
Supplemental Figure S2 Strand asymmetry of PG4MD500 in warm-blooded animals. 
The frequencies of PG4Ms on the coding (PG4Mcod) and the template (PG4Mtem) 
strands in the 10 kb TSS-flanking region (TSS±5 kb) of five selected warm-blooded 
animals are plotted (A–E).

Chimpanzee

0

0.15

0.3

0.45

0.6

0.75

0.9

1 11 21 31 41 51 61 71 81 91
Distance relative to the TSS(kb)

Fr
eq

ue
nc

y

G4Mtem
G4Mcod

Rat

0

0.1

0.2

0.3

0.4

0.5

0.6

1 11 21 31 41 51 61 71 81 91
Distance relative to the TSS(kb)

Fr
eq

ue
nc

y

G4Mtem
G4Mcod

Mouse

0

0.1

0.2

0.3

0.4

0.5

0.6

0.7

0.8

1 11 21 31 41 51 61 71 81 91
Distance relative to the TSS(kb)

Fr
eq

ue
nc

y

G4Mtem
G4Mcod

Cattle

0

0.1

0.2

0.3

0.4

0.5

0.6

0.7

0.8

1 11 21 31 41 51 61 71 81 91
Distance relative to the TSS(kb)

Fr
eq

ue
nc

y
G4Mtem
G4Mcod

-5  -4   -3   -2    -1  TSS  +1  +2   +3  +4  +5 -5   -4    -3    -2    -1  TSS  +1  +2   +3   +4   +5

-5  -4    -3   -2    -1  TSS  +1  +2   +3   +4  +5 -5   -4    -3    -2    -1  TSS  +1  +2   +3   +4  +5

A B

C D

E

PG4Mtem

PG4Mcod

PG4Mtem

PG4Mcod

PG4Mtem

PG4Mcod

PG4Mtem

PG4Mcod

Cow

PG4Mtem

PG4Mcod

Chicken

0

0.2

0.4

0.6

0.8

1

1.2

1.4

1 11 21 31 41 51 61 71 81 91
Distance relative to the TSS(kb)

Fr
eq

ue
nc

y

G4Mtem
G4Mcod

-5  -4    -3   -2    -1  TSS  +1   +2   +3   +4  +5

PG4Mtem

PG4Mcod


