
Arabidopsis genes coded for small, secreted proteins

CI2
Gene/ORF name1 Chr Acronym Length 

(bp) CalculatedThreshold
At1g73165 1 CLE1 222 0.606 0.358
At1g49005 1 CLE11 297 0.316 0.291
At1g63245 1 CLE14 240 0.784 0.339
At1g70895 1 CLE17 297 0.361 0.291
At3g24225 3 CLE19 222 0.647 0.358
At4g18510 4 CLE2 225 0.738 0.355
At1g05065 1 CLE20 249 0.348 0.330
At3g28455 3 CLE25 243 0.632 0.336
At3g25905 3 CLE27 273 0.480 0.309
At1g06225 1 CLE3 249 0.572 0.330
At2g31081 2 CLE4 240 0.638 0.339
At5g12990 5 CLE40 240 0.484 0.339
At2g31083 2 CLE5 243 0.476 0.336
At2g31085 2 CLE6 243 0.542 0.336
At2g31082 2 CLE7 258 0.719 0.322
At1g68765 1 IDA 231 0.637 0.348
AT_3|+|0|6441073-6441354 3 IDL4 279 0.430 0.304
AT_1|-|0|28919535-
28919822 1 IDL5 285 0.421 0.299

1. Names of annotated genes are obtained from TIGR (www.tigr.org). Gene with no gene names are 
given their ORF names with the following convention: species_chromosome|orientation|frame|coord_left 
coord_right.
2. CI: Coding Index. 
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473.0108.0112W620LBY htoB 124.0965.0271W651LKY htoB
124.0427.0271A-W170LBY htoB 404.0279.0781W750RKY htoB
024.0919.0181A-C580RBY htoB 274.0646.0331C900LLY htoB
573.0519.0322A-C980RBY htoB 183.0077.0022A-C810LLY htoB
373.0178.0802A-W332RBY htoB 514.0066.0571C830RLY htoB
893.0048.0091A-C020RCY htoB 404.0986.0781A-W990RLY htoB
434.0777.0061B-W020RCY htoB 893.0737.0091W581RLY htoB
473.0215.0112A-W540LDY htoB 764.0269.0721W462RLY htoB
055.0707.049C160LDY htoB 205.0989.0511A-C782RLY htoB
024.0149.0181W181LDY htoB 434.0399.0061C523RLY htoB
247.0499.043W232LDY htoB 904.0137.0481C723RLY htoB
373.0917.0802C610RDY htoB 024.0387.0181A-W363RLY htoB
483.0628.0502C070RDY htoB 055.0155.049W883RLY htoB
564.0269.0241A-C970RDY htoB 434.0018.0061C593RLY htoB
524.0499.0661C680RDY htoB 404.0296.0391A-C834RLY htoB
034.0648.0751C931RDY htoB 974.0796.0631C900LMY htoB
955.0896.019C672RDY htoB 484.0919.0031A-W850LMY htoB
564.0377.0241A-C023RDY htoB 515.0727.0301A-C180LMY htoB
404.0389.0391A-W363RDY htoB 484.0319.0031C471RMY htoB
534.0175.0361A-C973RDY htoB 534.0689.0361W571RMY htoB
983.0007.0202C424RDY htoB 183.0948.0022C522RMY htoB
247.0319.043W164RDY htoB 335.0546.0601C652RMY htoB
893.0356.0091C005RDY htoB 904.0956.0481W682RMY htoB
556.0127.055A-C710LEY htoB 854.0998.0151W510LNY htoB
893.0027.0091A-C910REY htoB 335.0168.0601W070LNY htoB
373.0329.0802A-W840REY htoB 904.0248.0481C112LNY htoB
034.0339.0751A-W710LFY htoB 164.0845.0541C952LNY htoB
904.0115.0481A-C622LGY htoB 183.0729.0022A-W430RNY htoB
524.0799.0871C800RGY htoB 484.0398.0031A-W770LOY htoB
404.0699.0781C730RGY htoB 004.0155.0691A-C951LOY htoB
034.0675.0751W501RGY htoB 415.0988.0901W540ROY htoB
594.0696.0421C381RGY htoB 373.0258.0802C951ROY htoB
034.0227.0751A-W100RHY htoB 764.0249.0721C761ROY htoB
124.0587.0271C120RHY htoB 205.0889.0511C281ROY htoB
145.0969.0001A-W270RHY htoB 974.0509.0631W012ROY htoB
974.0488.0631A-W341RHY htoB 744.0849.0451A-C403ROY htoB
573.0949.0322W800LIY htoB 573.0127.0322C640LPY htoB
404.0759.0781C631LJY htoB 573.0617.0322W740LPY htoB
373.0317.0802W661LJY htoB 705.0649.0211W172LPY htoB
983.0368.0202A-W490RJY htoB 983.0159.0202W340RPY htoB
563.0356.0712A-C600LKY htoB 483.0489.0502C250RPY htoB
434.0346.0061A-W860LKY htoB 904.0664.0481W281RPY htoB
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Yeast sORF genes with evidence of translation
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1. Names of annotated genes are obtained from SGD (http://www.yeastgenome.org/)
2. CI: Coding Index.
3. Translation is verified with green fluorescent protein (GFP) tagging experiment
 by Huh et al. 2003
4. Translation is verified with tandem affinity purification (TAP) tagging experiment
 by Huh et al. 2003Ghaemmaghami et al. 2003 
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