
chr13:

FDR=10%

FDR=5%

FDR=1%

Ref. Introns

Conservation

753400 753450 753500 753550 753600 753650 753700 753750 753800 753850 753900 753950 754000 754050 754100 754150 754200 754250
dbr1/DBR+ sig. probes (P<5.8E-4)

dbr1/DBR+ sig. probes (P<2.8E-4)

dbr1/DBR+ sig. probes (P<1E-6)

Reference introns

Spingola et al Splice Signals

dbr1/DBR1+ enrichment

DBR1+ expression

Protein-Coding Genes from Saccharomyces Genome Database

Other Features from Saccharomyces Genome Database
Seven Species of Saccharomyces, Alignments & Conservation

GTTAGTA
GTATGA

AATTAAC

RPL20A

log2(dbr1/DBR1+)

6.42715 _

-0.25714 _

DBR1+ signal

5477.5 _

1 _

Supplemental Figure 3
A

chr15:

FDR=10%

FDR=5%

FDR=1%

Ref. Introns

Conservation

900400 900450 900500 900550 900600 900650 900700 900750 900800 900850 900900 900950 901000 901050 901100 901150 901200 901250
dbr1/DBR+ sig. probes (P<5.8E-4)

dbr1/DBR+ sig. probes (P<2.8E-4)

dbr1/DBR+ sig. probes (P<1E-6)

Reference introns

Spingola et al Splice Signals

dbr1/DBR1+ enrichment

DBR1+ expression

Protein-Coding Genes from Saccharomyces Genome Database

Other Features from Saccharomyces Genome Database
Seven Species of Saccharomyces, Alignments & Conservation

GTTAGTA GTTAATT
TATTAAC

GCATAC
ACATAC

RPL20B

log2(dbr1/DBR1+)

6.56882 _

-0.81524 _

DBR1+ signal

5232.33 _

2.83333 _

chr2:

FDR=10%

FDR=5%

FDR=1%

Ref. Introns

Conservation

426250 426300 426350 426400 426450 426500 426550 426600 426650 426700 426750 426800
dbr1/DBR+ sig. probes (P<5.8E-4)

dbr1/DBR+ sig. probes (P<2.8E-4)

dbr1/DBR+ sig. probes (P<1E-6)

Reference introns

Spingola et al Splice Signals

dbr1/DBR1+ enrichment

DBR1+ expression

Protein-Coding Genes from Saccharomyces Genome Database

Other Features from Saccharomyces Genome Database
Seven Species of Saccharomyces, Alignments & Conservation

GTTAATT
GTTAGTA

ACTTAC GTACGT ACATAC

NHP6B
YBR090C

log2(dbr1/DBR1+)

5.4501 _

-0.371563 _

DBR1+ signal

546.5 _

1 _
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