Table S6 Primer sets used for the amplification of FISH probes and quantitative RT-PCR

Gene Forward Forward primer sequence Reverse Reverse primer sequence Probe
primer primer length (kb)
For FISH probes
WD0501-WD0498 wd0501F ACATCGGCCTTGGTATAGGACCAACAG wd0498F AGACTTAAGTGATATGGCGCGTG 3.5
WDO0718-WD0722 wd0718F TCGTTAGCCATAGCAACATCTTGGCG wd0722R  TGAGGCAACTTGATATGTTCCATAAA 4.0
WDO0722-gpsA wd0722-3F GTAAATCCCGTTTACTGTTTACGCCT gpsAF TTTTGTGGACTCGCAATGAAAC 55
gpsA -WD0735 gpsAR GCCTTCTGACAAAATCTGCTGAAC wd0735R GTATTGCCTGCCTTATAGATGCCATT 8.8
For quantitative RT-PCR
efl o exon eflagrtF AGCTGAAGGCAAGACCCTCATT eflagrtR CCACCAATCTTGTAGACATCCTGAA
efl o intron eflaintgpF AATGGTTTGAAGCAGGATGCC eflaintgpR TGGGTTCAAGTTGGCTGATGA
araD araDgpF TTTTCACCTGCATACACCTTCGA araDgpR TCCGACCACACGTTATAGATCCA
gltP gltPqpF CATCGCAGTAATAAATGCCGCT gltPgpR TGTTTTCCTCTTATATGGAGCAGCA
miaB miaBgpF AAGCGTCGTCACAACAGAGAACA miaBgpR CCAGCAATAATATCAGCGCCAA
ftsZ ftsZgpF GATGATCGACACCGGAGAGG ftsZgpR GAGTCATATCTCCGCCACCAGT
ribF ribFgpF TTTTCTGAGGTTAGCTGCGATGA ribFgpR CCCGTCAACTATTTATGGCTCTAATTT
mpp2 mpp2gpF CTGGCAATGGAAGTTGAAGCAG mpp2gpR  CCATAGCCATTACGGTAAAATGCA
purN purNgpF CGTAATGTACAGTACAGCCTGCGAT purNgpR TCATCCCTCTCTACTTCCGTCCTT
smpB smpBgpF CTGCAGACCGAAAAAATCATAAACC smpBgpR GCGGCACAACAGTTATCCCA
rho rhoqpF TTTGATGAGCCTGCTTACCGTC rhogpR CTGCAGTGCATTTGAACCCAC
ispB ispBgpF CAACAAATGACAAAACAGAGAGGCT ispBgpR CGACTTGTTTTCCAGAAGTGCC
uvrB uvrBgpF GTCCGAAGCTTATTTGCCGC uvrBgpR CAGACAGCAGAATAACGCAGCAT
ftsY ftsYgpF GAAAGTCCGTTATGCTTGTTGCA ftsYgpR AGTCGCTACCATGCTCTCCAGTAA
hesB hesBgpF CTGCAGTGATGACCAAAAAGTTAAA hesBgpR GAAAACAAAACCCGATGAAAATG
hscA hscAgpF GCAACTGGAACACCATTGGTTC hscAgpR TGAATCATGAGCCTGCAGAGC
afuA afuAqpF  TGAAGATTATTGGTTTGGCCTTACA afuAgpR CAATGGCCGGTTATATGGACTTT
gor gorgpF AAACAGAGGAGCAGGTGCAGTG gorgpR AACGTATATGCCGAACCTGCCTA
fabH fabHgpF CGCCTGATAAAACTCTGCCTAGC fabHqpR TGAGCGAATCAGCAACTGTAACTG
dsba dsbagpF CTTGCTATCACTGCTCTCTTTTTCA dsbagpR CATTGCAGCCTTTAGCCCTC
mraY mraYqpF GTTCCGTTTGCTGCGTTTGT mraYqpR GCTCCTATAAATGCAATGCAGAATAAA
purF purFqgpF  GAACCAGGCGAATTAGTTACCATCA purFgpR TCTCCATTATGCTGTCTGGTCTCG
tyrS tyrSgpF GCACAACAAAAATTGGTGACCC tyrSgpR CTATCATTGCACCGGTCTTGCT
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