_1_28368_ti_1230568561
AGCUUUUCUGGAAUGUCUAUGGUGAGGCUGAGCUUUAUAAAGUUUGUCCUCAUAAACAUUCUGAUGAAGCU

(- - - - - - - Q- CCCCCCC----3322233-3333)--33)033)) - -3))))) (-26.00)

>CEQ_1_444
#CE9_1_444

CCAUGCACCCACAAGCACAACCAAGCCCAAAUGAAAGGUUUGGGUGUACUUGCGGAUGAAUGG

CCCC- - - - - CCem e m - 2I2)))):-312)-31)2)-3)-3)-))))(-24.60)

#tgu CE9_1 444 ti_1257646741
AGAAUGCCACGCACCCACAAGCACAACCCAACUCAAAUGAAAGGUUUGGGUGUACUUGUGGAUGAGUGGUGUGCU

(- CCCCCCC- (- €L - - €= - - - - 23-33333331-3331333-33-33133))-))(=32.40)

>CE9_1_1680
#CE9_1_1680
UGGACCAAUUUCUUGGGGCCCAAUUCUGCUCUUAUUGAAAUCAGUGAGAGUUCUGCCAUUGACUUAAAUAGGAGCAGAAUUGGGACCUAAGAAGAGAUUUCCA
N (O (MMM (U I D 2 B B XX 2202000000 53))2))) ) ) e )))- (-49.50)
#tgu_CE9 1 1680_ti_1247131027
CCCAAUUCUGCUCUUAUUGAAAUCAGUGAGAGUCCUGCCAUUGACUUAAAUGGGAGCAGAAUUGGG

(- €C- e mmie - - 233313)-33-3333013330)333)))) (-32.80)

>CE9_1_54991
#CE9_1_54991
UGGGCCACAGUCACAGCUGGUGUAAAUCAGUGUGAGCUAAUGAAGUCAGUGGAGCUUCUCUGAUUUACACUAGCUGAGGUUAUGGCUCA
N (A (O ((UUNM@OEE@E@ES) ) EEEE ) BB )00 ) I)))))) B CEERC| 0
#tgu_CE9 1 54991 ti_1402309860

CAGCUGGUGUAAAUCAGUAUAAACUAAUGAAGUCAAUGGAGCUGCUCUGAUUUUACACUAGCUG

Q- -- - - - ((CEI(EN ) 15 ) ) Iy 2)))I00000000)))) (-23.72)
>CE5_1_226537

#CE5_1 226537
UGCAAUAUGGGCUUGAUCCAAAGCCUGUUUAAGUCAGUGGACUGAUUCCCAAUGACUUUAAUGGGCUUUGGAUCACACCCUAAUUGCA
MR (R (R (O ((CErPrr 233-331333-33333333333333)--3))--3)))) - (-47.60)
#tgu_CE5_1_226537_ti_1424658476
UGAUCUAAAGCCUGUUUAAUUCAGUGGACUGAUUCCCAAUGACUUUAAUGGGCUUUGGAUUA

(- CC- - (e emm e - - 233-3123-32-333000330033)))) (-24.60)

>CE9_1 79496
#CE9_1_79496
GGCUUUCAGAAGAGCUCAGCAUUAGCCUAAUUUUGCUCCCAGUGGUAUCGAAUGAGGCAGAAUGAGGCUAGAGCUGAGCUUCUGAAAGCU
Q- - (- - e - - - - ((CTETY ) e 2222332)-323333)-20000000000))0))))) (-47.40)
#tgu_CE9_1_79496_ti_1286074992
AGCUCAGCAUCAGCCUAAUUUUGCUCCCAGUGGCAUUGAAUGAGGCAGAAUUAGGCUGGAGCUGAGCU

(R (O (T 23-32133301333313)--3333)))) (-38.40)

>CE5_170_752
#CE5_170_752
UAGACUCCUUUCGAUGCUUGUAUGCUACUCCCAAGAAUGCUAACAGGAGUUACAUGUAUGCAUCGAGCAGAGACUA
(R (O M Orrreen— 233))-33331)-300))3))-:-3))-))) (-25.34)
#tgu_CE5_170_752_ti_1286163735
UAGACUCCUUUCGAUGCUUGUAUGCUACUCCCAGGAAUGCCAACAGGAGUUCCAUGGAUGCAUCGAGCAGAGACUA

(- CCC- - Q- G- CCCC- - (- - CC-- -2 2242000002333 -0-000030)) - -D)) - D)) (=27.90)
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>CE5_248_576

#CES5_248 576
GAGCUGCUGCCUCGCACAGGAGCAAGUUACCGCGUUCAGCUCGCCUGCCGUAACUCGCUGCUGUGAGAGGCAGCGGCUC
(UMUM@ EOrTTTTT— 12)-31121)-3133-33113-33))3)))))))) (-51.00)
#tgu CE5_248 ti_576_1242918998
GAGCUGCUGCCUCGCACAGGAGCAAAUUACCGCGUUCAGCUAAUCCGCAGUAACUUGCUCCUGUGAGAGGUAGCGGCUC

(O (O (e 233-3133-31333113331-3331133)1)))) (-53.50)

>CE5_88_1293
#CE5_88_1293
CCUGCAUCCCUUACUCACAUGAGUAGUCGUAUCUAUUUCAGUGGGACUACUCGGUGAGUAAGGAUAGCAGG
- (- - e e m - - 22):-32231)0331)333)033)))-))))) (-39.90)
#tgu_CE5_88_1293_ti_1278417578
CCUGCAUCCCUUACUCACGUGAGCAGUCGUCUCUAUGUCAAAGGGACUACUCGGUGAGUAAGGAUCGCAGG

(- (- CCCC- (- CCCemmmmm - - 2323331-331331333133133)-3)))) (-33.00)

>CE5_120_997

#CE5_120_997

UCUACAUGGGGAGGUUAGUGCGCGGUAAGCUAGGGUGUGAGCUGACAGCACGCUAGCUGCUCUGCACUGACUGCCCCUGUGGA

CCCCCC- Q- CraaeeeecC- (((( ((((( (T 222)-22030033)-)0000030)0)-)00))))) (-48.20)

#tgu_CE5_120 997 ti_13918957
CUACAUGGGGAAGUUACUGCGCAGCAAACUAGGGUGUGAAUUUACAGCACGCUAGCUGCUCUGCACUAUCUCCCCCUGUGGA

(CCCC- CCCCC- (- CC- CCCC- - - - (e e - - 2333-3333-3333-3333-33-33133)-33))) - (-34.70)

>CE5_28_3012
#CE5_28_3012
GAUACUUUUUCCUUAACUCAUGCCGCUGUGCCUUUAUAUUUUAUUUCACAAUUGUAUGAGUUGAGUACAGAGUAUC
(e (((rii(i@ia'Mrm (o> ))--:322)--220000)0))))--:-2))))))) (-24.80)
#tgu_CE5_28 3012 _ti_1256954465
GAUCCUCUUUCCUUAACUCAUGCCACUGUGCCUUUUUAUUU-ACUUCACCAUUGUGUGAGUUGAGUACAGAGUGUC

(O (R (R (O R 23)----32003300333)---33))--))-- (-20.06)

>CE5_290_511

#CE5_290 511
AGGGUCUGAUCCUGCACCGCUGAAGUCAAUGGAAGUUUUGUCAUUGACUUCAGUAGGAGCAGGAUUUGAACCU

CCC- G- CQCO- e e - 22))31)33)3113-33-33))3)))-))-))) (-40.40)
#tgu_CE5_290 511 ti_1423450728
AGGGUCUGAUCCUGCACCGCUGAAGUCAAUGGAAGCUUUGUCAUUGACUUCAAUAGGAGCAGGAUUUGAACCU

(CC- CC- Q- (- - CQaeCaCCCmmm - - - 23333133333)---33-3303333)-))-))) (-36.30)
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New mirtrons

>GAPDH. +.chr1:80092526-80092605
GGGAGGUGCUGGGGAUGCUUUCUCUGGAAAAAAUGACUGCCUUUUUACCUCAGUGCUCUCUUUCCCUAGACCACCGUCC
(- - (Ll CC- - - (C- - CC-CCCCCam - - - - II3)-3)--3)-2)------ 2213333--333)--)) (-23-10)
>FTRIN. -.chr10:22271057-22271117
GGGUGCACGGGAUGGACUGGGGGACGUGGCACCACCUUAACGGGUCCUUUCCUUGCAGGU
- - - CCCC- (- CCCCC- - - - CC-CCC- 220D 20D - - --DDDD)-30)) D)D) - - - (-21.20)
>HBEGF . -.chr13:1419189-1419251
GGGAGCGGGCGAGGGAUGCGGUGCGUUCGGUCCCAUCUCACCGCGCCUCUCUCCCCGUAGUG
- (CCCC- (- - - (- (- 2)---330300300003003)) - - - - (-26.80)

>ANXA6 . +.chr13:13111744-13111815
GGACGGUGAGGGUUGGGGAAGGGCAGGGUUAGAGUUAAGGGGAUCUCAGCUCCCCCAGCCCUGAAUUUUCC
(CC- - (C- (OO - CCCC-CCCCCammmmam e 23133--3333303313333)--3)--))) (-29-50)
>LHX6. -.chri7:9433952-9434042
GCUGCAGGUAGUGGGGCUGGGCCAGGGCUGGGAGGGGCUGCGGUGUCAGCCACAACCUGACCCCUCUCCUUGCCACCCACCAGGUCAUGCA
SR SRR ((C((CRER (S ((CR (A ((CR (I (C(CEE ) ) E) I D EEED D) EED DD B9 ) DEDD) D) EEEEEEE )))- (-36-70)
>CDK2. -.chr18:9051012-9051095
AGGCACAGGUAUGGGAUGGCUAUGGGGUGGCAAAGAGGGUGCCGGGGCGUGGCUCACCCCACUGCCUUCCUGCAGGUGGGCCA
- (CCCC- - CCC- CCCC- CCC- - CCCCCCCCCCmmmm - - 3203 -CCCC---333133331)--303303333)--))--))) - (-38.20)
>WBSCR22.+.chr19:73930-73992
CCUCCCUGCAGGGAGCGCUGCGGCCGUGCGCUGAGCCCUGCGCUGCGCUCCCUGCACAGAUG

- (- - (- €C-CC- - - CC- - - - - 2)---332-300003033))--)) - - (-34.00)
>WBSCR27 . - . chr19: 662469-662546
GGUACGGGGCGGACGGGGCGGGGGGAGCUGAGCGGUCGUCCCAUCCUCACGUCCGCCCGUCCGUCCGUCCCGCAGCU
(- (- CCCC- (- - CCCC-CCC- - - - - - 2333333--333-333303333313)33))--))) (-48-10)
>NFRKB. +.chr24:1568451-1568512
UCUCAUAUGUAGGUAAACACAGGAUGCUUACACGUUGCUUGUGUUUUCUUUCAUUUGAAGA
- - (- CCC- CCC- (OOl - (- - - - - 2)--333033333-333-33)-3))--- (-17.00)
>PIK3C2B. -.chr26:1586290-1586358
GGCAGGUAGGUGGGCUGGAGCGGGCCCCAUAUCCCCUCCAUGGCCCUUCCGUGUCCCUCCUGCUCCCC
O (G (I (G 333333333-3333--3333))--)) (-30.46)
>PARC. -.chr3:4279292-4279380
AGCAGGUGGGAGCUGCGGCCAGCCCGGGGCACGGCAGCGGGCAUCAGGGAUGCAGACGGAGCUCAGGGUUGCGCUUUCCUGCAGGGCG
- (C- - CCCCCCC- - (CC- - CCCCCC- CCCC-CCam - - - - CCCCC---3333---33--2333-20300313)-0330)) - - -)) - (-37.70)
>TNRC5. +.chr3:16952470-16952545
CAGCAGGUGUGGGGAUGGGCUCAGGGCUUGCUGCCACGUGCUGGGUGCCAGGCUGUCCUCUCCCUGCCAGUGCGA

- (CCCCCC- CCCCC- CCCC- - - - (- - (- m - - - 23)--330331333333333-33))--)))-- (-29.90)
>TBE2A. - .chrd: 16683254-16683323
GGGAGGCGGGCGCGGGGCUGGCUGGGCGCCGCUGUAACGCUGUGCUCUGCUUCUUCCUCCCGCAGGCCC
(- - CCCCC- - - (CCC- - CCC- CCCCCC-CCm - - - 23-333333-333--3333-333))---))) (-34.90)
>CCNA2.+.chr4:55473432-55473504
GCCAUCUUGGGGCGGCGGGCAGCUGUCAGGGCGGCUGUCACGGCGCGCUGACGGACCGCUCCCGCAGGCGGE
(CC- - CCCC- (- CCCCC- - - - (- CCC-CCC---33D3DD 23300310 -3333-3)-3))) -))) (-40.50)
>Hspca. -.chr5:51983783-51983866
CAGAAAUUGCAAUGGAGGCACAUAAAGGCUUUGAGUUUCAGGAUAAACAUUAAUGGUCCUUUUUGCUUCUUGCGCAGGCAUUG
------ CCCC- - - (L - - CCCCCCCCCCCC------3333-3333-32-20330-000033) - --)))) - - - - - - (-19.80)
>RRP12.+.chr6:23780662-23780736
GCUGCUGCGGGGAGGGGAUGAGGCUGUGUCCCUGCAUCUGACUGUGCUGGGCUCUUUCUCUCCUCAGCCCCGGC

(CCC- - (- (- - - - - - (S (TP 2333-33333)-3301333)1)-3)--)))) (-32.01)
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>scly.-.chr9:1877568-1877643
UGUGUGGGGAGGAUAGGGAGAAAGGGUGCUGCACGUCCCCUGGGUCUUAAUUCUUCUCUCUGUCUUUCUCAGGCU

- (- (- - - - - - 2)-DCCC----3111111111110000003)))-)) - (-35.00)
>ACCN2.-.chrE22C19W28_E50C23:284501-284558
CACUGUGGGCUGCAGGGAUGUGUGCUUCUCUCCUUAUCCCUGGCUUCCCUCUCAGCU

- - (CC- CCC- - (e mm e e e e e 2))))3)-3)--3))---)))-- (-19.24)
>PSMD3.-.chrUn_random:29463080-29463151
GUUCCAUGGGGAAGCUGCCCCUGGGCUUGUUCUGGCCUCGGGGGCUCAGGGGCUGUUUCCAUGCAAGGUGC

(- (- (G- Q- Q- - - CCCC----D20000000000)00)-)000)) - --)) -)) -)) (-36.40)
>ERBB2.-.chrUn_random:29524889-29524961
CGGGGGCAAGGUGGGAUGUGGGGACGGGGUGACGGGGAGCGCGGUGUCCCCAUAGGGUCCCACUCACCCCUC

- CCCCC- - - (- - - - - - - - - 22)--20000002)---200003))--2)))) - (-39.40)

>NOL5A. +.chrUn_random:42527297-42527387
GCUCCUCCAUGGGUGAGUGCGGUUCUGCACGGCCCGCAGCGCUGCCGGCAGAGCACGGCUCCCUGACGCCGCUCUCGCGCAGGGAUGGAC

- - (CCCCC- (G- (- CC- (- CCCC- - €C---32-0000000000) - - (- - - - - - - 23323-33333-33-33)-)))- (-45.40)

Atypical new mirtron candidates

>AP1S2.+._chrl:125276272-125276345
CGGUGAGCACCGCCGCGCGGGGACGGACUCGCCUCCCUCAGAGCCCUCCUGCCCCGCGCUGCGGGACCCGCUG
(CCCC- - - - CCCC- (- - (e m e mee o - 23)---333--32033333-333)----3)))) (-38.10)

>DHX30. - .chr2:625612-625684
CCUGAAGUGAGGUGGGUCUGAGGAUAGAGUGGAUAUUUGUGUAUCAAACUGUUCUCUUCCAUCUAGCCGAGG
(CC- - - (- QL - - Q- - - - CCCCC-- 3003 ---3030033) 23003003 -D) - D)) (-24.70)

>Ccnl2.+.chr21:2197500-2197561
UAAGCUGUUGGAGGAGACGAGCUUCAAAUUUGAGCAGAACCUCAGUCUCUUGCAAUGCUUA

CCCCC- (CCC- (- CCCammeammei e - 23)-313-331333)-333))3))) (-22.20)

>Scmhl.+.chr23:1213445-1213505
UUGGGAUGGGAUGGUGCUGCACUGCCCAGCUCUGAUGGCGCUGCGCUUUCUCAUCCCGGE
- (CCCCCCCCC- CCCCC- €A - - CCCCC----3D--33D03 3300 -0000000))) - - (=29.20)

>RPUSD4. - .chr24:315408-315471

UCCUGCUGGAUGUGCAAAGGGCUGUGGCAGCAUUGUGCAGACCUUUGCUUUUCCUUUGCAGGG

(O (G (Cr 233333-333333)---3))---3))))- (-29.20)
SWNT3.+.chr27:1117229-1117291

GGUUGGGAAGGAACAAAGCAUGACUUGGCACAUAACCACAUGGCUUCUGCUCCUUCCCAGCC

(- - - - CCemmmm - - 233333-3321-3)-3300003))))) (-29.10)
>ADAMTS10.-.chr28:1360196-1360279
CACUGGGGCUUGGGGACACCAUCAGAACAGCCACAGCUGUGCUGGAUUCUGUGGCACUGAUGUGUUCUCCACAGGUCCUCGUG

(- (- €L - - - - - - - - - - 2)-3313333-33331333313)---33)0)3))-))) (-37.40)
>HSD11B1L .+.chr28_random:35314-35410
GAGCGGGACGGAGGCGGGCCGGGCUUCUUCCCUGCCGGACGUUCGGUCGCCCUCCUUUCCUCCCGCAGGGAAGAUACCCACCCCCUUCACCACCUC
(CCOR (O (I (R (O ((((a ((er e ((CREEEE D) EEEE 233-333331333)--33)-333333))-))--))) (-47.60)
>NRXN1.+.chr3:6459627-6459716
AGGUAAGGCACCAUCUUAGCUUGCCCCACCGCCCCCUUUGCGUAGUGGAGGGGACGGGUAGGAGGUCAGGCCUGCAUGGAGUUUCAUCU
(@@ UEERR (U@ @E)O) BB D)) ) BRSO B B ) DD EEEE D) D IS D)) B ) DI GEIAEY) )
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>Tmem63B. - .chr3:31574849-31574928
AAACCUUUGGAGGAGGGAGCAGGAAUAUGGGAGCACACACUGAUGUGAGAUCUUCCUGUCUUCUUUCUGCACAGGGUUU
(- CCCaeaeCCC--- - - (- (- - - - - - 233)---33333313-333313313-3)-333)))) (-31.10)

>Unknown.+.chr3:43902379-43902460
UGUGGAGAUGCGGAGCGAUUUCUAAACCUGCUUCUGCAUUCUGCAGCAGAAUAGGGAGAAAAUGUGAAGCAGCUUGGAGCA

N (O (O (R (O (R ((( S (((CC(CRErTr 2333033333-3333)-33)---3))-)))---)) - (-26.60)

>CRSP3. +.chr3:59307909-59308000
UUCAGUGUUGUUGCAUCCUGUUAGAGAGACACUCAUAGAGAGUCUUUUCACAGUAACUCACUCUGGGUGUUUCUCUUGCAGAAAACUGAGG
CCCCCCCC- - - 2D - - - (CCC- QO CC-CCCC- - €C----32--333)-32-33033)333333) 23333 - - -D))))) - (=35.10)

>ACTRIA. -.chr6:24600334-24600422
CUGUAGGGAAAUCAGGGCAGCAUGCCAGGAGAAGCAGACUGUAGUUUGGGGUAGUCCUGACUGAAUCUCUUAUUCUCCUAGAUAUCAG
------- (C-CCC- - G- - - - DD (- - CCC- - - CCCCC-CCC---23DD-0000) - ---32D--D00D03)-3)) -)) - - (~25.50)

>VAMP4 . -_chr8:4814316-4814369
UGCAGGAGCUACACAGGGUGCCACACGUAACAUGCAUCUGUGCUCCUCUUGCA

N (R (O (T 22)3233)---333))))- (-19.60)

>VAMP4. -_chr8:4815052-4815113
GUUUGUGGGAUGAAUGAUAGGCUAUGUGCACUACUGCAUUGCCUCUCUUUUUUCCUUUAAC

(€G- - CCCC- - CC- Q- - - CCCCC---D3003-0003-00-300 00D - D)) (-19.10)

>pkl3.+.chrg:21500442-21500525
GGUUGAGGCAGGAAGUGUGGUGGGAGCUGGGAUGGAGCUGUGCUGCAGGAGGUGUGAGCUAAACUGAGCCCCACCUGUCUCCC

RN ((C((CETRPrS (L (G (CRE ((((CR (CErP 2)--33-333---33-233033033)3))) - - (-30.10)
>PER2.-.chr9:6543163-6543226
UGUAAGGAACUGGAGAUGAGAUGACCGUAAUUUUCUGUUGUUAUUUCUCUCCUCUUCCCAUCA

----- (CCC- - CCCCC- Q- - CC- - - - -23D--333003300300) - -30)) - - - - - (-20.50)

>LARP4. - _chrE22C19W28_E50C23:194939-195017
UUCUUGGGGCCGUGUGGAAGAGUAUGGUGUGGUUAUUCUGGUCUGUAAACGCUGCUCUUCUCCCUUGGUCCCGAAGGA
(R (N ((((CN (R 232133333133133)----333333)-3)))) (=29.40)
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