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CCTGAGGATCNGATCTATNCCAACGCTCCTTTTTTGGGNNCT ATGAG TACAGGNAAGNGATGNNCACACACGNTCTGGCNCNTGCCAGTTGTCCANCNGGNGNGNGANC AT TTCTGACTTA AACA
CCTGAGGATCTGATCTATACCAACGCTCCTTTTTTGGGGCCT NTGAG TACAGGTAAGCGATGCCCACACACGTTCTGGCNCTTGCCAGTTGTCCAACAGGCGAGGGATT AT TTCTGACTTA AACA
CCTGAGGATCTGATCTATACCAACGCTCCTTTTTTGGGGCCT ATAGA TACAGGTAAGCGATGCCCACACACGTTCTGGCCTTTGCCAGTTGTCCAACCGGCGAGGGATT AT CCTCAGTNNC GGAN
CCTGAGGATCTGATCTATACCAACGCTCCTNTTTTGGGGCCT ATAGA TACAGGTAAGCGATGCCCACACACGTTCTGGCCTTTGCCAGTTGTCCAACCGGCGAGGGATT AT CCTCAGTGCC GGAC
CCTGAGGATCTGATCNATACCAACGCTCCTTTTTTGGGGCCT ATNGA TACAGGTAAGCGATGNCCACACACGTTCTGGCNTTTGCCAGTTGTCCAACCGGCGAGNGATT AT CCNCNNNNNN NNNC
CCNGANNANNNGANTNGGCCTCACGCNCCTTTTTTGGGGNCT NTNNN CTTNAACNGCTAGNANAAGTCTCANNCTCTNNTCACNTNGNGCAATNGTNCAATNCACNCCN GC CCTCNNTGCC AACA
CCCGAAAATCTGACTCGGCCTCACGCTCCTTTTTTGGGGCCT GTANA CTCTAACGGCTAGGATAAGTCTCAAACTCTAGTCACATNGAGCAATNGTGCAATACACACCT GC CCTCGGTGCC AACA
CCCGANNATCTGACTCGGCCTCACGCNNCTNNTTTGGGNNCT GTAGA CTCTAACGGCTAGNATAAGTCTCAAACTCTAGTCACATTGAGCANTTGTGCAATACACACCN NC CCTCGGTGCC NACA
CCCGAAAATCTGACTCGGCCTCACGCTCCTTTTTTGGGGCCT GTAGA CTCTAACGGCTAGGATAAGTCTCAAACTCTAGTCACNTNGAGCAATNGTGCAATACACACCT GC CCTCGGTGCC AACA
TTCTGGGNCAGAGCTTATCTCCGTANATTCGACGCAAAAGTC ATAAG CTCTAACGGCTAGNATAAATCTCAAACTCTNGTCACATTGAGCANTTGAGCCATACACNCCT AT CCTCGGTGCC AACA
TTCNGGGNCAGAGCTTATCTCCGTANATTCGACGCAAAAGNC ATNAG CTCTAACNGCTAGGATAAATCTCAAACTCTNGTCACNTNGAGCANTNGAGCCATNCACNCCT AT CCTCGGTGCC AACA
TTCTGGGGCAGAGCTTATCTCCGTANATTCGACGCAAANNTC ATAAG CTCTAACNGCTAGGATAAATCTCAAACTCTAGTCACATTGAGCANTTGAGCCATACACACCT AT CCTCGGTGCC AACA
TTNNNGGNCNGAGNTNATCNCCGTATATTCGACNCNANNGNC NCNNG CTCTAACGGCTAGGANNAATCTCANNCTCTNGTCACNTTGAGCAATTGAGNCATNCACNCCT AT CCTCGGTGCC AACA
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TAGGGC GNGNGNCNN NNNNNNNNNNNNNTNTANATGAGTNGGNN-------GGNCATTNAGGGTCCNNGCCNTTAATGCCATTATATTGTTCTGCACNTCNAAACAGCTTTGGCAC AGGTGGGCGAT B6
TAGGGC GCACGGCAG ACTGGAATGCAGCTTTACATGAGTAGGAT-------GGACATTTAGGGTCCTAGCCTTTAATGCCATTATATTGTTCTGCACGTCTAAACAGCTTTGGCAC AGGTGGGCGAT B10
GGACCA GCACTGGAG ACTGGAATGCAGCTTTACATGAGTAGGAT-------GGACATTTAGGGTCCTAGCCTTTAATGCCATTATATTGTTCTGCACCTCTAAACAGCTTTGGCAC AGGTGGGCGAT C3H/HEJ
GGACCA GCAGTGGAG ACTGGAATGCAGCTTTACATGAGTAGGAT-------GGNCATTNAGGGTCCTAGCCTTTAATGCCATTATATTGTTCTGCACCTCNAAACAGCTTTGGCAC AGGTGGGCGAT A/J
GGACCA GCANTGGNG ACTGGAATGCNGCTTTACATGAGTAGGAT-------GGACATTTAGGGTCCTAGCCNTTAATGCCATTATATTGTTCTGCACCTCNAAACAGCTTTGGCAC AGGTGGGCGAT A/HEJ
NNANCA GGAGGGCCN TNCACNGCCNGANNCAGNNGAGACGTNNN-------ATGCGCCCGATANTNNNGTGCCCGNCATTGACNCGNNNNCNCCNGTNCNGGNGGNNNNCNNNTGT NGGTGGNCGAN DBA/2J
GGACCA GCACGGCCA TTCACTGCCTGAACCAGTGGAGACGTAGA-------ATGCGCCCGATAATTCGGTGCCCGGCATTGACGCGCCACCTCCTGTCCTGGGGGCANCCNAGTGT AGGTGGGCGAT MRL/MPJ
GGACCA GCACGGCCA TTCACTGCCTGAACCAGTGGAGACGTAGA-------ATGCGCCCGATAATNCGGTGCCCGGCATTGACGCGCCACCTCCTGTCCTNGGGGCAACCCAGTGT AGGTGGGCGAT NZW/LACJ
GGACCA GCACGGCCA TTCACTGCCTGAACCAGTGGAGACGTAGA-------ATGCGNCCGATAATNCNGTGCCCGGCATTGACGCGCCACCNCCTGTCCTGGGGGCAACCCAGTGT AGGTGGGCGAT NZB/BLNJ
TAAGGC ACAGGTGAG TTCACTGCCTGAACNAGTGGAGANGTNGA-------GTGCGCCCGATAATTCGATGCCCGGCATTGACGCGCCACCTCCTGTCCTGGGGGCNACCCGACGT TAACTAATATC 129X1/SVJ
TAAGGC ACANGTGAG TTCACNGCCTGAACCAGTNGAGANGTNNN-------GTGCGCCCGATAATTCGATGCCCGGCATTGACGCGCCANCTCCNGTCCTGGNGNCNNNCCGACGT TANNTAATANC AKR/J
TAAGGC ACAGGTGAG TTCACTGCCTGAACCAGNGGAGACGTAGA-------GTGCGCCCGATAATTCGATGCCCGGCATTGACGCGCCACCNCCTGTCCTGGGGGCANCCNGACGT TAACTAATANC BALB/CBYJ
TAAGGC ACANGTGNG NTCACTGCNNNANCNNNTNGAGANGTNNA-------GTGGGNCCGATANNNNNNTGCCCGGCATTGACGNGNNANCTCCTGTNCNGGGGGNAACCCNACGT TANCTANNANC BALB/CJ
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AGGTGGGCGATGNCCTTTAATTGCNTTGTTTTTCACTGATCNAGGTTGCNAGGAGTGANGCCCGCATGACACAATAGCNGTCTA GNNGCCTNCTGTTCNAAAGGAAANTTCNCACCCTAG B6
AGGTGGGCGATGTCCTTTAATTGCATTGTTTTTCACTGATCGAGGTTGCAAGGAGTGACGCCCGCATGACACAATAGCTGTCTA GTCGCCTTCTGTTCAAAAGGAAAGTTCCCACCCTAG B10
AGGTGGGCGATGTCCTTTAATTCCATTGTTTTTCACTGATCGAGGTTGCAAGGAGTGACGCCCGCATGACACAATAGCTGTCTA GTCGCCTTCTGTTCAAAAGGAAAGTTCCCACCCTAG C3H/HEJ
AGGTGGGCGATGNCCTTTAATTGCATTGTTTTTCACTGATCGAGGTTGCAAGGNGTGACGCCCGCATGACACAANAGCTGTCTA GTCGCCTTCTGTTCAAAAGGAAAGTTCCCACCCTAG A/J
AGGTGGGCGATGTCCTTTAATTCCATTGTTTTTCACTGATCGAGGTTGCAAGGAGTGACGCCCGCATGACACAATAGCTGTCTA GTCGCCTTCTGTTCAAAAGGAAAGTTCCCACCCTAG A/HEJ
NGGTGGNCGANNNCCNTTAATCNCNTTGTTTTTCACTGGTNNAGGCTGCNAGGNGTGNNNCCCGCATGACANAAAGGCNGTCNA NCNNTTNCTCACATTGNGNAGGGNCGTCNGTTNCGA DBA/2J
AGGTGGGCGATGTCCTTTAATCACATTGTTTTTCACTGGTTGAGGCTGCGAGGGGTGACGCCCGCATGACANAAAGGCTGTCTA TCGATTNCTCACATTGGGCAGGGACGTCTGTTTCGA MRL/MPJ
AGGTGGGCGATGTCCTTTAATCACATTGTTTTTCACTGGTTGAGGCTGCGAGGGGTGACGCCCGCATGACACAAAGGCNGTCNA TCNATTACTCACATTGNGCAGGGCCGTCTGNTTCGA NZW/LACJ
AGGTGGGCGATGTCCTTTAATCACATTGTTTTTCACTGGTTGAGGCTGCGAGGGGTGACGCCCGCATGACACAAAGGCTGTCTA TCGATTNCTCACATTGGGCAGGGACGTCTGTTTCGA NZB/BLNJ
TAACTAATATCACATCCCGGGTGTGGCACAGGCTGACAACCATANTAAAGGATGACTGAATTAATCCAGAGTGNAAATAANTCG NCGATTCCTCACATTGGGCAGGGGCGTATGTTTCGA 129X1/SVJ
TANNTAATANCACATCCCGGGTGNGGCACNNGCTGACAACCATANTNAAGGNTNACTGNNTTAATCCAGAGTGNAAATAANTCG NCGNTTNCTCACATTGGGNAGGNGCGTANGTTNCGA AKR/J
TAACTAATANCACATCCCGGGTNNGGCACAGGCTGACAACCATAATAAAGGATGACTGAATTAATCCAGAGTGNAAATAACTCG TCGATTCCTCACATTGGGCAGGGGCGTATGTTTCGA BALB/CBYJ
TANCTANNANCNCATCCCGGNTNNGGCACAGGCTGACAACCATANTNAAGGATGNCTGNATTAATCCAGAGTGGAANTAANTNG NCNATTCCNCNCATTGGNNAGGNNCGTANGTTNCGA BALB/CJ
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