Table S1. Primer sets for PCR detection of Wolbachia genes from C. chinensis and allied insects, and use of the primers and PCR products for experimental analyses.
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dnaA WD0001 dnaAF TAATGCATGCTATAGCTTGGCA dnaAR TCYACTCCATCAAGATCACTAGG 698 950 253 X X X X
virD4 WDO0008 virD4F AGTGAAAAACCTGGRCAGATGGT virDAR GTATCRATCAATGGGTTTRCCCA 8982 9285 304 X X X X
fusA WD0016 fusAF GCAGCTTCTATGGATTGGATGGA fusAR  GCGCCYAAYGTTTCTTCTTGCCA 14338 14731 394 X X X X
rpoC WD0024 rpoCF CNCCTGTTGCYCATATATGGTT rpoCR  ATAGGTATAGTTGTAAGTATCATCCA 25333 25693 361 X X X X
serS WDO0028 serSF AATGATGARCTTGAGCGTATGAC serSR  TTTGGTATTGYAATCGACCCGTC 32372 32675 304 X X X X
prsA WDO0036 prsAF GATGGTGAGGTAAATGTAGAAGT prsAR  TTACAYAATGTTCCRCCAGAGTC 38963 39518 556 X X X X
dnaJ WDO0040 dnaJF AGAACATGTACTACATGCTATGG dnaJR TTGGTACYAGTYTGAGTRCCTTC 43810 43489 322 X X X X
rplM WD0067 rpIMF GGRAGRCTTGCAGCATTTGTAGC rpIMR  TCAAGCATYCTTTTCACYGCCAT 64487 64277 211 X X X X
secD WDO0086 secDF AAATCTCTGCTTGGCAAAACTGC secDR CTTCNATTATTTTAAGTGGTGCTGG 79606 79213 394 X X X X
ddiA WD0095 ddIAF CTRCATGGACCTTATGGTGAAGA ddIAR AAYTCAGTAAAGCCAGGATGTGT 87572 88160 589 X X X X
dacC WDO0098 dacCF GAGGGYATYGCAGGATCAGAAGA dacCR GTTATGGTAACATCGTTTGCAAC 91106 91595 490 X X X X
putA WDO0103 putAF AAAGCTATAGGTGAATCCACTGA putAR  GTRCGCTTGATTTCTGARTCCCA 96592 96229 364 X X X X
gyrB WD0112 gyrBF CAGCAGCAGAGGTAATAATGAC gyrBR  TATNCTCRTAGTAGGARTCATTCCA 103802 104312 511 X X X X
ftsK WD0120 ftsKkF GGAAAATCGCTATCGCATGATG ftskR GATGGGCGTTGTGTTGCCAT 112930 112655 276 X X X X
pheS WD0132 pheSF GATGCAACTCACACYCCTATGTT pheSR AGCATTGCNAGCCTTTCTATACC 121459 121735 277 X X X X
metK WDO0136 metKF GCTGGAGATCAGGGCATAATGTA metKR  AATCCACAATCACTAACCGGTCC 125248 125566 319 X X X X
gatB WD0146 gatBF TCTCTRGTTGATGCRGCAATGCC gatBR CAACGAAGTGATCCCTTTTCCAT 131697 132105 409 X X X X
cysS WDO0149 cysSF GAYACAGCACATATAGGYAATGC cysSR TTGCCAAGGTAAGCATATGACAT 137807 137288 520 X X X X
uvrC WDO0154 uvrCF CTTGCTGCTYTNTATAGAGATCG uvrCR CTGGTTAGCACTTCYCTCATCAT 142015 141397 619 X X X X
alyQ WD0156 glyQF GARGTNACATGCAAYGGAATGGA glyQR CCTCTTGCATCRAGCAGATTAAG 145244 144920 325 X X X X
map WD0167 mapF GAAACTCTTGATTTCATTGCACC mapR AGATCGCGTGTTGTTACTGTCCA 154745 155312 568 X X X X
mraw WDO0170 mraWF GCTGGAGGRTATAGCAAAGCAAT mraWR TTTACCCATATTCTGATTGCCTG 157037 157592 556 X X X X
pth WDO0175 pthF  CTTGGTAAYCCTGGTAGTCAATA pthR  GAYTTAAGTCCATTATGTCCAGC 159577 159859 283 X X X X
ubiH WDO0177 ubiHF ATGGTTRGYGAAGAGCCAATGGG ubiHR TGRATTGAATGTGCTGCATCGCC 162353 161813 541 X X X X
mrp WD0179 mrpF  TATATATGGTCCTTCAATTCC mrpR GGTACGCTGAGCTTTGTAAACAT 164411 164084 328 X X X X
mutS WDO0190 mutSF ATTACTGGTCCTAATATGGCTGG mutSR  GTTATATTATCCGTTGCGCCAAC 172090 171979 112 X X X X
guaA WDO0195 guaAF CATAATGTTGGTGGRTTGCCAGA guaAR CCRTAYGTACGACCATCTCCCAT 177139 176860 280 X X X X
nrdA WD0197 nrdAF TGGTTYATGCCTTCAACNCCAAT nrdAR  GCTGTTACTGAYTCAAAAGGAAC 180751 179869 883 X X X X
pstC WD0202 pstCF GTNCCGCTTGGTTTATTTTCTGC pstCR CATTAGYACAATCATTGTTTCACC 186868 187249 382 X X X X
atpD WDO0203 atpDF TATAGTYCGTTGTATTGCTATGGA atpDR  TTGCTCCAGGAGGCTCATTCAT 187752 188229 478 X X X X
araD WDO0208 araDF CAAGCAAGGAAAGATATYCAAGC araDR  TGCCAATCYCTCTCACCAAGATT 191569 191203 367 O [EF534605] O [EF534606] O O [EF534607] X X O (0] (0] O (@]
gltP WD0211 gltPF TATGCCCTTGCTTGTGGATTTGT gltPR  GCACCRTTACCCATAACRTTTGC 194068 193396 673 O [EF534608] O [EF534609] O O [EF534610] X X O (0] (0] O O
nrdB WDO0212 nrdBF AAACCTTTTAATTACCCTTGGGC nrdBR GCTGCAATGTGTATGGTTTCCAT 195525 195291 235 X X X X
clpB WD0224 clpBF GCAAAYATTGTTTCAAAGTGGAC clpBR CTTTGAAACAGAATGTTTTTCCAT 208218 207939 280 X X X X
pyrC WDO0230 pyrCF TGTRAAGGRCTTGTTCTAATGCC pyrCR AGYAGCGCCTGYCTCATAATCAT 216161 215852 310 X X X X
yidC WDO0237 yidCF GTRGTGTTRCTGTCACCTGCAGA yidCR TCAGGTATGATRGCTGTRAGCCA 224463 224880 418 X X X X
prfA WD0247 prfAF ACAGGNGGAGAAGAAGCAGCATT prfAR  CTCAATACTTTGAGCGCTTTAGC 231731 232151 421 X X X X
pinR1 WD0288 pinR1F GTACAAACAGTGYTATCAGGRGC pinR1IR ATTATTCTCCTCACTGTNGCCTT 267707 267965 259 X X X X
coxB WD0300 coxBF ATTGGYCATCAATGGTATTGG coxBR ACTGCTTCAAYAACAATTGGCAT 280086 280385 300 X X X X
COXA WDO0301 coxAF AACGTAATGRTTACAGGGCATGC COXAR AAYTCAATYGCTCCACCCCACAT 280676 281465 790 X X X X
gloEL WDO0307 gloELF GCAGTRAAAGCTCCAGGTTTTGG gloELR ACTATACCTTCTTCAATTGCAGC 288004 287635 370 X X X X
recJ WDO0312 recJF GAYTAYGATGTTGATGGTGCAAC recJR  AGAAATGACACTCCAACTGCTGC 292463 292157 307 X X X X
lon WDO0317 lonF  GRAAAACTTAYATTGGYTCAATGCC lonR  CCCGGACAATTGTATAATTTCCAT 297922 297679 244 X X X X
IpdA2 WDO0325 IpdA2F GGYGGTATATGYTTAAATTGGGG IpdA2R GTCATAGCRTGCTGYGCATTCCA 307118 306779 340 X X X X
adeK WDO0337 adeKF GTAATTGTTGGTCTRCAATGGGG adeKR TCATAACATGGCCCTATCCCTTT 321055 320698 358 X X X X
dnaG WDO0348 dnaGF GGRARAGTTATTGGTTTTGGCGG dnaGR CGTCCAGCACTATCGCCATCCAT 330601 330337 265 X X X X
dnaB WDO0354 dnaBF TTRGCTGCAAGGCCTTCTATGGG dnaBR AGRGCRCTRATTGATAGCGCAGG 337613 337361 253 X X X X
recB WDO0359 recBF ATAAATCCTAATTTYTCTGTRTGGGT recBR CAATTTGGARCAATGCCAGCTTC 344651 344291 361 X X X X
prfB WDO0374 prfBF GGAACNGAGAGCAATGATTGGGC prfBR  ACCGCACTTTCAGTYTTGTTCAC 353472 353145 328 X X X X
tkt WDO0387 tktF AGGYATGCCACTTGGNATGGC tktR TGCTTCATGGCTTATTCCTTCCAT 371174 370823 352 X X X X
argS WDO0402 argSF GTATCTGCAAATCCAACTGGTCC argSR GCAAAATAAGTCCAACTGCCGTC 383378 383933 556 X X X X
aspS WDO0413 aspSF TTTCATAACCCATTYTCCATGCC aspSR  ACATCTTCACCYTGCTGRTTCAT 391263 391566 304 X X X X
ileS WDO0423 ileSF  GAGCTRAATAAGAGAGTTAATTGGAT ileSR  GCATCGAGCCAGATTCAAACCA 401252 401537 286 X X X X
atpB WDO0427 atpBF ATACCAGGNTATTTGCAAGCTGC atpBR  GCAATCATRTTTGCNGCAAGCCT 408830 409169 340 X X X X
csl WD0431 cslIF  GTGCCTCATTCTYTGCCTAGAAC cslR  TTTAATTTCGCCTGTACACAYGC 411362 411500 139 X X X X
ctaA WDO0432 ctaAF GCTTTTRCYGGTTGGTATATGGT ctaAR GCATTTARYCCTGCAACAAATGC 412627 412834 208 X X X X
pccA WDO0433 pccAF AATGTAGTGCCAGGATATATGGG pccAR TCTGTYACTGGATGCTCAACTTG 414844 414373 472 X X X X
pcnB WDO0444 pcnBF ATAGAGRAATTTGGTGGTGAGGC pcnBR  TYTTGCATGCTCTTAAGTGTTGG 428420 428990 571 X X X X
tatC WDO0452 tatCF TCTTTTCCTGTRTTTGCATGGCA tatCR ACTTGGCTTAAYACATCAGGTGG 434589 434961 373 X X X X
valS WD0464 valSF GAAARATGCAGCCYATYCTTTGGGA valSR GTTCATCACCRAAYGTACAGCACAT 447449 447170 280 X X X X
pyrG WD0468 pyrGF CCRTATCTCAACATTGATCCTGG pyrGR TCACCTACRGTTCCGCCTATTTC 450506 450773 268 O [EF534611] O [EF534612] O O [EF534613] X X (0] (0] O X
c0g0590 WDO0469 cog0590F GTGCCNATAGGTGCTGTAATAGT €c0g0590R CCRTTTTCAAYTCCTCCACCTTT 452040 452244 205 O [EF534614] O [EF534615] O O [EF534616] X X (0] (0] O O
hflB WD0472 hflIBF GGCCCTCCTGGAAATGGTAAAAC hfBR AACTCAGCYCCAGAATAGCCTTC 455222 455681 460 X X X X
acoB WDO0473 acoBF GAAGAAGTTGCRGAGTATGATGG acoBR AAYCCYGGTATATGCGAATACCA 456534 456831 298 X X X X
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AAYGAGGAYATGAATGAGTGGAA
GTACCAAGTGAACATTAYTGGGG
GARGACGAYTATGARGGTTGGAA
GAGATAGGRRTAGCATCRTGGTA
TCRATTACTGARGCAAGAGGGAA
AAYATGGATGAATTTGCTATGGG

GTRGARAATGCAATAGATGCTGG
AGRGTATCRTACAAGAAAGGAGG
ATCTCTGGTGAGGCTYTGATGGG
CAAAACGAGAYACAGARTGGATG
CAYAGYAGAGTACCTTTATGGCA

ATYAAACAGGCACTTGAYTGGGG

c0g0863F TCAGCTAAYTGGGCAAAGTGGGA
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rpIRF
rpsCF
ppdKF
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GGAATAACCTTGTGGACCTATGG
CTGCAATATCTCAAGTGCAGCA
GAGAAYAGTCGTGTTGGYCAAGT
ATGGTGGCNTCTGATATATGCAA
AATGAATCYTTTAAGCATGCTGG
TAACAGCACGRGGAGGRATGAC
GAAGRRGCAAAGTTTGCTGGTGA
TATGAGCACGACTACTATCGCAC
GCAGGAATTGAAGTTGAGCAAGG
GCACCTTCTATACTTTCAGCAGA
AGTTTTATCAACGTTGGTGCATA
CTGGTGNAGTGARACGAATAAT
GTATGCCGATTGCAGAGCTTG®
TTTTGTGGACTCGCAATGAAAC

ACCTTAGATTTTCATTATGATAAGCA

GCTATYGCTGCTGCAAAACTTGG
GGTGGTCAGCTTACAATTACTAC
TTAACTTTTGAGCCTCAYCCATC
GGCAAAGCAGGATTGGCTCACTA
CTTGTAATYCAAGAAGGRGCAGG
TCAGGTAGGGGRTCGAAYATGCA
TTAGAAGAATTTGAAGCRGGTATG
GCAGAAGTRGTTGAAGCTATGGG
GCTGGATCAATTGTTGCTTGG
GGAATTTCTCCAAGTGGTTGGGA
GTRTTACTTATAGATGAAAGACC
TCTGCATGCTGTGAAGCTGCATC
GCTGTTGCRGATAATGAAAACGT
TTGGTTGGCTTAATCGCATGAC
ATGGAGCTTAATAAGATTGCAGC
TTGCCTGAYTTACCAGARTGGAT
GCTGGAGATCAACCGCAGGCAAT
TTYGTRAACGATAGCAAAGCAAC
GCAGATACAGCAAAATCGRATGAT
ATGTTCACAAATGCTGGYATGGT
GGYTCNCAGTTTGTAGGAATGGG
GATGGCAACGCTCACTTAGTTCA
CCYAAAACTCTGGARCATATGGT
ATGGTATGCGGAGTAAATGGTAA
CGTCCTTTRGAGTCGGTAATTGA
CAAGTTCTTGCAGTTGGTGGTGA
ATGGAAAAYGGTGGTGAAGCTGA
CCTGTYGCTGGAATTGCTATGGG
GGTCATGGYAAACTTGCTTGGAA
GTTGTTATAACTGGGCTAAGTGG
ACCGTTTGTGACAATTCATGGGC
GTTGGTGGYATGACTCGTATGCC
TTTGAAGCTGCTCACTCTTCGGA
GGRCAAATAATATGCCAATGGGC
CGGTGTATAGAACTGTTAGTAAC
GCAGGCAAAGCAGCAATGGATGA
AATATTTGYTGTGTRGGAGATGA
TGGAGTRCGAGGAGGTTGGGA
GTTGATCATAGTGGTGAAATGGT
GTATTTGGTAAGTCAGGAGTTGC
GGAATGCTTGATATGAGATGTCA
GTTGAGACRAGYGATGAATGGAT
TTTGACTACGTTACAGTGTGGGA
CCTATYGACTCTGARCACAAYGC
CACAAARTTTATGGACCTATGGG
AGTGTATACGTNCCAAACGGTCA
GACGCYCTTGATGGAATAATGGG
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CTCTRAATATATAAGGAAANCCCAT
TGCTYTGCTGCTGCTATRTGCAT
AGYCTATCAGAACGCGATAGCGA
TGTTTCGGATGACGTTTCTGCAT
ACATTCTCTGGYACTTGTGGCAT
GGTATACCAATRCGCTTACCCTT
TTTCTGCCCTTTCGGTTTTTAG
CCATCATARCCTTTGNTCCC
TAAGGTTCRCATAYAGTGRCCAT
GAATATCTCCTGCCYTCCATCAT
CATACCTGCTAGAGTTGTAGCTTC
GCAAGCATRTGTCCTTTTGCCAT

€cog0863R AGCGTAAAATGATTCTTTGCCCA
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TATGGTGCAAGTGCAGTAGCATC
ACTATRTACACYTCNGCTGGCAT
TCATCTATATCCTTAGGYGGCCA
CCAGARCTTCTTAAAGCCTCAGC
TCAGTACGAGCTATYTCAGCTCC
TCTTTGAAATCRGACTTTTGCAT
TTTGATACCCTAAGRAGCCACCA
TGAACACTGTAAGCAATATCATC
AYAAAAGGAGTGGCATCATTGCC
ACRCTTGGAGAAGTTGAAGGAAC
AATAAGGTGGCACTTCGCCGTA
TTGTGGCACGCTTTCTAAGCGT
GCCATGAGTATTCACTTGGCT?
GCCTTCTGACAAAATCTGCTGAAC
TTCRAGCACTAACCATACCCA
ATRCCTTTTCCAAGTTCCTGAAC
ATACCYGTATTTGGTGCATGCCC
GTTGGAAATCCTATTTCTCTACC
GTTTTTATATCGCTYTCCCAGCC
ATYACACTCTGTGGTATATCCAT
ATTATRGCTCCAGCATCAACTTC
CTCTGYTTTATGGTTGCTCTCTT
CCTYCAGGTTCTGGTAGAGCCAT
CATATYACAATTCCAGCAGCATG
GGTTCTGTNGCAACACGYGCCAT
AATAGCTCTTCCTTCCTTGTTCC
TCTGCTGGACTGCCYTTTTCGTA
TCTTCTCTTTCCACAACAGCTTG
CTTGTACCATCTCTTAAGCTCAT
TTGGAAATACCTGCAAATGCCAT
GCCAAGATAGTAGTYGGTGCCAT
GCGAACCAAGACCGTATATGCA
CATTCTRCAAAATGCTTCACCACG
AAAARCTGTNACGGCATCTCCCCA
GAAAAGCCACTTAYCTTACGCCA
ACCATTTCTCTCCATTTCACTCT
CGAGTAGGAAGAAATTCAAAGCA
TTAATATCCCAMCCAACTACTGC
TCATGAGGRGCAGTGYCATCCAA
TGAAAACTCTCTCCACAACCACA
CCATAGTTTCTATGCCAAGTGA
TCACCACCRCTTGGTTTTCTTGC
AACTTTACCATCATCTCCTATTTC
ACAGAAACTTTACCATCATCTCC
TATCTCTTTAAGATGYTCTCCCTT
ATCAAACTGTCRCATCCTCCCCA
TGYTGTATTGAATCAGCRTCATC
CCNATAATRGGTTCACCTATTGC
GCRTTACCTGATATCTGCCCATA
CATTCCTTTCTCTTCAGAACCAAA
AGRTTRTCAGCCACTATCCACAT
TAGAATTTTACGCCACTTATAATCTT
CTYTTCATAATYCTCCACATCCA
TGATTYCCTTCYCTTTTAGGTGC
TCCTCTGGAAAGTCTATATATGC
ATACCCCAATTGTTTATTGGACC
ACACAAGTTGACCTATCTTYCCA
TGRGAAATGATCTCCCCTTCATA
TGTACTATYGAYTCAGGATGCAC
AYYCCTTCTTGTACCATYTCCCA
CATACAACAGGAGTATGRTCAGA
GACCAGTTTATAGTGCCACGATC
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lipB
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recA
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WD1202
WD1206
WD1208
wD1217
wD1227
WD1229
WD1233
WD1236
WwD1237
WD1239
WwD1247
WD1249
WD1253
WD1257
WD1258
WD1273
WwD1277
WD1279
WwD1283
WD1295
WD1298
WD1309
WD1311
WD1312
WD1315
WD1319

lipBF
pasF
aatAF
glyAF
czcDF
recAF
folCF
dsbaF
gstF
wspF
rpoHF
uorflF
rpsAF
wd1091F

GAATTGGTATGGCTACTCCAGCA
GGTATAGATTTAGTTGCAATGTG
ATNATNCCAGCTCCTTATTGGGT
TAYGCAGAAGGTTATCCNGGTAA
TTATCAGATGCAGGGCATATGCT
GCTGAAATTGAAGGNGATATGGG

AGTRGGTATGGGYGGAAGGCTTGA
GCACCAATTCTAATGATAGAATATGC

GGGAAAAGCGGAATGAATTTATG

GGGTCCAATAAGTGATGAAGAAAC®

ATGCTGTCTCAAGAGGAAGAGGT

CTRGARCAGAAAATATCAGAAATGAA

CCTCYTGGTTCTATTGTTTCTGG
TGTGAGCCYTAYTTAAAGGGGGT

c0g1160F GCAGTAGTGAGTAACATTCCAGG

mraYF
VirBOF
hyfBF
purkFF
ruvBF
tyrSF
mutTF
mdhF
nuoBF
topAF
purKF
perMF
pccBF
mutMF
rluAF
pgkF
virB42F
pdhCF
ndkF
hemHF
hslUF
fabFF
thylF
priNF
petAF
gyrAF
bioYF
dapFF
sojF
manCF
lIolEF
atpGF
rhlEF
clpAF
pyrD2F
bfrF
kefBF
ftsHF

CCAATYAGATCATRTGGACCAGA
ATGGGTGATNCAACYGGTTGGCA
TGGGCTCCTCCRTAYGGAATAGA
GGAGATTGTGCAATAGGTCATGT
ACGAGAACTGAAGCTTTAGATCA
AAGCCRATAGTYTTACTTGGAGG
GTACTCGTGGTTGAGCAGAAAGA
GATGGAATACCACAAGGTAAAGC
TCTGGTTCATTGTGGCCAATGA
GTAGGGTTGATAACYTACATGCG
GGTAAAATGACTGCTATCGCTGC
TTCTATATATTRCGYGATTGGCC
CATGCAANTGATTTTGGCATGCA
ATACAYCTTGGCATGAGCGGAAA
CCAGGTGCTGGRACAAACAATGA
GCGATAGTTGGRGGAGCTAAAAT
GCCTRTRTTTTACCGTTTGGAT
GAGACTGATAAAGCCATAATGGA
ATGGCAATTGAGAGAACACTTTC
GTNTTCATCTGCATGCGCTA
TTTACCAACCCCTGTATGACCG
TTCCGTCAATTCAGGAAAATGTT

TTGCCCGAACTAATCTAACGCTTAA

CGCTTRATCGGAATAGTTTGGAA
CAYGGARTAAAAGTAAARTGGCA
TACCATGCTGGTAAGCCATA
TATCACTTGGTGCRGCAGGATT
GAAATGTGCGGAAACGCAGC
TTRTCGACAGCYTTTGCTGCTGT
AGRAAAGAAGTTAAACCATGGGG
GTGGTGATGTCTGTRATGAACGG
GCRTCTGATCGTGGCTTRTGCGG
GGATCGTATGTTTGATATGGG
GAYTATGGTTGYGTTACAGACAC
CTGAACATCTCATCCCCAAACAC
AATGAGCTAACTTCTGTACGCCA

CTGGATTRTTAGTTGCRGAAACAGA

GATGTTGCTGGRATTGATGAAGC

€0g2317F GAYTCAYTGCTTGCTGACTATGA

mreBF
ftsIF
htpGF
hemAF
aatF
carAF
rpoDF
SUCAF
wd1311F
dsbGF
vdcCF
nusAF

AGYGATATTGCTATAGACCTTGG
GGAGTGGTAATAGCAACAAATGT
TTTGAYGCTGAGGTAGGRAAAGT
GGRGGAACAAGAAATATATCTGG
ACATTTCATGGTGCATTTCATGG
GATGAATCAATTATCGGCTGGAA
CTTATGAAGGCYGTGGATAAGTT
CTCTGCGCRGARGATAATATGCA
GGACCNGAATTTTCCACTGACGT
TTTAGGGATRCTCCAATACTTGG
CCAGAAACATTGTCAGAATACCA
GCYTCAGCAAGAATTGCCCAGCA

lipBR

pasR
aatAR
glyAR
czcDR
recAR
folC2R
dsbaR

gstR
wspR
rpoHR
uorflR
rpsAR

wd1091R

TTAAGCGCTATGCCATGRTAAGT
GTGATGTGYGCAATACCTTTTAC
TANCCTATTCTCCAGCCNGTCAT
GCACCATGAGTTARATGYCCACC
ATTGGATCYACTATTTGCCATCC
TCTCTAAAYGGAGGAGCAACTTT
TTTTCTTGYGGTGCTATTACGCA
TCTTGCTTTAAGTTGCTTAGTGC
GCATGRAGAAATCTAGAGTCAGG
TTAAAACGCTACTCCAGCTTCTGC?
TTTATTGAAGCTTCAATCCACCA
ATCTTTAAGTAATTYTTATCCCA
AGTTCTTCAAGAGGATCATACTC
ATCCACTCTGCATARTCCTGATG

€c0g1160R GAYTTTCCAACATTYGGACGGCC

mraYR
VirBOR
hyfBR
purFR
ruvBR
tyrSR
mutTR
mdhR
nuoBR
topAR
purKR
perMR
pccBR
mutMR
rluAR
pgkR
virB42R
pdhCR
ndkR
hemHR
hslUR
fabFR
thylR
priNR
petAR
gyrAR
bioYR
dapFR
sojR
manCR
IolER
atpGR
rhIER
clpAR
pyrDR
bfrR
kefBR
ftsHR

ARGCTNCCAACATCACCCATAAA
GAATCAACCATAAAAACTGCCGG
GGNACTATTCTTTCAGCCATGTC
ATTCCAGAATCAGGTATTGGTAC
AGGCAAAAATCTTCCATAGCAGT
AATTCCGTTTACTATATTTCCCCA
CCAACGCCACTCTTTGAACTCTGG
TCRCCATGTCCTCCAAGCACAAA
ATTCCATATAGCAACGCCTCAGC
TTGCTCGCAGAATTACTTTCTG
TATTGCCCTTTTCCATCATAACC
TCAAACCAYCCACTAAATTGAGT
ACATCTGGYCCGGTTATAAACAT
GTTGAACCACCTGCAGCAATTGC
ATTTGGTGTGTTCTGCCTGTCTC
AAAACACCAATAGGTCCATTCCA

GGATRATCTTTGTGCGTTAATGTAAC

CGYTGYGCTATCACTTGGCGCAT
CTACACCAAYTCACATTCAGCAAA
TCAGTGCTTGGYTCTAGCCA
GCAAGGCGTGCTGTTGCTA
CGTTTGGACCCGTAAATTCGTA

CATAACTTCTGCATAAACTCTGACTTCA

TTTCCAGATCCTGTCTCACC
CCGTGGCAAGGRCARAACCA
GCAACACCGCTTGCACCATT
ATATYGYAAAGCTGCTACRAGTAG
ATRCCTGTACCTCTTTCCCA
TTCACACTGAAGAGGAACAATAAT
GCTTGTGCTTCTATTTTCAATCCT
ACTTCYGCTAAGCGTGCRCCTAT
TCAGTYGTAATCGCTGCTTGACG
GAAGCAACATCTGTTGCAACCAT
TCTATYGGRCGTGCTCCCAT
TGYACYAAAGARGCTCCTGCCTT
CCAAGTNAAGTGCTCTTCYTCATT
GAYAAAAGAGGAGTGAAAGCCAT
TTAGACTCRAARCCATCCATCTC

€0g2317R ATAGGAAAGTAGCCYATAACACC

mreBR
ftsIR
htpGR
hemAR
aatR
carAR
rpoDR
SUCAR
wd1311R
dsbGR
vdcCR
nusAR

TCATCCATAATRTCGCCACCTAC
CCCATCTCATAYACYCCAAGACT
CTGATTGAATATTCYCCATCTCC
AGACCTTCTCTTTCYGCAATTCC
CCACCAAAAGTGGAACCGTGCAT
GAGCGRGAAACYCTTGGATTCAT
TTCAACTTRCGYAGTGCTTTTGC
ATTTTTTGGYTCTTCTTGACACCA
CGYACNGGYACATCAAATTCGAA
AAAAAAGGTGTACCRCCTACTCC
ATTGCCCACATNACTTCCTTCCA
ACACANGCACCTACTGGATCAAT

977268

986426

990228

996187
1004337
1012643
1015556
1017578
1019826
1023151
1024183
1041799
1048711
1050301
1054236
1057201
1059221
1060674
1063359
1066901
1070883
1072466
1074542
1075624
1084255
1092522
1096445
1104179
1106115
1111703
1114198
1119131
1125381
1131175
1132430
1136131
1140092
1144029
1146501
1149034
1151916
1154471
1155564
1164687
1173597
1175682
1179175
1182075
1184849
1186965
1192972
1194978
1199199
1202390
1203466
1215215
1217961
1222914
1226630
1234849
1240511
1250524
1252771
1253387
1256118
1262402

977592

985976

990567

996370
1004709
1012376
1015423
1017836
1019593
1023730
1024396
1041319
1048495
1050538
1054677
1057750
1058828
1061040
1063980
1066691
1070505
1072802
1074164
1075314
1084555
1092885
1096712
1104551
1106508
1112039
1113853
1119485
1125927
1130803
1132853
1136050
1140184
1144112
1146801
1148836
1151574
1154192
1155945
1165038
1173801
1175970
1179718
1182471
1185179
1187265
1193293
1194645
1198839
1203098
1203967
1214675
1218384
1223331
1226225
1235107
1239992
1250884
1252363
1253150
1256616
1262009

325
451
340
184
373
268
134
259
234
580
214
481
217
238
442
550
394
367
622
211
379
337
379
311
301
364
268
373
394
337
346
355
547
373
424
82
93
84
301
199
343
280
382
352
205
289
544
397
331
301
322
334
361
709
502
541
424
418
406
259
520
361
409
238
499
394

[EF534698]
[EF534671]
[EF534672]

[EF534593]
[EF534595]

[EF534597]

[EF534599]
[EF534601]

[EF534603]
[EF534641]
[EF534644]
[EF534647]

[EF534673]
[EF534674]
[EF534580]
[EF534581]
[EF534582]
[EF534675]
[EF534676]

[EF534650]
[EF534653]

[EF534656]
[EF534699]
[EF534659]

[EF534662]
[EF534685]
[EF534688]
[EF534691]
[EF534665]

[EF534668]

XXOXXXXXXO00OO0OOXOO0O0OX0O0OXXXX0O00OO0O0O0O0OOXX0O0O0OXXXXXOOXOX0OOXXXXX0O0000XXXXXX

XXXXXXXXXXXXXXX

O [EF534594]
O [EF534596]
X

O [EF534598]

X
O [EF534600]
O [EF534602]

X X X X X

O [EF534604]
O [EF534642]
O [EF534645]
O [EF534648]

XXXXXXX X XXXXXX

O [EF534651]
O [EF534654]
X
0O [EF534657]
X

O [EF534660]
X

O [EF534663]
O [EF534686]
O [EF534689]
O [EF534692]
O [EF534666]

[EF534669]

XX O XXXXXX

XXOXXXXXXOOOOOXOXOXOOXXXXXXXXXXXXXXO0O0OOXXXXXOOXOXOOXXXXXXXXXXXXXXX

HXXXXXXXXXXXXXXXXXXXXXXXXXXXX

O [EF534643]
O [EF534646]
O [EF534649]

XXXXX XX X XXXXXX

O [EF534652]
O [EF534655]
X

O [EF534658]
O [EF534700]
O [EF534661]
X

O [EF534664]
O [EF534687]
O [EF534690]
O [EF534693]
0O [EF534667]

XX X X X X

O [EF534670]
O [EF534694]
X

X X X X

X X X X

XXX X X X X X

X X X

X X X X X

X X X X

x X XXX X X X XX X X X X

X X X

XXX X X

[eXe)

[eXe)

[eXe)

[eXe)

O00OO0OO0O O O

0000 OO0 O OO O00O0

O0OO0OO0O00O0O0

O OO0 OO0 OO

[eNeoNoXe] OO0 O OO 0000

O0O0OO0O0O0O0O0

O0OO0OO0OO OO0 OO

[eXe) [eNoNoXe] OO0 O OO 0000

O000O0

O OO0 OO0 OO

X0 O XOoO X 00X

OO0 XO

X OO XXXXO0O

XXX 00

OO0OX OO0

1o, amplification of PCR product of expected size; X, no specific PCR amplification. In brackets, accession number for nucleotide sequence of the PCR product.

20, the primers or the PCR product were used for the analysis.
®See [Kondo et al. 2002b].

4 Different primer pairs (ftsYgpF and ftsYqpR in TableS5) were used.



