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Supplemental Figure 5

Figure S5. The motif score threshold affects both the number of sites and the probability 
of motif conservation. (A) The blue squares show the total number of NDT80 sites is 
shown as a function of cutoff score.  The red diamons show the percentage of conserved 
sites at each motif threshold. (B) The probability of observing a Ndt80 site conserved 
between the three genomes is shown as a function of the motif threshold. A threshold 
score of 8.7 was used for NDT80 in this analysis, shown by the dotted line.


