_ Distance from
HSA 1 6 Gene symbol Description the breakpoint

ZNF267 Zinc finger protein 267 3.3 Mb
LOC388248  Similar to KIAA1501 protein 3.2 Mb
TP53TG3 TP53TG3 protein 2.5Mb
Similar to Sodium- and chloride-dependent creatine
SLC6ABps transporter 2 (CT2) 1.3 Mb
SLC6A10 Solutg carrier family 6 (neurotransmitter transporter, 400 kb
creatine), member 10
MGC34800  Hypothetical protein MGC34800 50 kb
) ) Similar to ubiquitin-conjugating enzyme E2M 145 kb
inversion
break
FLJ43980 ] FLJ43980 protein 10 kb
SHCBP1 SH2-domain binding protein 1 100 kb
inversion VPS35 Vacuolar protein sorting 35 200 kb
break ORCL6 Origin recognition complex, subunit 6 homolog-like 230 kb
LOC91807 Myosin light chain kinase (MLCK) 250 kb
. LOC388272  Similar to RIKEN cDNA 330 kb
GPT2 Glu_tamic pyruvate transaminase (alanine 400 kb
aminotransferase)2
. DNAJA2 Dnad (Hsp40) homolog, subfamily A, member 2 500 kb
NETO2 Neuropilin (NRP) and tolloid (TLL)-like 2 600 kb
CDA08 T-cell immunomodulatory protein 700 kb
. PHKB Phosphorylase kinase, beta 1 Mb
ABCC12 ATP-binding cassette, sub-family C, member 12 1.65 Mb
E ABCC11 ATP-binding cassette, sub-family C, member 11 1.7 Mb
LONP Peroxisomal lon protease 1.8 Mb
SIAH1 seven in absentia homolog 1 1.9 Mb
N4BP1 Nedd4 binding protein 1 2.1 Mb
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Supplemental figure 1

Supplemental Figure 1: Ideogram of human chromosome 16 with the approximate positions
of genes in the regions flanking the breakpoints according to the Ensembl database. The genes
marked in bold type are represented on the Affymetrix array U95; none of these genes
exhibited a difference in level of expression between chimpanzee and human (Caceres et al.
2003; Enard et al. 2002; Karaman et al., 2003; Uddin et al. 2004). Genes whose symbols are
boxed were tested by real-time RT-PCR analysis in this study. Red lines indicate the
breakpoints of the PTR XVI inversion.



