PRIMERS
PCR reaction 1
p15 Ex1 FP (B2)
pl15 Ex1 RP (B2)
p16 Ex1b FP (B2)
pl16 Ex1b RP (B2)
p21 S1 FP (B2)
p21 S1 RP (B2)
p27 Ex1 FP (B2)
p27 Ex1 RP (B2)
SNRPNbD FP (B2)
SNRPN RP (B2)
BRCA1 FP (B2)
BRCAI1 RP (B2)

PCR reaction 2
p19 Ex1b FP (B2)
pl19 Ex1 RP (B2)
TIMP3 FPa (B2)
TIMP3 RPa (B2)
APC FP (B2)
APC RP (B2)
RASSF1 FPa (B2)
RASSF1 RP (B2)
ECAD FPc (B2)
ECAD RPc (B2)

PCR reaction 3
MGMT FP (B2)
MGMT RP (B2)
p53b FP (B2)
p53 RP (B2)
DAPK FPa (B2)
DAPK RP (B2)
GSTP1 FP (B2)
GSTP1 RP (B2)
RARP FP (B2)
RARP RP (B2)

SEQUENCE (5'to 3"

CGCTGCCAACTACCGCACATCCTTTACCGACTAACTCCCCACTCTAC
CGCTGCCAACTACCGCACATCTTTTTTTTTTTTAGGAGATTTGGGTTTAG
CGCTGCCAACTACCGCACATCGAAAAAAACTCTTCCGCCAACAC
CGCTGCCAACTACCGCACATCTGTTTGTTATTTTTTGTTTTTGTTGTAG
CGCTGCCAACTACCGCACATCCCTCCTAAAAAATACCAACTCATTCTC
CGCTGCCAACTACCGCACATCTGATTTTGGTAGTTGTTTATATTTTAGTTG
CGCTGCCAACTACCGCACATCACCACCCTCTCCGCTTACCTAATC
CGCTGCCAACTACCGCACATCATTGGGTTGAAGAGGTTTTTGTAG
CGCTGCCAACTACCGCACATCGTTGGGATTTTTGTATTGTGGTAAATAAG
CGCTGCCAACTACCGCACATCCCAATACGAACGAACAAAATACCATC
CGCTGCCAACTACCGCACATCGAGATTTTTATTAGGGTGGAAAGAGTG
CGCTGCCAACTACCGCACATCCCGTCCAAAAAATCTCAACGAACTC

CGCTGCCAACTACCGCACATCCCCAATCTACAATTAAAAAAACAAAAATAAC
CGCTGCCAACTACCGCACATCGGTTTTTTTTATTTGGTTTTTTAGGAAG
CGCTGCCAACTACCGCACATCCCGCTCTACCCCGCTACCTAA
CGCTGCCAACTACCGCACATCGTTGGTTTTGGTTTGGGTTAGAGATA
CGCTGCCAACTACCGCACATCACGAACTACACCAATACAACCACATATC
CGCTGCCAACTACCGCACATCTATTGTTTTTTTGTGTTGTAAAAATTATAGTAATT
CGCTGCCAACTACCGCACATCCGACGACTACGCTACCCCTTAACTAC
CGCTGCCAACTACCGCACATCTTTTCGTCGTTTAGTTTGGATTTTG
CGCTGCCAACTACCGCACATCTCACCTACCGACCACAACCAATC
CGCTGCCAACTACCGCACATCTTATTGTTTTTGTTCGTTTCGATTTG

CGCTGCCAACTACCGCACATCCCGACCCTAATCCTCCGACAAC
CGCTGCCAACTACCGCACATCTTTGATTAGGGGAGTGGTTTTAG
CGCTGCCAACTACCGCACATCTTTGGTTTGTAGAATTTTTTATTTTAAAATGTTAG
CGCTGCCAACTACCGCACATCTCAAATTCAATCAAAAACTTACCCAATC
CGCTGCCAACTACCGCACATCGCGCCCTAACTAAAAAANACAAAANC
CGCTGCCAACTACCGCACATCCGTTAGTTCGTTTGTAGGGTTTTTATTG
CGCTGCCAACTACCGCACATCCGAATTAACCCCATACTAAAAACTCTAAAC
CGCTGCCAACTACCGCACATCTGTTTTGTGAAGTGGGTGTGTAAG
CGCTGCCAACTACCGCACATCTCCCAAATTCTCCTTCCAAATAAATAC
CGCTGCCAACTACCGCACATCTTGGTTTTTTTTTTGTTTATTTTAAAAGT

Universal PCR primer

UniB2

CGCTGCCAACTACCGCACATC

Supplementary Table 1 (Cheng)

AMOUNT in PCR

2.5 pmol
2.5 pmol
2.5 pmol
2.5 pmol
2.5 pmol
2.5 pmol
3.75 pmol
3.75 pmol
1.25 pmol
1.25 pmol
2.5 pmol
2.5 pmol

2.5 pmol
2.5 pmol
5 pmol

5 pmol
2.5 pmol
2.5 pmol
3.75 pmol
3.75 pmol
3.75 pmol
3.75 pmol

2.5 pmol
2.5 pmol
2.5 pmol
2.5 pmol
2.5 pmol
2.5 pmol

5 pmol

5 pmol
2.5 pmol
2.5 pmol



PRIMERS SEQUENCE (5’ to 3')
LDR Reaction 1

SNRPN 484A Cy5-KACAAACTTCKCACACATCCCCA
SNRPN 558A Cy5-ACTAACCKCTCCTCAAACAAATACA
SNRPN 646A Cy5-TAAAAACTTAAAATATCTAATAAATAAAAATAACCA

SNRPN 484Com (cZip 4) pCCTAAACATACKCKCCAACCTACCTCTAATGGCCGTGCTGGGGACAAGTCAA-BK
SNRPN 558Com (cZip 5) PpTCAAACATCTCCKACKACCKCTCCATTGCAACGGGCTGGTCAACGTCAA-BK
SNRPN 646Com (cZip 6) pCTCCCCAAACTATCTCTTAAAAAAAACCACCKACATCATGGGGGAAAGCTTCGTCAA-BK

p15Ex1 299A Cy5-TCCKCKACKCKTCCKCACCCTACA
p15Ex1 366A Cy5-CCAAAAACAATCCAAACKCA
p15Ex1 430A Cy5-ACCKCTCKACCACTACACA

p15Ex1 299Com (cZip 9) PACCAAAACKACTTTAAACTCKACTACKTCCKCCATCGTCCCTTTCGATGGGATCAA-BK
p15Ex1 366Com (cZip 10) pCCCKCTAATTCTTAAACKCCAAAACAAGGCACGTCCCAGACGCATCAAG-Bk
p15Ex1 430Com (cZip 11) pAAACCCCAAACCKCAAAAAAAGCACGGGAGCTGACGACGTGTCAAG-Bk

p21 S12968A Cy5-CACTTCKTAAAAAAATATATCCAACA
p21 S13037A Cy5-TACAACACKCKAAATTCCKAAACCA
p21 S1b3142A Cy5-AACKACKCKATAAACCKAACKCA

p21 Slc 2968Com (cZip 24) pCACCAACKCAAACKAAAAACTAAAAAAAACGCACGCAGTCCTCCTCCGTATCA-Bk
p21 S13037Com (cZip 25) pACTAACCTACTAAAACTCKACCAAACTCAACTAACTCKGGCTCGCAGGCTGGCTCATCCTAA-Bk
p21 S1b 3142Com (cZip 26) pAATCCCKCCTCCTTAAAACKAACCCKCGCATGAGGGGAAACGACGAGATTG-Bk

LDR Reaction 2
p53 498A Cy5-CTACKAAACTCCTAACACAAAACTAAACAATCA
p53 577A Cy5-CTCTAAACTTTTAAAAAACTCAAAACTTTTAACA
p53 661A Cy5-CKTAAAAAACACKCTCCCAACCCA
p53 498Com (cZipl2) pCCATAACAAATAAAAACAAATAATCCKCCACCAGACGCACCGCAACAGGCTGTCAAG-BK
p53 577Com (cZip13) pCCAATCTTAAACACATAAAAAAAAAAAACCCAATCATCGCTGCAAGTACCGCACTCAAG-BK
p53 661Com (cZip 14) PAACKCAAAATATCCCCKAAACCCAACGGCTGGGACGTGCAGACCGTTCAA-Bk
pl6 Ex1 351A Cy5-AAATAAAACKAACCKCKTACA
pl6 Ex1 438A Cy5-CCKTCKACKAAAAACAACATAAAACCTTCA
p16 Ex1d 520A Cy5-CKCTACTAAAAACKAAAACKCTACCCAACA

pl6 Exlc 351Com (cZip 15) pCTCKACKACTACKAAAAAAAAAAAAACAAAGCTGGCTGGCACGCACCAGAATCA-BK
pl6 Ex1 438Com (cZip 16) pACTAACTAACTAACCACKACCKCKACCKAAATCGGCTCCGTCAGAAAGCGACAATCAG-Bk
pl6 Exlc 520Com (cZip 17) pCACCKAATAATTACKATCKAAAACCKATCCACGAGGGATACCCGCAAACGATCA-BK

BRCA1 839A Cy5-CTACCCTCTAACCTCTACTCTTCCAATTACA
BRCA1 963A Cy5-AAAAAAACAAAAAAAACCAAACKTCTCTCA
BRCA1 1068A Cy5-ATCTATAATTCCCKCKCTTTTCCA

BRCA1 839Com (cZip 18) pACTTATTACATCACAATAATTACTATACKAAAATCAAAATCKCGGGAGGCTGCTGTCCTTTCGATCA-BK
BRCA1 963Com (cZip 19) pAAACTCTAAATTAACCACCCAATCTACCCCCKAAACAGCGTGTTCGTTGCTTGCATCA-BK
BRCA1 1068Com (cZip 20) pTTACCACKAAAACCAAAAAACTACCKCATGGCGATGGTCCACTCGCAATCA-BK
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LDR PRIMERS
APC
APC 559C
APC 719C
APC 783C
APC 559Mcom (cZip 27)
APC 719Mcom (cZip 28)
APC 783Mcom (cZip 29)

DAPK

DAPK 300C

DAPK 380C

DAPK 500C

DAPK 300Mcom (cZip 33)
DAPK 380Mcom (cZip 34)
DAPK 500Mcom (cZip 35)

ECAD

ECAD 190C

ECAD 359C

ECAD 429C

ECAD 190Mcom (cZip 36)
ECAD 359Mcom (cZip 37)
ECAD 429Mcom (cZip 38)

GSTP1

GSTP 925C

GSTP 1028C

GSTP 1144C

GSTP 925Mcom (cZip 39)
GSTP 1028Mcom (cZip 40)
GSTP 1144Mcom (cZip 41)

MGMT

MGMT 180C

MGMT 237C

MGMT 346C

MGMT 180Mcom (cZip 42)
MGMT 237Mcom (cZip 43)
MGMT 346Mcom (cZip 44)

RARB

RARB 127C
RARB 111C
RARB 411C

RARB 127Mcom (cZip 45)
RARSB 111Com (cZip46)
RARB 411Mcom (cZip 47)

RASSF1

RASSF1 423C

RASSF1 518C

RASSF1 593C

RASSF1 423Mcom (cZip 48)
RASSF1 518Mcom (cZip 49)
RASSF1 593Mcom (cZip 50)

TIMP3

TIMP3 288C

TIMP3 363C

TIMP3 456C

TIMP3 288Mcom (cZip 51)
TIMP3 363Mcom (cZip 52)
TIMP3 456Mcom (cZip 53)

SEQUENCE (5’ to 3')

Cy3-TTTCGGTATTTTGTGTTAATTTTTTTGTTTTGC
Cy3-TGTGTTTTATTGCGGAGTGCGGGTC

Cy3-GATGCGGATTAGGGCGTTTTTTATTTTC
PGGATTTTTTTCGATTTTTTATTATGCGTGTTAATTGTGCACCGTGAACGACAGTTGCGATT -BK
PGGGAAGTGGAGAGAGAAGTAGTTGTGTAATTTGCGCAGGTCGCTGCGTGTCCTGATT -BK
PGTTGGGAGTTTGTTGATTGGTTGGGCGCAAAGCAGACACAGGGTCGATT -BK

Cy3-GTTTTTCGTTTAAAAGGCGGTAAGGAGTC
Cy3-TTTTGTTTTTTTCGCGGAGGGGATTC
Cy3-TTTTCGGCGTTGGCGTTTATGGTC
PGAGAGGTTGTTTCGGAGTGTGAGGAGGATACGATTTCGACTCAAGCGGCTCTTT -BK
PGGTAATTCGTAGCGGTAGGGTTTGGGGTCGCAATGGTAGGTGAGCAAGCAGA-BK
PGGTTTTCGATAGCGTTTCGGAGGGATCGTCCCCGTTACCTAGGCGATCAGA-BK

Cy3-TTAGGAGTTCGAGGTTGTAGTGAGTTGTGATC

Cy3-GTTGGGATTCGAATTTAGTGGAATTAGAATC

Cy3-GAGGGTTATCGCGTTTATGCGAGGTC
PGTATTATTGTATTTTAGTTTGGGTGAAAGAGTGAGTTTTATTTTTAAATGGGTCCACAGTACCGCTGCAGA-BK
PGTGTAGGTTTTATAATTTATTTAGATTTTAGTAATTTTAGGTTAGAGGGTCCGTGGGAGATTAGGTGGCTCAGA-BK
PGGGTGGGCGGGTCGTTAGTTTCGGGGAATGGAGGTGGGAACGAGACA-BK

Cy3-TTTAGGGAATTTTTTTTCGCGATGTTTC
Cy3-GATTTGGGAAAGAGGGAAAGGTTTTTTC
Cy3-GGAGTTCGCGGGATTTTTTAGAAGAGC
PGGCGCGTTAGTTCGTTGCGTATATTTCGCGTGGCTGACTCGCTGCGATGACA-BK
PGGTTAGTTGTGTGGTGATTTTGGTTGCGCACCATCAGGTTAGGGACA-BK
PGGTCGGCGTCGTGATTTAGTATTGGGGCACCGATATGGAGACCGCAGACA-BK

Cy3-CGGGTTTAGCGTAGTCGTTTCGAGTAGGATC
Cy3-GATTTTCGCGCGTTTTTAGGATTATTC
Cy3-GTTTTAGGCGGAAGTTGGGAAGGC
PGGGATTTTTATTAAGCGGGCGTCGTTTCATCGACAAGGTAACGCGTGGACA-BK
PGGGTACGTGGTAGGTCGTTTGTACGTTCGTGAGCGCAAGGTCAGAGCACGACA-BK
PGTTGTTTGGTTTGTATTGGTTGAAGGGAAGCCGCAGCACGATTCCGTGACA-BK

Cy3-GAAAGAAAACGTCGGTTTGTGCGTTC
Cy3-TTGTATTGTTTTTAAGGAGAGAAATAGGAAAGAAAAC
Cy3-ATGCGAGTTGTTTGAGGATTGGGATGTC
PGTTGTTTGTTTTTTTGGTTGTTTGTTTTTGTAGGGTGAGAAGCGTCCAAGCCAGAACGA-BK
PGTCGGTTTGTGCGTTCGTTGTTTGTTTTTCATCCAAGGTCCGACACGCAACGA-BK
PGAGAATGTGAGTGATTTGAGTAGGGTTTCGACGATTCGCATCAACGCAAG-BK

Cy3-GTTCGCGTTTGTTAGCGTTTAAAGTTAGC
Cy3-GGCGCGTTGGGAAGGGTCGTATTC
Cy3-CGTGTAATTTTATACGGTAGTTGGTTTTTGGTC
PGAAGTACGGGTTTAATCGGGTTATGTCGGGAACGGGGAAGGTTGAGCGTGACAG-BK
PGGTTGGAGCGTGTTAACGCGTTGCGCACTGCACACGAAACGGCACACAG-BK
PGTGGTTATCGTTTTTAGTTCGCGGGGTTTACCGACATCCTGGGATTGCATGG-BK

Cy3-GGTTAGGGCGTAGACGAGAAGGGGTAC
Cy3-GCGCGTTTTAGTTTATTTATTCGCGTGTTTAC
Cy3-TTCGGTTTCGTTTTTTTTTTGGAGGGTC
PGAGGGTTTTGTTTTGAGGATTTAGTGGACTCCGCATTGCCAGAGCTGATGG-BK
PGGTGGTATTATTTTTTATAAGGATTTGAATGATTTGCGATGGCTTCCTTACCCAGATTCG-BK
PGATGAGGTAATGTGGTTTTGTTATTGGTTTGACGCATTCGATGGACAGGACATTCG-BK
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SNRPN

SNRPN 484C

SNRPN 558C

SNRPN 646C

SNRPN 484Mcom (cZip 4)
SNRPN 558Mcom (cZip 5)
SNRPN 646Mcom (cZip 6)

p15 Ex1

p15 Ex1 299C

p15 Ex1 366C

p15 Ex1 430C

p15 Ex1 299Mcom (cZip 9)
p15 Ex1 366Mcom (cZip 10)
p15 Ex1 430Mcom (cZip 11)

p16 Ex1

pl6 Ex1 351C

pl16 Ex1 438C

pl16 Ex1 520C

p16 Ex1 351Mcom (cZip 15)
p16 Ex1 438Mcom (cZip 16)
p16 Ex1 520Mcom (cZip 17)

p19 Ex1

p19 Ex1 606C

p19 Ex1 673C

p19 Ex1 761C

p19 Ex1 606Mcom (cZip 21)
p19 Ex1 673Mcom (cZip 22)
p19 Ex1 761Mcom (cZip 23)

p21 S1

p21 S12968C

p21 S13036C

p21 S13142C

p21 S12968Mcom (cZip 24)
p21 S13036Mcom (cZip 25)
p21 S1 3142Mcom (cZip 26)

p27 S1

p27 Ex1 575C

p27 Ex1 644C

p27 Ex1 770C

p27 Ex1 575Mcom (cZip 30)
p27 Ex1 644Mcom (cZip 31)
p27 Ex1 770Mcom (cZip 32)

p53

p53 498C

p53 577C

p53 661C

p53 498Mcom (cZip 12)
p53 577Mcom (cZip 13)
p53 661Mcom (cZip 14)

BRCA1

BRCA1 839C

BRCA1 963C

BRCA1 1068C

BRCA1 839Mcom (cZip 18)
BRCA1 963Mcom (cZip 19)
BRCA1 1068Mcom (cZip 20)

Cy3-AGGTAGGTTGGPGPGTATGTTTAGG C

Cy3-GAGPGGTPGTPGGAGATGTTTGA C

Cy3-GTGGTTTTTTTTAAGAGATAGTTTGGGGAG C
PGGGGATGTGTGPGAAGTTTGTPGTTGATGGCCGTGCTGGGGACAAGTCAA-Bk
PGTATTTGTTTGAGGAGPGGTTAGTGAPGPGTTGCAACGGGCTGGTCAACGTCAA-Bk
PGGTTATTTTTATTTATTAGATATTTTAAGTTTTTAGGATTTGGAGTATTGCATCATGGGGGAAAGCTTCGTCAA-Bk

Cy3-GGAPGTAGTPGAGTTTAAAGTPGTTTTGGT C
Cy3-TTTTTGGPGTTTAAGAATTAGPGGG C
Cy3-GTPGTTTTTTTGPGGTTTGGGGTTT C
PGTAGGGTGPGGAPGPGTPGPGGCATCGTCCCTTTCGATGGGATCAA-Bk
PGPGTTTGGATTGTTTTTGGGAAAAAGPGCAAGGCACGTCCCAGACGCATCAA-Bk
PGTGTAGTGGTPGAGPGGTPGGTPGGCACGGGAGCTGACGACGTGTCAA-Bk

Cy3-TTGTTTTTTTTTTTTTPGTAGTPGTPGAG C
Cy3-GGTPGPGGTPGTGGTTAGTTAGTTAGT C
Cy3-ATPGGTTTTPGATPGTAATTATTPGGTG C
PGTAPGPGGTTPGTTTTATTTTTTGGTGATTAGCTGGCTGGCACGCACCAGAATCA-Bk
PGAAGGTTTTATGTTGTTTTTPGTPGTPGGTTGGCTCCGTCAGAAAGCGACAATCA-Bk
PGTTGGGTAGPGTTTTPGTTTTTAGTAGPGTTACGAGGGATACCCGCAAACGATCA-Bk

Cy3-TTAGGGTPGAGTTPGGTAGTPGTTG C

Cy3-PGGGTPGTAPGPGPGTPGAATT C

Cy3-GTAPGAGGGTTATAGPGGPGGG C
PGTPGTTTTTTGGTATTAGAGGTGAGTAGPGTTATTTTGTCCGTCCATGGCAAGCGTGATCA-Bk
PGGAGGGTTATTAAGAATTTGPGTATTATGTTTTPGTGGCTGCACCCGTTGAGGCACATCA-Bk
PGTTTTTGGPGTTGTTTATTTTTTPGTGAGTPTCAACATCGGCTAACGGTCCATCA-Bk

Cy3-TTTTTTAGTTTTTPGTTTGPGTTGGTG C
Cy3-TTAGTTGAGTTTGGTPGAGTTTTAGTAGGTTAGT C
Cy3-GGTTPGTTTTAAGGAGGPGGGATT C
PGTTGGATATATTTTTTTAPGAAGTGAGTTATAAATTTGGTTCGCACGCAGTCCTCCTCCGTATCA-Bk
PGGTTTPGGAATTTPGCGTGTTGTAGGGGCTCGCAGGCTGGCTCATCCTAA-Bk
PGPGTTPGGTTTATPGPGTPGTTPGGCGCATGAGGGGAAACGACGAGATT-Bk

Cy3-GTTAAAAGATATAGATTTPGAPGAGTTAPGGTT C
Cy3-AAAATPGAATAAAATAAAGPGTTTTTAPGTAGTT C
Cy3-GGGTGTTTPGTTTGTTTGGPGTTTATT C
PGAGTTTTAGGAGPGPGTAGGGGTTGPCATCGCACTTCGCTTTGGCTGATT-Bk
PGAATTTTTTTPGGAAGTTTAGPGATTGTTTTPGTTGCGGGAACTCACGAGGTCGTAT-Bk
PGTTTTAGGTTAGGGTTTTPGTTAGATATTPGTAPGTTTGCACGGCTCGATAGGTCAAGCTTT-Bk

Cy3-TAGGPGGATTATTTGTTTTTATTTGTTATGG C

Cy3-GGGTTTTTTTTTTTTATGTGTTTAAGATTGG C

Cy3-TGGGTTTPGGGGATATTTTGPGTT C
PGATTGTTTAGTTTTGTGTTAGGAGTTTPGTAGGGGAGACGCACCGCAACAGGCTGTCAA-BK
PGTTAAAAGTTTTGAGTTTTTTAAAAGTTTAGAGTTATCGTTTAGGCATCGCTGCAAGTACCGCACTCAA-Bk
PGGGTTGGGAGPGTGTTTTTTAPGAPGGGCTGGGACGTGCAGACCGTTCAA-Bk

Cy3-ATTTTGATTTTPGTATAGTAATTATTGTGATGTAATAAGT C

Cy3 -GGGGGTAGATTGGGTGGTTAATTTAGAGTTT C
Cy3-TAGPGGTAGTTTTTTGGTTTTPGTGGTAA C
PGTAATTGGAAGAGTAGAGGTTAGAGGGTAGGTATTTTATGGGGGAGGCTGCTGTCCTTTCGATCA-Bk
PGAGAGAPGTTTGGTTTTTTTTGTTTTTTTTATTTTTTGACAGCGTGTTCGTTGCTTGCATCA-Bk
PGGAAAAGPGPGGGAATTATAGATAAATTAAAATTGATGGCGATGGTCCACTCGCAATCA-Bk
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LDR PRIMERS

APC

APC 559T
APC719T
APC 783T

DAPK

DAPK 300T
DAPK 380T
DAPK 500T

ECAD

ECAD 190T
ECAD 359T
ECAD 429T

GSTP1
GSTP 925T
GSTP 1028T
GSTP 1144T

MGMT

MGMT 180T
MGMT 237T
MGMT 346T

RARB
RARP 127T
RARP 111T
RARP 411T

RASSF1

RASSF1 423T
RASSF1 518T
RASSF1 593T

TIMP3

TIMP3 288T
TIMP3 363T
TIMP3 456T

p15 Ex1

pl5 Ex1299T
p15 Ex1 366T
p15 Ex1 430T

p16 Ex1
pl6 Ex1 351T
pl6 Ex1 438T
pl6 Ex1 520T

p19 Ex1

p19 Ex1 606T
p19 Ex1 673T
p19 Ex1 761T

SEQUENCE (5’ to 3')

Cy5-TTTTTGGTATTTTGTGTTAATTTTTTTGTTTTGT
Cy5-TGTGTTTTATTGTGGAGTGTGGGTT
Cy5-GATGTGGATTAGGGTGTTTTTTATTTTT

Cy5-GTTTTTTGTTTAAAAGGTGGTAAGGAGTT
Cy5-TTTTGTTTTTTTTGTGGAGGGGATTT
Cy5-TTTTTGGTGTTGGTGTTTATGGTT

Cy5-TTAGGAGTTTGAGGTTGTAGTGAGTTGTGATT
Cy5-GTTGGGATTTGAATTTAGTGGAATTAGAATT
Cy5-GAGGGTTATTGTGTTTATGTGAGGTT

Cy5-TTTAGGGAATTTTTTTTTGTGATGTTTT
Cy5-GATTTGGGAAAGAGGGAAAGGTTTTTTT
Cy5-GGGAGTTTGTGGGATTTTTTAGAAGAGT

Cy5-TGGGTTTAGTGTAGTTGTTTTGAGTAGGATT
Cy5-GATTTTTGTGTGTTTTTAGGATTATTT
Cy5-AGTTTTAGGTGGAAGTTGGGAAGGT

Cy5-GAAAGAAAATGTTGGTTTGTGTGTTT
Cy5-TTTGTATTGTTTTTAAGGAGAGAAATAGGAAAGAAAAC
Cy5-ATGTGAGTTGTTTGAGGATTGGGATGTT

Cy5-GGTTTGTGTTTGTTAGTGTTTAAAGTTAGT
Cy5-GGTGTGTTGGGAAGGGTTGTATTT
Cy5-TGTGTAATTTTATATGGTAGTTGGTTTTTGGTT

Cy5-GGTTAGGGTGTAGATGAGAAGGGGTAT
Cy5-GTGTGTTTTAGTTTATTTATTTGTGTGTTTAT
Cy5-TTTGGTTTTGTTTTTTTTTTGGAGGGTT

Cy5-GGATGTAGTTGAGTTTAAAGTTGTTTTGGTT
Cy5-GGTTTTTTTTGGTGTTTAAGAATTAGTGGGT
Cy5-GTTGTTTTTTTGTGGTTTGGGGTTTT

Cy5-TTGTTTGTTTTTTTTTTTTTTGTAGTTGTTGAGT
Cy5-TGGGTTGTGGTTGTGGTTAGTTAGTTAGTT
Cy5-GGATTGGTTTTTGATTGTAATTATTTGGTGT

Cy5-TGTTTTTAGGGTTGAGTTTGGTAGTTGTTGT
Cy5-TGGGTTGTATGTGTGTTGAATTT
Cy5-AGTAGTATTAGTATGAGGGTTATAGTGGTGGGT
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p21S1

p21 S12968T
p21 S13036T
p21 S13142T

p27 S1

p27 Ex1 575T
p27 Ex1 644T
p27 Ex1 770T

p53

p53 498T
p53 577T
p53 661T

BRCA1l
BRCA1 839T
BRCA1 963T
BRCAT1 1068T

CyS5-TTTTTTTTTTTAGTTTTTGTTTGTGTTGGTGT
Cy5-TTAGTTGAGTTTGGTTGAGTTTTAGTAGGTTAGTT
Cy5-GGGTTTGTTTTAAGGAGGTGGGATTT

Cy5-GGAGTTAAAAGATATAGATTTTGATGAGTTATGGTTT
Cy5-AAAATAAAATTGAATAAAATAAAGTGTTTTTATGTAGTTT
Cy5-GGGTGTTTTGTTTGTTTGGTGTTTATTT

Cy5-TGGTAGGTGGATTATTTGTTTTTATTTGTTATGGT
Cy5-ATTGGGGTTTTTTTTTTTTATGTGTTTAAGATTGGT
Cy5-TGTTGGGTTTTGGGGATATTTTGTGTTT

Cy5-GTGATTTTGATTTTTGTATAGTAATTATTGTGATGTAATAAGTT
Cy5-TGGGGGTAGATTGGGTGGTTAATTTAGAGTTTT
Cy5-TGTTTAGTGGTAGTTTTTTGGTTTTTGTGGTAAT
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LDR PRIMERS

APC

APC 570T

APC 645T

APC 760T

APC 570C

APC 645C

APC 760C

APC 570Mcom (cZip 27)
APC 645Mcom (cZip 28)
APC 760MCom (cZip 29)

DAPK

DAPK 313T

DAPK 429Tb

DAPK 507T

DAPK 313C

DAPK 429Cb

DAPK 507C

DAPK 313Mcom (cZip 57)
DAPK 429Mcom (cZip 58)
DAPK 507Mcom (cZip 59)

ECAD

ECAD 378T

ECAD 548T

ECAD 647T

ECAD 378C

ECAD 548C

ECAD 647C

ECAD 378Mcom (cZip 60)
ECAD 548Mcom (cZip 61)
ECAD 647Mcom (cZip 62)

GSTP1

GSTP 938T

GSTP 1063T

GSTP 1203T

GSTP 938C

GSTP 1063C

GSTP 1203C

GSTP 938MCom (cZip 39)
GSTP 1063MCom (cZip 40)
GSTP 1203MCom (cZip 41)

MGMT

MGMT 196T

MGMT 253T

MGMT 331T

MGMT 196C

MGMT 253C

MGMT 331C

MGMT 196MCom (cZip 42)
MGMT 253MCom (cZip 43)
MGMT 331MCom (cZip 44)

SEQUENCE (5’ to 3')

Cy5-GGTATTTTGTGTTAATTTTTTTGTTTTGTGGATTTTTTTT
Cy5-TGGGGATTGGGGTTGTGAGGGTATATTTTT
Cy5-AAGTGGAGAGAGAAGTAGTTGTGTAATTTGTTGGATGT
Cy3-TGTTAATTTTTTTGTTTTGCGGATTTTTTTC
Cy3-GGGATTGGGGTCGTGAGGGTATATTTTC
Cy3-AGAGAGAAGTAGTTGTGTAATTCGTTGGATGC

PGATTTTTTATTATGCGTGTTAATTGTTATTAATTTTTTTGTTTGGCACCGTGAACGACAGTTGCGATT -BK

PGAGGGGTACGGGGTTAGGGTTAGGTAGGTTCGCAGGTCGCTGCGTGTCCTGATT -BK
PGGATTAGGGCGTTTTTTATTTTCGTCGGGCGCAAAGCAGACACAGGGTCGATT -BK

Cy5-GTTTAAAAGGTGGTAAGGAGTTGAGAGGTTGTTTT
Cy5-GGGGTTGGTGTTTGGGAGGGATTTGT
Cy5-TAGTTTTTGGTGTTGGTGTTTATGGTTGGTTTTT
Cy3-AGGCGGTAAGGAGTCGAGAGGTTGTTTC
Cy3-GGTCGGCGTTTGGGAGGGATTTGC
Cy3-GCGTTGGCGTTTATGGTCGGTTTTC
PGGAGTGTGAGGAGGATAGTCGGATCGAGAAGCAAGCCAAGGTATGGCTTTGC-BK

PGTTTTTTATTTATTTTTTAGTTGTGTTTTCGTCGTCGTTTTCGGCTGTTCGTAGGCAAGAGGT -BK

PGATAGCGTTTCGGAGGGATCGGGGTAGGGCACATGGGCACTTGCAGGT -BK

Cy5-GTTGGGGTTAGAGGATTGTTTGAGTTTAGGAGTTT
Cy5-GTTTTAGTGAGTTATTGGTGGGGTTGGGATTT
Cy5-GGTTATTGTGTTTATGTGAGGTTGGGTGGGT
Cy3-GGGGTTAGAGGATCGTTTGAGTTTAGGAGTTC
Cy3-GTTATCGGCGGGGTTGGGATTC
Cy3-GTTTATGCGAGGTCGGGTGGGC

PGAGGTTGTAGTGAGTTGTGATCGTATTATTGTATTTTAGTTTGTTCGGGGAGTCCGGTCCAGATCCT -BK
PGAATTTAGTGGAATTAGAATCGTGTAGGTTTTATAATTTATTTAGGCTCGTGTGTAGCTGCCGTTCCT -BK

PGGGTCGTTAGTTTCGTTTTGGGGAGGGGTCAAGCGCTGAGGTGGTCCATC-BK

Cy5-GGAATTTTTTTTTGTGATGTTTTGGTGTGTTAGTTT
Cy5-GTTGTGTGGTGATTTTGGGGATTTTAGGGT
Cy5-GTGGAGTGGGGTGGGATTATTTTTATAAGGTTT
Cy3-CGCGATGTTTCGGCGCGTTAGTTC

Cy3-GGCGATTTCGGGGATTTTAGGGC

Cy3-GCGGGGCGGGATTATTTTTATAAGGTTC
PGTTGCGTATATTTCGTTGCGGTTTTTTTTTTGCGTGGCTGACTCGCTGCGATGACA-BK
PGTTTTTTTGCGGTCGACGTTCGGGTTGCGCACCATCAGGTTAGGGACA-BK
PGGAGGTCGCGAGGTTTTCGTTGGAGCACCGATATGGAGACCGCAGACA-BK

Cy5-AGTGTAGTTGTTTTGAGTAGGATTGGGATTTTTATTAAGT
Cy5-TGTGTGTTTTTAGGATTATTTGGGTATGTGGTAGGTT
Cy5-AGGTATGGGTTATTTGGTAAATTAAGGTATAGAGTTTTAGGT
Cy3-GTTTCGAGTAGGATCGGGATTTTTATTAAGC
Cy3-TTTTTAGGATTATTCGGGTACGTGGTAGGTC
Cy3-CGGGTTATTTGGTAAATTAAGGTATAGAGTTTTAGGC
PGGGCGTCGTTTTACGATTTTCGCGCATCGACAAGGTAACGCGTGGACA-BK
PGTTTGTACGTTCGCGGATTATTTTTGTGATAGGTGAGCGCAAGGTCAGAGCACGACA-BK
PGGAAGTTGGGAAGGCGTCGTTCGGAAGCCGCAGCACGATTCCGTGACA-BK
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RARB

RARP 123T Cy5-AAGGAGAGAAATAGGAAAGAAAATGTTGGTTTGTGT
RARP 270T Cy5-TAGTTCGGGTAGGGTTTATCGAAAGTTTATTT

RARB 450T Cy5-TGTGAGTGATTTGAGTAGCGTTTGTTTGGGTATT

RARB 123C Cy3-AATAGGAAAGAAAACGTCCGGTTTGTGC

RARB 270C Cy3-AGTTCGGGTAGGGTTTATCGAAAGTTTATTC

RARB 450C Cy3-AGCCGATTCGAGTAGGGTTTCGTTTGGGTATC

RARP 123Mcom (cZip 45) PCTTCGTTGTTTEGTTTTTTTGGTTGTTTGTTTTTGTGAGAAGCGTCCAAGCCAGAACGA-BK

RARB 270Com (cZip 46) PGTATATATTAGGTAATTTAATTTTTTATTTTGTGTGATAGAAGTAGTAGGAAGCATCCAAGGTCCGACACGCAACGA-BK
RARB 450Mcom (cZip 47) PGTCCEGGGTAGCATTCGGAACGTATTCGTTCGACGATTCGCATCAACGCAAG-BK

RASSF1

RASSF1 410T Cy5-TGTTTTGTGGTTTTGTTTGGTTTGTGTTTGTTAGT

RASSF1 512T Cy5-GGTATTTGTTGGGTGTGTTGGGAAGGGTT

RASSF1 602T Cy5-TAATTTTATATGGTAGTTGGTTTTTGGTTGTGGTTATT

RASSF1 410C Cy3-TTTCGTTCGGTTCGCGTTTGTTAGC

RASSF1 512C Cy3-TTGGGCGCGTTGGGAAGGGTC

RASSF1 602C Cy3-ATACGGTAGTTGGTTTTTGGTCGTGGTTATC

RASSF1 410Mcom (cZip 48) PGTTTAAAGTTAGCGAAGTACGGGTTTAATCGGGTAACGGGGAAGGTTGAGCGTGACAG-BK
RASSF1 512Mcom (cZip 49) PGTATTCGGTTGGAGCGTGTTAACGCGTCACTGCACACGAAACGGCACACAG-BK
RASSF1 602Mcom (cZip 50) PGTTTTTAGTTCGCGGGGTTCGTTACGTATTACCGACATCCTGGGATTGCATGG-BK

TIMP3

TIMP3 297T Cy5-GGGTGTAGATGAGAAGGGGTATGAGGGTTTT

TIMP3 437T Cy5-GGTGGTTTTGTTTTGTTATTTTTTGTTTTTGGTTTT

TIMP3 494T Cy5-TAATGTGGTTTTGTTATTGGTTTGAGGGGGT

TIMP3 297C Cy3-GTAGACGAGAAGGGGTACGAGGGTTTC

TIMP3 437C Cy3-TTTCGTTTCGTTATTTTTTGTTTTCGGTTTC

TIMP3 494C Cy3-CGGTTTTGTTATTGGTTTGAGGGGGC

TIMP3 297Mcom (cZip 54) PGTTTCGAGGATTTAGCGGTAAGTATCGGTTTCGGGCTACGACGCATGTAAACGTTCG-BK
TIMP3 437Mcom (cZip 55) PGTTTTTTTTTTGGAGGGTCGATGAGGTAATGCGTCCCAAGTTGCGGCTCACTTTCG-BK
TIMP3 494Mcom (cZip 56) PGGGTTTTAATAGTTCGAGGCGGGGTTTTCGTGCGCACACTCACTGTCCTTCG-BK

pl16 Ex1

pl16 Ex1 364T Cy5-GTTTTTCGTTGTTTGTTGTTTGTTTTTTTTTTTTTT

p16 Ex1 456T Cy5-CGTATTTTTTTTATTCGATTTCGGGTTGTGGTT

pl16 Ex1 525T Cy5-TTTTATTTATTTGGATCGGTTTTCGATTGTAATTATTT

pl16 Ex1 364C Cy3-CGTCGTTCGTTGTTTGTTTTTTTTTTTTTC

p16 Ex1 456C Cy3-TTATTCGATTTCGGGTCGCGGTC

pl16 Ex1 525C Cy3-TATTTGGATCGGTTTTCGATCGTAATTATTC

p16Ex1 364Mcom (cZip 15) PGTAGTCGTCGAGCGTACGCGGTTCGTGCTGGCTGGCACGCACCAGAATCA-BK

p16Ex1 456Mcom (cZip 16) PGTGGTTAGTTAGTTAGTCGAAGGTTTTATGTTGTTTTTCGGGCTCCGTCAGAAAGCGACAATCA-BK
p16Ex1 525Mcom (cZip 17) PGGTGCGTTGGGTAGCGTTTTCGTTTTTACGAGGGATACCCGCAAACGATCA-BK

p19 Ex1

p19 Ex1 618T Cy5-CGTATTATGTTTTCGTTGTTTTTAGGGTTGAGTTT

pl9 Ex1 714T Cy5-ATTTTTTCGTGAGTCGTGGGATGTGAATTAT

pl19 Ex1 780T Cy5-CGGTTGTTGTTTTAGACGTTGGTTTTTTAGTAGTATTAGTAT

p19 Ex1 618C Cy3-ATGTTTTCGTCGTTTTTAGGGTCGAGTTC

pl9 Ex1 714C Cy3-TTTCGTGAGTCGCGGGATGTGAATTAC

p19 Ex1 780C Cy3-GTTGTTGTTTTAGACGTTGGTTTTTTAGTAGTATTAGTAC

p19Ex1 618Mcom (cZip 21) PGGTAGTCGTTGCGTCGTTTTTTGGTATTAGAGTCCGTCCATGGCAAGCGTGATCA-BK
p19Ex1 714Mcom (cZip 22) PGAAAATTTTTATTCGCGGCGGGTCGTGGCTGCACCCGTTGAGGCACATCA-BK

p19Ex1 780Mcom (cZip 23) PGAGGGTTATAGCGGCGGGCGTTTTTCAACATCGGCTAACGGTCCATCA-BK
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