Comparative View of the promoters
(H.sapiens vs M.musculus)
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Coloring: 5'-end of public sequence, T3S determined by full-lenzth cDhA

(0) 73.0% identity in 537 nt overlap: score: 12056 E(10,000): 7.9e-92

43017204 GAAAGTCAGGTETGAGACTTGGAAGTAGGTGTCTGTTTGGTGGGGATCACEEAAAGATEA

99641712 GCAGGCCAGETCTRORACTOORG- GTARGTGRGTGTTTAAMATAGATCATCCARAGAGGA

43017144 GCCCATGGGTGTCCCTAATTTGGAEAAAGAAECETCCAAAETGGAECCATCTTGGTGTGE

99641653 ACACATTAGTGCTCCTCACTTRAATAGAGAACCTGOCAAACTAGGTTCATCTTRCTGEGT

43017084 CTGEETGCATGACETATTTTTTAAGETGCAAAEAGETAGCATTACCTGTTCTEAACATCT

98641593 CTGCTAGTGTGROCTATTTTOCA- GOTACARATAGCAAGCATTACCTRTTTTARACATCT

43017024 GGCATTACCTACCTTCTTAGTCACCTTCCCTCAGGCTTCAAACAGCTGTAGRGCCCE---
98641534

430163967
93641474 CCCTCCECCTCETCETECTCTCTACCTCCTATCCATCTGTGATCECTCCETCECCCCTTT

43016330 C TTCCTGAAAGGATCTGGAGACACCAGCTCCAEAAGTCCTGGTGTCTTTAAAAGGATCA

98641414 CCTTOCTRGAARGATCCAGCCACACCARATOCACAAGTCCTRGTGTCTTTARAAGRATCR

43016871 GCTTGAGGAAT&AGGCTCGTCTGAGAGCTGTGACATTCATCT GACTCTAGTGA-AAGTC

98641354 GOCTGAGHGATACGECTCATCTGRACACTGTRACGTTCATC T TGATTRTGGTAORAAGTE

43016813 CAACAGECACTECETTTTTGGCCTCEAACTGGGCAECATGAGGGCCTGCATCTCECTGGT

98641234 CAACGGCCGCTC------ Th--CTGEAGGTRG- CATCATGAAGGCCCGTRTTOETTTTAT

98641243 AGTGGCTATGCTCTGTGGTCTAGCCTGGGCTGGT&AGTC&TTCTCTGGTGGGC&CGG
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