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Figure S2. Sequence alignment of fragments derived from different pi3.4 copies with pi3.4F" (pi3.4Fa),
pi3.4F" (pi3.4Fv) and pi3.4T (pi3.4T). The amplified copies from BAC40D03 are 3.4-40D03-B7, 3.4-
40D03-C6, 3.4-40D03-B1 and 3.4-40D03-C1. The copies derived from contig-Il to contig VI are 3.4-
27A18, 3.4-18C08, 3.4-6M14, 3.4-8E24 and 3.4-18J11. The copies obtained by PCR on genomic DNA
are 3.4P1-1, 3.4P1-2, 3.4P2-3, 3.4P2-2 and pi3.4d. In the alignment nucleotides substitutions are
shown, identical nucleotides are denoted with *.” and deletions are marked with ‘-,



