Comparison with previous studies

A comprehensive comparison of several published studies showing the fraction of
significant modules (Bonferroni corrected P-value < 0.01) according to Gene Ontology
annotations and the transcription factor binding data published by Lee et al (calculations
done as described in the current paper).

The table below compares numbers from the other studies to the numbers in Table 2 (Lee
et al.) and Table 3 (Gene Ontology) in the paper. The best scores for each test are given
in bold italics (i.e. all scores in our current/previous studies that are better than the best
score for the previous /current study).

Molecular | Biological Cellular Binding
Study function Process compartment | data by
Lee et al.
Previously Segal et al.
published (2003b), Cell 0.235 0.353 0.353 0.647
studies Cycle, 17
modules
Segal et al.
(2003b),
Stress, 20 0.400 0.600 0.200 0.450
modules
Segal et al.
(2003a), 48 0.250 0.359 0.229 0.229
modules
Beer ctal. 0.413 0.587 0.426 0.306
(2004) ) ‘ ) ‘
Current study | Cell cycle 0.308 0.462 0.410 0.538
Sporulation 0.262 0.535 0.442 0.133
Diauxic shift 0.302 0.429 0.444 0.291
Heatand cold | = 550 0.635 0.596 0.520
shock
Pheromone 0.512 0.667 0.600 0.388
DNA-damage | ) 504 0.638 0.614 0.351
agents
Conclusion

Our approach performs on par or better than the previously published analyses when it
comes to extracting significant binding site modules. Furthermore, since our modules are
smaller (contain fewer genes), a larger fraction of the genes need to be co-annotated or




bound by the same transcription factors than in the previous studies to yield the same P-
values. This clearly points to a stronger coherence in modules discovered in the current
study.
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