
Supplement Table 1. Identification, description, cattle and human map locations, human genome coordinates and primer sequences for all genes included in the second-generation 5000 rad cattle RH map. 

Cattle UniGene ID UniGene Annealing
Gene Symbol Accession HSA start (bp) end (bp) Human Hit build 148 Gene Symbol HSA HSA cR BTA LGS BTA cR Primer-F Primer-R Temperature
76P BE217433 15 41,244,346 41,244,415 21 B 211.99 Dorroch et al. 2001
a1/3GTP J04989 9 117,660,930 117,715,805 AF305838 Hs.97469 9 373.98 11 C 47.26 GTCTGACTTTGTGCCAGTACAT GATTACCACAGGTTCATTCTCC
AA029694 AW289389 12 96,596,135 96,596,546 AA029694 Hs.288555 12 373.92 05 A 304.95 CACAGAATGAGGCAGAGCAA CAACCTAGTATTCCCTTCCTCC
AA130213 AW425871 4 38,536,266 38,536,680 AA130213 Hs.94881 4 182.91 06 C 28.40 AAGTGTCCTCCTGGGGCAG AAGGCTCTGGAAACTTCTGG 56
AA284830 AW325685 4 83,798,666 83,799,096 AA284830 Hs.199647 4 448.71 06 C 298.66 TGGCTCTTGAATGGACCGAGTA AACCACTGAACGACGATGAAGG 60
AA345351 AW477536 17 27,728,976 27,729,345 AA345351 Hs.18016 17 268.34 19 A 96.18 TGCACATAACTTCCCCAGAC AAATGGGTTAAAATCTTTAGCAGAC 50
AA490685 BF146286 16 19,060,150 19,060,398 AA490685 Hs.98073 25 A 97.89 Dorroch et al. 2001
AA764789 AW428583 14 61,828,123 61,828,739 AA764789 Hs.283362 10 A 394.74 ACCCACAGTACAGAACCTCTCA AGAATCTTCTGGCACTGGCT 56
AA828558 AW447770 4 82,740,360 82,740,775 AA828558 Hs.170278 4 443.76 06 C 220.18 GCTGTTAACTCAAGAGGTCA TGACTGTTTGCAGAGCAACT 60
AA835490 AW289227 15 83,879,506 83,879,783 AA835490 Hs.302741 15 306.58 21 A 34.11 AGGGTCTGAAGCCGATAACT ACACCTGATACCTCTGCTGTCT 60
AANAT AD000742 17 74,927,763 74,930,310 U40347 Hs.152972 AANAT 19 D 21.60 TCACTGACCTTCACGGAGAT TACGTTTCCCTTCAGACCAAGC 64
AARS AW428059 16 70,021,635 70,058,879 BG978804 Hs.75102 AARS 16 410.60 18 A 7.95 GCGTACACACACACGTTTGGA CTCCCACTTTCAGGCTACCG 50
ABCB1 BE217416 7 86,731,407 86,940,797 NM_000927 Hs.21330 ABCB1 7 474.08 04 B 20.59 Dorroch et al. 2001
ABCG2 AW657307 4 89,405,620 89,472,791 BE672952 Hs.194720 ABCG2 4 457.36 06 B 11.64 GTACTGGCGAAGAATTTCTG TCAGGTAGGCAATTGTAAGG
ABR AW289314 17 962,865 963,231 19 A 88.93 TCTGTGGTTCACACTTCAGGGA CTCAGGTGAATTCTGTGCCGAT 60
ACADVL U30817 17 7,065,960 7,071,394 D43682 Hs.82208 ACADVL 17 53.53 19 B 32.20 CAGCAGGAGCTCTTTCGTAACT CCCTTCAAGGTAGAACCAGGAT 60
ACF7 AW289374 1 39,010,656 39,416,192 AW952043 Hs.108258 ACF7 1 119.03 03 B 93.61 ATTACAGGGTTACCAGGAGGCA CCAAGCCTCTCTCCACTTTGAA 60
ACLY AW461420 17 39,931,942 39,984,054 AA807825 Hs.174140 ACLY 17 306.23 19 C 90.24 CCTTAGCCATTGTTACAGAG GACACAAGACATTTCACAGC 56
ACO2 Z49931 22 40,108,170 40,168,016 BC014092 Hs.300463 ACO2 22 126.67 05 A 435.99 GCAGTTCCGTGTCACCAGA TGCATGAAGCTGCTCAAGAT 54
ACOX3 AW425166 4 8,488,791 8,563,208 AU141142 Hs.12773 ACOX3 4 57.59 06 C 370.02 GGAGAAGTACCAGGAGCTGAAC GCACATGCAGGAAGAACTTG 60
ACP5 BF440357 19 11,530,691 11,530,876 07 A 172.88 CAGTGACAGAAGGATGCCTGAT AGGGCAGATGAGGAACTTGTGA
ACR X68212 22 49,309,053 49,316,132 BI831427 Hs.183088 ACR 05 A 493.58 GCTCATAGAGGTCTTGAAGG GATCAGGAGGAGGCATGTTG 60
ACTA2_(3) AW461522 10 90,826,190 90,830,609 BF570237 Hs.195851 ACTA2 10 421.65 18 B 37.34 60
ACTA2_(5) AW289311 10 90,826,047 90,882,312 AW514773 Hs.195851 ACTA2 10 421.65 26 A 92.97 GTCAGAGCTTGGGCTAGGAA CTCCATCCTGGCCTCTTTGT 60
ACTR1A AW345155 10 104,370,213 104,393,688 BE348340 Hs.153961 ACTR1A 10 488.42 26 A 185.84 CTCACCCATGACACCAACACTT CACATCGCTTTCACACACACCT 60
ACTR3 AW289253 2 114,554,351 114,622,979 AI037940 Hs.349274 2 416.97 02 C 12.67 AGTCAGCTCACTAACCAACTGT CCTGCTAGTGCTTTCTGATTAC
ACVR1 AW326496 2 158,556,986 158,696,163 Z22534 Hs.150402 ACVR1 2 521.12 02 B 86.39 CCAGTACACAGTTGTGGTTGATCAC GTGAGCAATGGCCGGTTT 60
ACVR2B U57707 3 38,332,027 38,338,177 X77533 Hs.23994 ACVR2B 22 A 95.46 GCACTACCTCGGACTGTCTTGT GTCTGGAGATCCACTCGTGT 60
ADAM10 Z21961 15 56,466,543 56,621,315 AF009615 Hs.172028 ADAM10 15 198.18 10 A 300.30 GGGCAATGTGCAGGTTCTATCT TACTGGCACAAGTTGATGGCTC 56
ADAMTS1 AW428596 21 27,130,945 27,131,292 D59927 Hs.306117 IMPG2 3 347.41 01 A 34.16 CGACACAAGAGAGGAAAGATGG CATCACTTTACCCGCTGCTATG 53
ADCY1 M25579 7 45,320,519 45,460,582 L05500 Hs.259768 ADCY1 04 D 5.80 ACATTCTCCAGGGCCATAGGCT TGATCCATCTCAGGGCACAAGG 60
ADCY2 AW655454 5 7,429,083 7,862,932 AU148589 Hs.2352 ADCY2 5 1.14 20 C 25.80 GCAATAAAACTAGGGGAG CGTAAGAACTAATTCTGG 52
ADCY7 Z49806 16 50,059,082 50,088,524 D25538 Hs.172199 ADCY7 18 A 165.18 TGGCAGAGCCTTGGCTTAAATC TTGTTTGTGAGAGGCCTGGCTT 66
ADCYAP1 U78859 18 895,387 901,054 NM_001117 Hs.68137 ADCYAP1 18 14.82 24 A 106.50 GGCATCTTCACTGACAGCTACA CGTATACACAGGATAGCTGGCA 60
ADFP AW266968 9 19,105,766 19,105,799 BI834126 Hs.3416 ADFP 9 64.22 16 D 176.93 AGAATGCATTGTGAGACAAAC CTGTTGCTGTCTGTCTGTACTG
ADM AJ001613 11 10,365,786 10,368,097 BG829695 Hs.394 ADM 11 48.78 15 C 60.13 GGCTTGGGTCGGACTCTAT CCCAGCGCCTAAATCCTGA 60
ADPRTL1 AW462359 13 23,930,660 23,930,736 12 A 117.40 AAAGCAGTGTACGTCACAGG CCATCCACTTACACTCCAAC 60
AF016589 AF016589 12 40,589,623 40,681,379 05 A 215.79 ATCTTGACTGTCCTGATGGTGG CTGGTCTGTTACAGCAGGAAAG 56
AF068886 AF068886 23 A 317.35 GCAGTGTGCTCCGATCTCTT TCATGGAGCCAGAGAGGTGA 62
AF093796 AF093796 05 A 170.71
AF368419 AF368419 4 155,066,311 155,093,591 17 A 25.88 GACTTCTCCCATTTCCGTCT TCATTATCTTCCGCAGCTTA 53
AF5 AF5 25 B 77.20 Barendse et al. 1997
AGER M91212 6 32,174,752 32,178,007 U89336 Hs.81737 PPT2 6 119.82 23 A 351.79 CGGAACTGAACCAGCCAGAGGA GTGGGAGGCTCTGGTTGTGGAA 60
AGL AW289320 1 99,680,185 99,680,761 03 A 142.09 GCAGGTGAAGACGTATCAGAAA AATGGTTCTGTGCCCTGATT
AGLA254 AGLA254 05 A 303.41 Kappes et al. 1997
AGTR1 X62294 3 149,697,209 149,742,427 X65699 Hs.89472 AGTR1 3 542.39 02 B 66.28 CCAACACCACAGTTCTGAACTC GTACACCCACCACAACTATCCA 48
AHCY BE217542 20 33,491,421 33,568,284 AI051370 Hs.172673 AHCY 20 197.65 13 A 200.89 Dorroch et al. 2001
AHSG X16577 3 187,732,845 187,741,132 AL531529 Hs.324746 AHSG 3 699.09 01 C 28.38 GTCCCAACTTCTCATCCTTCCA GGCAAGAGCACCTTTCAAAGTC 60
AI014770 AW266857 12 54,341,477 54,341,794 AI014770 Hs.350401 05 A 97.82 GGGAACCCATACAAGAGTATGA GGATAAGTGATCTCTCTCTGTG 52
AI041060 BE217453 15 40,613,338 40,613,572 AI041060 Hs.350018 15 155.57 10 A 191.76 Dorroch et al. 2001
AI350766 AW336548 3 21,309,788 21,309,938 AI350766 Hs.26303 3 74.84 27 B 72.34 GGTCTGTCTGTATCCTGTGTGA TAGAGGCGTGAATGCTGTTG 60
AI565194 AW289230 3 56,978,865 56,979,805 AI565194 Hs.284192 22 B 0.00 GATGCAGAGATGCTAGGGTACA ATAGTGAGCACTGACCAGCAGA 60
AI589252 AW425782 1 241,073,405 241,073,844 AI589252 Hs.12314 1 755.25 16 C 87.26 CTGTGTGTCGTCTTATGGCT AGGGCTACAATGGCAGTATG 60
AI652423 AW261150 19 1,921,063 1,921,309 AI652423 Hs.181390 CSNK1G2 9 26.77 07 A 220.59 TTCTTTGGGTTCCAGGAAGCAT AGACAAGCGCCTTAAAGCCCGT 56
AIBP63 AW267134 11 18,339,499 18,339,775 29 A 171.54 TGCCGTGTTAGTCTACAGAAGC TAAGGACCATGATACAGGCAGG
AIM1L AW289302 1 25,881,697 25,882,018 AI950844 Hs.278359 AIM1L 1 87.01 02 E 122.24 AAACATGTCATCCCAGGGAG CATCAGTGAGTTGGGCTACATC 60
AKAP7 AW315844 6 131,401,591 131,539,803 AW300381 Hs.12835 AKAP7 6 523.72 09 B 13.07 GCAGTCACTGGTTAAGAATG CATGGGCTAGCTTATCTTCA 60
AKAP9 AW425806 7 91,168,419 91,338,216 AW008478 Hs.58103 AKAP9 04 A 13.12 CACAGCTCCTGTTTAGTCAT TCTGTAAGCCATCTATCTGC 60
AKIP AW632181 1 1,185,659 1,187,424 AI219071 Hs.76239 FLJ20608 1 5.06 16 D 239.92 ACTGTGTCTCCAGCCCAACT GACCAGCTTGCGGTACTTGT 60
AKNA BF440396 9 110,552,143 110,552,371 AI351078 Hs.167013 DNM2 19 73.59 08 E 5.80 CAGTGATGCACACACATTCC CTTTCCTTCTGGTGACTGGT
AKT1 X61036 14 103,207,365 103,233,692 BC000479 Hs.71816 AKT1 14 276.43 21 B 249.11 CACCTGACCAAGACGACAGCAT CGAGGTTCCACTCAAACGCATC 60
AKT2 AW653377 19 45,414,285 45,467,336 BG761220 Hs.326445 AKT2 19 235.07 18 C 25.29 AATGCCAGCTGATGAAGACC CCACTCTTCCCTCTCGTCGT 52
AKT3 AW446072 1 239,867,349 239,867,662 BM021207 Hs.300642 SDCCAG8 1 755.25 16 C 104.81 AAGCAGACGCAACTACGAAC TGTGGGTCATAGACTGAAGG 60
ALCAM X73801 3 106,366,833 106,576,972 AI078799 Hs.10247 ALCAM 3 363.00 01 B 17.13 CTGGAGAGCAGAACATGGGAAA TATCCAGGCACTGATCCACTGA 56
ALDH1A1 L36128 9 69,085,707 69,223,757 AK026641 Hs.76392 ALDH1A1 9 255.39 08 B 90.71 GTCTGGAAATGGTCGAGAACTG CAGAGCTAGAGAGATTGCATCCAC 56
AMELX M86932 X 10,607,902 10,615,250 NM_001142 Hs.46329 AMELX X D 0.00 CAGCCAAACCTCCCTCTGC CCCGCTTGGTCTTGTCTGTTGC
AMFR AW478071 16 56,130,073 56,194,068 AL573768 Hs.80731 AMFR 16 362.67 18 A 196.66 CAGAGCTACGGGCTTCTGG GCTTTCCCCTGCTCTGCT 58
AMPH AW652872 7 38,130,087 38,377,851 AA933764 Hs.173034 AMPH 7 172.12 04 E 11.99 TGCAATGACTCATAGCCCGTGAGAG CAATCGAGCTGCTCATCCCAACTC 57
AMT M59799 3 49,308,627 49,314,444 D13811 Hs.102 AMT 3 158.07 22 C 34.07 CACTGAAGGGCATTCTACCAGG GATACAGTGGCAACGGGATGAG 64
AMY2B Z48929 1 103,251,234 103,305,063 BI438368 Hs.335493 AMY2B 1 304.86 03 A 135.71 CATATGACTGGGAATGGTGT ATCTCCACTTCCAGTTCTAC 55
ANGPT1 AF093573 8 107,930,503 108,179,047 U83508 Hs.2463 ANGPT1 8 446.02 14 E 13.78 GATACAGCTCAATCCAGTTCAG GATACAGCTCAATCCAGTTCAG 56
ANK3 AW461549 10 61,680,561 62,225,136 H08718 Hs.75893 ANK3 10 343.50 28 A 65.63 GCTTCACAGGAAATGGACAG ACACAGCTCAGCAGCATCAA 56
ANKFY1 BE217550 17 4,019,177 4,117,951 N30072 Hs.284163 KIAA1255 19 B 10.30 Dorroch et al. 2001
ANKRA2 AW462010 5 72,886,876 72,900,211 NM_023039 Hs.239154 ANKRA2 5 355.78 20 A 36.64 ATGTTATCAACCACACGGAC GAAGTAGAAACTCTACCACAGC 60
ANXA11 Z11742 10 82,046,096 82,096,649 AJ278465 Hs.75510 ANXA11 10 394.15 28 A 116.02 GTTCAGACCAACTGTAGAGCCT CACCAGATGCAGAGTCTATCCT 56
ANXA2 M14056 15 58,218,674 58,269,323 NM_004039 Hs.217493 ANXA2 10 A 295.49 CTCCAGCTAACAGTTCTCCGCA AAAGAGGGACTAGCCGGGAAAG
ANXA3 AW289371 4 79,865,453 79,924,377 AW950213 Hs.1378 ANXA3 06 C 299.06 GCAATGTGGGTAGTATTAGCAG CTGAGTCAAGAACATCCTTTCC 60
ANXA4 M22248 2 69,926,836 70,011,300 D78152 Hs.77840 ANXA4 11 B 89.37 GGTGATGGTGTAGTGCTCTGAA CTAGAGTTGAAAGCCACAGTGC
AOX1 AW289179 2 201,486,319 201,486,611 02 D 22.06 GGCTAGTGGTGTAATATGATGG TTCTCAGGAGTGGAATTACTGG
AP2M1 AW267097 3 185,294,670 185,303,905 BM023173 Hs.152936 AP2M1 3 687.80 01 C 28.38 CCAAAGCAGAGTAGGAATTGAG CACATTTCTGGAGTGGGAGGGT
APEX1 AW425570 14 18,913,418 18,916,053 AI061348 Hs.73722 APEX 14 5.51 10 A 131.83 CTCTGTTGCCTGCATTGTGT TGGAAGAGGTGTCACAGAGC 60
APOA1 AW266863 11 116,740,382 116,742,251 AI081290 Hs.93194 APOA1 11 373.36 15 B 103.56 AAATACCGAAGTGATGGCCAGC GTGAGAAGGCCAAGCCGGTGTT 56
APOC3 BE217430 11 116,734,537 116,737,700 N94147 Hs.73849 APOC3 11 373.28 15 B 103.56 Dorroch et al. 2001
APOD AW357610 AV734176 Hs.75736 APOD 3 726.48 01 C 0.00 GAAGATCCCAGTGAGCTTTG ATCAGCTCTCAGCTCCTTGT 56
APOE X61171 19 50,085,104 50,088,698 AV709078 Hs.169401 APOE 19 244.67 18 C 80.40 CCGCCCAGTGAGAATCATTG ATTAAGCTAGGGCCCACCAG 56
APOH AW345161 17 64,625,694 64,643,098 AI174873 Hs.1252 APOH 17 414.30 19 E 76.50 GGAGAGAGAGTAGCTATCCA CTTCTGTGTAGCTGCACTTC 60
APRT AW289369 16 88,579,468 88,580,336 BE386596 Hs.28914 APRT 16 489.84 18 A 145.82 AAAGTCACTCAGCCACAGACCA CCAAGCCACCTGAAAGAAGA 60
AQP4 AB012950 18 24,323,969 24,330,553 AL596545 Hs.231581 MYH1 24 A 128.71 AGCACTGAAAGCAGACAAGAGC GATAGGTTTCTTCCAGTCCTCC 64



ARF1 J03275 1 224,655,903 224,672,451 AL542436 Hs.74571 ARF1 03 A 58.50 CTGAAAGCAGTAAGAGGTTCCA GCCAGATTTGCCATTGAAGA
ARHF AW652620 12 121,984,871 122,001,467 BI551797 Hs.96593 ARHF 12 470.77 17 C 45.54 ACGGGCGGAAGGAGCTGAAG TCGAACACGGATGGGGCGTAG 62
ARHGAP15 AW656747 2 143,909,211 144,548,249 BI824442 Hs.177812 BM046 2 494.84 02 B 0.00 TGAATCCCACCCGCCAAGG AGGTTCAGTGACCTTCCCAACTTCG 58
ARHGAP5 AW315952 14 30,616,583 30,617,047 BE301781 Hs.267831 ARHGAP5 14 57.11 21 B 95.71 TTTCAATATTGTACTTAACAC AATATTAGAGGGAGAAAG 48
ARHGEF4 AW415510 2 131,696,662 131,827,274 AB042199 Hs.6066 ARHGEF4 2 480.55 02 A 79.21 CTCCCTGGATGGCTTCTTG CTCCGTTTCCGTTCATTG 60
ARHH AW289213 4 40,029,232 40,080,498 BE244910 Hs.109918 ARHH 4 195.99 06 C 36.96 ATATGTCAGAGCCCTGTAAGGT CTACAGTTGTTGATGGGACTTG
ARL6IP_(3) AW267159 16 18,721,728 18,740,295 AI372493 Hs.75249 ARL6IP 25 A 63.36 GTGTCTGGTATGCTGGTTGGAT CCATATAAGGCCAGCTGCTAAG
ARL6IP_(5) AW289251 16 18,734,989 18,735,423 25 A 95.14 TCCGCTAGTCCTTGTCCTTGTA AAGAACACTGTCGCATAGCCAC
ARL7 AW311712 2 235,417,966 235,421,969 BF820994 Hs.111554 ARL7 2 731.08 03 B 105.52 CCCAGGTTGGAAGGCTCAGATA TCAGGTAGCTCACAGGTGCGAT 60
ARPC2_(3) AW267064 2 219,045,864 219,083,092 AI184556 Hs.350292 02 E 55.66 CCTGCAACTCATTACCAGTAAC TTCTTTATCTTCCCTCCCTC 56
ARPC2_(5) AW289209 2 219,069,062 219,069,841 02 E 55.55 GTCTCATAAGAAACCAGCCAGG GATTTCTGGTGTGGTTGGACTC
ARPP-19 AW266927 15 50,418,381 50,440,502 BE782392 Hs.7351 ARPP-19 15 178.75 10 A 316.70 CCACCTATCACGTAAATTGCTC GTATTTCAGAAGATTGGCCCAG 56
ARRB2 AF051456 17 4,564,593 4,575,603 AA286847 Hs.18142 ARRB2 17 42.15 19 B 30.80 CCCTTCAAGCTTTGACTCTCTG CAGCTCATTAGCCTAAGTCCTC 64
ARSB AW660499 NM_000046 Hs.1256 ARSB 5 373.61 10 A 12.56 GCTTGTTTAGAATGTTTCAAC CAAATCCTCGGCGTGTTG 60
ARVCF AW002371 22 18,331,975 18,378,863 AW002371 Hs.171900 ARVCF 17 C 139.77 AACATACCCTCCCGACTCCT AGCACTCGGGTCGTCTCTCA
ASAH1 AW461677 8 17,723,238 17,751,798 BE890841 Hs.75811 ASAH 8 70.47 27 A 97.21 GCACGGTAGATGGTATGTGGTA TCTGGTTCAGACACATCTTCGC 60
ASMTL AW656774 X 1,127,610 1,152,380 BG824590 Hs.6315 ASMTL X       13.77 X D 43.80 CCAAAGATGGTCAGCTGGACAC TCCCACAGCATCTCCTCTGACA 60
ATBF1 AW485563 16 72,556,459 72,828,038 BE265432 Hs.101842 ATBF1 16 432.77 18 B 45.98 ACCACCTGCACCACAGCTC GTTCCCCTTTCCCTTTGTGT 60
ATIC AW289249 2 216,140,711 216,178,501 BG179152 Hs.90280 ATIC 2 675.03 02 E 61.43 AAGAGCCGGAGATTCGTATGAG TTCCGGGACAATGTAGACAGAG 60
ATP2A3 AW289347 17 3,777,978 3,818,545 BI000643 Hs.5541 ATP2A3 17 39.61 19 B 18.60 ATTTCAGGTCAGCAGGTGGGTA TCAAGACCCATGTCCCATCCTA 56
ATP2B4 M83364 1 199,956,561 200,070,251 M83363 Hs.343522 ATP2B4 1 673.98 16 A 11.20 CAGGCAAGTGATGAGTGGTGGA AAGGAAGACGGCAGTCACGAAG 50
ATP2C1 U83002 3 131,894,446 132,017,167 AA377492 Hs.106778 ATP2C1 3 461.43 01 C 97.75 Ma et al., 1998
ATP5I AW482312 4 657,092 657,757 BF030022 Hs.85539 ATP5I 4 15.63 04 E 28.80 TGCAGGGCTCTCCGCTCATC TGGTATCCTCTTGGGCTTCC 60
ATP5O M18753 21 34,196,153 34,224,306 BF698581 Hs.76572 ATP5O 01 A 18.03 AAGATTCAGAAGCTGAGCAGAG GCCCTGTTCAGGAAGTGTTTAT 60
ATP6V0D1 J04204 16 67,207,390 67,250,563 BC008861 Hs.106876 ATP6D 16 405.44 18 B 9.40 CCGGGCCAAGATTGACAACTAC GGCAGAGCTACTCCATTTCCCA 60
ATP6V1A1 AW267133 3 114,747,137 114,812,130 BG675038 Hs.281866 ATP6A1 3 410.32 01 C 0.00 TGGGAAATCTTTCGAGCCAGTG TCTAAGGACCAGTTGGGCTTTG 64
ATP6V1F AW267076 7 128,043,037 128,046,062 AI023127 Hs.78089 ATP6S14 04 E 26.38 GAAGAGGCAGTGGAGAGAAGAC GTCCAAGGAGCACCCGTATGAT 64
ATP6V1G1 S82464 9 110,803,687 110,814,313 BF978906 Hs.90336 ATP6J 08 E 8.60 GAACGCCTTCATGGAACATGAG GGCTGGCTGTTGTTTAACATGG 60
ATRX AW289378 X 74,802,450 75,082,961 BI915774 Hs.96264 ATRX X       245.59 X C 61.55 GGAAGAGCATAGAAGCCAGTGA GGATGACGTTGTGGTTGTTAGC
AU151351 AW481929 16 48,313,646 48,313,867 AU151351 Hs.323712 KIAA0615 16 333.03 18 A 155.44 TTCTGCCTGTTCAGAACTGTTT CCATTTGTCAATATTTTCAGCATT 58
AUP1 AW632130 2 74,711,488 74,714,596 AL557490 Hs.173736 AUP1 2 232.60 11 A 86.17 GCAGGTTCGTGGTGCGGACC CTATGTTGTGGTCGAAAGGTGTCACG 62
AUTS2 BE217523 7 69,561,868 69,656,169 W61304 Hs.32168 KIAA0442 7 409.66 25 A 167.11 Dorroch et al. 2001
AV742111 AW289368 10 22,974,141 22,974,461 AV742111 Hs.57079 10 133.58 13 A 27.62 TTTGTAAAGCCCGGCTCGTA CCTTTGTGGCCCATCTGTGTAT 56
AVPR2 X83741 X 150,756,755 150,757,875 AF101728 Hs.2524 AVPR2 X       350.95 07 A 79.38 CAAGAAGAGTCATGCGCCACAG TAGAAGGAAAGTAGCGCCCACC
AW244888 AW244888 18 A 155.91 TCAGCTTCAGAACAGTGACTGC CCCTGTGATAACAGCCAGAAGA 56
AW261132 AW261132 07 A 24.23 GGTCACACTTTAATAGCCACTC TTGCTTGTTGTACTCGCTGCTG 56
AW261158 AW261158 05 A 142.50 CAAAGTGACTTCACATCCCTTC TAAAGACTCTGGACAGGGAGAC 56
AW261160 AW261160 21 B 68.27 GCGAAGAGGTAGGGTGAGACAG ACCTCCATTGCTCGCTGAGTCC 60
AW261173 AW261173 25 A 41.05 CCTTTGCTTTCTGGCTGTGTCC TGTCCCCTCAATAAAAGATTGG
AW261176 AW261176 04 A 0.00 CCAGTGCAGGGTTTCTTGGGAG TAACATGAGACCGCTAACCTTG 55
AW266851 AW266851 19 C 261.46 CCGTCCTTTATTAACATCCCTG AGTGGTCACCTGCAAGGTCTT 56
AW266880 AW266880 6 43,739,646 43,739,770 23 A 260.96 GAGATCACTTCGGATTCTGGAAACA AAACAGGTCACTCACTTTGCC
AW266897 AW266897 07 C 113.92 TACACCAATGTTTCCAGACTGC TCTTGCTCTTTCCCTGGGAACC
AW266911 AW266911 16 D 50.43 CACAGCCCCTGCTAACAGTGGA CAAAGCAAGGAGAGGGCCGTTC 56
AW266921 AW266921 07 A 57.94 GACTCTACAAGGTGGTATCAGTG TCTTTCTTCCTACCTTGGGTGAC 60
AW266938 AW266938 29 A 440.64 CCTATTGGCCTCCGTATTTCTG AACATTTGCTCCCTGGTCCTGG
AW266962 AW266962 05 A 417.93 GACCATGTTCGATTGACTTGAC CCAGGTGGGAAATGTTGTGAGC 56
AW266981 AW266981 16 D 233.93 CAAACTTCACACGCAATGAAGC GCTTTCAGCGGCCAAATGTCAC
AW267020 AW267020 1 203,114,629 203,114,938 16 A 82.50 CCACACTACTAGCCTGTTTCTC TTAGCATCTCCGTCTCTGAAAG 60
AW267030 AW267030 19 C 21.20 GTATGTCCTAAGCCAGCCTAGT CATTGAATGAACCTGCTCCTTG 60
AW267050 AW267050 29 A 54.14
AW267062 AW267062 1 61,502,533 61,502,611 03 B 23.31 ACCTAACTCAGCCTTAAGCATC CCAGAAGTACCTCTTTACCCAG 64
AW267067 AW267067 26 A 249.27 ATCCCAGTTAAACTTTGCTCCT CTAACTACAAGCACTACTTGGT 60
AW267088 AW267088 13 A 39.35 TTCGCTAAGAATCCCAGGGCAG GGAGGACATGATAACCCACACC 64
AW267101 AW267101 18 B 59.17 TATATAGGCTCCATTGAGATCC ATAGTTATGTAGGCCGTTGTCC 62
AW267103 AW267103 23 A 424.41 CTCTGGTAAACTACTTCACATC AATGAACTTGGCAGTACACATC
AW267109 AW267109 01 A 4.56 ATGAAAGTCTTCTGTGCCATGC TCAGTATTGCCACATGACATGC 60
AW289190 AW289190 6 111,865,228 111,865,923 09 A 183.12 GAAGTCTGATCAACTCTGTAGG CACTCTGTAAGACTGGTGTGAA
AW289193 AW289193 2 70,465,664 70,466,012 11 B 0.00 GGTGCACAAACTCCAGTAAG GTAGGCTACCAGATCCACAA 50
AW289195 AW289195 X 108,274,887 108,275,019 X C 13.47 GGAGTGAAGAACACGATGTCTG GCCACTTACTGTATCCATCCCT
AW289197 AW289197 29 A 242.15 CTGGCTGCACAAGTACTAGACA GAGACCAGCAGCTTCTACCTTT 56
AW289204 AW289204 10 A 276.69 CTCTTTGGACATGTGCTCACTA GGCACCCATTAAGACTATGACT 50
AW289205 AW289205 19 10,217,785 10,217,861 07 A 130.68 GCTGTGGTTCACAGGCTTCCTT TCCCTAACTTTCCTGGTGGTCC
AW289210 AW289210 22 A 10.00 TAACGGTCGGTCAGAGGGTGTA CCTTCCATGTGGCTCAGTCTTG
AW289246 AW289246 20 A 80.40 AGCTCATGGCATTATGGTGGGA TAGATCACATGCTGGGCCACAA 56
AW289258 AW289258 05 A 125.64 TGGCAGTGCTTGAGGAAGAAGA TGGAGGGAGTGATTAGTTGGGA 56
AW289264 AW289264 02 D 28.45 AACTCCTCCCTCTTAACTTCCA ACACGACTGAAGTGATGTAGCA
AW289267 AW289267 18 C 79.28 ATACTCCACATCGCAGCCTTCT GGAAACTATCGAGCCCATGTTG 60
AW289270 AW289270 02 E 40.68 GGTTGGTACTTTGTGAGGTT CCTCTCTGGGTAGAAAGTTA 60
AW289271 AW289271 6 109,004,588 109,004,749 09 A 242.95 GGCAGCTTCTGAACCTGTTA AGTTCGGACCTGTCAGGATT
AW289272 AW289272 22 C 20.72 TCTGGCCTACCACTGAATTGTC CTGAGATAAGCACGGTCCAGAT
AW289274 AW289274 20 56,592,170 56,592,363 13 A 131.51 ATGACAGTGGACTTGGGTTCT CTGTGTGACTGGAACATGGTTCT
AW289278 AW289278 12 7,145,555 7,145,756 05 A 390.19 GGATCAAGAATCAGAGACGGGA TGTGTCACTGATGAGGGAAGCA] 60
AW289279 AW289279 03 A 9.35 CTCCAGTCACGGTTTCTAGGTT CCTCGGTCGGAGAGCTGTTAATA
AW289300 AW289300 07 A 112.64 TGAGAGAAACATGGCAGACACC CCTGAAAGTTCCCACGTAATCC
AW289301 AW289301 10 A 288.45 GAGGAAGGGAGTCTTTGGATCT GTCTTGTGGGCAGTTCTCTTCT 60
AW289386 AW289386 05 A 359.12 CCAAAGGAGGACTAAGACCAGA GGCCACCACTTACATACCTTCA
AW289387 AW289387 16 D 62.62 AGGTGTCTAAGCTGGAAGGAAC GTTCTTTGGTCCTCCTGGTATC
AW356124 AW356124 2 188,294,271 188,294,465 02 A 0.00 GTTCATCTAACTCCCAGTCT GAGGATAGGGTGAAGTTAAG 60
AW428569 AW428569 12 A 114.88 GTTCCCGAGTGTCTCTTCATCT AAACGGAGGTGCCCAAGGTCAA 62
AW428572 AW428572 19 E 67.40 GAGACCAGAACCTCATTACTGT CCCTTCTCCTTAGCAGCTGTGT 60
AW428574 AW428574 05 A 360.31 TTTCTCCCATTCAGTAGGCTGT GCAGTCATGGGCATGATAAACC 60
AW428601 AW428601 07 A 279.55 TAAAGTGACCACTGAGTGAG GGAGACTATAGATACAGCAGAC 53
AW428670 AW428670 08 E 0.00 GTCCATCAACAGTAACAAACAC CAGTATATGGCATGGATAAGTA
AW461365 AW461365 03 B 150.60 CGTCCCTAGACAGGCTCTGA GACATCTTTGGACCTGACTGC 60
AW461410 AW461410 01 C 85.51 TCAGACATATGTAGGGATCCCC AAGTGACTTAGCAGCAGCAGC 60
AW461439 AW461439 19 7,879,606 7,879,885 07 A 168.59 TTAGGAAGGGCAGGGTCC CAATCCCACCAGCTTAAATAGC 60
AW461492 AW461492 01 C 128.43 AACAACAGAGAAGCCCTGACA GCCTGGGAGCTTCTGTTTC 60
AW461513 AW461513 18 C 148.26 CATCCTCACAAAGCTGGGAT GAGTTTTGTCCTTTGCTCGC 60
AW461519 AW461519 29 A 313.08 GGGGAGAAGAAAAGGCATTC GGTCTGTGGTTCCCCTTACA 60
AW461534 AW461534 18 A 70.86 GTCTGGAAAGTGCAAGCCTC GTGGTAGCAGGGTAATCTCAGG 60
AW461573 AW461573 5 150,681,507 150,681,889 07 B 31.00 AACAGGATAGACACCATCCCC AGGATTCTCCCTGTGTGGC 60



AW461574 AW461574 18 D 34.68 AGTTAAAGACGACGCGTGGT AGTGAGGCCTGGGAGGAG 60
AW461591 AW461591 14 A 16.59 TGGCAGGAGGAACAGACAG CATGGACAAACAGACCGATG 60
AW461592 AW461592 16 C 81.93 ACTTTCACGTGTCGGTTTCC TTGCACATTTTAAAAGCACCC 60
AW461600 AW461600 11 A 310.92 ACCTGATCCAGATGGTGAGG CTTTGCTCAGCTGAGGCTG 60
AW461983 AW461983 12 D 44.84 GTCACACGATGCTCTACGTTCT TGGAACTTAGCGCTTTCTGC 60
AW463012 AW463012 06 C 189.25 AGCCAGTCAGGATATCTGTACC TACTTCCCAGCCACCATCAT 60
AW464517 AW464517 02 D 0.00 CAATCACAGGTGTAGATGTCAG CTCGAATACTCAGTGTTTCCAG 60
AW465254 AW465254 29 A 81.37 ACAGCAAGTGGCAGAGGATA AGTAGACAGAGCCTCCCATT 60
AW465621 AW465621 15 39,157,359 39,157,439 29 A 385.94 60
AW466165 AW466165 16 D 134.91 CTTCCAGAGGGTTTGCTAGT CTCCAACGTCTTAGGTAAGG 60
AW483590 AW483590 24 A 85.25 CTTGGAAAGAACGCTCATCA TAGGGCCTCCAGAAAAATGA 60
AW589574 AW289298 17 27,436,415 27,436,962 AW589574 Hs.350362 19 A 85.28 GGAAGAGCCAATAACTTGGA GCTGTTCTGTAGTGGGAAATAG 60
AW594434 AW266887 6 56,893,276 56,893,536 AW594434 Hs.311163 23 A 29.30 AAACTGGTCGGTATGGCAAAGG AGGGAGATGGGTGAAATGGAAG
AW618167 AW618167 21 B 22.55 56
AW618168 AW618168 21 B 28.32 62
AW629743 AW359255 4 41,811,834 41,812,148 AW629743 Hs.348514 4 217.00 06 C 72.24 CTCTTCAGGCCAATACTATC TCTGAGCCCTACATTAGCAT 60
AXL AW415734 19 46,400,872 46,443,720 BG170497 Hs.83341 AXL 19 242.50 18 C 50.59 AATGATGGTCAGTGACAGAGTC GACCTTAGAACCTCCATCTT 55
AXUD1 AW345830 3 38,996,582 39,009,288 BI911705 Hs.6607 AXUD1 3 132.27 22 A 142.29 GATACCAGCACTTGCTTCCT GGTGGTGTCCTCAAACAACT 60
AZU1 AW427345 19 765,097 772,017 NM_001700 Hs.72885 AZU1 19 17.75 07 A 214.93 TGGACATAGTGGGAGGCAGGAA TGGCCGCTGTCAGGACAAAGTT 60
B2M AW289175 15 42,582,853 42,589,480 AW580554 Hs.75415 B2M 15 146.19 10 A 465.68 TGCTATGTTCTGGATCCCACTG TCAACATCTGGGTGTCTTCTGC 60
B3GALT2 AW357032 1 189,614,633 189,622,181 Y15060 Hs.181353 B3GALT2 1 648.48 16 B 36.65 TGGACACCCAAATGCTTACC GTTCCGCAGCGATTAGTAGT 60
B4GALT1 Z71853 9 33,094,081 33,157,355 AI421488 Hs.198248 B4GALT1 9 119.82 08 C 30.49 CACAGCACATAGGTCTCTAGGA TGTTGCTGGTGACCCTCTAA 56
B4GALT5_(3) AW289182 20 48,912,227 48,912,649 13 A 291.77 AAGTGGCTTGATCTGGGTGT GATGATGGTGATTGGGCAGT 60
B4GALT5_(5) AW289181 20 48,887,904 48,968,760 AA379017 Hs.107526 B4GALT5 20 301.21 13 A 275.19 AAGTTACCCAACTTCCAGCC GGCAGAAAGCTAACAACACC 50
BAIAP1 AW484349 3 65,196,960 65,462,672 AI335180 Hs.21610 3 191.22 22 A 208.40 TAGCTGTGAGGAATGTGACATG GCACACCGCAAGAAATGAATGAAG 56
BAK1 AW267056 6 33,541,745 33,549,453 BG180823 Hs.93213 BAK1 23 A 136.49 CCTCCCTGCATTTGGTTTAATC AAACCTGCCTGAGCCCTTCCTG 64
BAX U92569 19 54,134,207 54,140,914 BG706729 Hs.79516 BASP1 18 C 130.34 TTTCATCCAGGATCGAGCAG ATTCATCTCCGATGCGCTTC 64
BAZ1B BE217474 7 72,253,028 72,334,910 BF818908 Hs.194688 BAZ1B 25 B 0.00 Dorroch et al. 2001
BAZ2B AW654685 2 160,139,516 160,437,104 AK000676 Hs.8383 BAZ2B 2 537.12 02 B 51.45 AGTCTGAAGGTAATTATAGC ATGGGAGGGAAATGTTTC 56
BBX AW428450 3 108,523,019 108,805,934 BF111635 Hs.35380 MDS001 3 392.84 01 B 48.07 CCAGTGAAGCGCCCTTTAAT ACCACATGGACTCACTAGCATC 64
BCAN X75887 1 153,389,797 153,407,192 AF229053 Hs.6194 BCAN 1 562.48 03 A 40.14 CCACGGGAAGTGACAGCATGAG ACAGGATGGCTGGCAAGGAGAG 60
BCAS3 AW487345 17 59,097,095 59,812,060 AI887771 Hs.6649 FLJ20128 17 385.87 19 A 0.00 CTCCCCTTCAACTCATGGAA TTTGACAGGGCCTCAGAAAC 60
BCCIP AW345698 10 127,553,135 127,583,295 NM_016567 Hs.279862 TOK-1 10 549.43 26 A 64.61 GGAATTAAGAAGTTACTACAG TAATCACACTCCCGATAT 50
BCKDHA AW347596 19 46,579,772 46,613,696 BE513982 Hs.78950 BCKDHA 19 240.90 18 C 42.58 CAACAGCAGCACTTCTCGTC GGTAGATGGGGATCCCAGAG 60
BCKDHB AW446009 6 80,766,520 81,006,143 AI795940 Hs.1265 BCKDHB 6 355.18 09 A 0.00 CTCAGGTTCATGTGATCCGA CTGTATCCACATCCCAAGGTAG 60
BCL2A1 AW289296 15 77,829,162 77,839,712 BG198875 Hs.227817 BCL2A1 15 264.64 21 B 40.10 GTGATGAACTCCGCCACAAAGA TCCGTAGACACTGCCAGAACAA 60
BE217403 BE217403 03 A 138.21 Dorroch et al. 2001
BE217406 BE217406 03 B 89.41 Dorroch et al. 2001
BE217407 BE217407 03 B 81.29 Dorroch et al. 2001
BE217408 BE217408 03 A 138.21 Dorroch et al. 2001
BE217417 BE217417 09 A 45.15 Dorroch et al. 2001
BE217419 BE217419 11 C 87.77 Dorroch et al. 2001
BE217420 BE217420 25 A 9.11 Dorroch et al. 2001
BE217426 BE217426 15 C 72.21 Dorroch et al. 2001
BE217437 BE217437 17 C 127.16 Dorroch et al. 2001
BE217442 BE217442 24 A 101.36 Dorroch et al. 2001
BE217443 BE217443 23 A 202.91 Dorroch et al. 2001
BE217455 BE217455 01 C 126.70 Dorroch et al. 2001
BE217456 BE217456 13 A 203.72 Dorroch et al. 2001
BE217457 BE217457 1 111,805,779 111,806,079 03 A 126.52 Dorroch et al. 2001
BE217462 BE217462 7 107,192,991 107,193,133 04 B 47.01 Dorroch et al. 2001
BE217463 BE217463 11 61,166,583 61,166,844 29 A 303.44 Dorroch et al. 2001
BE217465 BE217465 11 61,166,587 61,166,844 29 A 395.95 Dorroch et al. 2001
BE217469 BE217469 X 142,439,484 142,440,856 X B 50.10 Dorroch et al. 2001
BE217472 BE217472 23 A 451.94 Dorroch et al. 2001
BE217478 BE217478 9 69,225,272 69,225,389 08 B 88.73 Dorroch et al. 2001
BE217487 BE217487 04 E 0.00 Dorroch et al. 2001
BE217493 BE217493 02 D 9.73 Dorroch et al. 2001
BE217497 BE217497 19 C 18.87 Dorroch et al. 2001
BE217498 BE217498 03 A 138.21 Dorroch et al. 2001
BE217499 BE217499 X C 170.82 Dorroch et al. 2001
BE217508 BE217508 13 A 61.64 Dorroch et al. 2001
BE217519 BE217519 16 B 0.00 Dorroch et al. 2001
BE217521 BE217521 1 156,459,719 156,459,784 03 A 22.82 Dorroch et al. 2001
BE217525 BE217525 01 C 90.94 Dorroch et al. 2001
BE217526 BE217526 03 A 63.01 Dorroch et al. 2001
BE217529 BE217529 11 A 145.60 Dorroch et al. 2001
BE217531 BE217531 13 A 318.82 Dorroch et al. 2001
BE217533 BE217533 19 62,447,726 62,448,009 18 D 22.15 CGCCCTTCTTTCTCTCACAG TGGAAAACACAGACCCTATT 50
BE217534 BE217534 X B 131.45 Dorroch et al. 2001
BE217536 BE217536 03 B 55.91 Dorroch et al. 2001
BE217538 BE217538 11 39,651,002 39,651,376 15 C 170.02 Dorroch et al. 2001
BE217547 BE217547 08 B 98.29 Dorroch et al. 2001
BE217549 BE217549 05 A 384.25 Dorroch et al. 2001
BE217553 BE217553 1 156,458,961 156,459,119 03 A 29.85 Dorroch et al. 2001
BE217558 BE217558 29 A 0.00 Dorroch et al. 2001
BE217559 BE217559 6 53,135,623 53,135,692 23 A 329.67 Dorroch et al. 2001
BE217565 BE217565 26 A 130.57 Dorroch et al. 2001
BE217570 BE217570 17 27,236,434 27,236,660 19 A 83.17 Dorroch et al. 2001
BE217573 BE217573 8 21,424,702 21,425,052 08 C 45.80 Dorroch et al. 2001
BE217575 BE217575 3 33,806,660 33,806,734 22 A 79.67 Dorroch et al. 2001
BE217577 BE217577 08 D 19.72 Dorroch et al. 2001
BE217579 BE217579 X 101,743,811 101,744,014 X B 96.45 Dorroch et al. 2001
BE217590 BE217590 17 A 91.00 Dorroch et al. 2001
BE350404 AW461695 4 119,593,217 119,593,605 BE350404 Hs.296141 4 543.27 06 A 29.68 CGGCCTAGTTTAAGATGCAGGA CCGCTAACGAACGAACATGAAG 60
BE464799 AW485404 5 106,743,564 106,743,879 BE464799 Hs.27342 5 457.95 07 C 119.79 TTTTGCCATGCGTCTGCC TGGTAACCTCCAACATGCC 55
BE867202 AW312099 BE867202 Hs.350030 02 E 30.59 TAGTTAGGCTGCTCACATGAGG CCAACTTCCAAAGGGAGCAA 60
BET3 AW659637 1 36,028,784 36,041,724 NM_014408 Hs.288013 BET3 03 B 133.64 CATTAAGAGGCAAACCTCGCACACC GCACTGGAGGGCAAATCCGC 60
BF044733 BF044733 1 170,571,583 170,571,741 AB007961 Hs.127338 KIAA0492 1 625.19 17 B 128.78 TTCGTGCACACACTGATTCG CGTGCTGTTGGACAACTTGA 60
BF055346 AW485914 10 51,958,757 51,959,007 BF055346 Hs.153716 10 320.92 26 A 333.22 ATCTGGAAATAAAGCGTA CTTCATAGAGACATTTGC 50
BF107010 AW428595 15 61,138,386 61,138,864 BF107010 Hs.321245 LOC51762 15 222.22 10 A 288.55 TTCACATTAAGCCGTTGGAG TCATTCCTATGGCCTTACAG 55
BF146288 BF146288 20 20,735,195 20,735,533 13 A 53.09 Dorroch et al. 2001



BF224257 AW479050 11 16,028,087 16,028,569 BF224257 Hs.196008 11 67.00 15 C 0.00 GTCCATGGCAACACGAAA ACGGAGAATGCACACGAG 60
BF440293 BF440293 10 33,857,582 33,857,894 13 A 17.67
BF440376 BF440376 9 86,959,514 86,959,960 08 D 60.89
BF440431 BF440431 5 108,557,932 108,558,257 07 C 104.60
BF440472 BF440472 03 B 160.69
BF440567 BF440567 6 150,338,918 150,339,063 09 B 50.73
BF440598 BF440598 7 65,849,785 71,706,507 25 A 148.24
BF965970 AW314850 5 132,242,576 132,242,843 BF965970 Hs.11637 5 502.16 07 A 208.43 GGCAGATCATTGACATGAGC CACATCTGGTCCTCAAAGGT 60
BFSP1 X72388 20 17,422,551 17,487,605 NM_001195 Hs.129702 BFSP1 13 A 51.32 AAGAAACTGGGAGAGAAGGGAT CCAAAGAACCTTGTACCCTTGT 62
BG393746 AW428582 1 193,593,332 193,593,942 BG393746 Hs.331980 16 D 182.47 GCTGGGCCAGACTTTACAGTTT AGTGGAGCTGCTCGAAGGATTA 56
BGN AW487443 X 150,346,142 150,360,707 BM007906 Hs.821 BGN X       356.19 X B 172.49 TTGTGGCTTGGTAAGGGTCTCT GTCTGAATCCAAGGGACATGTG 56
BI550285 AW632320 12 70,543,137 70,543,513 BI550285 Hs.17802 12 274.81 05 A 201.63 CAGTGCCTTGACTTCAATCC CATCTCCCACAACGTAATGC 50
BICD2 AW289231 9 88,772,784 88,826,217 BF970193 Hs.330988 KIAA0699 9 305.44 08 D 33.65 TGTCATATGTGTGTGTCCCA CTGTGCATTACCTTAGTGTCAG 56
BIG1 AF023451 8 67,833,094 67,979,097 AF111162 Hs.94631 BIG1 14 C 9.43 TTTGTTGGCGTTTACATCCCTC TTTCACTTCCATACCTGCCAGA 64
BIN1 AW314110 2 127,710,541 127,769,802 Z19931 Hs.193163 BIN1 02 A 57.98 CAGGAGGTGTTCTCCCAAAGATGAGG AAGCGTGGTGGCTCGGTGG 62
BL1029 BL1029 14 D 9.38 Kappes et al. 1997
BL1036 BL1036 14 F 22.35 Kappes et al. 1997
BL1043 BL1043 07 C 97.13 Kappes et al. 1997
BL23 BL23 05 A 96.33 Kappes et al. 1997
BL37 BL37 05 A 215.79 Kappes et al. 1997
BL4 BL4 05 A 209.36 Kappes et al. 1997
BL41 BL41 03 A 96.71 Kappes et al. 1997
BL42 BL42 13 A 123.39 Kappes et al. 1997
BLP2 AW426432 15 99,766,161 99,785,313 BI196040 Hs.288912 FLJ22604 15 355.38 21 B 10.61 GCGTGTGACTGCAGCTAAAT CTGGGAATATGGACGCTGAT 60
BLVRB L35045 19 45,629,750 45,647,774 BE614999 Hs.76289 BLVRB 19 237.05 18 C 31.60 CCATGTGTATGAATAGGGCTCT GCTCTTGGCTCTAGGTTTATTG 57
BM033 AW289234 6 157,546,088 157,546,162 AW449283 Hs.173259 BM033 6 611.71 09 B 61.92 TGAAAGGTGGGTGAAGAGTT TTCTCTGGACTATCTTACCCTG 56
BM121 BM121 16 B 57.34 Kappes et al. 1997 58
BM1223 BM1223 02 E 3.87 Kappes et al. 1997
BM1225 BM1225 20 A 17.98 Kappes et al. 1997
BM1227 BM1227 09 A 68.98 Kappes et al. 1997
BM1233 BM1233 17 C 103.51 Kappes et al. 1997
BM1237 BM1237 10 A 68.52 Kappes et al. 1997
BM1258 BM1258 23 A 256.37 Kappes et al. 1997
BM1311 BM1311 16 B 66.66 Kappes et al. 1997
BM1329 BM1329 06 A 40.89 Kappes et al. 1997
BM143 BM143 06 B 51.40 Kappes et al. 1997
BM1508 BM1508 14 A 54.28 Kappes et al. 1997
BM1815 BM1815 23 A 248.97 Kappes et al. 1997
BM1818 BM1818 23 A 456.64 Kappes et al. 1997
BM1819 BM1819 05 A 337.76 Kappes et al. 1997
BM1853 BM1853 07 B 109.70 Kappes et al. 1997
BM1857 BM1857 27 B 43.74 Kappes et al. 1997
BM1864 BM1864 08 A 0.00 Kappes et al. 1997
BM1905 BM1905 23 A 455.38 Kappes et al. 1997
BM203 BM203 27 B 65.13 Kappes et al. 1997 53
BM2078 BM2078 18 D 29.30 Kappes et al. 1997
BM226 BM226 24 A 7.54 Kappes et al. 1997
BM2320 BM2320 06 C 360.37 Kappes et al. 1997
BM2830 BM2830 05 A 413.45 Kappes et al. 1997
BM2934 BM2934 14 E 20.37 Kappes et al. 1997
BM302 BM302 14 C 22.22 Kappes et al. 1997
BM315 BM315 05 A 366.35 Kappes et al. 1997
BM3419 BM3419 08 A 104.33 Kappes et al. 1997
BM3517 BM3517 20 A 2.48 Kappes et al. 1997
BM3627 BM3627 02 A 60.48 Kappes et al. 1997
BM4006 BM4006 08 B 37.33 Kappes et al. 1997
BM4028 BM4028 12 C 6.40 Kappes et al. 1997
BM4129 BM4129 03 A 125.16 Kappes et al. 1997
BM4208 BM4208 09 B 46.32 Kappes et al. 1997
BM4307 BM4307 01 B 6.04 Kappes et al. 1997
BM4322 BM4322 06 C 11.34 Kappes et al. 1997
BM4513 BM4513 14 E 17.54 Kappes et al. 1997
BM4528 BM4528 06 C 84.75 Kappes et al. 1997
BM4630 BM4630 14 B 61.54 Kappes et al. 1997
BM47 BM47 23 A 132.39 Kappes et al. 1997
BM5004 BM5004 20 C 0.00 Kappes et al. 1997
BM6017 BM6017 X A 10.92 Kappes et al. 1997
BM6026 BM6026 05 A 29.95 Kappes et al. 1997
BM6105 BM6105 07 A 112.32 Kappes et al. 1997
BM6122 BM6122 12 A 0.00 Kappes et al. 1997
BM6425 BM6425 14 F 45.75 Kappes et al. 1997
BM6430 BM6430 16 A 80.50 Kappes et al. 1997
BM6436 BM6436 09 B 33.70 Kappes et al. 1997
BM6437 BM6437 04 C 44.26 Kappes et al. 1997
BM6438 BM6438 01 A 26.15 Kappes et al. 1997
BM6458 BM6458 04 D 25.00 Kappes et al. 1997
BM6507 BM6507 18 D 23.49 Kappes et al. 1997
BM7109 BM7109 18 B 42.86 Kappes et al. 1997
BM711 BM711 08 D 61.63 Kappes et al. 1997
BM713 BM713 20 A 75.46 Kappes et al. 1997
BM716 BM716 11 A 11.71 Kappes et al. 1997
BM719 BM719 16 D 77.63 Kappes et al. 1997
BM7226 BM7226 26 A 19.97 Kappes et al. 1997
BM723 BM723 03 A 100.59 Kappes et al. 1997
BM733 BM733 05 A 417.93 Kappes et al. 1997
BM737 BM737 25 A 107.10 Kappes et al. 1997
BM804 BM804 26 A 322.01 Kappes et al. 1997
BM8125 BM8125 17 C 33.46 Kappes et al. 1997
BM8126 BM8126 05 A 481.11 Kappes et al. 1997
BM8129 BM8129 08 D 0.00 Kappes et al. 1997
BM8215 BM8215 14 B 78.60 Kappes et al. 1997
BM8230 BM8230 05 A 362.95 Kappes et al. 1997



BM848 BM848 15 C 211.33 Kappes et al. 1997
BM860 BM860 12 A 143.06 Kappes et al. 1997
BM9138 BM9138 17 B 24.72 Kappes et al. 1997
BM9208 BM9208 X B 0.00 Kappes et al. 1997
BMC1009 BMC1009 05 A 148.49 Kappes et al. 1997
BMC1013 BMC1013 19 E 0.00 Kappes et al. 1997
BMC1222 BMC1222 13 A 0.00 Kappes et al. 1997
BMC6004 BMC6004 29 A 414.75 Kappes et al. 1997
BMC6021 BMC6021 X C 171.22 Kappes et al. 1997
BMI1 AW289218 10 22,770,029 22,770,652 AI453064 Hs.431 BMI1 10 134.13 01 C 33.23 TTCCATTGGGCTTTCAAGCA TGGAAACCCTGTTGTGGATTAC
BMP1 AW358555 8 21,843,334 21,890,406 AL537133 Hs.1274 BMP1 8 89.22 08 C 51.56 CTCTGTTCTGGTGAAATTCC TCACTTTCTGCTGTGTAGAG 48
BMP5 BE217473 6 55,621,652 55,621,858 AI247671 Hs.1104 BMP5 6 208.71 23 A 0.00 Dorroch et al. 2001
BMS1095 BMS1095 05 A 0.00 Kappes et al. 1997
BMS1117 BMS1117 21 A 0.00 Kappes et al. 1997
BMS1242 BMS1242 06 B 57.06 Kappes et al. 1997
BMS1248 BMS1248 05 A 359.81 Kappes et al. 1997
BMS130 BMS130 25 A 0.00 Kappes et al. 1997
BMS1315 BMS1315 05 A 132.78 Kappes et al. 1997
BMS1331 BMS1331 07 C 0.00 Kappes et al. 1997
BMS1348 BMS1348 16 B 26.01 Kappes et al. 1997
BMS1353 BMS1353 25 A 191.96 Kappes et al. 1997
BMS1385 BMS1385 27 A 73.00 Kappes et al. 1997
BMS1522 BMS1522 09 A 167.58 Kappes et al. 1997
BMS1561 BMS1561 21 B 232.44 Lien et al. 1999
BMS1658 BMS1658 05 A 366.35 Kappes et al. 1997
BMS1675 BMS1675 27 B 60.28 Kappes et al. 1997
BMS1716 BMS1716 11 A 308.60 Kappes et al. 1997
BMS1747 BMS1747 14 A 43.60 Kappes et al. 1997
BMS1788 BMS1788 04 A 23.66 Kappes et al. 1997
BMS1820 BMS1820 X C 8.98 Kappes et al. 1997
BMS1941 BMS1941 14 B 42.20 Kappes et al. 1997
BMS2055 BMS2055 14 F 25.29 Kappes et al. 1997
BMS2060 BMS2060 28 A 26.01 Kappes et al. 1997
BMS2072 BMS2072 08 B 140.21 Kappes et al. 1997
BMS2152 BMS2152 X B 41.30 Kappes et al. 1997
BMS2200 BMS2200 28 A 130.29 Kappes et al. 1997
BMS2220 BMS2220 17 A 108.45 Kappes et al. 1997
BMS2258 BMS2258 07 B 17.70 Kappes et al. 1997
BMS2263 BMS2263 01 C 129.71 Kappes et al. 1997
BMS2377 BMS2377 09 B 22.06 Kappes et al. 1997
BMS2508 BMS2508 06 B 0.00 Kappes et al. 1997
BMS2629 BMS2629 08 E 45.10 Kappes et al. 1997
BMS2641 BMS2641 10 A 434.05 Kappes et al. 1997
BMS2646 BMS2646 04 B 0.00 Kappes et al. 1997
BMS2658 BMS2658 28 A 103.92 Kappes et al. 1997
BMS2785 BMS2785 18 C 128.43 Kappes et al. 1997
BMS2798 BMS2798 X C 162.11 Kappes et al. 1997
BMS2840 BMS2840 07 A 251.74 Kappes et al. 1997
BMS2847 BMS2847 08 E 31.70 Kappes et al. 1997
BMS397 BMS397 X C 158.24 Kappes et al. 1997
BMS4002 BMS4002 01 B 23.86 Kappes et al. 1997
BMS4004 BMS4004 01 C 42.55 Kappes et al. 1997
BMS4008 BMS4008 01 C 28.38 Kappes et al. 1997
BMS4009 BMS4009 01 C 28.38 Kappes et al. 1997
BMS4012 BMS4012 01 C 0.00 Kappes et al. 1997
BMS4014 BMS4014 01 C 119.86 Kappes et al. 1997
BMS4052 BMS4052 01 C 64.92 Kappes et al. 1997
BMS431 BMS431 20 A 88.08 Kappes et al. 1997
BMS47 BMS47 09 A 45.15 Kappes et al. 1997
BMS500 BMS500 X C 103.18 Kappes et al. 1997
BMS518 BMS518 06 C 0.00 Kappes et al. 1997
BMS522 BMS522 07 C 73.58 Kappes et al. 1997
BMS597 BMS597 05 A 478.57 Kappes et al. 1997
BMS610 BMS610 05 A 54.92 Kappes et al. 1997
BMS631 BMS631 X A 0.30 Kappes et al. 1997
BMS648 BMS648 04 E 90.35 Kappes et al. 1997
BMS678 BMS678 08 A 167.80 Kappes et al. 1997
BMS689 BMS689 27 B 15.32 Kappes et al. 1997
BMS739 BMS739 06 C 239.81 Kappes et al. 1997
BMS772 BMS772 05 A 390.19 Kappes et al. 1997
BMS817 BMS817 09 A 183.12 Kappes et al. 1997
BMS836 BMS836 08 E 33.40 Kappes et al. 1997
BMS868 BMS868 21 B 72.03 Kappes et al. 1997
BMS903 BMS903 X A 32.11 Kappes et al. 1997
BMS927 BMS927 15 C 223.28 Kappes et al. 1997
BMS929 BMS929 18 C 25.24 Kappes et al. 1997
BMS963 BMS963 03 A 75.07 Kappes et al. 1997
BMS975 BMS975 12 B 3.20 Kappes et al. 1997
BMS980 BMS980 22 B 7.70 Kappes et al. 1997
BMS995 BMS995 13 A 318.82 Kappes et al. 1997
BP1 BP1 05 A 46.28 Kappes et al. 1997
BP2 BP2 08 A 97.70 Kappes et al. 1997
BP31 BP31 10 A 453.58 Kappes et al. 1997
BP7 BP7 06 C 196.40 Kappes et al. 1997
BPHL AW461622 6 3,108,609 3,143,429 X81372 Hs.349227 BPHL 3 490.15 23 A 458.95 TGGATTAGGAGCAGTCTGTG AAGGCTTCCTCCAGTGATGT 60
BR2936 BR2936 05 A 259.42 Kappes et al. 1997
BR3510 BR3510 15 B 35.95 Kappes et al. 1997
BR6303 BR6303 04 E 163.35 Kappes et al. 1997
BRAP AW428602 12 111,864,749 111,906,638 N94802 Hs.122764 BRAP 12 426.86 17 C 50.36 ACCCTCTGTTGGCCCATATAAG CGGCTACGTGTTTAGGTTGTGA 60
BRD4 AW428585 19 15,284,326 15,285,220 07 A 78.88 CATTACCCACTTCATCTCCCTC GTACATTTCCCGCTTTGCAC 56
BS69 AW289201 10 170,643 289,196 AA127624 Hs.301449 BS69 13 A 65.85 GGAAATGTGCAACCGTGTCAAC TGGTCCAGACGACGTAACTGAGAA 60
BTF3 U83067 5 72,832,964 72,840,160 BG290527 Hs.101025 BTF3 5 355.75 20 A 39.40 Ma et al., 1998



BTG1 AF014008 12 92,469,851 92,472,621 AI073986 Hs.77054 BTG1 05 A 100.62 GTTTCTCCCAGACATGATACCT CCACAGTTGAGACAGTGTCTTT 60
BTN1A1 Z93323 6 26,563,110 26,573,189 NM_001732 Hs.153058 BTN1A1 23 A 393.46
C12orf22 AW261156 12 51,171,737 51,194,126 AI377112 Hs.18879 C12orf22 12 224.35 05 A 147.97 CTACCTGTGTACAGTATGTGAG TACCTGAGCTGGACAGACAGAA 56
C14orf138 AW485737 14 48,565,394 48,573,670 BI767189 Hs.13056 FLJ13920 14 110.46 10 A 254.87 TGGGTTGTGTTGTTTGGGAC GCAATTCCTCAAGATCGGTG 60
C14orf94 AW430545 14 21,405,802 21,407,000 BI518276 Hs.8886 FLJ20424 14 16.72 10 A 127.25 AATGCCCAGTACCTGGAGAT CTTTCTCAGCGGTGTAAGTGTC 60
C19orf2 AW430025 19 35,090,600 35,182,665 AI805883 Hs.7943 RMP 19 180.67 18 B 49.48 TGTTCCAGCTGCGATATTGT TGCCTTTAAAAAGGTAAAGCAA 58
C1QG AW289232 1 22,116,106 22,120,582 AI193100 Hs.94953 1 81.09 02 E 164.27 TTTGTGTGCCTCCTGCCTCTTC TTTCTCCGGCTTCCTGCTCTTC 60
C1QR1 AV607571 20 23,007,995 23,014,977 BF114825 Hs.97199 C1QR 20 118.12 13 A 52.78 CTAGCTTAAGCCAAATATGCA CAAGGGGGCAAGTGTTTC 50
C20orf104 BF440198 20 35,056,445 35,206,720 AV713676 Hs.112594 DKFZP434F0272 20 207.61 13 A 190.12 AGAACAGTTTCCAGTGCTCCAG CCACTTCAGTGTGCTTCCCTAA
C20orf108 AW267142 20 55,572,444 55,582,138 AI204204 Hs.326292 DKFZP434A1114 20 335.45 13 A 139.63 CGTTTCATGGAACTTAAGCTGC GAGAAAGTCAAAGGATCAGGGA 60
C20orf140 AW652840 20 366,688 367,193 AA375952 Hs.16475 20 7.94 13 A 163.23 CCCTTCCATGGACAGATG AAGGCATCCATGGACAGG 50
C20orf18 AV617829 20 336,697 359,610 BG748607 Hs.247280 XAP4 20 6.63 13 A 155.65 TGCACACGGTCACTATCTGG GGAGTGCAGAGTCTCCTGGT 60
C20orf23 AW447108 20 16,200,750 16,502,078 AW206738 Hs.101774 FLJ23045 20 86.20 13 B 0.00 TACATGGATGTGCGATGCTA ATGAGCTCCTCATTGAATGC 60
C21orf45 AW463565 21 32,560,932 32,571,744 H91723 Hs.49932 C21orf45 21 170.10 01 A 0.00 CCACCAAGGAAATCCAGCATAC TATCCAAGTCACCTCCAGGTCA 60
C21orf5 AW462239 21 36,457,234 36,586,860 AK026478 Hs.129781 C21orf5 21 179.39 01 C 125.53 ATCCAAGAACGCCTGACAGA GGCCACAGTGAAGTCAAATG 60
C2orf6 AW462706 2 74,339,696 74,363,717 BG286606 Hs.196437 C2orf6 2 223.10 11 A 15.54 TAGTAGAGCAGAGGCAAGAGGA ATGTGACCTCACTGCTCAGAGA 60
C4BPA AW326993 1 203,921,023 203,961,724 AL602974 Hs.1012 C4BPA 1 686.04 16 A 102.90 ATGAAGCATCAGCGAGTTCC CAACAGAGTAGCAACCAAGGTC 60
C4BPB Z31694 1 203,905,613 203,916,754 AV653408 Hs.99886 C4BPB 1 684.38 16 A 96.70 CTTTCAGGAGAGTCCGGAAC TCTATTACCCAGTCTGCTCA 60
C7orf10 BE217450 7 40,171,360 40,171,674 13 A 23.22 Dorroch et al. 2001
C9orf23 AW289344 9 34,600,494 34,602,102 NM_148179 Hs.421970 C9orf23 9 7.45/119.93 08 C 18.39
CA3 AW359112 8 86,130,486 86,141,302 NM_005181 Hs.82129 CA3 8 419.36 14 F 20.14 AGATAGCCAAGCTGCGCACTCT CTTCACGATCCTGCCCTTGATG 56
CA4 U58870 17 58,569,165 58,578,766 AW025419 Hs.89485 CA4 19 A 14.85 TTGACAGTGGGCTTCCTCCGGT CAATCTGAGAAGCCTGAGGGAC 60
CACH-1 AW314133 5 80,664,539 80,728,669 AV685167 Hs.108311 5 390.43 07 C 17.66 GTGTCAGGACTAAGGGAGTTTG GTGCTACTGATGATGGGCTGAT 56
CAMKK1 BE217423 17 3,732,569 3,733,306 19 B 15.20 Dorroch et al. 2001
CAPNS1 J05065 19 41,306,966 41,317,304 X04106 Hs.74451 CAPNS1 19 216.04 18 B 70.69 TGCAGTCACATCTTCGTGGGTC GCACAGGTGCAAGAGAAGGGTT 60
CAPZA1 AW289236 1 112,263,942 112,316,777 AA362574 Hs.184270 CAPZA1 1 364.41 03 A 115.61 TGACGTGTGTTTGGAGGAAGAC GGTTTATTGGCAGGTACAGGTG 60
CAPZB Z85980 1 18,811,254 18,958,106 U03271 Hs.333417 CAPZB 02 E 200.35 TGCGCTGTTAGGCCCTTTCTC CGGTGGTGATGCGAGTTGTTAT
CASR S67307 3 123,183,759 123,286,569 NM_000388 Hs.272429 CASR 3 423.87 01 C 13.63 CGGTGTGCTTCTGTGGTTAGGT CAGGCTGTCTGCAAAGTTCAGG
CBF2 AW484280 2 37,386,420 37,416,454 AW501995 Hs.184760 CBF2 11 A 144.60 AAACCTTTGGAGTTCCATGC CTTGCTTGGTGCCTCCGAGC 58
CBFB AW484759 16 66,798,515 66,870,421 AA628785 Hs.179881 CBFB 16 406.55 18 B 29.51 TCCAGTAGTGCAGGCTTTCAA GGTGGCAAAAGCAATCTGGT 60
CBR1 AW461769 21 36,362,691 36,365,857 BG681818 Hs.88778 CBR1 21 197.90 01 C 129.38 CCCTGAACTGCAGCAGAAATTG CCCGTTCTTTGTGTCTTCCA 60
CCL8 S67956 17 32,494,723 32,497,077 AV733664 Hs.271387 SCYA8 19 A 26.05 CTGGTGATGAGTTTCCTGTGAG CAGAAGACTGGAACAGCTTGGT 64
CCNB2 AF080219 15 56,976,458 56,996,381 AK001404 Hs.194698 CCNB2 15 200.56 10 A 307.03 GCACGATTCCTCAGTTGAACTC CAAGACAAAGTGCACGAACGAC 64
CCND2 AW289312 12 4,262,199 4,293,777 C03713 Hs.75586 CCND2 12 25.03 05 A 400.64 TATTGGTAGAGTGGGAACGGGA GAGCCTGCGTTCATTCTAAAGC 60
CCNDBP1 AW465583 15 41,056,632 41,066,531 AI095331 Hs.36794 CCNDBP1 15 155.11 10 A 219.20 TCAGGCTCCTTTGAACTGTC GAACTCCCTTCCAATCCAGA 60
CCNG1 Z71878 5 162,800,120 162,807,563 BE410255 Hs.79101 CCNG1 5 609.33 19 C 88.36 GGAACAGGAGTTGAGATGTCAG ACTTCAAAGTCCCTCAGTCTCG 60
CCNH AW289226 5 86,728,795 86,747,549 BF510957 Hs.514 CCNH 4 678.23 07 C 39.60 AAGCTTTCCAGTACCTCTCTC CAGGCTTTGGTCTTCAGTAA 60
CCR1 AW428591 3 46,062,841 46,069,048 AI971196 Hs.301921 CCR1 3 143.05 22 C 0.00 TCCCAACATGCTGCTGCTTA CCTAGGCAGAAACAGCACTGTA 55
CCR4 AW631752 3 32,841,465 32,843,003 NM_005508 Hs.184926 CCR4 3 116.16 22 A 74.34 TTCCCTCAACTTACCCAACTG GAACCTGGAACGCACCTG 55
CCRK AW487435 9 84,136,387 84,144,694 AV706756 Hs.26322 CCRK 9 284.53 08 D 66.15 CTCTCGAGGAGTCACTGTTGAA GAAATCAGGCTGGAGCAGAA 60
CD14 U48356 5 139,994,885 139,995,182 U42766 Hs.37125 NPY2R 4 644.70 07 A 286.90
CD28 X93304 2 204,535,221 204,566,579 AA353280 Hs.1987 CD28 2 633.08 02 D 16.19 TGACTTTCTACCTCCAGGATCT GGTCCCATTACTCTTCTCATTG 56
CD2AP U83050 6 47,595,748 47,596,271 AA173981 Hs.343211 CD2AP 6 185.24 23 A 294.66 TACCACAACACCAACTGCAT TTACCGGGATCACAGAAACA
CD34 AW656254 1 204,701,027 204,728,099 AL547847 Hs.85289 CD34 1 689.26 16 D 175.92 GCGACCTCATGTCCTGCTCACC TGGAACTTTCTGTCCTGTTGGTCAGG 60
CD36 X91503 7 79,829,772 79,905,268 BC008406 Hs.75613 CD36 7 449.83 04 B 16.12 ATGAACCAGCTATGTCAGGACC ATGAGGAAGGCTAGTGTTCAGG 64
CD37 AW308177 19 54,514,449 54,519,880 BG541132 Hs.153053 CD37 19 268.85 18 C 181.67 CTTGTCCTTCATGCCCTTG GCAGCGGAACTCCTTCAG 60
CD44 S63418 11 35,199,569 35,293,102 BI833320 Hs.169610 CD44 11 131.68 15 C 154.60 GTGTAACACCTACTTCATGACC CAGTAGCACATTGCATCTG 60
CD47 AW461777 3 109,043,376 109,091,170 BI599811 Hs.82685 CD47 3 395.50 01 B 39.41 ACAGAGGCTTCCATCAAACC ACCCAGAAGAGGCAGACATT 60
CD5 X53061 11 61,120,852 61,146,206 X04391 Hs.58685 CD5 29 A 269.33 GAGATCTGTGACCCGGGAACAA TGTGAGGAGATGTCGGAGTGGA 60
CD74 AW289266 5 149,764,362 149,775,490 BG184293 Hs.84298 CD74 5 583.14 07 B 46.80 AAGCTTGGCTGTGCAGAGGGAA CCCGGCATCATACACCCAAGAA 56
CD79A D16412 19 47,057,216 47,061,487 BG755601 Hs.79630 CD79A 19 244.36 18 C 39.83 ACAACCCAGTGTTTCACCCTAC ACAGGGAAGAAGAGTGGACAGT 59
CD81 AW266935 11 2,356,719 2,377,913 AW474926 Hs.54457 CD81 11 17.84 29 A 422.33 GACGCGTTAGAAAGGAGAGGTGC CTTGCTCAGCCAGGCCTCTCTTG 57
CD9 M81720 12 6,188,760 6,226,688 BI545708 Hs.1244 CD9 12 39.88 05 A 390.19 CGTGAAGACCGCTGGTTATT TTCATTGCAGGATTTCTGCTT 54
CDC20 AW267023 1 43,258,473 43,258,639 AL527187 Hs.82906 CDC20 9 280.53 06 C 233.58 AACACTGTGAGGAGTTGGTC GAGGAGAAAGGAAACACAGC 56
CDC42 AW261138 1 21,559,286 21,564,089 BF982463 Hs.146409 CDC42 1 77.59 02 E 166.65 CATTGCTTTTAGTATGATGCCG TGGAGCCTCCAGAACCGAAGAA 60
CDC7L1 AW289255 1 91,303,918 91,328,841 AA429583 Hs.28853 CDC7L1 03 A 142.09 ACTACCGCAATAGAAGACAGTG GGAAGAGTGCTAATGAAGTAGG 50
CDH1 AW462332 16 68,604,152 68,604,601 18 B 38.26 TGAGGCTGAAGACAGTTGAGGT TGTGCTTTGGGTCCAAGGAT 60
CDH10 AW660402 5 24,486,798 24,644,499 AA102438 Hs.92489 CDH10 5 82.84 20 B 6.60 ATCAGGAGAGCAGCACAGGATA GATAGTCGTCCCTTAAACCACC 52
CDH3 X53614 16 68,414,155 68,468,358 NM_001793 Hs.2877 CDH3 16 411.30 18 B 38.26 GCAGCTTGTTGAGAATTGGCCT GAAATCAAACTGCCCACGTTCC 60
CDH5 AW478375 16 66,136,110 66,174,235 R23821 Hs.76206 CDH5 16 401.50 18 B 25.18 TCCCACATTCCTCAGCCTCT TGACCTTGGCTGGATTTTCA 60
CDH6 AF013085 5 19,590,752 31,301,995 AF039747 Hs.92489 CDH10 5 82.84 20 B 0.00 CAACTGATGCTGACACTGGGAA TGATGCCCTCCTGTATGTCCTT 60
CDK10 AW487657 16 89,455,939 89,465,623 BF934940 Hs.77313 CDK10 16 497.98 18 A 136.71 CTGGTGACTGCCTGGAGAG GTGGCACGCTTGTTACAT 58
CDK2 AF093740 12 56,077,306 56,083,315 BF793915 Hs.19192 CDK2 12 245.85 05 A 298.09 ATACCAGCCCTCTTAAGCAACG TGATCTTGTCTGGTTGCCTTAG 53
CDK5 X82440 7 150,065,788 150,069,885 BC005115 Hs.166071 CDK5 7 675.32 04 E 175.42 GCAGCATCCCTACTTCTCCGAC AGGGAGTGAAGACCACGGGTGA 60
CDK5R1 S73375 17 30,662,815 30,666,980 X80343 Hs.93597 CDK5R1 17 271.53 19 A 37.27 ATGCAGCTTAGTCACCCTGTGG CTCCCGGCTCATAATTGTCTCC 64
CEBPA AW632829 19 38,466,985 38,469,369 AW391302 Hs.76171 CEBPA 19 195.06 18 B 61.92 CGAGAGCTCCCTGGTCAA AGATCCGGAGACCCGAAG 58
CEBPG AW465166 19 38,540,285 38,549,640 AA135930 Hs.2227 CEBPG 19 195.48 18 B 55.65 GCAAGTGTAGAGCTTTGGGA GAAGACTCAGAGGCAGCTAGAA 60
CELP M28402 9 129,293,456 129,316,127 AF072711 Hs.99918 CEL 11 C 81.16 ATGCCTGTCGTCATTGGTTT TGGTTGAGGCTTTATTCAGGAG 58
CFTR M76128 7 116,660,718 116,849,416 M28668 Hs.663 CFTR 7 558.39 04 B 55.98 GTTTGCCTGGGACGTTCACACA TTGACCACTGCCAGGAAGCCAT 64
CGI-105 AW483908 2 95,536,375 95,546,806 BG252786 Hs.279932 LOC51011 2 338.13 11 A 2.03 TGTGGTCATCGGAAAGAGAG CAACCACTGCTTTCCATTGC 56
CHAD U08018 17 48,883,938 48,888,402 NM_001267 Hs.97220 CHAD 19 C 49.08 ACTCCCATCTTCTCCCAACACC GGGTAGGGCAAGGATCTGATGT 60
CHGA U73523 14 91,379,585 91,391,667 NM_005958 Hs.248147 MTNR1A 21 B 213.05 CTCTGAACACAGGCAGCCTTCT TCAGGAGTCCTCAGCTTTCACC 64
CHGB U88551 20 5,840,106 5,854,003 AL138188 Hs.2281 CHGB 20 31.68 13 A 82.10 TCCACCACTTCACTGAAAGACC CTATTAGACCAAGGGAAGCTGC 66
ChGn AW267018 8 19,070,977 19,269,574 AW963192 Hs.11260 FLJ11264 27 B 67.52 AAGGGCAAGGAAAGCATTCGAC AAACACAATCACAACCTCCACG 60
CHRM3 U08286 1 236,092,092 236,369,146 U29589 Hs.7138 CHRM3 1 746.29 28 A 60.04 CAAGCAGCAGTACCAGCAGAGA GTGCGTATGGTGACGGCTATTG 64
CHRNE X02597 17 4,745,905 4,751,208 NM_000080 Hs.278295 CHRNE 19 B 32.20 TACCCGCCATGTATGTAGAC GGCAGTGGGAAAGGATAGTA 52
CHS1 AW289305 1 232,120,928 232,343,527 AA424769 Hs.36508 CHS1 1 740.65 28 A 42.14 AGCATCCCAAGTACTATCCTGA GTTCCCACTGTTTCTGTTAACC 60
CIC AW267148 1 202,043,950 202,044,127 BF961311 Hs.306117 CIC 1 682.48 16 A 78.90 ACTTTGTCTTCTGGAAATTAGC ACTTCAACCTCGTGGGAATTAG 60
CITED1 AW266903 X 69,754,722 69,760,262 AW769745 Hs.40403 CITED1 X       239.22 X C 72.81 AGAATTGGTGGCTTTATTCCTC CTGCCATCATCGATTCAGACCC 60
CKM AW481525 19 50,485,721 50,502,183 BF574218 Hs.334347 CKM 19 253.95 18 C 79.28 AACACCCACAACAAGCACAA TCCCGCAGCTTCTTGTAAAT 58
CKS1B AW289261 1 151,722,443 151,727,838 BI225812 Hs.348669 CKS1 03 A 51.12 ATACACACAACACCTGGCAGGA GAACACGCTTGACAGATGGAGA 60
CLDN1 AW311863 3 191,425,520 191,442,242 BI008987 Hs.7327 CLDN1 3 717.54 01 C 28.38 AACCGTAGTGTCGACCAAGA GAGCCTAGCGGAAGAAGTTA 56
CLECSF1 U22298 16 77,795,200 77,803,493 NM_005752 Hs.287364 CLECSF1 18 A 36.33 AGGTACACCTTCCCAGAAAGAC CTTGAGCAGTGTGTACATGACG 64
CLN2 BE217530 11 6,593,037 6,599,697 N20162 Hs.20478 CLN2 11 36.32 15 C 73.49 Dorroch et al. 2001
CLTC U31757 17 58,039,142 58,114,029 D21260 Hs.178710 CLTC 17 376.25 19 A 7.04 GTACCGAACATCGTCTCTACT GTGCAAATCAGGTTCTTCAC 60
CLU J05391 8 27,275,794 27,292,759 AL533896 Hs.75106 CLU 8 108.09 08 A 84.19 GAGAAAGCACTGCAGCAATACC TAGTGGCATGCGAGCAAGTT 56
CMAH AW289297 6 25,171,345 25,172,784 NM_003570 Hs.24697 CMAH 6 101.55 23 A 406.82 GTGGGTATTAGACAGGGCAGTT TAGACTCGATACACCAGGCACA 60
CNGA3 X89600 2 98,590,971 98,619,635 NM_001298 Hs.234785 CNGA3 11 A 0.00 AGAGAGCCTTGGTTTCCCTCAT TGCCTCACGAAGCGTTTCTTGT
CNK2 AW289260 X 20,698,960 20,700,111 X C 185.81 GACATGCATGATGCCCAGACTA GAAACAACCTTCCAGGACACAG 60
CNOT7 AW289341 8 16,896,135 16,913,782 AI291355 Hs.226318 CNOT7 8 46.17 27 A 102.17 CCACCCAGTTACAGCATTGA GGAATATGTGACCAGACCAGAG 60
CNP Y00405 17 40,027,527 40,035,956 NM_033133 Hs.150741 CNP 17 316.43 19 C 89.06 GCTCCTTTCAGTCCTGTACCAT CAACTGTGGTCCAGGTTCCTAA 60
COCH AW446703 14 29,333,759 29,354,320 BC007230 Hs.21016 COCH 14 49.33 21 B 81.55 GCCAGGTCGGGAAAACTATT CTGGATGTGCTGTGGACACT 60



COL10A1 X53556 6 116,440,251 116,447,426 NM_000493 Hs.179729 COL10A1 6 489.05 09 A 176.25 CACCGAGCTAACACAAATCTGC GAAACTCAAGAGGGCCTTCACA 64
COL12A1 AW426863 6 75,744,200 75,865,727 BF436541 Hs.16869 6 325.06 09 A 0.00 CAGTTACACACCCATCCAAG TGCCCTAATGTACGACAGAG 60
COL1A2 U83080 7 93,658,013 93,658,204 AA609072 Hs.179573 COL1A2 7 496.39 04 A 56.98 Ma et al., 1998
COL21A1 AW487394 6 55,923,520 55,923,834 NM_030820 Hs.29664 COL21A1 6 222.05 23 A 8.34 TGGTGCTGTTCTTTCGTGGTCT GCGGCGCCTTTACAATCAGTAT 50
COL2A1 L10347 12 48,083,937 48,114,851 AI292059 Hs.270130 05 A 163.09 CTCTGCGACGACATAATCTG TCTCCAGGTTCTCCTTTCTG 56
COL4A1 AW266925 13 109,638,038 109,796,142 AI707645 Hs.119129 COL4A1 13 309.79 12 D 51.45 CATTCGCTCCCCTGCTGAAGTC TTCTGCGGCCTGGTGTGAGAAG 56
COLEC12 AV602345 18 309,356 490,722 BF590360 Hs.29423 SRCL 18 2.72 24 A 106.50 CGGTGTATGTTTTCAGTTCTTCC TGGATTGTCAGTAAGCAAATGG 60
COMP X74326 19 18,738,793 18,747,323 L32137 Hs.1584 COMP 19 101.89 07 A 45.74 AGAACATCATCTGGGCCAACCT CCGCCACACAGACACACTTTAT 60
COMT AW462471 22 18,303,863 18,331,084 BF105861 Hs.240013 COMT 22 1.50 17 C 139.87 TCCAAGAACAACGGTGACCT CTGCTCACCATCGAGTTCAA 60
COP1 AW289177 1 172,494,836 172,757,489 AA262937 Hs.105737 FLJ10416 1 626.06 16 D 67.63 AGATAAGCATACCACCAACAGC AGCCGACAATAAGAGAAGACAG 60
COPB2 X72756 3 140,357,294 140,390,117 BC000326 Hs.75724 COPB2 3 488.16 01 C 0.00 ATGGACAGGTATCGATCGTCAC AGATGCTGCACAGAAACTCCTC 60
COPEB AW462336 10 3,919,371 3,927,688 BE019006 Hs.285313 COPEB 10 39.82 13 A 60.80 CTCCCAATGTGCAGCATCTT AGGTCTGTTGCCAGTATTCCTC 60
COPG X70019 3 130,261,071 130,278,150 AF100756 Hs.102950 LOC51137 3 458.70 22 B 25.40 TGAACCCAGTGGAAGCTCCTTT GCAGGCAAGACAGCAAGTTCTA 66
COPS7B AW487162 2 232,610,414 232,637,976 NM_022730 Hs.114432 COPS7B 2 717.48 02 E 82.01 CCTTGTACACAGTACCCACAGA CCCGCAGGTTTAGTAAACAC 60
COPZ1 X75935 12 54,435,621 54,462,380 AF151878 Hs.181271 LOC51644 12 236.73 05 A 140.80 AAGAACAGATCAAGTGGTCCCT TGACACTGAGAGCATCATTTGG 60
CORO1C AW289349 12 108,971,835 109,058,314 BI860241 Hs.17377 CORO1C 12 426.23 17 C 75.92 GCACAGGATAACCAAGAAGC TCATCTGAGAACAGAGCCGT 60
COX17 AW289252 3 120,669,668 120,670,300 AI805613 Hs.16297 COX17 13 136.11 01 C 0.00 TTTCAGCAAGGAACTCCCAA GAGCCCTGGGATTTAAGATATG
COX4I1 AW267113 16 85,581,118 85,581,309 18 A 102.24 ATGCGGGTGACTGGACAGGTGA CGTCCCGCACACCTTTGAAGAG 64
COX6A1 AW261186 12 120,661,194 120,661,380 AV741298 Hs.349996 6 133.95 17 C 0.00 TAAAGAGAACCTGGACCACCAC TCCTCAACTGTAATGGTCATCA 60
COX6B AW430117 19 40,815,204 40,825,732 AI076220 Hs.174031 COX6B 19 206.74 18 B 94.08 TCCATCCCACCTCTTCTGTC CACGTTTCCAACGAGCATTT 58
CPA1 M61851 7 129,559,441 129,567,150 X67318 Hs.2879 CPA1 7 595.37 04 E 45.25 TCACCTTTGAACTCCGGGACAC TAGGGCTGAAGAGGAGGAGGAA
CPO AW655216 3 99,579,524 99,593,778 NM_000097 Hs.89866 CPO 3 333.32 01 B 19.25 GCTCTGTTATCCACCCCAAG AGGTCACATCCACCACCAAAC 52
CPSF3 X95906 2 9,568,707 9,618,142 AF171877 Hs.16251 CPSF3 2 44.78 11 C 10.56 ATGACGAGTCCCTCCGAGAAAT GCCATCGAAAGTGAACAGGGTA 60
CPSF4 U96448 7 98,634,191 98,652,589 BI761187 Hs.6351 CPSF4 7 515.73 25 B 79.64 CCATTCCTGGGAGTGTGTGTTT TGACAAGACGTAGCCCGTAAGA 60
CRFG AW356149 10 1,024,349 1,053,707 AW468299 Hs.215766 CRFG 10 7.24 13 A 62.21 GGTGAAGAAGGCCAAGACAA CCAGCTTTCCTCTTTCCTGA 60
CRI1 AW267025 15 46,749,230 46,751,139 AW474313 Hs.75847 CRI1 15 172.08 10 A 337.85 AGATACTGAGGTGGATTTCTGG CATGAAGGTACAAAACGACAA 60
CRMP1 AW431689 4 5,815,238 5,887,512 AL534812 Hs.155392 CRMP1 4 38.67 06 C 191.18 GACCATGTTGTTCCTGAACC GAGTAGTCGCAGCAGGATTT 60
CRMP1 U96722 4 5,815,338 5,815,903 L13738 Hs.153937 ACK1 3 726.38 06 C 284.94 CTGACTGCTCATCATCCGCCTT CCATGTCTTTCCGGTCCATGTG 64
CROT U65745 7 86,573,238 86,627,337 AF168793 Hs.12743 CROT 7 472.73 04 B 13.17 ATATAATTGGGTGCCAGGAGTG CTGTAGATTGGCATTGTTGAGG 66
CRTL1 U02292 5 82,975,916 83,055,609 U43328 Hs.2799 CRTL1 07 C 33.41 GGCTACATCATCCCAGTGAAGT CAACCTCTCAGAGCCTCAGTTT 64
CRYBA1 M11850 17 27,425,745 27,433,371 BF727095 Hs.46275 CRYBA1 19 A 79.72 Yang and Womack, 1995
CRYBB3 AF013259 22 23,920,379 23,927,878 NM_004076 Hs.198968 CRYBB3 17 C 90.08 GACCAGGAAGTGGCACAAGAGA CTGGAGCCTCCTCTTCTTGCCT 66
CSF1 X05010 1 109,555,565 109,574,463 U22386 Hs.173894 CSF1 1 339.13 03 A 91.95 GCAGAGCTGAAAGGAGGACA GCCAGCAAGACCAGGATGAT 60
CSN10 CSN10 06 C 174.07
CSNK1E AW465847 22 36,929,737 37,037,566 BF528415 Hs.118078 22 133.76 05 A 406.42 CTCCTGACAGAGACAGAACACT GACAGAATCCGTGGAGACTACT 60
CSSM09 CSSM09 17 B 0.00 Kappes et al. 1997
CSSM19 CSSM19 01 C 100.59 Kappes et al. 1997
CSSM23 CSSM23 24 A 70.72 Kappes et al. 1997
CSSM24 CSSM24 23 A 455.26 Kappes et al. 1997
CSSM26 CSSM26 22 A 43.69 Kappes et al. 1997
CSSM31 CSSM31 24 A 89.44 Kappes et al. 1997
CSSM32 CSSM32 01 C 53.09 Kappes et al. 1997
CSSM34 CSSM34 05 A 156.77 Kappes et al. 1997
CSSM36 CSSM36 27 B 35.99 Kappes et al. 1997
CSSM37 CSSM37 08 B 9.43 Kappes et al. 1997
CSSM38 CSSM38 10 A 0.00 Kappes et al. 1997
CSSM41 CSSM41 22 A 193.07 Kappes et al. 1997
CSSM42 CSSM42 02 B 88.00 Kappes et al. 1997
CSSM43 CSSM43 27 B 3.34 Kappes et al. 1997
CSSM46 CSSM46 10 A 453.58 Kappes et al. 1997
CSSM47 CSSM47 08 E 22.30 Kappes et al. 1997
CSSM5 CSSM5 23 A 117.19 Kappes et al. 1997
CSSM56 CSSM56 09 B 67.36 Kappes et al. 1997
CSSM66 CSSM66 14 A 27.91 Barendse et al. 1997
CST3 Y10811 20 23,562,294 23,566,574 AA977830 Hs.135084 CST3 20 123.48 13 A 53.05 ATTAACAGGCAGGCCACTGACC GATCAGACAATGCCCAAGGAGC 64
CSTF2T AW357880 10 53,349,423 53,351,759 BI915747 Hs.21992 CSTF2T 10 322.72 26 A 0.00 CTATCTTGGCCCACCACATC TAGGTCCTCTGGGCTCACTC 62
CTBP2 AW267118 10 126,718,432 126,890,626 BF310306 Hs.171391 CTBP2 10 540.71 26 A 333.22 CAGTTCAAGACTTTCCACTC CAAGTTGGTTGTGTGTTCAG 64
CTGF AW267007 6 132,204,446 132,207,642 AI537633 Hs.75511 CTGF 6 531.47 09 B 12.30 CACGTGATTTCAGTGGCACAAG TTGCCACAAGCTGTCCAGTGTA 62
CTLA4 X93305 2 204,696,534 204,702,706 NM_005214 Hs.247824 CTLA4 02 D 16.30 CTACATGGTGGAGGATGAGCTA GTACATGAGCTCCACTTTGCAG 60
CTNNBL1 AF037349 20 36,960,870 37,138,956 BI262482 Hs.178576 P14L X       113.64 13 A 223.88 TCAAGGAGTACGCGGAGAACAT CCACAAAGAATTTCCGGAGGAG 64
CTRB1 AW431989 16 74,991,686 74,998,622 M24400 Hs.74502 CTRB1 16 446.12 18 A 13.39 TAGTGGCTGGGGAGTTTGAC GCAGGGTGATGTCATTGTTG 62
CTSC AW416500 11 88,211,302 88,255,480 X87212 Hs.10029 CTSC 11 310.03 29 A 101.90 TTATTCAGGGACTGGAGACA GTAAAGGCACAGATCTTCAC 50
CTSF AW289265 11 66,580,947 66,586,054 BG745773 Hs.11590 CTSF 11 253.30 29 A 409.58 AAGACAGAGCCTGCTGAGGACA GTTGAATGGCGGTAGCTAGGAG 56
CTSO BE668167 4 157,316,927 157,329,729 17 B 107.34
CXCL12 AW289194 10 44,640,810 44,655,732 H69579 Hs.237356 SDF1 10 260.09 28 A 165.47 AACCCATCACTGCTCAGAGGCT GGAGACCACTGACATTGCCAAG 56
CXCL14 AW462134 5 134,941,165 134,945,352 BE615852 Hs.24395 SCYB14 01 B 20.82 ACTGCGAGGAGAAGATGGTT CCAGGCGTTGTACCATTTGA 50
CXCL2 AW463349 4 75,363,313 75,365,624 AV688699 Hs.75765 GRO2 4 424.55 06 C 189.29 TTCTTGATACTCCAGCAGCCTC TGCTTGAACCCTCCACTACTGT 60
CXX1 AW464203 X 132,111,332 132,112,569 AL545178 Hs.250708 CXX1 10 476.73 X A 22.24 AGAACCTGTTCACCAACGATGC ATCCAAACACCCGCTTCATCTC 60
CYB5_(3) AW427776 18 71,705,506 71,744,225 AA359674 Hs.83834 CYB5 18 461.93 24 A 5.17
CYB5_(5) M63328 18 71,706,508 71,713,467 24 A 2.36
CYBB AF036097 X 36,483,835 36,517,276 X04011 Hs.88974 CYBB X       112.78 X C 170.36 CTGACACCCTTAATAAGCAG GGAAGAGACCAGTTAGAAGT 60
CYC1 U97172 8 144,925,507 144,927,940 BG826373 Hs.289271 CYC1 8 563.44 14 A 9.65 CTGAGGAGGTGGGCACCG TGCTCCGTTGTTGGCTGCAC 65
CYLC2 Z46789 9 99,215,047 99,238,223 NM_001340 Hs.3232 CYLC2 9 333.54 08 D 92.20 GCCAAGAAAGATGCCAAGAAAG TTGTAACTAACCTCCAAGCCCT 60
CYP19A1_(3) Z69241 15 49,120,963 49,124,448 10 A 323.75 TTGGAGGAACTTGCGCTGTGGT TCATAGCCACGTCTGAGCCTTG
CYP19A1_(5) Z32741 15 49,080,810 49,209,932 J04127 Hs.79946 CYP19 15 165.55 10 A 328.67 CCCAGAGCACTGCTCAACAGAA AGATGAACCGTGTCTCCTGCCT 60
CYP2J2 BE217585 1 59,716,700 59,716,798 03 B 17.54 Dorroch et al. 2001
D79472 AW356793 3 100,798,995 100,799,232 D79472 Hs.41271 3 346.49 01 B 11.77 TTTAATGCAGGGTGACATCC TACCAGTCTGTTCACCATTC 60
DAB2IP AW314025 9 117,782,823 118,001,468 AI625445 Hs.238465 AF9Q34 9 377.11 11 C 43.39 CTCCAGCTGTGACTCTAACTAT GTACAGAAATTGCACAGCCA 60
DAG1 AB009079 3 49,362,007 49,427,460 BC014616 Hs.76111 DAG1 3 159.35 22 C 35.60 CGCCAACAAGAAACCATATCTG AATGGCACCACGAGTCCGAATG 60
DAPP1 AW289359 4 101,130,769 101,184,090 AA714754 Hs.62643 DAPP1 06 A 52.67 AAAGTTGCCCTTTGGACTGC AGGCTGAAGTTTGAAGGGAG
DBT M19475 1 99,950,917 100,006,571 NM_001918 Hs.139410 DBT 1 292.80 03 A 138.21 CATCCTTGAACTTTCTGAGC GCCTCGGAACCATAATCATA 55
DC8 AW266983 1 209,516,493 209,581,339 AI432443 Hs.167002 1 696.63 16 D 189.62 CTGTGACAGACTTTCTTATTC CCATCTAGTTTGCCAGCTGTT 56
DCN AW266912 12 91,472,252 91,509,549 AI623625 Hs.76152 DCN 12 354.83 05 A 93.58
DDHD1 AF045022 14 51,502,783 51,610,039 AB051492 Hs.7076 KIAA1705 14 125.07 10 A 351.40 TGTTCAGGATTCTGAGGCATCG ATGGCCTGTCTTCAATCTGAGC 60
DDO X95310 6 110,713,512 110,736,883 D89858 Hs.174441 DDO 6 462.02 09 A 237.19 GCTATGACATAGGGCGTTAAGC GCCTGAATTGTATATCGCCGTG 60
DDX3 Z71824 X 40,037,250 40,068,323 AU149002 Hs.147916 DDX3 8 104.64 X C 143.84 CCTAAAGCTACAGTGACTTGAGGT TGCAATCCTGAAACATGTGG
DDX9 U83069 1 179,328,725 179,377,140 AA480634 Hs.74578 DDX9 1 635.71 16 D 84.59 Ma et al., 1998
DELGEF AW417711 11 17,848,750 18,073,737 AA195166 Hs.46735 DELGEF 11 71.39 15 B 156.82 GATGCAGGAGAGCTGTATGTT TGGGGCAGAAGGAGGAAA 60
DEPP AW658524 10 45,246,773 45,249,454 R73038 Hs.93675 DEPP 10 262.03 28 A 160.75 GGGGCTGGAGAGGAACCGCCC GAGGTGGGCTGTGCCAAC 60
DES AB011673 2 220,247,118 220,255,478 AF167579 Hs.279604 DES 2 682.68 02 E 49.78 GACATGGCAGTGACCCTACCCT GTTACCTGCCTGGCTGGCTGAG 66
DF AW289275 19 799,664 803,624 BG742745 Hs.155597 DF 19 18.48 18 A 155.91 GCGTGTAGATACCGGGCTTCTT GTATCACGACGGCACCATCACT
DGCR2 NM_005137 22 17,398,352 17,484,458 17 C 129.67 AGAAAGACACTGGTGCCCGT CAACAGCCAAGCCCAGCCCAGCAGA



DGUOK AW482999 2 74,111,662 74,143,797 BG708680 Hs.326494 2 227.43 11 A 9.08 CTTGGAAACTTGCTGGATATG AACTGTACTTTCAGGCGG 60
DIS3 AW430453 13 72,266,179 72,292,869 AL080158 Hs.323346 KIAA1008 13 213.61 12 A 132.72 GGGCTTTGACTCTTTCTTC CCTTGGTCTGCAGATCTA 64
DKC1 AW481424 X 151,576,389 151,591,310 BE070312 Hs.4747 DKC1 X       354.15 X B 131.68 AGAGAGACACTTACCCTCGGAA TCGACGTACTCTTGCATCCA 56
DKFZP434A0225 AW462850 7 91,473,775 91,628,923 AI634688 Hs.83293 DKFZP434A0225 7 487.78 04 A 8.53 CTTCGAATCGTATGGCTCAGAC TCCGATATCCATGGCACAGTAG 60
DKFZP434B103 AW481763 3 9,854,073 9,859,342 BF433287 Hs.289010 DKFZP434B103 3 46.91 22 A 122.63 CCAAGAGACAAGCAGCCAAAGA AGATGCGCCAGGTTGTTAAGGT 60
DKFZP434B1727 AW417215 2 135,942,452 135,943,001 AL096752 Hs.306327 2 480.65 02 C 25.34 GGCAGACCTTGCTCGGCACC GAGCGGGCTCTGGCAATTATAGC 53
DKFZP434I0714 BF440731 4 153,923,771 153,924,270 17 A 20.74 TGCTCTGTAGCGGTTTCCTT CGGCCCGACCACGCGTTATC 62
DKFZP434J154 AW485976 7 4,940,173 4,983,824 BG324721 Hs.226372 DKFZP434J154 7 35.51 25 B 84.13 CGGCTACTTCGGGAAGGTGCTC ACCAGCAATCGGGGAATCTTCTGG 60
DKFZP564A022 AW289337 8 42,445,728 42,492,813 BE179648 Hs.22629 27 B 36.31 CTTGCTTTCAGGTGCTGAGAAC TGATAACTTGGGCAGCTCTGTG 60
DKFZp564B0769 AW465187 6 99,848,361 99,873,692 AV739605 Hs.18368 DKFZP564B0769 6 459.02 09 A 209.90 GTAGAAGTCGCTCAAGGGATAG CCTCTCCTTTCTCCTCTCTTGT 60
DKFZP564B167 AW482123 1 164,583,049 164,602,310 BG685226 Hs.76285 DKFZP564B167 1 605.80 03 A 1.62 GATCACTCGTCCGCAGAAATGT CAACGGCCTCAATTTCTCAG 60
DKFZp564G0222 AW481580 2 98,829,613 98,839,546 BI822850 Hs.13370 DKFZP564G0222 2 355.36 11 A 0.00 GCTCCAGGAAGATGTTACCA CCTCCTCAGGTATTTGTAGCGT 56
DKFZP564O123 AW479789 3 87,156,401 87,184,636 BI493277 Hs.11449 DKFZP564O123 3 262.81 01 B 0.00 GGACTAGTGAACATATGGCA CCATCAATGTTCCAAGGGTA 60
DKFZP566C134 AW652708 7 32,616,004 32,639,624 AA479237 Hs.20237 DKFZP566C134 7 154.34 04 C 21.57 TCCCGTGCTTCTGTTTTGAAGTCC GCCCAGCAACTGAAGTCCACACCTG 57
DKFZP566N034_(3) BE217418 2 135,367,456 135,367,808 02 C 31.85 Dorroch et al. 2001
DKFZP566N034_(5) AW307678 2 135,235,659 135,532,535 BI496305 Hs.331633 DKFZP566N034 2 471.00 02 C 31.95 AGCCTGACATGGATAGTGACTC GTGATCTACACGATGGTTCTGG 50
DKFZP586F2423 BF440577 7 136,961,903 136,972,411 N51515 Hs.13659 DKFZP586F2423 7 632.58 04 E 138.93 GCAAAGTGGCCAAACCTGACTA TGAACTCAGAGAAGACGGAGCA
DKFZP586M1523 AW461557 18 34,262,402 34,262,691 24 A 79.90 CTTCCACCTGCTCTGCCTAC TAGCACTGCTGGTTCTCCCT 60
DKFZp761B1514 AW487472 3 198,884,259 198,918,819 AA766476 Hs.177537 DKFZp761B1514 3 729.32 01 C 17.37 GGATTATTGGAAGCCAGTCA CTCTAAAGACAGCAAACTCGTG 56
DKFZp761J139 AW461536 5 80,645,742 80,647,195 AA299969 Hs.15536 DKFZp761J139 5 387.48 26 A 109.66 TGTGTGGCTCTGTGGAACAT GTCTGCACTCATTCCCTTTG 60
DKFZp762F0713 AW481335 14 51,010,044 51,093,480 AI681467 Hs.181915 14 120.37 10 A 28.69 CCAAGGTAACAGGCAACATT CAGCTTCCCAAGAGATCAAA 60
DLC1 AW660816 8 12,716,064 12,909,249 NM_006094 Hs.8700 DLC1 8 50.15 27 A 0.00 TGATTGAAATCCTGGACAGCC ACCCTCACTCCCACCACAG 60
DLG2 AW315850 11 83,392,819 84,857,135 NM_001364 Hs.215839 DLG2 11 295.59 29 A 81.98 TCAAGAATTTTATGAGGTAAC TCTGCAGACTTTTGAAGG 56
DLK1 AB009278 14 99,183,293 99,191,503 AU118368 Hs.169228 DLK1 14 276.43 21 B 231.11 CATGACCACCTTCACCAAGGAG GGAGCGTAGCGTTCACCAGATT 64
DMA D76416 6 32,918,516 32,922,286 X87344 Hs.502 TAP2 6 145.45 23 A 123.48 CACACAATGTACTGCCAGGA CAGTGTGAACACCTGAACGA 65
DMP1 U47636 4 88,964,239 88,978,287 NM_004407 Hs.93465 DMP1 4 457.00 06 C 270.55 GGCGAGGAGGTCAAGAAGCTTA GCAGTCCATGGGTCACAAAGAG
DNAJC3 U04631 13 95,166,041 95,279,938 U28424 Hs.9683 DNAJC3 11 169.38 12 D 0.00 GTTTGATGACGGAGAAGACC CTGAGCTAAAGGGACTGAAC
DNAJC5 X92667 20 63,238,805 63,246,709 BI910795 Hs.165563 DKFZP434N1429 13 A 103.92 CTGACCTGTGCGGGAGTGTTTG CTGGATGACGATCGGCGTGT 64
DNASE2 AF047017 19 12,831,234 12,837,529 BG822224 Hs.118243 DNASE2 19 73.29 07 A 143.58 GCAGGACTGTGGACTTGAATTTG TCCCATTGTACAGATGAGTCAGAG 64
DNCI2 AW463507 2 172,507,967 172,568,950 AW374045 Hs.66881 DNCI2 10 303.48 02 B 78.51 GCCGTTATGTCTGCGACATT AGCTGACAGTGGAGTTCTTTGC 60
DNCLI2 AV598527 16 66,490,264 66,520,971 AF035812 Hs.194625 DNCLI2 18 B 11.09 GGAGGATGAGCAGGTGTTTC GTCCGGCTTCTTTACTGACG 50
DNM2 AW289273 19 10,764,455 10,764,593 07 A 120.01 GGGCGGAATATTATAGGATG GGGAGATCTTGGTAAGTACTCA 60
DNMT3A AW289242 2 25,413,556 25,523,169 BE644774 Hs.241565 DNMT3A 2 89.92 11 B 29.14 TCATTCTGCCATCTTGCTGAGG AGGTGTGAAGGAGCATTTGGGA 53
DNTT X04122 10 98,195,379 98,229,545 BC012920 Hs.272537 DNTT 10 449.28 26 A 157.19 TTTGGAAACGTGATCAGGCACC GGCAAAGTGGGCTTTGATGAAC 60
DOC1 AW289233 3 100,848,002 100,876,275 AI378578 Hs.15432 DOC1 3 357.71 01 B 30.93 TTCACCAAGACAAGTTGCAG CCCTTCCTTATCCGGTTTAT
DOCK2 X73729 5 168,999,836 169,445,924 AA504737 Hs.17211 DOCK2 5 631.62 20 A 0.00 CTTCCTGGGAGCTGGCATTAAG CGGGCATCTCTCTGACACCATA 56
DPYD U20981 1 96,828,924 97,337,469 NM_000110 Hs.1602 DPYD 03 A 138.21 AAGGCCAGAGTGTTCAGTAACC GGCTTTAACCAGAGTTCCATCC 60
DRB3 U90922 6 32,547,219 32,560,586 M17381 Hs.349123 HLA-DRB1 6 120.03 23 A 343.52
DREV1 BE217449 16 21,535,981 21,596,230 N51078 Hs.349209 25 A 139.37 Dorroch et al. 2001
DSC3 L33774 18 28,458,338 28,510,681 D17427 Hs.41690 DSC3 24 A 143.44 ACGAAGAGCACATGCCATCACA AAAGTCAAGGCCGTCTTCTTCC 60
DSG1 X57784 18 28,786,044 28,824,451 NM_001942 Hs.2633 DSG1 18 288.69 24 A 128.71 TAGGCCTTCATCTGCACATCTG CCTGCTAAAGTCAAAGGCTGTC
DSS1 AW479063 7 95,713,412 95,937,132 BG700325 Hs.333495 DSS1 7 508.76 04 A 66.07 TGGGTGGTAGAGTCAGCATA CTAAAGCTCTCAGGCCAGTAAG 60
DTYMK AW315984 2 242,637,815 242,639,521 BI834974 Hs.79006 DTYMK 2 747.40 14 A 141.35 CCAGCAGCTCCTGGCAGAC GATGGCATCCTCAGACAGCG 60
DYA M30119 6 32,604,636 32,709,447 AV717599 Hs.198253 HLA-DQA1 23 A 78.42 CTCGAATTCGGCACTTACGGCACAAATG ACAGGATCCACTGGTGGCAGGTGTAA
DYRK1A AW465886 21 37,659,631 37,807,947 BI491819 Hs.75842 DYRK1A 21 189.32 01 C 130.44 CTGTCCAGGATCAAAGAAGC ACCTAGACAGCCACATGGAA 60
DZIP1 AW359108 13 95,039,730 95,133,594 BF941428 Hs.60177 KIAA0996 13 270.30 12 D 0.00 TCCGTCCAGACTTCAGCAGTAT CTCTGAGAGCCAGTTTCCTTGT 60
ECRG4 AW312031 2 106,284,262 106,299,178 AV722461 Hs.43125 ECRG4 2 366.65 11 A 255.07 CGTGAACTACGACGACTACT GAAGATGGGCCAAGACTAGA 60
EDEM AW463044 3 5,221,203 5,253,487 BF872535 Hs.154332 KIAA0212 3 23.63 22 A 153.15 CACCGTATACCTTAGTCCTT CCTAGAGAGAACATGAGAGA 56
EDG1 M31210 1 100,993,730 100,998,254 M31210 Hs.154210 EDG1 1 294.67 03 A 138.21 TGGCCCTCTCAGACCTGTTG TGGCGAGGAGACTGAACACG 62
EDNRA X57765 4 148,868,317 148,932,292 S67127 Hs.76252 EDNRA 4 630.23 17 A 119.53 GTGGCCAGCTGAGTTTATTGTG GAAATGGTGACCATGTGAGGAG 60
EEF1A1 AF013213 12 8,134,053 19,510,408 BC014224 Hs.181165 EEF1A1 15 155.57 05 A 390.19 ATCAAAGCAGTGGACAAGAAGG TGGCCAATTGAGACAAACAG
EHD3 AW447438 2 31,414,656 31,448,970 BG910645 Hs.87125 EHD3 2 105.35 11 B 70.50 GAAGAGTTAGCTGAGCACGCAGGC CGGAGCAGAGTCAGAGGCAAACG 60
EIF2S2 BF440462 20 33,346,035 33,346,289 AW517165 Hs.349282 20 195.87 13 A 184.69 ATTTCAGACCAACCAGCCACAC CATTCTCGATGCTCTGTTGCCA
EIF3S10 AW289385 10 120,925,783 120,971,527 U78311 Hs.198899 EIF3S10 10 522.68 26 A 298.15 GCGGTGCCTGATCAATCTAT GGGAAGGTGAGAAAGAGAAGAC 60
EIF3S3 AW656759 8 117,325,870 117,447,292 AU123755 Hs.58189 EIF3S3 8 463.74 14 D 22.84 CGGTTCATCTGCCACCTC CACCAAGCCATCTATCTGCAC 60
EIF3S9 AW336223 7 2,104,812 2,130,713 BG774395 Hs.57783 EIF3S9 7 33.98 25 B 85.90 CACCACACCCTTCTCTGTTA GACCGCACTTCCATATTCTG 60
EIF4G2 BE217540 11 10,857,756 10,869,625 AV721967 Hs.183684 EIF4G2 1 689.26 15 C 60.13 Dorroch et al. 2001
ELA2A X97635 1 15,051,140 15,066,499 M16652 Hs.21 ELA2A 1 56.67 16 D 247.94 GGCAAGCTGCTCGTTGTGGA ATTGCAGCTGGAGGTCACGC 62
ELF1 AW428606 13 40,442,801 40,572,307 AA764945 Hs.154365 ELF1 13 130.08 12 A 15.66 CAATTGTCTGGGCCCTTAAA CCTGCTATGAACCTGAATTCTC 60
ELF4 AW354939 X 127,143,870 127,189,478 AW503592 Hs.151139 ELF4 X       306.65 X A 39.14 TGTCATTGCGGCCTTCATCA CAGTCATCATGCCCTGCACATA 60
ELN K03505 7 72,840,731 72,882,529 AI752721 Hs.85100 ELN 7 25 B 17.93
EML4 AW267084 2 42,354,226 42,517,396 N48340 Hs.333555 C2orf2 2 142.64 11 A 144.60 CCACTTCCAACCATAATCACAG TTGGTGATATCTTGGGTGGTAG 60
EOMES AW445450 3 27,607,688 27,613,603 NM_005442 Hs.301704 EOMES 3 96.78 22 A 28.68 AGGGTTCTCTGAAGATCAGC GGAGTCGAGAGATTTGATGG 60
EPB42 AF030030 15 41,051,129 41,092,619 M30646 Hs.733 EPB42 15 141.64 10 A 180.11 CAACTTCAGAACTGTCATGGTG AGATTGTAGATTCAGGAGGTGG 64
EPHX1 AW289263 1 222,405,235 222,440,699 J03518 Hs.89649 EPHX1 1 718.69 16 C 23.57 GGAGTCATGTGGCTGGAAATAC CTCCTCATCTGATGTTTCCACC 56
EPIM_(3) AW267077 12 131,014,318 131,014,509 17 B 146.53 ATGGAACAGGTAGAGAGGAAGC AGAAACGTCATGATGTCAGAGC 60
EPIM_(5) AW415324 12 131,014,314 131,014,684 17 B 150.71 TGTCAGAGCCATCTTTGCAC GGTACTGGGCAGATTTGAAC 60
EPO U44762 7 99,916,795 99,918,912 AX025442 Hs.2303 EPO 25 B 50.61 TAGAGGAACTGTCCAGAGCTCA AGTCTCAGTGTCTCTGCAGCAT 60
ERCC1 AW463685 19 50,586,641 50,658,135 BF724730 Hs.59544 ERCC1 19 250.62 18 C 58.08 AGCCTCCGTTACCACAACCT ACATCCACCTGGACGAGCA 60
ERCC2 AW446898 19 50,529,145 50,550,225 X52221 Hs.99987 ERCC2 19 253.85 18 C 68.79 TGATCCGGAACTATGGAAATCT GCCACAGTGCTCTCCATGTAT 60
ESDN AW314878 3 99,796,043 99,901,762 AI379718 Hs.173374 3 336.74 01 B 18.34 ATTGGGCTAGACCGTGCATA GGAACCAGCACAGTTAAAGG 60
ETAA16 AW346055 2 67,582,160 67,595,383 AI695158 Hs.82664 ETAA16 2 211.54 11 A 182.32 ATGTGGTCGATGAAACCTTTCCTTG CCTCTGCATAATTCTACTACCTAACTGCTA 58
ETFA AW261167 15 74,084,501 74,179,761 BI262372 Hs.169919 ETFA 15 257.36 21 B 71.81 AAAGCATTTGGTGTCTGTGAG TCATGACCATGTCTTAGGACGA 56
ETFB AW652761 19 56,524,446 56,545,663 BF689926 Hs.74047 ETFB 19 275.75 18 C 164.13 AGACGGGTGTGGTCACAGAT ACAGCTGACGGCAATGATTT 58
ETFDH AW463468 4 160,059,615 160,096,026 S69232 Hs.323468 ETFDH 4 644.78 17 B 101.78 GTGTGTACGGAGGGATGATT GGCTTGAGCTTATCTGAGTC 60
ETH10 ETH10 05 A 301.56 Kappes et al. 1997
ETH1112 ETH1112 28 A 71.71 Kappes et al. 1997
ETH123 ETH123 X A 7.56 Kappes et al. 1997
ETH131 ETH131 21 B 50.74 Kappes et al. 1997
ETH152 ETH152 05 A 473.87 Kappes et al. 1997
ETH185 ETH185 17 B 74.32 Kappes et al. 1997
ETH2 ETH2 05 A 396.13 Kappes et al. 1997
ETH225 ETH225 09 A 16.37 Kappes et al. 1997
ETH7 ETH7 13 A 104.02 Kappes et al. 1997
ETH8 ETH8 06 C 240.57 Kappes et al. 1997
ETR101 AW289324 19 13,109,089 13,110,925 AL549004 Hs.737 ETR101 19 71.18 07 A 73.51 CCAGTGACATACTTGTGCAAGC CCTCTAACGCACCACATGAGAA 60
ETS1 AW289328 11 128,362,142 128,425,669 BF892045 Hs.18063 11 420.44 29 A 223.88 TGCCAGCATCAGCTACTAAA GAGATGTAGCGATGTAAGTGTC
ETS2 BE217445 21 39,097,438 39,116,117 BF478003 Hs.85146 ETS2 01 C 129.71 Dorroch et al. 2001
EVI2B M60830 17 29,480,469 29,482,623 M60830 Hs.5509 EVI2B 17 277.06 19 A 58.59 Yang and Womack, 1998
EXO70 AW308181 17 74,541,210 74,563,951 AU140804 Hs.325530 KIAA1067 19 D 60.30 CATGGTGTCTATCCTGTCATCC AGGGTCTTCTCGACATTCTCCT 60
EXT2 AF089748 11 44,156,253 44,306,128 BC010058 Hs.75334 EXT2 11 153.39 15 C 205.25 ATGCCGGACAGAGGAAGAGAAC AGCAGTCTTAGAGCCAGGGACA 63
F10 X00673 13 112,863,770 112,890,479 AL576464 Hs.47913 F10 13 316.18 12 E 2.60 CTGTCCAGCAGCTTCACCATTA GGAAGTTGGAGACCTTGGTGTA 60



F12 S70164 5 176,764,742 176,772,178 BC012390 Hs.1321 F12 5 637.04 07 A 180.37 TGAGCAGTTCTGGAATGGAAGC ATTGAGTGCTATGCCATGCCT 60
F13A1 U13392 6 6,134,317 6,310,901 AW163457 Hs.80424 F13A1 6 42.10 23 A 462.24 TGAGGTACCAATGTCACGAGCGTTCAC ACGGATCCACCAATGACGTATTCCACC 58
F2 J00041 11 46,772,338 46,792,664 AL532541 Hs.76530 F2 11 166.60 15 C 217.41 CGCCTGAAGAAGTGGATACAGA TCATTCACTGGATTGGCCTC 64
F3 S74147 1 94,345,475 94,357,879 J02846 Hs.62192 F3 1 266.67 03 A 142.09 TCGTGCTGCACTGTGACCAAGA GAAAGTCCACCCGATTTCCACC 66
FABP3 X51933 1 31,264,951 31,272,566 NM_004102 Hs.49881 FABP3 02 E 113.00
FABP4 X89244 8 82,113,557 82,118,658 BG572115 Hs.83213 FABP4 14 D 14.95 GGAATGTGTCATGAATGGTGTC GACAACGTATCCAGCAGAAAGT 62
FABP5 U55188 8 81,915,971 81,920,559 BF981201 Hs.153179 FABP5 8 413.29 14 D 14.95 GGGATGGAAAGGAAAGCACAAT CTTGTTCATCCTCGCAGCTAAT 60
FACL4_(3) AW461447 X 106,930,699 106,931,003 X C 7.81 ACGAACTTTTTGGCCAACAC GTAGGCTCAATAAAGGCAGTGC 60
FACL4_(5) AW261146 X 106,909,647 107,001,700 BE875402 Hs.81452 FACL4 X       283.41 X C 0.00 TTCGAGTGCAAACTTAAAAAC AGATTGTGGCGTATTTGGGATT 56
FADS1 AW261157 11 61,817,988 61,818,318 29 A 314.79 TCATCGGCACATGGTAACAAC AACTCCAACTTCTAGGCTGTC 56
FAM13A1 BF606170 4 90,040,290 90,425,328 BF365094 Hs.177664 KIAA0914 4 463.92 06 B 28.96 TCCTCAGTTCAGTGCCTCCT CTGTCCTCTTCCAGGAGCTG 60
FAM8A1 AW267149 6 17,663,125 17,674,488 BE620357 Hs.95260 FAM8A1 23 A 433.07 GCAGTTACCGCAGGAGTGATG ACCCGATTTAAAGCAATCACTA
FANCC U73585 9 91,160,471 91,379,118 NM_000136 Hs.37953 FANCC 9 306.94 08 D 13.11 CTTAGCAGTGAAGTGACGCACG TTCCAGAACACAGCCTGACCCT 66
FAT AW356960 4 188,093,398 188,229,437 X87241 Hs.166994 FAT 4 683.27 27 A 38.92 TCCCCCCAGAGTCACCACG TCCCCCTGGAGAAGACGG 60
FBXO32_(3) AW463935 8 124,217,808 124,218,166 14 A 88.39 CTTCCTTCAAGGCCCTACCT TTGAGCACTTGCTTTCCTCA 60
FBXO32_(5) AW466086 8 124,211,271 124,211,652 14 A 88.49 GCAGCTGTTTGGGTTTTAGG GATGACAGGTGAACGATCCA 60
FBXO4 AW356505 5 41,925,497 41,941,811 NM_012176 Hs.49210 FBXO4 5 151.62 20 A 88.08 GGAAAGAGATAGAGCAAGAG ACAACTTCACACACCTTCTG 60
FBXW7 BE477144 4 153,711,545 153,713,423 17 A 15.27 GCATCCATGTGGGTGAG TTCCCAGAGACAAGAATGT 53
FCGR2A X75671 1 158,252,649 158,266,783 BE831856 Hs.78864 FCGR2A 1 576.12 03 A 0.00 CTCTGAATCCTGAAGCTCTCTG AGAGTCCTACTGATGAACGTGC 60
FDFT1 AW266916 8 11,567,492 11,567,741 08 A 29.17 CATTAGCTTTGACTGGCAACTC CAGTGGACTTGAATGTAGCAGG 54
FDX1 D00471 11 110,334,614 110,369,550 BG436471 Hs.744 FDX1 11 369.11 15 B 65.12 AATTCTGACTGAGGTGGAGGAGTA ATGCATGGATGGTGATCTGAAG 62
FECH L34173 18 55,001,734 55,039,012 D00726 Hs.26 FECH 18 381.02 24 A 207.73 CCCTGGGTTACTAGTTTGGA AACTCTTCACACCCTTGCAC 60
FEZ1 AW345031 11 125,349,564 125,400,112 AW418709 Hs.79226 FEZ1 11 414.10 29 A 208.10 TCTGTCCCACCTAACCTTGCC AAGGACCCCGCGCGTTTG 56
FGB BE217567 4 155,950,350 155,958,425 AV682856 Hs.7645 FGB 4 633.96 17 A 37.30 Dorroch et al. 2001
FGF2 M13440 4 124,141,069 124,212,596 NM_002006 Hs.284244 FGF2 4 560.67 17 B 35.14 TGAGCTGCTCAGTTTGGGTA TCTGACCATGGAAGAACTGC 53
FGG BE217569 4 155,991,476 155,999,995 BG330880 Hs.75431 FGG 4 634.17 17 A 0.00 CCGCCTGACATATGCTTACTTC ATCCACCAACCGATACCTACCT
FKBP9 U83072 7 55,456,517 55,488,695 AW009466 Hs.302749 FKBP9 7 263.07 04 C 15.47 TCAGGAACTATCTCAGGGCTAC CCTGCTGACCTGTCATGTTA
FLJ00026 AW487143 9 356,238 455,252 AA621696 Hs.171118 FLJ00026 9 11.42 08 B 40.67 TGCACACTCCAGCACTGATG GGTCCCAGAGAAGAGAATAAAAAG 55
FLJ10052 X15543 1 219,959,910 220,103,061 NM_017982 Hs.26244 FLJ10052 1 711.09 16 C 0.00 GTGCTGCCGAACATGGGACAGA CATGCTTTCAGAGGAGGCGGGT
FLJ10057 AW428588 7 99,596,044 99,624,026 BE938225 Hs.105191 FLJ10057 25 B 58.29 TGGGCTGGCTGGATAGATACTT AGACTTGGATTCATGGACCTCG 57
FLJ10079 AF026954 16 69,883,602 69,926,989 NM_017990 Hs.261215 FLJ10079 16 427.70 18 A 8.89 AGCTAAGTGACTTGCACGGGAA GCTTAACTCAAGAAGAGGGAGG 64
FLJ10099 AW655549 7 65,820,947 65,821,351 BF337863 Hs.287955 7 381.13 25 A 154.83 CCCGTCCTCAGGCATCTTGGAC AACCAGGAGGCTGAACCCCTACAC 57
FLJ10305 AW660491 16 70,456,754 70,570,481 AW249366 Hs.5894 FLJ10305 16 426.03 18 A 6.81 GATGCTGCCCTACTCCTCAG GGGTGACCAACTTCATCAGG 58
FLJ10330 AW358002 1 108,332,942 108,342,413 AI679789 Hs.342307 FLJ10330 03 A 128.42 TTTCTCGATCCCTGTCCCTT GGACTAGAACGCAGACATAGCA 60
FLJ10357 AW426554 14 19,528,560 19,547,842 AK024463 Hs.22451 FLJ10357 14 9.20 10 A 123.59 GCCCTTTCACTTCTTGCACA AAGGGCCAGAGAAAGAGAACAG 60
FLJ10359 BF146287 1 233,010,554 233,036,197 BF514927 Hs.257300 28 A 46.01 Dorroch et al. 2001
FLJ10420 AW418182 1 15,996,102 16,015,493 BI549495 Hs.289087 FLJ10420 1 58.89 02 E 182.09 TCTTTGCTCAGGCCCCAGTG TGGTCCTGCAAGGCAACA 60
FLJ10466 AW417159 6 52,345,341 52,356,444 AL582122 Hs.121073 FLJ10466 6 225.95 23 A 339.44 GGGCAAGTATCTCGGCAG GCAGCGTTGCTCTCCATG 57
FLJ10853 AW428594 8 27,411,379 27,450,714 AL516649 Hs.72085 FLJ10853 8 105.82 08 A 95.21 ACTTTCGTGAGGTTCCAAGG GCTGTCAGCAAAGGATCAGA 55
FLJ10856 AW447263 6 75,912,800 75,944,746 BG654670 Hs.108530 FLJ10856 6 322.81 09 A 87.22 GGTTGAGTAGAAGGCATTGA CACTTGACTCTTCTCTTGGTTG 60
FLJ11100 AW465272 8 52,071,452 52,071,773 BI963051 Hs.38114 FLJ11100 04 E 11.99 AGAAGAAGACGCAGGAGGAAGT TCCTCGTAATTGTCGGCCAT
FLJ11126 AW314034 16 70,068,569 70,142,692 BI254242 Hs.289097 DDX19 16 414.31 18 A 4.29 GGTGGCTCTGCTGAGCGGTG CGGTGCGCCCGATCCGGT 60
FLJ11164 AW353263 17 48,898,269 48,905,415 AV653956 Hs.8033 FLJ11164 17 351.58 19 C 56.48 GAGTGAAGGAGCCCACCTTC CAACAGGCCCTGCTCCTG 64
FLJ11218 BE217490 10 90,403,644 90,403,753 26 A 76.60 Dorroch et al. 2001
FLJ11230 AW462096 4 6,710,544 6,712,114 BG654935 Hs.7570 FLJ11230 4 45.04 06 C 366.04 TTGCGGGCTATGGAGGATTT TGCTATGGCTCTGCGACACATT 56
FLJ12619 AW289414 6 24,767,633 24,781,942 N50863 Hs.173685 FLJ12619 6 97.46 23 A 406.64 GGAAACCGGTAAGCACTAAG GCTGCAGAAACCACAATAGG
FLJ12666 AW289183 1 38,920,455 38,935,100 BE018542 Hs.23767 FLJ12666 1 118.68 03 B 98.73 TGGAAGGTACTGGCATATGT TTGAGGAGGTGGAAGTTAAG 56
FLJ13031 AW267034 10 33,189,173 33,189,252 12 D 0.00 CCACAATCTAATGTTGCCTGAC GTGGACCTGCTAACATTCAACC
FLJ13052 BE217548 1 1,552,982 1,553,078 16 D 239.82 Dorroch et al. 2001
FLJ13189 AW660211 6 71,968,155 71,968,614 AI000742 Hs.13299 6 310.09 09 A 1.89 GCCTGAACCATCACAACGAAG TTTGCACAAAGGAAGAGTGG 52
FLJ13263 AW267099 10 81,983,217 81,983,339 28 A 121.27 TGTGCAGAAGTCACTCTCCACC TTTCCCAAGGACACAGTACAGC 60
FLJ13391 AW356401 2 75,677,152 75,816,416 N32071 Hs.334721 FLJ13391 2 222.62 11 A 310.92 GGACTTGTGGTTTCTCTTGA TTAAGGTAACCCTGCTCTTC 60
FLJ13646 BE217471 2 27,808,047 27,808,283 BG772082 Hs.349331 2 97.79 11 B 53.77 Dorroch et al. 2001
FLJ13910 AW289381 2 86,905,125 86,962,867 AW272887 Hs.75277 FLJ13910 2 304.34 11 A 314.89 ATGAGATCCCTGAAACTACCAG AGATGGCTCAGGATTGCATT 60
FLJ14075 AW266876 2 10,756,137 10,756,219 11 C 5.84 TCTACTGCGGTCAAAACTGATT CCGAGAAACACCTCAGTATCCT 56
FLJ14146_(3) BE217581 1 217,415,733 217,415,796 16 B 94.41 Dorroch et al. 2001
FLJ14146_(5) BE217574 1 217,415,368 217,415,592 16 B 107.08 Dorroch et al. 2001
FLJ14360 AW964117 22 19,120,360 19,174,676 AW964117 Hs.347964 FLJ14360 22 17.11 17 C 118.11 TCCACGGCGGTCAGATCGTT AGGTACGACCCGAGGCACAA
FLJ14957 BE217552 15 55,334,028 55,334,242 10 A 302.43 Dorroch et al. 2001
FLJ20032 AW289290 4 106,550,118 106,551,959 AK027819 Hs.132826 4 508.00 06 A 26.14 CTTCACAAATTGCTGCCAGACT CAAGCAACACCTTCCTCAGAAA 60
FLJ20051 AW244894 5 53,151,139 53,576,928 NM_019087 Hs.152664 FLJ20051 5 272.50 20 A 76.04 CTCAGTCCACCTTTGTTAAGAGC TGCACCTTGACTTAATGTGGAG 56
FLJ20147 AF013092 10 115,805,292 115,808,175 BG388957 Hs.23984 FLJ20147 10 519.76 26 A 272.18 TTTGGAATGAGAGCGCAGTG GGCATTCGGTTTCAGTGTACAG 56
FLJ20160 AW659058 2 191,265,044 191,337,954 NM_017694 Hs.23412 FLJ20160 2 602.96 02 A 21.57 CCCCTCCAGGAAATGCAGCC TCTCTGTGCTTCCCCAGGTACTGG 58
FLJ20308 AW289330 17 18,029,491 18,056,321 AA642864 Hs.130740 FLJ20308 17 101.54 19 C 18.87 GAGCACACATATCAGGGCAAAG CTTAGGAATGTTTGCCAGCAGG 60
FLJ20522 AW653476 3 197,774,282 197,869,402 AW770653 Hs.35406 3 732.68 01 C 22.73 GCCGACTCTTAATTAAAC CCTCTGTTATGTTTCTCT 50
FLJ20707 AW289256 14 89,913,999 89,966,865 BF969847 Hs.109441 MSTP033 14 241.69 21 B 198.94 CTGAGTCTCAAACATGGTCCGA TTGGACCACACATTGCCCTT 60
FLJ20920 AW477529 17 48,845,637 48,894,271 BE408939 Hs.288959 FLJ20920 17 347.15 19 C 55.59 TCTGCAAGATTGTGGGCC TGAACCTGTGGGTGTGTG 60
FLJ21820 AW267048 2 20,852,600 20,852,831 11 B 29.14 GGCTAACAGAAACACTGGGCAT GGTCTCAGGGCTCTGAAGTACC 64
FLJ22490 AW417823 8 67,699,798 67,831,679 AI243780 Hs.153746 FLJ22490 8 358.28 14 C 0.00 TGGACCCTGATGACATCATGAG AGCTGTTCCACCATGAATCGCT 56
FLJ22678 AW477874 2 220,367,511 220,372,506 BI042822 Hs.7718 FLJ22678 2 715.68 02 E 20.83 TAGAGGAGCTCAACCGCCGATA GCAAGTCCAGCGTGTACTCCAT 62
FLJ22875 AW314155 15 61,943,662 61,965,116 AI031824 Hs.111222 FLJ22875 15 230.25 10 A 288.45 ATTGAATACATTTGGGCAC TCTCAGGATTTGTAACCC 56
FLJ23468 AW336113 4 186,200,082 186,200,429 BG826928 Hs.38178 FLJ23468 4 681.63 27 A 10.76 CAGCATCTTCTGTAGCCTCCAA ATACAACAGCGGACACTGAGAC 60
FLJ25534 AW314546 5 96,458,989 96,459,328 AW136983 Hs.23197 5 417.07 07 C 72.82 GCTGAGGGAGCTGGAGGAAG GGGTGAAGAAGCGTCAGGATC 55
FLJ25952 AW314792 13 20,858,048 20,963,509 BG249221 Hs.24283 13 46.42 12 A 117.30 GCATAAAGCAGCAAGGAACT TCCATCTTATGGGCATAGACTC 56
FLJ31121 AW267160 5 140,063,111 140,069,388 AI868721 Hs.350194 5 529.31 07 A 308.20 CCTGTTTCATGCTCTGAAGAAG GGGTGCGTGTGCATGAATCTGT
FLJ31131 AW289248 3 142,446,537 142,449,157 N89997 Hs.23853 3 504.54 01 C 94.40 TCCTAAGCATGTAAGCAGGT TTGTATGAGTCACAGCGTTG 60
FLJ31695 BF440269 4 82,781,470 82,781,970 06 C 229.39 ACTGGAGTTCTGGGGGAAAT TCAGCAAGTTCTTTTTGACAGC 60
FLJ31810 AW432119 9 27,938,584 27,938,960 AL353746 Hs.446325 FLJ31810 9 90.80 08 A 123.33 CCGCTCCAACTATTGTTTCC ATCACAAGTCCTCCTGCTTCTG 56
FLJ31818 AW289361 7 112,005,932 112,126,661 AA495938 Hs.292478 04 B 66.17 CACCACTTGGCAACTACCGTAT CTCGGAGCCAGATTCTCTACAT 58
FLJ31821 AW357770 16 48,309,824 48,312,950 D20732 Hs.323712 KIAA0615 16 333.03 18 A 177.37 GTACCCTTGCCTAAAGCTTC GAGAGGTAAGACAGAGCACACA 60
FLJ32421 AW289394 1 219,438,983 219,439,654 BE564183 Hs.6236 1 711.20 16 C 45.78 GGGTTGTTACATTCCGTGTCAG CTGAAATGAAGTGCAGGGCTAC 60
FLJ32800 Z71832 15 47,198,297 47,492,253 AU158015 Hs.287584 10 A 335.40 CTATGAGGTACCAGGATTGATG TCCTTGAGGCCTAAACAATG 56
FLJ35564 AW289284 10 98,484,297 98,611,481 AA313001 Hs.86437 10 461.46 26 A 165.63 CCTAAGGCTCTACATTCTCTGC AGGGACCCTACTTATTGCTCTG 60
FLJ36090 AW357995 5 122,712,498 122,790,149 N76711 Hs.42673 5 490.97 07 A 177.76 AAGGCAAACCACACACCCAT TTGGGAAGGTCTCGGGTAAA 60
FLJ36874 AW428581 11 59,655,077 59,687,357 AI761804 Hs.349977 11 219.55 15 C 249.75 TCAGAAGATGGATGAGGAACAG GTTTATGTGGTCTCCAAAGGGT 56
FLJ39630 AW267156 8 63,601,786 63,602,084 14 B 62.27 GTACATCTTTGCCCTTTGGAG GTCCCATGAACCTATAAGCTG 60
FLJ90005 AW462334 1 32,828,690 32,856,534 BE893278 Hs.239307 YARS 1 103.96 02 E 85.96 ATCACCTCAGATGAGTGTGG AAGATAGTCTTGCCCTCAGC 60
FLJ90013 AW357848 4 15,851,267 15,916,495 R15368 Hs.176763 4 76.61 06 C 387.91 GCCAAACATGAGCTGTGTAT CCTGTTTAACACCAAACCCT 50
FLJ90119 AW461867 11 18,759,480 18,765,486 AA364534 Hs.22015 11 66.73 29 A 161.11 TCTCCCAGCCTACCTATGTCTT CTCTATGAGCCAGGTTCAGCAA 60
FLRT2 AW652828 14 84,077,764 84,084,304 BF195702 Hs.48998 FLRT2 14 224.41 10 A 453.58 AGACAATCTGTGAAAACG CATCATTTGAACACATAG 54
FLT1 AW289364 13 27,805,785 27,999,254 AF063657 Hs.138671 FLT1 13 86.63 12 A 85.15 GCTCTGGACATCAGGCATTTGG TGTGTGGCTGCAACCCTCTTCT 53
FMOD X16485 1 199,776,212 199,787,063 X75546 Hs.230 FMOD 1 670.92 16 A 60.40 CACCTCATCCACTCAACCATGC TGACCCACCTTCAGAGAACTGC 54



FOS AF069515 14 73,735,572 73,738,973 BE840523 Hs.25647 FOS 14 199.78 10 A 440.29 AGAGATTGCCAATCTGCTGAAG TGGATGATGCTGGGAACATGTA 64
FOXL2 AW267121 3 139,944,679 139,947,412 AA128030 Hs.289292 FOXL2 3 498.11 01 C 75.87 TCCTCCGGACGACACACTACAA GAAATGTGAAACCCGGCAGCAG 64
FOXO1A AW621146 13 40,066,453 40,177,404 AW950024 Hs.170133 FOXO1A 13 128.59 12 A 60.28 AGTGAACAATGGGCCTGATGAG GGTTTCAGAAACCCTGGTTCCT 53
FOXO3A AW426785 6 108,881,168 109,002,084 AU134033 Hs.14845 FOXO3A 6 460.02 09 A 242.95 CTTGTCGAATTCCGTCAGCA GTTCGCACTGGTTGAGTACAAG 60
FRSB AW416923 2 223,428,700 223,448,451 06 B 3.55 AACCAAGGCCGTCCACATAAGT CATCTTCCGATTGGCAGCTA 60
FRZB U24164 2 183,662,760 183,695,912 U24163 Hs.153684 FRZB 2 587.21 02 B 93.76 ACATGTTGATACCAGGGCCTCT TGCTTGATTGCTCTGCCTGTTG 64
FSHB M14853 11 30,292,604 30,294,719 AV754501 Hs.36975 FSHB 11 113.44 15 C 133.92 GAGGTGGATTTGAGAGCAGGTT TGACTCTGGTGGCTAGCATCTT 60
FSHR L22319 2 49,147,361 49,339,329 M95489 Hs.1428 FSHR 2 158.68 11 A 124.00 ACTGCCCACAACTTTCATCCAA TCAGCTCTTCCATGGCATATTC 59
FURIN X75956 15 88,999,079 89,013,920 X17094 Hs.59242 PACE 21 A 67.10 AGAGGACCGCCTTTATCAAAGA GAAAGCTGCCCAAAGGTTTCAT 56
FUS U26024 16 31,188,404 31,200,072 BE396789 Hs.99969 FUS 16 192.97 25 A 141.81 ATCGCAGGGAGAGGCCGTACTA AAACCCGTGGGTGATCAGGAGG 64
FUSIP1 AW267128 1 23,351,599 23,367,713 AA642812 Hs.288038 FUSIP1 1 83.60 02 E 152.37 CACTATACACAGAACATGTCCC AGGCAGACAGAGAGCTGTTAAT 60
FXR1 AW266899 3 182,032,489 182,096,968 BI256504 Hs.82712 FXR1 3 680.84 01 C 28.38 GGCCCATCTGATAATATATAAC AGAATATGGATTGCCAGTCTTT 50
FXYD5 AW289186 19 40,321,620 40,336,834 BF829581 Hs.333418 FXYD5 19 216.04 18 B 69.23 TCTTCTCTCTCAGGCTGGGCTT GGGCTGATGATCTAATGGGCAC 60
FZD4 BE217506 11 86,879,419 86,889,130 AI347316 Hs.19545 FZD4 11 301.88 29 A 84.82 Dorroch et al. 2001
FZD5 AW462410 2 208,594,740 208,598,166 NM_003468 Hs.152251 FZD5 02 D 40.05 ATGAAGCACAGCACAGACCACA GCTTTACAACAAGGTGCGGA 60
FZD8 AW312227 10 36,077,416 36,080,601 AA954590 Hs.302634 FZD8 10 196.54 13 A 34.76 GATGAGCGCGACCTAACG CCCGTATTTACTTGGGGTGT 60
GABRA1 X05717 5 161,209,948 161,261,955 X14766 Hs.45740 GABRA1 5 608.88 07 B 119.50 ATTCTGTTGCTCAGTCCTCTGC AGAATCCCGTCTCTCAGCTGTAA 60
GABRA2 X12361 4 46,101,629 46,242,344 S62907 Hs.91343 GABRA2 06 C 7.66 AGACCTCTAATGGAGACACGCA CCTAGGCATACCGAACATCTTG 60
GABRA3 X12362 X 149,084,640 149,367,933 NM_000808 Hs.123024 GABRA3 X B 10.65 GTAGATAGTGGTGGCGCTGCAA AGTCATGGCGTGGTAAGAGGGT
GADD45B AW289340 19 2,416,125 2,418,255 AW168655 Hs.110571 GADD45B 19 23.39 07 A 98.00 ATGAGTTTGCAAGCTGGGAG TTTGAGACCGGAGCTGACAT 60
GAF1 AW327157 2 73,258,220 73,297,854 AL042983 Hs.24557 KIAA0857 11 A 61.73 CAGTTGAGGAGGGTCTTAGGAT GATGAATGGGAGGGCAAGAA 60
GAL S68957 11 68,701,883 68,702,486 11 262.76 29 A 419.00 CTTCCCTTGCAGATGCCCAGAG CCCAGTCTGGTTCTGATGCGGT 64
GALNS AW668810 16 88,583,511 88,626,708 BG111081 Hs.159479 GALNS 16 488.39 18 A 145.82 ATCCGTGAGCTGGACGATAG GCACCATTGTCAGACGTGAA 62
GALNT2 AW464595 1 226,676,144 226,891,134 BE206430 Hs.130181 GALNT2 1 735.17 28 A 0.00 TGACACAGTGTGCCAAAGTGAC CTTTGCTCAAAGGGCTCCTA 60
GAS7 AW426868 17 9,757,107 9,757,488 AW139607 Hs.226133 GAS7 17 60.12 19 C 29.85 AGACAGGAGCACATCAGCAA ATGAGGAATGCTGGAGGAGA 60
GATA4 AW357965 8 11,405,502 11,488,543 BG201823 Hs.243987 GATA4 8 35.87 08 A 42.64 TCCTCTCTGCTCTGAAGCTC GTGACTGTCAGCTAAGGCCA 60
GBAS AW418045 7 55,740,033 55,775,620 W44610 Hs.152707 GBAS 7 264.86 25 A 118.97 GATTGTAGTCCTCGGAAACATC CCATGGTTAGAGTCTTACTTGG 56
GBP1 AW289360 1 88,854,643 88,867,681 T28184 Hs.62661 GBP1 1 247.62 03 A 142.09 TCACCAGTAAGCACTGCCCATT TGCACAAGAGGTTGGGAAGAAG 58
GC20 AW289354 3 40,164,406 40,167,131 AL532787 Hs.21756 GC20 3 137.41 22 A 87.46 GTAATCATGCAGGTGTGAATGG TCAAGGAGGAACAGCTTAAGGT 58
GCA AW357438 2 163,164,650 163,181,654 BG431919 Hs.79381 GCA 2 542.95 02 B 42.65 CGCCTGCACCTGCACCTAGAGC AATTTCCAAACCCTCCTCCGTATCC 60
GCNT1 U41320 9 72,644,262 72,692,449 NM_001490 Hs.159642 GCNT1 9 267.39 08 B 119.24 CTGCAGAGCGAAGTCAGTTAGA TATACAGCTGGATAGCAGGGTG 50
GDI1 D90103 X 151,251,213 151,257,513 X79353 Hs.74576 GDI1 X       350.94 X B 132.56 CTCCTACGATGCCACCACA GTCAGCCATCACTGGTCAGC 65
GENX-3414 BE217509 4 77,624,230 77,624,405 06 C 312.38 Dorroch et al. 2001
GFPT2 AW485992 5 179,792,008 179,844,697 AK001242 Hs.30332 GFPT2 5 650.30 07 A 17.44 CACCAGTCAGTTCATCTCCTTG TTCAGGCCATGGATGATCTC 60
GGCX M81593 2 85,733,916 85,746,343 M81592 Hs.77719 GGCX 2 295.45 11 A 327.53 TCTAATCCTAACCCTCCTGAGC GTCCACTGCCTATGTAATGGTC 60
GHRHR AF077300 7 30,716,772 30,717,022 AC005155 Hs.74602 AQP1 7 152.14 04 C 16.56 AGGTGGCTCGTCGTGGGTTTCT AGCAAAGTGGGAGCAGGAGGGA
GIOT-3 AW289331 7 6,440,431 6,456,942 AU131235 Hs.102397 GIOT-3 7 41.60 25 B 74.68 CCCTTGGTCTGAATTCCCTGAT TAGGCCACATGACATGCTGACA 60
GJA1 J05535 6 121,691,924 121,706,008 M65188 Hs.74471 GJA1 09 A 144.12 ATTGGAGGTGGTACTCAACAGC ACCAACATGTACCTCCCTCATC
GLCE AF003927 15 67,127,069 67,143,444 AB020643 Hs.183006 KIAA0836 10 A 79.61 ATGCACATCAAGAGCGAGGTGG CGTTCCGGCTGCTGATACAACA 64
GLG1 U83082 16 74,224,531 74,379,801 BG290232 Hs.78979 GLG1 16 441.43 18 A 8.89 Ma et al., 1998
GLO1 BE217543 6 38,645,093 38,645,288 BG163474 Hs.75207 GLO1 6 132.04 23 A 76.18 Dorroch et al. 2001
GLTSCR2 BF440193 19 52,924,829 52,950,167 AW249665 Hs.326588 GLTSCR2 18 C 79.17 GTCAGGAGGTGCTTTATTGTGG CAGAGGAGGAACATGATCGAAC
GLYAT AF022073 11 58,727,997 58,750,330 BG433272 Hs.18508 GLYAT 11 218.92 15 C 233.27 GGGCGGGAAGGAAGAATGAATC GGGTTGGAATGTGGAGGAAGCA 66
GMFG AW358431 19 44,495,049 44,502,775 BF974742 Hs.5210 GMFG 19 238.63 18 C 0.00 CCCAGAGCTAAAGGAAAAGC AAATTCTTCCTCCAGCACCA 58
GMPPA AW437835 2 220,327,611 220,335,729 NM_013335 Hs.27059 GMPPA 10 573.42 02 E 26.39 CTGCGCGAGGCTAGGATTTATT TGAGCACCGATACTGACGACAA 56
GMPR AW357830 6 16,301,257 16,358,317 BG703747 Hs.1435 GMPR 6 60.10 23 A 445.63 TTTTCGGAGCTCACACTTG ATCATTTGCATCATGCTG 50
GNAI1 X03642 7 79,362,390 79,446,974 AF055013 Hs.203862 GNAI1 7 447.23 04 B 21.27 CTAGAGTCTTGCAGCAACACAG CGTACACTAGAGCCCAGCTTTA 60
GNAI2 X02440 3 50,083,481 50,149,543 AC002077 Hs.51147 GNAT1 3 160.43 22 C 42.65 TGCAGCCCTTGACACCTTGTAG GGCAGAAGAGAGGCAGGAGATT 60
GNAS_(5) X03404 20 58,053,205 58,124,655 BC002722 Hs.273385 GNAS1 20 336.89 13 A 115.30 TGCTCTAAGAAGGGAACCTCCA CTTGAGGGAAAGGAAAGGTTGC 60
GNAS1_(3) U77614 20 58,053,213 58,113,530 AL514266 Hs.113368 NESP55 20 336.90 02 C 6.97
GNB1_(3) AW464845 1 1,587,789 1,590,970 AW966554 Hs.215595 GNB1 1 15.89 13 B 13.80 GTACCAGATAATCCACCAGG GCTGTGTGTACTAATCGTCC 50
GNB1_(5) X03073 1 1,585,750 1,691,576 BC008991 Hs.215595 GNB1 1 15.89 16 D 233.93 TCTGGTGTGGCCTCTCTGAGAT GCGTGCTCAGTTCCTTGACTTC 60
GNB2 M16480 7 99,868,756 99,874,386 BC010073 Hs.91299 GNB2 7 511.35 25 B 62.07 CATGCCGCCTCTTTGACTTG CCATGCCATCGTCAGTGACC 54
GNGT2 U20085 17 47,625,676 47,628,822 AF365870 Hs.181781 GNGT2 17 339.73 19 C 58.02 GCAGGGAAGCAGTGGATGTT GGGAGAGAAGAGTTCACAGTGG 64
GNPI AW428576 5 141,363,385 141,375,767 AF029914 Hs.278500 GNPI 5 528.27 07 A 283.23 CCTGAGCCAGGCTCTGAAAGAT ACACATGAAGGAGGTCCACAGG 61
GNRHR AF034950 4 68,542,807 68,559,565 NM_000406 Hs.73064 GNRHR 4 401.09 06 C 173.08 GAAGCTGCATCAGCCATAAAGG TGTTAGAGGGATGCTGCTGTTG 67
GOLGA4 AW358332 3 37,097,953 37,221,509 BG708062 Hs.183773 GOLGA4 3 125.67 22 A 81.48 TCTGTGGTGTAGAGAAGCCT GCTGCTCCTCACTGATCTTT 60
GOLGA5 AW655477 14 91,250,635 91,296,327 NM_005113 Hs.241572 GOLGA5 21 B 213.69 CAACAGCAGTCAGTCCGAGT CCAGCTGGAAGACCAGAGAG 55
GORASP2 AW261178 2 171,787,036 171,787,348 BG623498 Hs.6880 DKFZP434D156 2 564.61 03 A 78.34 TTGTCTGAGTACTTCTGAGAGC TTTGGTCTCTGTGAGTCACATC
GOT1 X66020 10 101,287,854 101,322,450 M37400 Hs.597 GOT1 10 458.27 26 A 155.42 AAACAGCACTCACACCAGCACC GCAGTACTCCTGATTCCAGCGA 60
GPI AW337116 19 39,531,954 39,567,981 AL543228 Hs.16131 GPI 19 213.99 18 B 59.80 CACGCCTTCTACCAGCTCAT TCTTGTGATGCAAACCGTTC 58
GPR10 AW327236 10 120,484,870 120,485,982 NM_004248 Hs.248119 GPR10 4 29.92 26 A 296.77 GGACAGCCAGGATTCTACCTCTC TGCCCACCACCGTCTCTGAG 60
GPX3 AW266929 5 150,383,077 150,391,707 AI825971 Hs.336920 GPX3 5 580.51 07 B 30.80 AGGGGTGAGTCTCATGCCAGTG CCAAGGCAGATGTGAGAGCAGG 62
GRB2 AW289356 17 73,779,704 73,865,929 BE907277 Hs.296381 GRB2 17 478.31 19 D 49.00 GTCATGCACTGATGGACAGA GCTCACTTTGGTTGGAACTC 56
GRP U78858 18 56,672,374 56,682,974 AA707890 Hs.1473 GRP 18 404.97 24 A 213.80 CCAGCTGAACTGACAATGACGA GATCCAGTAGAACTGATGCCCA 60
GRP58 D16235 15 41,617,728 41,642,881 BC014433 Hs.289101 GRP58 5 582.52 21 B 207.61 GGATCTCTAAAGCAGCAGCCAA ATAACCATTCTGCCCTCTCAGC 64
GSTA2 AW267033 6 52,605,581 52,763,078 AL545892 Hs.89552 GSTA2 6 199.71 23 A 339.44 GGTCTGAAACACATTCTAGGAG ATGTAGATCTTGGCTGTTGTGG 55
GTF2B U83023 1 88,655,255 88,693,939 BF439702 Hs.258561 GTF2B 1 247.54 03 A 142.09 Ma et al., 1998
GTF2I AW289229 7 73,470,325 73,573,309 AI955107 Hs.278589 GTF2I 7 424.40 25 B 2.94 CTATGCCATCACATACTCTAGC GCCATCTGTAGGAGAATCTT 56
GTF3C1 AW480886 16 27,399,193 27,488,532 BF569862 Hs.331 GTF3C1 16 216.57 25 A 130.49
GUCA1A X95352 6 42,142,568 42,157,876 NM_000409 Hs.92858 GUCA1A 6 154.81 23 A 280.18 AATGGAGAGCAGGATGAGGAGG CAACAGTGAAACAGCAGGCACC 52
GUCA1B L43001 6 42,147,432 42,164,069 W27113 Hs.284258 GUCA1B 23 A 276.63 AGACTCCAGGCTCACCAGGTTT CCCTGTTGGCCATGTCAGACTA 52
GUCY1A3 AW659606 4 157,100,884 157,109,433 17 B 111.94
GUCY2C AF081464 12 14,665,837 14,749,786 NM_004963 Hs.1085 GUCY2C 12 66.03 05 A 365.73 AAGAGCTAAGGACTCAGGCAAG GTACGTGATTCACGGAAGCAAG 66
GUK1 X67029 1 224,713,326 224,722,192 BC009914 Hs.3764 GUK1 1 723.78 07 A 28.10 ATAAAGAAGGCCCAAGGCACTG AAGAGACAAGGTCCTCCAAGCA 60
H08619 AW353017 9 81,194,075 81,194,393 H08619 Hs.181756 9 269.72 08 C 0.00 GTAGCCGAACGAAACACAAACC GACCTTTGCGCTGCTGAATTAG 60
H3F3B AW289384 17 74,237,654 74,240,116 BI831851 Hs.180877 H3F3B 17 483.13 19 D 36.00 ACCACTTGGAAAGCCATCTC AGGGACACAGCTTCAGCTTA 60
H41 AW463190 3 134,574,185 134,590,715 N42471 Hs.283690 H41 3 472.11 01 C 0.00 GCAGTAAGAGCAGAACCTCAAC GGCACAAGTGCATCTGGAAT 60
H4FK AF001288 6 26,084,423 27,903,828 AL049822 Hs.91031 H4FD 23 A 394.67 TCATATGCGAAGAGTAGCGGTG GGTTTGATCCGAGTCGAGAAGA
HADH2 AB002156 X 52,097,715 52,100,825 BC000829 Hs.171280 HADH2 X       163.29 X C 124.70 GGAAGGCAGAGAGAACAAAGGT ATTAGGCACACAGGGTGACTGA 66
HADHA AJ003123 2 26,371,219 26,425,787 U04627 Hs.75860 HADHA 2 99.34 11 B 34.89 CAACCATGGCAGCACTGTTTCT TGGCTGAGTGCAAACTTGTCCT 60
HADHB AW266873 2 26,425,478 26,471,042 AA860509 Hs.146812 HADHB 2 89.94 11 B 35.10 CTGCAGCCACTCATTCAGTCCT CTGACGTTTCCAAGAATCACAG 56
HAS2 AF055075 8 122,294,338 122,322,428 U54804 Hs.159226 HAS2 8 474.60 14 A 107.24 GCCATCTGAGATACTCTATAGGT GTGTGTTCAGTGCATTAGTGGA 54
HAUT1 HAUT1 12 D 38.33 Kappes et al. 1997
HAUT14 HAUT14 18 B 18.03 Kappes et al. 1997
HBB X00376 11 5,205,733 5,207,338 BG944211 Hs.155376 HBB 11 36.52 15 C 81.95 GGGACTCATAGACCATTCATAGC CAACTGGCAAAATTTCATTCTT 58
HDAC10 AW484143 22 48,866,477 48,868,236 BI767281 Hs.26593 22 178.20 05 A 507.97 TGCACTCGGGAAGGTCCTATAC CAGAGACGTGGAACATGGATGG 56
HEL11 HEL11 26 A 111.98 Kappes et al. 1997
HEL5 HEL5 21 A 14.86 Kappes et al. 1997
HELO1 AW347590 6 53,133,786 53,134,043 BF678935 Hs.250175 HELO1 6 209.44 23 A 341.53 TGAACCACTCGTGACACATC CCAACTGGCTCCCTGTAATA 60
HERC2 AW267151 15 25,823,012 26,034,151 AF071172 Hs.266933 HERC2 15 56.61 02 A 38.53 GACAAAGACCATGGCCAACAG CAGAGGGTGTTGCCAACATCA
HERC3 BE664068 4 89,906,375 90,022,465 BG181323 Hs.35804 HERC3 4 463.52 06 B 19.76 CAGGATGGGAAAGTATTCAC TATCTGTGAGACGAGGCCTT



HEXB AW289200 5 74,052,392 74,052,866 20 A 29.86 AGGCCAGCATTGTCTGAATGTC TGCTAAGCGTGCTCCCAAGATA 60
HGRG8 AW465429 1 28,568,422 28,601,437 AF155095 Hs.20993 HGRG8 14 85.57 02 E 113.00 TAAGAGCTACTCCGAGGACGAT GTTCATGGAGCGATAAGCAG 62
HIBCH BF440304 2 191,033,384 191,148,604 AA243331 Hs.236642 HIBCH 02 A 63.43 AACCATTCTTAGCTGAGCGA TGGAAACCAGCTGACCTAAA
HIF1A AW267005 14 60,152,286 60,205,012 BG501364 Hs.197540 HIF1A 14 143.54 10 A 368.71 ACAGGGTGGGCAGAACATTTAG TTTCTGTAGTCACTTTGCCAGC 60
HLCS AW354578 21 37,043,888 37,273,323 N26429 Hs.79375 HLCS 21 181.20 01 C 129.21 TGAGCAGTGGCTGCGTTTAT AACAGCTTCTCCTCCGTGAATC 60
HMGB2 AW481294 4 174,837,773 174,838,785 BG107198 Hs.80684 HMG2 16 193.96 04 A 58.37 GCGAAGACATGGCAAAAAGTG GGAAGAAGGCAGATGGAGG 55
HNRPA0 AW289339 5 137,119,027 137,120,902 AW470286 Hs.77492 HNRPA0 5 520.61 07 A 263.63 GCACCTAAGATACCAGTACACG CATATCACGACTGCCCTTTC 60
HNRPAB AW266855 5 177,699,757 177,706,430 AI160009 Hs.81361 HNRPAB 5 645.95 07 A 182.91 TAGCTTCAATATCCAGGTCGTG TATTTGTGTCATACATATCCTA 52
HOP AW289223 4 57,364,087 57,397,960 N34760 Hs.13775 SMAP31 4 344.88 06 C 163.58 GCCTGAGTGCTTTCCAAGTT TGACCATCACCTCCCAGTAA 60
HOXA4 AW669677 7 26,876,282 26,878,671 BF939880 Hs.77637 HOXA4 7 115.84 04 B 104.41 GCAGGTCTTGGAGCTGGAGAAAGAG TGGAGGATCGCATCTTAGTGTTGGG 60
HOXA9 AW316387 7 26,910,330 26,918,389 AA496921 Hs.127428 HOXA9 7 115.64 04 B 98.40 ATGCTCTCTAGACCTATCTCGT GCTCCAAATTTCCTCACTGT 60
HP AW425736 16 71,824,000 71,846,648 BG618781 Hs.75990 HP 16 428.71 18 B 9.24 GACCAGGTGCAGAGGATCA GTGAGGAGCCATCGTTCATT 60
HPRT1 AW266966 X 131,539,192 131,599,768 AI886346 Hs.82314 HPRT1 X       317.61 X A 39.14 CTACTGAAACACTGGCGGGAC TACTGCTACTGTGTGCTTAGG 56
HRASLS3 AW478792 11 63,592,987 63,632,908 BF435002 Hs.37189 HREV107 11 232.56 29 A 395.95 GGTAGCACGAACAACAACTG ACTCGTGAAGCAGTTACTCG 60
HRB AW427271 2 228,300,887 228,385,350 AI216150 Hs.171545 HRB 2 703.84 02 E 101.92 TCTTGAAGCATTGCTGTCCA AGAGGCATACTGTTCAGAAAGG 60
HRC AW425673 19 54,330,479 54,334,685 NM_002152 Hs.1480 HRC 19 268.21 18 C 135.04 GAGGAGAACATGGGAGAGCA CTTGGTACAGGGACGAGGAG 60
HRH1 D10197 3 11,286,246 11,296,261 NM_000861 Hs.1570 HRH1 3 57.41 22 C 9.32 GGGAGTTTGGAAGGTTCGTAGG TGAAGAAGGCTCCAGAGTCCAC 65
HRIHFB2122 AW463030 22 36,413,032 36,413,528 BG222559 Hs.40342 HRIHFB2122 22 123.98 05 A 366.35 CTTCCTACCCTACCTCCCACTA CTCTGTCCATCTGTCCCTCTGT 60
HSA9761 AW289315 5 61,654,877 61,670,291 BG178374 Hs.125819 HSA9761 5 300.37 20 A 43.70 GTAAAGTTGTGCGTATCTGC TCAGTTCTAAGTGTCCAAGG 53
HSD11B2 AW669834 16 67,200,037 67,206,918 R73741 Hs.1376 HSD11B2 16 408.73 18 B 11.60 AGGTGAAGGCTTTCCAGTGAAC CCCTTCAAATCACAGCACTGAG 66
HSKM-B AW632140 1 211,070,663 211,126,688 AF226053 Hs.66170 HSKM-B 1 700.17 16 D 194.55 AGGAGAAGATGAGCTGCGTGTTC CAAGCAGACACCCATGGC 60
HSPA8 U83038 11 122,962,114 122,966,757 AI829552 Hs.180414 HSPA8 11 410.20 15 B 167.25 Ma et al., 1998
HSPC148 AW267066 11 94,880,814 94,891,265 AI038294 Hs.42743 HSPC148 11 320.55 15 B 0.00 GGGACACAGATTTGGCTATTTG GGTTTAACCCAGTTTCCATCTC 60
HSPC230 AW480829 6 107,349,547 107,372,676 AI672676 Hs.36069 LOC51250 6 459.92 09 A 252.39 CGAGGGACACCTTCACATAA CTGGGAGTCTCAGTGAGAAA 60
HSU53209 AW289294 7 23,273,805 23,274,348 04 B 11.42 AGTGTATCCCATACAAGCAGTC GGCACTGTTACTTGGCATTT 60
HUJ246 HUJ246 03 A 142.09 Kappes et al. 1997
HUJ614 HUJ614 16 A 88.60 Kappes et al. 1997
HUJ625 HUJ625 16 D 125.45 Kappes et al. 1997
HUJI13 HUJI13 27 B 38.18 Barendse et al. 1997
HUJI177 HUJI177 03 B 11.97 Kappes et al. 1997
HUJI75 HUJI75 22 A 172.05 Kappes et al. 1997
HUJVI74 HUJVI74 11 C 0.00 Kappes et al. 1997
HYOU1 U83019 11 118,948,813 118,961,825 BF802175 Hs.277704 ORP150 11 384.21 15 B 128.29 Ma et al., 1998
HYPK AW483025 15 41,671,759 41,673,925 BE279873 Hs.300954 HYPK 15 160.02 21 B 207.71 AGGAACTGGCAAAAGTCACC GGCAATAAGAGCTTCCACCA 60
IBSP S73144 4 89,113,522 89,125,854 NM_004967 Hs.121552 IBSP 4 457.02 06 B 8.30 AGCTACTATAAAGGGCGTGG CCAGAATGGGTGAACTCATC 64
IBTK AW431964 6 82,829,857 82,907,627 AL050018 Hs.7387 IBTK 6 368.22 09 A 172.85 GTGAGGGTTAATGTTTCTGGG ACAAGTTTGCTGCTTTGGG 54
ICAM3 L41844 19 10,289,663 10,295,546 S50015 Hs.99995 ICAM3 19 67.92 07 A 119.51 CATGACATTTACCACCTGACG TTGAAGATAGGTACAGCCAAGC 64
ICSBP1 BF440358 16 85,696,038 85,696,380 18 A 92.92 CTCTAAGCTTCCTGGCAACA ACACTTGGATACCAGCCTACCT
ICT1 AW267027 17 73,472,927 73,481,513 BE791064 Hs.9078 ICT1 17 475.50 19 D 43.90 CAGGACATGCATAACGAAGGTG AAACTCTGCCATCAAGACGAGC 60
IDH1 AW347875 2 209,064,977 209,083,854 BI859999 Hs.11223 IDH1 2 645.51 02 D 47.29 GTCCGAAGACAGTAGAAGCAGA AGCAATGGGATTGGTCGATG 60
IDH3A U07980 15 76,017,596 76,038,810 U07681 Hs.250616 IDH3A 15 272.24 21 B 71.81 GTATCTGCATCAGTCACTCCTA CCTCTCATGCTATTATGCCAAC 64
IDH3B AW289392 20 2,587,041 2,592,843 AI830198 Hs.155410 IDH3B 20 13.43 13 A 98.47 AAGTCTTGGCAGGTGGCATAAC CCAACCTCACAAGGACCATACA 60
IDVGA02 IDVGA02 02 E 200.35 Barendse et al. 1997
IDVGA03 IDVGA03 11 B 22.31 Barendse et al. 1997
IDVGA09 IDVGA09 05 A 435.89 Barendse et al. 1997
IDVGA11 IDVGA11 08 A 68.14 Barendse et al. 1997
IDVGA27 IDVGA27 03 B 121.53 Barendse et al. 1997
IDVGA30 IDVGA30 21 B 223.74 Kappes et al. 1997
IDVGA31 IDVGA31 18 A 13.49 Kappes et al. 1997
IDVGA32 IDVGA32 15 C 107.65 Barendse et al. 1997
IDVGA35 IDVGA35 03 B 90.07 Barendse et al. 1997
IDVGA37 IDVGA37 02 E 145.22 Barendse et al. 1997
IDVGA39 IDVGA39 21 B 216.17 Kappes et al. 1997
IDVGA40 IDVGA40 17 B 136.90 Kappes et al. 1997
IDVGA43 IDVGA43 28 A 91.38 Barendse et al. 1997
IDVGA47 IDVGA47 19 C 105.53 Yang and Womack 1998
IDVGA49 IDVGA49 16 D 224.80 Kappes et al. 1997
IDVGA51 IDVGA51 04 E 106.37 Kappes et al. 1997
IDVGA55 IDVGA55 18 C 75.30 Kappes et al. 1997
IDVGA57 IDVGA57 12 A 69.43 Barendse et al. 1997
IDVGA76 IDVGA76 14 A 58.08 Barendse et al. 1997
IF BE217562 4 111,055,057 111,116,510 AW362880 Hs.36602 IF 06 A 0.00 Dorroch et al. 2001
IFNAR1 BE217555 21 33,617,604 33,649,251 BE086659 Hs.1513 IFNAR1 21 152.54 01 A 26.58 Dorroch et al. 2001
IFNG Z54144 12 68,265,296 68,270,250 AI769523 Hs.856 IFNG 05 A 215.79 ATCATAACACAGGAGCTACC ATCCATGCTCCTTTGAATGACC 57
IFNGR2 AW289292 21 33,741,847 33,742,405 AA653705 Hs.9042 21 149.49 01 A 25.61 AGACAAAGGCACAGCATTCCAC GATTTCAAAGGGAGAGCTGGGT 60
IGF1 X15726 12 102,722,624 102,807,370 X00173 Hs.85112 IGF1 12 398.70 05 A 326.80 GCTTGGATGGACCATGTTG CACTTGAGGGGCAAATGATT 58
IGF1R U33122 15 96,785,508 97,094,240 BG002554 Hs.239176 IGF1R 15 335.04 21 A 15.87 CGTGTGGGTGCATTTCTGTTAC GCCTCACCTCCTTATTCCATTG 56
IGF2R J03527 6 160,223,559 160,367,967 Y00285 Hs.76473 IGF2R 6 620.61 09 B 87.71 TCAGCACCTTCCACGACGACAG CCCACCACCAACACTCTTCCCT 60
IGFBP3 M76478 7 45,658,729 45,667,651 AL551293 Hs.77326 IGFBP3 7 216.73 04 D 8.60 CAAGGACATGATCAGCAGCTGG CTGCACCGTGCTTGAGCTTACA 60
IGFBP4 S52770 17 38,508,474 38,522,740 M62403 Hs.1516 IGFBP4 17 314.33 19 C 59.88 CCTTCAGCCCTTCAGCCATCTA ATTGGGTCTCAGTGGGTCTCCT 64
IGFBP6 AW464540 12 53,208,227 53,211,389 AA675895 Hs.274313 IGFBP6 12 228.68 15 C 18.03 GTCTACCTGTCCATGTCGTACT AGTCTCTCAGCATGTTCCCT 60
IL12A U14416 3 160,988,244 160,995,420 AF101062 Hs.673 IL12A 3 588.49 01 C 59.38 AAAGTCAAGCTCTGCATCCT GTTATGAGAGACCTCAGCATTC 60
IL12B U11815 5 158,677,334 158,693,024 AF180563 Hs.674 IL12B 5 591.56 07 B 103.20 AAGTCACATGCCACAAGGAT CTCTGAGGTTTCATACTGAGGT 60
IL13RA1 AW464322 X 115,836,971 115,914,539 BG109944 Hs.285115 IL13RA1 X       296.48 X A 0.00 CTGGAAGACAGGCATGGATGTT GGTGAGGCATTTAGGTGTTGTG 60
IL1A M36182 2 113,438,308 113,449,786 BE618992 Hs.1722 IL1A 2 409.77 11 A 331.68 CCCTCGATCACTGACTTTCAGA CACATGCTCAGCGAGTGACTAA 60
IL1B X12498 2 113,494,152 113,501,199 BG252897 Hs.126256 IL1B 2 411.22 11 A 310.92 CCTAAAGAAAGCCATACCCAGG ACAACAGTGAAGTTCAGGCTGC 60
IL1RN AB005148 2 113,782,285 113,798,407 BI489807 Hs.81134 IL1RN 2 411.22 11 A 336.58 TACAAGAGCCCTGGGAACAAGA TGAGAAAGGAGGCAGAACTGGA 66
IL2 M12791 4 123,765,834 123,771,086 AL037259 Hs.89679 IL2 17 B 43.36 CCTCAACTCCTGCCACAATGTA CCAGCAGCAATGACTTCACTTC 56
IL3 L31893 5 131,427,210 131,429,759 M20137 Hs.694 IL3 5 509.45 07 A 107.96 AACATCTGAAGTCTGAAGCCCA TTGTCCAGAAGGAGCAGAACAT 52
IL4 M77120 5 132,040,236 132,049,231 AW953230 Hs.73917 IL4 07 A 104.61 Kappes et al. 1997
IL4R AW632669 16 27,252,502 27,303,356 AL578358 Hs.75545 IL4R 16 216.15 25 A 123.55
IL7 J04156 8 79,311,167 79,440,944 J04156 Hs.72927 IL7 8 400.17 14 D 16.43 CATAAAGGAGTCCAAGGTAACTG TATGGTTTAGCATCCTTAGAGC 56
IL8RB U19947 2 218,954,768 218,965,997 NM_001557 Hs.846 IL8RB 2 679.41 02 E 55.55 TCACAGTCCCATGTCAAGGCAG CACCACCATCCTTGAAACCAGC 62
ILSTS006 ILSTS006 07 C 52.27 Kappes et al. 1997
ILSTS008 ILSTS008 14 C 22.32 Kappes et al. 1997
ILSTS010 ILSTS010 12 A 107.21 Kappes et al. 1997
ILSTS011 ILSTS011 14 A 74.45 Kappes et al. 1997
ILSTS014 ILSTS014 19 C 18.87 Kappes et al. 1997
ILSTS017 ILSTS017 X C 79.46 Kappes et al. 1997
ILSTS019 ILSTS019 29 A 41.55 Kappes et al. 1997
ILSTS021 ILSTS021 18 A 60.55 Kappes et al. 1997
ILSTS022 ILSTS022 05 A 147.90 Kappes et al. 1997



ILSTS027 ILSTS027 15 C 153.89 Kappes et al. 1997
ILSTS033 ILSTS033 12 D 22.31 Kappes et al. 1997
ILSTS036 ILSTS036 11 A 334.10 Kappes et al. 1997
ILSTS039 ILSTS039 14 A 22.89 Barendse et al. 1997
ILSTS042 ILSTS042 05 A 16.37 Barendse et al. 1997
ILSTS044 ILSTS044 03 B 8.29 Barendse et al. 1997
ILSTS046 ILSTS046 25 A 111.88 Kappes et al. 1997
ILSTS054 ILSTS054 21 B 214.00 Kappes et al. 1997
ILSTS059 ILSTS059 13 A 43.73 Kappes et al. 1997
ILSTS061 ILSTS061 15 C 150.53 Kappes et al. 1997
ILSTS066 ILSTS066 05 A 308.84 Kappes et al. 1997
ILSTS071 ILSTS071 11 C 43.55 Kappes et al. 1997
ILSTS081 ILSTS081 29 A 418.80 Kappes et al. 1997
ILSTS082 ILSTS082 02 C 8.99 Kappes et al. 1997
ILSTS085 ILSTS085 20 A 32.41 Kappes et al. 1997
ILSTS086 ILSTS086 13 A 54.61 Kappes et al. 1997
ILSTS089 ILSTS089 29 A 146.95 Kappes et al. 1997
ILSTS090 ILSTS090 06 A 13.93 Kappes et al. 1997
ILSTS092 ILSTS092 21 B 186.92 Kappes et al. 1997
ILSTS093 ILSTS093 06 A 29.68 Kappes et al. 1997
ILSTS094 ILSTS094 10 A 120.98 Barendse et al. 1997
ILSTS096 ILSTS096 03 A 38.02 Kappes et al. 1997
ILSTS099 ILSTS099 28 A 148.39 Kappes et al. 1997
ILSTS100 ILSTS100 11 A 310.92 Kappes et al. 1997
ILSTS101 ILSTS101 24 A 132.29 Kappes et al. 1997
ILSTS102 ILSTS102 25 A 0.00 Kappes et al. 1997
ILSTS103 ILSTS103 21 B 60.83 Kappes et al. 1997
IMPA1 J05394 8 82,293,375 82,321,746 AF042729 Hs.171776 IMPA1 8 413.29 14 F 20.19 GCAGAAAGGATAGCCAAAGA GAGAGACGCAACTGTGATTGAA 60
IMPA2 AW461449 18 11,971,026 12,020,878 AI624316 Hs.5753 IMPA2 18 81.44 24 A 168.06 TGAGGGAAACATAAGCAGAG CTCAGGTGATAAGGCTTTAG 56
INHBB AW669304 2 121,009,813 121,015,788 NM_002193 Hs.1735 INHBB 2 436.11 02 C 6.33 CCATCCGCTTGTATCCAGAAGTGGC GAGTCCAGTTACATCTAGTGTGGGTCAACC 64
INPP1 AW353074 2 191,172,219 191,200,413 AI634687 Hs.32309 INPP1 2 607.50 02 A 111.51 TGCTCCGAGTCTCTGAGAAA GCCAGGGTCTTGAAATCAAC 60
INPP5A AW427760 10 134,228,574 134,474,200 AW949072 Hs.124029 INPP5A 10 559.71 26 A 333.22 AGCTCGGGTGTACCTTTCAA CGGTTTCTATCAGAAGCAGACT 55
INRA003 INRA003 03 A 138.49 Kappes et al. 1997
INRA005 INRA005 12 D 4.87 Kappes et al. 1997
INRA006 INRA006 03 A 10.94 Kappes et al. 1997
INRA011 INRA011 01 C 0.00 Kappes et al. 1997
INRA016 INRA016 27 A 54.13 Vaiman et al. 1994
INRA027 INRA027 27 B 36.31 Kappes et al. 1997
INRA030 INRA030 X D 26.84 Kappes et al. 1997
INRA053 INRA053 07 C 64.71 Kappes et al. 1997
INRA071 INRA071 10 A 341.75 Kappes et al. 1997
INRA081 INRA081 26 A 182.59 Kappes et al. 1997
INRA121 INRA121 18 A 194.25 Kappes et al. 1997
INRA129 INRA129 08 B 90.62 Kappes et al. 1997
INRA134 INRA134 27 B 35.99 Kappes et al. 1997
INRA144 INRA144 09 B 46.02 Kappes et al. 1997
INRA177 INRA177 11 A 151.68 Kappes et al. 1997
INRA192 INRA192 07 B 86.60 Kappes et al. 1997
INRA193 INRA193 17 A 132.41 Kappes et al. 1997
INRA194 INRA194 22 A 100.58 Kappes et al. 1997
INRA196 INRA196 13 A 261.54 Kappes et al. 1997
INRA201 INRA201 28 A 4.29 Ferretti et al. 1997
INRABERN191 INRABERN191 27 A 48.25 Barendse et al. 1997
INSL3 AF094580 19 17,772,533 17,777,531 BI828546 Hs.37062 INSL3 19 97.17 07 A 37.86 CACAGGAGTCCAGTTTGGTGAA ACAAGAAGGGTGTCAAAGGCAG 66
IOBT528 IOBT528 23 A 43.24 Barendse et al. 1997
IPO9 AV609435 1 198,264,793 198,313,571 AK027532 Hs.7579 FLJ10402 1 670.74 16 D 150.67 CTCTACTTCCTCTGTGTAATTG CCCATTGTTTGGAACACC 60
IRF1 AW289222 5 131,849,643 131,857,353 BE737486 Hs.80645 IRF1 5 510.63 07 A 165.79 GGGTCACACAGGTAGTCATCAT ATGTGCTAGGACCCATACAGAG
IRF3 AW445418 19 54,838,850 54,845,135 BG755611 Hs.75254 IRF3 19 272.79 18 C 183.64 GCGTGACAGACTACGTGCAG ACACCTCCTTCCCTGTCCTT 58
ITGA2 L25886 5 52,255,782 52,358,715 NM_002203 Hs.271986 ITGA2 5 287.49 20 A 72.82 ACCGACTGGAGTGATAGTAGGA CAGCTGTTGAGTTCTGTGGTCT 60
ITGA7 AW446663 12 55,795,103 55,818,429 AL046489 Hs.74369 ITGA7 12 242.38 05 A 302.83 GTGCCTGTCTGATGAGAA TAAGGATGAGGTAGAAGG 56
ITGB2 Y12672 21 45,162,513 45,205,395 AL552823 Hs.83968 ITGB2 21 245.51 01 C 129.99 CTTGATGGTCATGGCTTTGTCG ATGCTGGTGGATATGATGCAGG 60
ITPA AW289304 20 3,137,514 3,152,504 BI599030 Hs.6817 ITPA 20 20.20 13 A 106.04 GGAGGTCCTTTCAGGATTCCAG ACCACTTCTATCAGGCAGGCAC 60
ITPKB AW447142 1 223,204,933 223,312,565 AI597893 Hs.78877 ITPKB 1 718.55 16 C 76.50 GCTTTGAGTTTCTCTGCGTCTGGC CGTGTAAAGTCTGTTTGACAGGCACG 60
ITPR1 AW658776 3 4,526,981 4,880,924 AA034974 Hs.198443 ITPR1 3 23.83 22 A 165.23 TGGTTAAATGATGCTGCTGCC GCTGACCTGACAGTTCCGAGG 58
IVD AW289409 15 38,291,949 38,292,495 AI765931 Hs.350278 15 129.05 10 A 170.90 GCCACATTCATCTCCAACACAG TGACAGGTGCTATCCGTTCCTT 60
JAB1 JAB1 15 B 149.38 Kappes et al. 1997
JAM3 AW267116 11 134,054,849 134,055,118 29 A 255.05 CAACGTGCAGGTGTGTTAGTAG TTGGTTCTGACAGAGGAGAGAG 60
JUN AF069514 1 58,606,121 58,606,436 J04111 Hs.78465 JUN 1 165.50 03 B 31.75 GAAGCAGAGCATGACCCTGAAT ATATGCCCGTTGCTGGACTGTA 64
KATNB1 AF071907 16 57,505,737 57,525,776 AF052432 Hs.275675 KATNB1 16 373.30 18 A 216.75 GAAAGGCTGTGTCTTCCGATAC ACTCGGACATCATCTTGCCA 60
KCNA4 X57033 11 30,070,919 30,077,642 NM_002233 Hs.1854 KCNA4 11 114.70 15 C 124.15 CTGGAAGAGATGTTAAAAGTAAAC CACTGAATAAACAACTGCTCAAAT 56
KCNH1 Y13430 1 207,495,661 207,946,563 NM_002238 Hs.158305 KCNH1 16 D 116.79 AAACACAAGCGGGACCAGTCAC TGCAGAGAGAGTTCAGACGCAG 66
KCNJ2 U95369 17 68,630,191 68,640,696 NM_000891 Hs.1547 KCNJ2 19 E 23.60 AGTGCTTCCTCTGAAACACGGT CTTTAGGTTCGTCTTCGCGCTT 64
KCNMA1 U60105 10 78,536,299 79,290,002 U11058 Hs.89463 KCNMA1 10 381.64 28 A 96.58 GTCCCAGTCCTCTAGCAAGAAG TACAGTTCACACACGGAGGCAG 60
KDR AW267003 4 55,794,572 55,841,685 AI347902 Hs.12337 KDR 4 316.26 06 C 136.95 ATAGTCATTGCTCCCAGCCTC CACGTAAAGCTCTTTCTACTGGT 60
KERA AF036962 12 91,377,219 91,385,079 NM_007035 Hs.125750 KERA 05 A 102.51 GCTATCAGCCCGTTAAGTATCC TAGTGAGTGATAAGCAGGCAGC 66
KIAA0007 AW289382 2 29,075,246 29,128,790 D57375 Hs.90315 KIAA0007 2 97.94 11 B 59.52 GATGCTTGTATGGCTCCAACTC GCAGATGGAAGCTCAGCTCTTA 60
KIAA0089 AW652674 3 31,994,626 32,056,804 BC006168 Hs.82432 KIAA0089 3 113.89 22 A 56.27 AGAACATCGTGGCCGTAGGC TGGCCTTTGCAGAAGATCCG 60
KIAA0169 AW266944 9 125,162,817 125,223,042 AA494447 Hs.30002 SH3GLB2 9 392.55 11 C 63.83 CAAAAACAGCAAGAACAGAGTG GGTGTATTCCTTTCCTCAAGCA 56
KIAA0174 AW311856 16 71,660,730 71,698,318 BE538622 Hs.75824 KIAA0174 18 B 42.05 GATGGTGGTGGAGAGGACTT ACACACCTTGGCCTTGAATC 62
KIAA0205 AW657136 1 208,557,436 208,643,221 AA731655 Hs.3610 KIAA0205 1 694.31 16 D 188.04 TGGGCGTGTATTATGGCAGTTGG ACTGGGATGGGGAAAGTGGGG 56
KIAA0256 AW289291 15 46,859,976 46,917,833 AW264521 Hs.118978 KIAA0256 10 A 329.63 AGTGTGATGTGCCAACAAAG GTATGTTGTGCCAACAAGGT 60
KIAA0323 AW461579 14 22,888,620 22,900,668 BG772254 Hs.7911 KIAA0323 14 19.84 10 A 123.06 CACTTCTTGCTTGTCTCACTGG CTGGGTCATTACAGCGGAAA 60
KIAA0335 AW428586 10 98,046,185 98,054,620 D60976 Hs.29878 KIAA0335 26 A 145.66 TCTACCTGTTGGGCATATCC GACTGACAACCCAAAGCAGA 55
KIAA0354 AW479677 9 37,428,112 37,455,397 BG163945 Hs.3682 KIAA0354 9 147.05 08 B 130.59 ATAATTCAGAGGTTCCCTGG GGTGCCCTGATAGAACTTAATG 60
KIAA0377 AW267127 15 41,404,813 41,456,229 AA889545 Hs.156814 KIAA0377 15 145.35 21 B 205.40 CCTCCAACCTCTCTCACTCATC CAGAGACAGACTGGCCAAAGAC 60
KIAA0399 AW462588 17 3,858,721 3,859,061 19 B 22.30 TTTCCCTTCACCCACAACTG GATGTCGGTCTGGATGGAAA 56
KIAA0433 AW482482 5 102,486,718 102,569,762 BG165353 Hs.26179 KIAA0433 5 442.19 07 C 75.15 CGATGGTGCCATCTATTTG TTTCAGGGGTCTTCCGTG 52
KIAA0522 AW435994 X 51,895,978 51,990,027 Z42970 Hs.129892 KIAA0522 11 67.04 X C 104.61 CCTTGGAACCCCTCCTCTAA TGAAAGGTCCTCACCACTCC 62
KIAA0551 BF440275 3 172,213,145 172,213,668 01 C 38.36 AAACCTGGAGTGGGATGAAGGA GATTCTTCAGTGGAAGCCATGC
KIAA0556 AW356341 16 27,557,004 27,718,944 BG822061 Hs.30512 KIAA0556 16 220.14 25 A 126.50
KIAA0570 AW656448 2 61,372,309 61,655,600 AW169508 Hs.180948 KIAA0729 2 193.88 11 A 213.87 CAGAAGCATGTTGATGTGAGGGCG CGGGAGATGTACTTGTCCACTGTTGC 60
KIAA0728 AW314971 6 56,324,463 56,324,854 AW440049 Hs.198689 KIAA0728 6 208.66 23 A 19.21 CTGTTCCGAGATGATGTCAGTG TGAGTTCTGTCAGCAGGAGGAT 60



KIAA0769 X73790 11 72,770,489 73,075,789 AW384610 Hs.19056 KIAA0769 11 271.01 15 C 94.41 TCTCCTAGCACAGCACAAATCC ATCTCTGTGACTGTGCCCTGAA 60
KIAA0819 AW347612 22 16,644,972 16,685,103 AW501086 Hs.301866 KIAA0819 22 20.41 05 A 406.64 TGCACCGCTCACTCATCAAGGA TGTGGACCCGGGATTTCAACAG 60
KIAA0841 AW461470 19 40,789,972 40,790,134 18 B 70.69 CTAAAGCCCAGACGAACGAG GAATAACTCCCTGAAGGCTGG 60
KIAA0863 BE217441 18 77,602,116 77,632,403 AA400001 Hs.131915 KIAA0863 18 475.88 24 A 28.24 Dorroch et al. 2001
KIAA0876 AW289202 19 4,909,132 5,093,605 AI824656 Hs.301011 KIAA0876 19 34.68 07 A 98.00 GCAGTGCTCACGAGCCTTTA TCCTGGACCACTTGTGCAGA 60
KIAA0884 BE217434 14 34,135,474 34,220,139 BG622807 Hs.198232 KIAA0884 21 B 177.25 Dorroch et al. 2001
KIAA0903 AW478822 2 62,890,563 63,231,328 N76174 Hs.16218 KIAA0903 2 196.23 11 A 182.23 CCAGTCCTGCCATATGTAAC CCCACTGGTAAACAGAACAC 60
KIAA0922 AW427702 4 155,023,636 155,023,940 17 A 44.09 GCAAAGCGACGTGTATGAGA TGTAGGCACGGAACGGGTTA 59
KIAA0934 AW660655 10 311,432 725,606 N35887 Hs.227716 KIAA0934 10 9.16 13 A 73.00 TGACTGGTTAGAGAGATTC GCTTACTGGTGGTTTAAC 56
KIAA0971 AW289295 2 207,621,154 207,621,374 02 D 29.94 AGACCTCCACCCTCATGATCTA TGAACTCTTGTGAGCCAGACCT 60
KIAA0999 BE217545 11 116,774,102 116,774,267 15 B 101.48 Dorroch et al. 2001
KIAA1109 AW430391 4 123,569,220 123,677,111 AL137532 Hs.6606 KIAA1109 4 557.41 17 B 31.85 TGGAGATCTGAAGTGGGATA GTGTCAAACTGCTGAGTGAA 56
KIAA1157 AW461541 12 62,755,765 62,756,075 05 A 287.66 GGGGCATGTTCTCCTGTG AATAACAATCCCCACTTTGGG 60
KIAA1190 AW477900 3 42,519,957 42,528,308 AB033016 Hs.206259 3 139.81 22 A 176.11 CTTGTAAGGTCCATGGCGCT GGCTGTGTGGCTTGGATTCT 60
KIAA1237 AW289285 3 125,966,168 126,014,321 AI971892 Hs.10491 KIAA1237 3 443.76 01 C 14.84 GCACAGGCAAAGAGGATTAGAC GCCTATCAGCTTATCACTGTGG 60
KIAA1361 R02283 17 27,569,355 27,723,372 R02283 Hs.15119 KIAA1361 17 268.45 19 A 76.98 Yang and Womack, 1998
KIAA1387 BF440164 2 55,733,224 55,803,724 BE882739 Hs.301434 KIAA1387 2 174.02 11 A 298.29 CTAGCAAGCGATCAAGTTCCTG AAAGACCTCGTCTTGGCTCA
KIAA1509 AW289268 14 89,727,710 89,770,096 BE550615 Hs.201500 KIAA1509 21 B 203.43 GGAAACTATCGAGCCATGTTG GAATCTGACCAAAGAGACGA 60
KIAA1533 AW354367 19 40,161,737 40,193,422 BG423809 Hs.83575 KIAA1533 19 213.99 18 B 56.13 CCTCGTGAAGTCCCTGATTG TCCTCCAGGGACAGCTTCT 58
KIAA1545 AW465879 12 132,692,326 132,786,744 D19827 Hs.127270 KIAA1545 12 504.68 17 B 128.78 TGGCAGCAACATCCTTCAAC ACCTCCCAATCCCTACTCATCT 56
KIAA1559 AW289283 19 41,503,211 41,546,154 AB046779 Hs.35524 KIAA1559 18 B 77.95 AAGTGCTGAGCAGTGACAGAAG CAGAGTCAGCCTGCTGTATCAT 60
KIAA1720 AW358619 1 245,030,235 245,030,340 AV691611 Hs.298573 KIAA1720 1 771.77 07 A 201.93 AGTGAGGTTCTGATGGCTGAAG GCACCAAATTCCCTAACTCC 60
KIAA1727 BF775101 4 154,366,568 154,367,009 17 A 43.88 TCCAACTCCCAAAGTCCAAG CGCCACTTCTCAGGAAACTC 56
KIAA2022 BE217522 X 72,168,647 72,168,943 BE669952 Hs.124128 X       246.66 X C 70.61 Dorroch et al. 2001
KIF22 AW426804 16 29,800,580 29,815,228 AL581319 Hs.119324 KNSL4 16 25 A 118.97 CAGCTTCCTGTCTTGGCAC AGCTATTGGGAGTTCGGGAC 54
KIT AW266986 4 55,428,849 55,429,148 06 C 127.06 ATCTGTGAAGGGTAACTGGGAC CAGACACTAAGCTGACTAAAGG 58
KLF12 AW346306 13 73,196,786 73,644,679 BI039365 Hs.294018 13 210.67 12 A 132.52 GGATTACAAGAGCTGTGTA GATCTTTAGATAAGCTGG 56
KNG V01492 3 187,837,169 187,863,770 AL531099 Hs.77741 KNG 3 700.49 01 C 59.38 AATACAAAGGCTGGCCTGCT AACAGTGATGGGCATCCACA 56
L11344 L11344 20 44,715,533 44,715,799 13 A 255.25 TGTGGCTGCGTCTGAACCTCTT GTGATGGTGGGACTGGGATGAA 64
L22095 L22095 21 B 218.91 ACCCTTCTTGCTGTTTGTGG CTAAGTTCCTGTGCTGCACAGT 64
LALBA U63110 12 48,680,502 48,682,362 05 A 164.39 GGGTTGAGTGGGCCATGACA GAGGATGACAAGAGAGGCCAG 58
LAMA1 AF010231 18 7,069,996 7,070,449 XM_031353 LAMA1 24 A 170.17 GTGGGATATCGGATGCCGTTCT GTTGGATATCGGATGCCGTTCT 60
LAMA2 AW658640 6 129,139,472 129,772,838 M59832 Hs.75279 LAMA2 6 516.35 09 B 0.00 TCATGTGGACAATGGCGCC CTCGGTTTGGGCTCTGGG 50
LAMP1 L09113 13 113,038,160 113,064,619 BE909481 Hs.150101 LAMP1 13 317.32 12 E 0.10 TCTGCATCTCACCCTCCACACT GCTTCCCTGGGCTTAGATCACT 52
LAPTM5 AW428607 1 30,631,958 30,657,309 AW192922 Hs.79356 LAPTM5 1 96.85 02 E 113.00 CCCATCACACAAAGCAGTAGCA ACAGACCCAAAGGTGGAGAGAA 60
LASS2 AW267074 1 147,708,176 147,722,574 AL582238 Hs.285976 LASS2 1 543.71 03 A 78.34 CCCTCTGCTGAAATGCCAGGTG TCTCTGCCAGCTGTCCCTGTAG 60
LBP X52563 20 37,571,053 37,631,835 13 A 236.02 GTCAATCAGGAGGTGCAGGGTT GCAGCCTTAGCCCTTGGAAGAA 60
LCAT AW417244 16 67,709,117 67,713,735 AW603466 Hs.348401 LCAT 16 404.65 18 B 38.36 GAGGAGATGCATGCCACATA AATGAAGCGGTCCTTCCAG 55
LCK AW289293 1 32,143,509 32,178,408 BF941495 Hs.1765 LCK 1 101.00 02 E 108.22 TGAGCTCCTTATGTGTGCCAAC TGTGGCCTGTGCATATACGTCT 56
LCP2 AW289418 5 169,610,632 169,660,774 AI078413 Hs.2488 LCP2 5 631.62 20 A 8.88 CCGAAGTTATTCCAACATGC AGCCAATCCTTTGTCAGTCA 60
LECT1 M65081 13 52,214,041 52,250,584 NM_007015 Hs.97932 CHM-I 12 A 22.06 CAGGCGCTGTGAAGAAGTCAAA GCAGACCTTCCTGGCAAAGAAA 60
LHCGR U20504 2 48,871,622 48,940,556 S57793 Hs.1769 LHCGR 2 148.91 11 A 135.11 TGTTAGGCACATCAGGCAAA CAATCCCTATCTTGCTACCA 60
LIF U63311 22 28,963,990 28,968,028 J03261 Hs.2250 LIF 22 87.47 17 C 107.40 CAACATCACGAGAGACCAGAAG TCTAGTTGGCACCACGTATAGG 53
LIM2 L04188 19 56,559,185 56,567,229 AF340020 Hs.162754 LIM2 18 C 154.98 TGCACCTGGAAGTAGAAGTCTG TGTAGGTCTTCTCAACTGCCTC 60
LIPE AW656311 19 47,581,715 47,607,627 BI030373 Hs.95351 LIPE 19 244.79 18 C 57.44 TTTTCCTGGCTCAGGTCTGT GGAATTTCATGTCCCACAGG 58
LIV-1 BE217451 18 33,576,487 33,597,340 AA527057 Hs.79136 LIV-1 18 293.04 24 A 83.57 Dorroch et al. 2001
LMAN1 AW289404 18 56,782,082 56,811,467 AU135066 Hs.287912 LMAN1 18 402.85 24 A 202.60 TCCTAGCTGTCTTCACTTGCAT AACATAGAACTGCTCCACAGGT 56
LMCD1 AW261190 3 8,535,357 8,601,651 BC000646 Hs.279943 LMCD1 3 38.46 22 A 105.70 AGGAGCCTCCACACTCACGAGA GTTTCCCTGCTACCAGTGAAAG 56
LOC115286 U31301 3 66,124,266 66,259,988 AI591137 Hs.4193 LIG1 3 198.02 22 A 203.91 CTGTGTCTTGCTGTTCAGATGG TGTTGGAACTTGGCAGAGAGAG
LOC116254 AW357982 6 149,822,588 149,848,008 BE180248 Hs.240767 6 596.81 09 B 42.87 CCCTGCCTTTAGAAGAAAGC CTGGTGGTCTGCAATGAACT 60
LOC117584 AW289289 17 33,184,791 33,264,971 AA506136 Hs.30724 17 293.21 19 A 24.12 CTTTCTAGTTTCGATCCAGC CTCATGGATCCTTGGTCTTA 60
LOC124512 BE217412 17 75,187,033 75,194,073 AA446970 Hs.74655 17 491.90 19 D 15.80 Dorroch et al. 2001
LOC128710_(3) AW416418 20 10,555,309 10,555,474 13 B 59.80 TCTTTGCCTCTGGAGGTTAC GTGAACAAAAGCTACAAC 50
LOC128710_(5) AW267000 20 10,552,960 10,553,308 13 B 65.10 GGTAATACTTCAAAGGACCACC GGCTTGCTGAAATGTCATGTAG
LOC146210 AW428584 16 67,318,231 67,318,726 BE466982 Hs.148483 18 B 37.34 ACTGGTGAGAAGGTAAGGTTGG GTCTGTGACATCCTGACAAACG 62
LOC147632 BE217425 18 72,674,992 72,676,688 AI279010 Hs.48821 18 467.72 24 A 0.00 Dorroch et al. 2001
LOC147912 AW344536 19 50,944,093 50,948,360 AL540911 Hs.271243 18 C 64.29 ACCTCTGCCCCGAGACTAAG CAAACTTTCCAGCCCGTTT 60
LOC150159 AW289221 4 104,202,255 104,202,619 06 A 35.12 GGTGAACAGCAAAGGGATCCAG CAAAGTCGGGTAGGATGGCAAG 60
LOC150159 AW267157 4 104,211,623 106,550,118 BI335032 Hs.169900 PABPC4 1 118.47 06 C 177.97 GTGCTAAGGTGATGCTTGAGGA TTCATCTCTGTGACTGCTTTGG
LOC150819 AW446001 2 111,829,306 111,831,391 H85882 Hs.84063 2 405.03 11 A 2.03 TTGTGTGTCCAGGTTCTGTGACCG CCAGGGAAATTGCGATACAAATGC 53
LOC151584 AW352867 3 108,809,253 108,809,660 R05422 Hs.152939 3 395.94 01 B 36.88 ACCAATGCTGCCTGCTAACT ACTCCAGGCCTTGCATGAAT 60
LOC152903 AW462606 4 146,945,352 146,945,670 AV727135 Hs.322710 17 A 132.30 TGCCTCTGGAGAACTATTGAGC TCCGATAGTTGGTCACAGAGGT 60
LOC159176 BF440559 2 243,071,390 243,071,502 H57833 Hs.37517 01 C 113.90 TCGCCACCACTCTCTGACAA GCGCCTGTCACTGGATGTTA
LOC196394 AW289247 12 31,724,349 31,782,319 N66136 Hs.337603 12 124.97 05 A 360.31 ACTAGGGTGGGCAGATAGATAA CCCATCCCTATCCTACCTATAA 60
LOC199899 AW261171 1 63,067,702 63,067,782 22 A 0.00 CGTTACATGCAGCCACAACTGA GATCTGGAACATCTGTGGCCGT
LOC201232 AW464274 17 6,886,686 6,888,011 19 B 33.60 ACCCTGACTGGGGTGATACTG CCGATGCTTTCTACCATCTGT 60
LOC219917 AW485426 11 67,810,672 67,810,783 AW885534 Hs.44592 HMT-1 25 A 36.23 GAGTGCTCTTCGTAGGGAAA CTGAGATGCGTCTGTTCTGT 56
LOC221002 AW289342 10 43,465,180 43,537,563 R54109 Hs.26096 10 258.07 28 A 63.81 CCATCTCCCATGATACTCTT TCTCCTTAACAGAGCCTGAA 56
LOC223082 BE217504 7 30,032,868 30,115,190 BE005639 Hs.127294 04 C 0.00 Dorroch et al. 2001
LOC24432 AW483052 16 67,426,897 67,430,177 AW243496 Hs.78019 24432 16 402.35 18 B 38.26 CAGAAACCTAGCCTGGAGTTCA ACTCATACTGGAAGGCAGAACC 56
LOC253981 AW315312 4 37,427,067 37,522,642 AA397617 Hs.283378 06 C 43.67 AATTTCACTGTGCTCCAA GCTCTGACCTGAATAAAA 54
LOC255173 AW465327 17 26,646,708 26,647,099 BE619333 Hs.301547 RPS7 24 A 143.44
LOC256338 AW656038 1 208,019,778 208,020,332 AL559031 Hs.350270 PX19 5 663.25 21 B 218.91 GGTGACCTCTGACCAGAAGCTC TCCACAATAGAATCCTCCAGG 57
LOC283520 AW486050 13 51,277,118 51,277,380 BF216444 Hs.46506 13 155.53 12 A 67.51 GGGTCAGGCTGAGAATGTCATA TTGGTGGAATCTGGTGGTAGAG 56
LOC283549 AW266909 14 43,749,441 43,749,643 BG177130 Hs.349177 05 A 390.13 GACCTTCTAGCAAATCTTTAGC AAGCCCTACTGCCAATAAAGCC 52
LOC283713 AW487183 15 29,346,745 29,349,843 T16434 Hs.4986 15 70.93 21 B 12.90 ACCTGCAAGTGTTGCTTCCA ACAACCCAACCACCAAAGAC 60
LOC283746 AW427936 15 39,035,150 39,035,451 BM016321 Hs.92526 8 434.04 15 C 41.86 CTACCCGAACAACTCGTCAT CAGCAGTGTAGACCTCTAAAGC 60
LOC284221 AW465522 18 10,730,547 10,731,069 24 A 171.52 GGTTTTTCTCGATCCTCTTACG TCACAAGCATCAAACCATGC 60
LOC284458 AW289212 19 23,786,424 23,786,909 AI718816 Hs.350030 22 A 87.46 TGGAAGTTCTGCAAGTGTCTGG GTTTCAGGGTGAATGGACTGCT 60
LOC339287 AW427366 17 38,196,320 38,196,582 W32549 Hs.184779 5 39.98 19 C 64.23 GAACAACCAATGGGCTACTG GGCCTCCGCTCTTTAACTAT 60
LOC339663 M73216 22 24,003,456 24,443,009 NM_005160 Hs.13944 ADRBK2 22 67.22 17 C 97.43 ATGGGAAGGGTCCTGAGAGAAA TTCGAGGACAGAGAGATGCGAT 56
LOC339846 AW267071 3 177,537,035 178,818,871 U80773 Hs.121580 1 233.96 04 B 62.29 ACTCTTGGAAAGCATTCTGCTG TTGCCTCATCCTCCATATTCAC 60
LOC340918 BE217427 10 28,931,475 28,931,838 13 A 39.98 Dorroch et al. 2001
LOC341895 BE217587 14 62,058,262 63,574,511 AA604856 Hs.1197 HSPE1 19 C 87.48 Dorroch et al. 2001
LOC343479 AF077301 1 238,368,064 238,368,218 NM_003766 Hs.12272 BECN1 17 311.36 16 D 0.00 AGAAATACCTTCGCTACACACC TAGAGCAACCTAAAGACCTTGG
LOC345906 BE217458 6 126,458,304 126,458,633 09 A 108.14 Dorroch et al. 2001
LOC346403 AW314525 7 23,219,402 23,219,706 R78376 Hs.29733 7 103.34 04 B 9.37 TCTCTTTCTGCTGCTTTTCTGCCTG TTGTCTCCAGTCCTCATTTCGTTGG 57
LOC346623 BF440200 7 106,095,792 106,096,217 AI656737 Hs.122915 04 B 48.62 GTGGAAACACAAACTCGAGAGG AGGGCAGATGCTAGGGAACTAA
LOC347106 BE217448 9 67,400,858 67,401,026 08 B 54.61 Dorroch et al. 2001
LOC348176 AA908013 16 69,931,516 69,931,873 AI567418 Hs.289759 18 A 0.00 GTTTACTAAAGGGCCTCGCA CACGGTAACTAGTGTAACGGCT 56
LOC348363 BE217475 1 93,080,959 93,086,706 AW627636 Hs.166670 03 A 142.09 Dorroch et al. 2001
LOC348416 AW289420 1 154,847,496 154,847,868 W72413 Hs.170142 1 567.12 03 A 29.85 GAGGGACACAGATACACATTGC CACCATTTCTGGCTCCAGTT



LOC349249 AW464717 9 133,539,768 133,540,247 AA443460 Hs.231029 MGC14327 9 428.93 11 C 96.57 AAGCCAGACAATCCTGAACTCC TCCAGCTTTGTAGCCTTTGCAC 60
LOC350723 BE217512 1 656,945 657,101 BE781326 Hs.109929 GRASP1 15 B 101.59 Dorroch et al. 2001
LOC350723 BE217564 1 659,326 659,491 BE701382 Hs.279851 FLJ10241 19 240.61 16 A 50.70 Dorroch et al. 2001
LOC351720 BE217464 4 54,687,778 54,688,194 06 C 99.60 Dorroch et al. 2001
LOC352491 AW465217 8 96,694,899 96,695,260 14 E 32.74 TGGTGCTCCTCCATGTCATC GGGATGCTGAATGCTTGATT 60
LOC51125 AW289269 8 41,089,028 41,109,444 H29328 Hs.7953 LOC51125 8 180.83 27 B 30.99 GCCAGACAGACACACTATTA TTCAGAGATGTTGTAGGTGC 52
LOC55862 AW462563 6 127,544,989 127,599,865 BG534894 Hs.239218 LOC55862 6 513.62 09 A 172.85 CATCGCCTAACGCTGTAAAG CCACCAGGAAACTGTTCAAG 56
LOC56965 BF440437 15 70,109,449 70,139,318 BE047160 Hs.315687 LOC56965 10 A 114.71 CAAACAGGGTGAAGTCAACTGG AGACAAGTCTGCCCTGAGGAAT
LOC90799 AW464965 17 62,956,343 62,956,701 AA243792 Hs.169872 17 408.04 19 C 206.05 ACAGTCCAGAGCACAAGTTTCC CATCAATGCAGCCAGCTCAA 56
LOC91526 AW289239 2 197,815,418 197,816,019 AW978637 Hs.11571 2 625.46 02 D 16.30 CTGTGCTTGAGAAGATTCCA CGTTTCTTATGCAGTGACCT 53
LOC91663 AW462457 19 59,045,671 59,055,708 BE048955 Hs.250700 16 30.02 18 D 41.76 CCACTGCCTAAATGCCATCT ATTGAAGCTGGAGGGCCATA 50
LPL M16966 8 19,606,071 19,634,073 M15856 Hs.180878 LPL 8 64.82 08 C 67.11 ACTGTGAATGTGTGTGGGTGTC GCACAACCGTATCTCTCAGATG
LPP AW465307 3 189,272,836 189,997,859 AA828286 Hs.180398 LPP 3 705.25 01 C 28.38 GAGGTGAGATCATTGCGGAAAC CCTCCGACAAATACCCTGTAGA 60
LPXN AW289379 11 58,545,227 58,596,487 BG271424 Hs.49587 LPXN 11 219.66 15 C 240.30 TCAGTGATGTCAGGAGTCGAAG GAATCACGGTGTCACTCTGAAG 58
LTBP1 AW632471 2 33,317,374 33,582,120 AI754967 Hs.241257 LTBP1 2 108.81 11 A 70.74 AATCCAAATTGTCCTGTGGAGCAGG ACTAGCAGCTTGGCTAAGAATGGAC 62
LTBP2 U35363 14 72,956,499 73,069,075 NM_000428 Hs.83337 LTBP2 14 192.85 10 A 436.15 GAGTGTGGGCAGTTACCTGGAA GCATCAGGATGATACGTGGGTC 60
LTF L24753 3 46,313,704 46,317,157 BE738186 Hs.118797 UBE2D3 22 C 15.40
LUM AW267150 12 91,430,276 91,438,386 AU138093 Hs.79914 LUM 12 354.73 05 A 102.04 GAGAACATGAAAGGCAGGCCTA TTGCTGCAGGACTGTAAACATC 64
LYAR AW484424 4 4,262,159 4,284,615 AI417605 Hs.71040 FLJ20425 4 34.92 06 C 296.37 GAAAGAGGTCAACAGAATGG GAACTCCTGGTCATCTTCAA 60
LYZ M95097 12 69,458,911 69,464,760 BE869929 Hs.234734 LYZ 12 291.43 05 A 241.15 CTTGGGGCCAATTCTAGTGA CAAACAGCAGAAATCAGCCA 52
LZTR1 NM_006767 22 19,661,219 19,677,904 17 C 127.16 AAGGAGTCGCACTTCAACCA CTTCCGCCGCACAATCTCCA
LZTS1 AW484959 8 19,912,981 19,922,107 BF947854 Hs.93605 LZTS1 8 83.76 08 C 60.09 CCTCTCTGGAATTTCAAGCC TGATCTGCCTGTGTCCTGTG 55
M6PR M17025 12 8,993,231 9,002,519 M16985 Hs.75709 M6PR 05 A 362.70 GTCCTCCGGCAGATTTCTGAAG CAGCAGCAAGTTCCATCCAGAC
M73836 M73836 13 20,823,750 20,824,838 NM_002929 Hs.103501 RHOK 13 320.77 12 E 0.00 ATCCAAGTCGGGCATGTGTGTG TCAGGGTGGACTCCATTCGAGA 52
M84603 M84603 26 A 310.93 CCACAAGCTTAGTGATCTCTGC GGTGATCAGAAGATGCTTCTCC 60
MAF1 AW266991 8 144,934,831 144,938,033 AI349310 Hs.324157 MAF1 8 563.39 14 A 16.69 ACTCTGTGCACGCTGCCCAATG TTGCCCTGTTCCCACAAACTGA 60
MAF45 MAF45 X D 20.12 Kappes et al. 1997
MAF46 MAF46 01 C 103.85 Kappes et al. 1997
MAF48 MAF48 05 A 421.03 Kappes et al. 1997
MAF50 MAF50 04 B 66.07 Kappes et al. 1997
MAF70 MAF70 04 B 26.31 Kappes et al. 1997
MAGEG1 AW357228 15 27,140,673 27,142,101 AL520110 Hs.94011 15 55.75 21 B 13.68 CCACCAAGAAGCACCTCATC CACGAACTTGAGCACCTTCA 60
MAGP2 U37282 12 8,698,807 8,715,700 AU139886 Hs.300946 MAGP2 12 47.56 05 A 365.66 CAGTGGTCTGTGATCAACAAGG CCGGGTCTATGATATGGAGAAG 60
MAN1C1 AW261154 1 25,177,007 25,344,059 T52897 Hs.8910 HMIC 1 85.52 02 E 129.90 CATAACTGGCCCAAATCAAAGG AACCCAAGCTTAAAGTGTTTGC 56
MAOA X15609 X 42,360,181 42,430,386 NM_000240 Hs.183109 MAOA X       130.54 X C 143.84 CTGCTAAGCCGATCCTGAAGTT AGATGATCTGATTGCACGGCTG 60
MAP1LC3B AW289316 16 87,166,110 87,179,083 AA725095 Hs.121849 MAP1A/1BLC3 16 482.59 18 A 121.96 AGTTAAGTCAGCCCTCTCAGCA CCACCGTTCACTCTTGTGTATC 60
MAP2C MAP2C 19 C 142.93 Kappes et al. 1997
MAP3K4 AW478201 6 161,246,187 161,371,840 NM_006724 Hs.32353 MAP3K4 6 626.50 09 B 92.73 TGTAACCCGTTCCTCTCGTATC CTCTTGCCAGTCACCATCTCTA 56
MAP4 D90149 3 47,711,419 47,949,632 NM_030983 Hs.239298 MAP4 3 154.82 22 C 20.72 ATTCTGGTCTCGTCTTCCGTCC CGTCAGCCTGTAGGTCTCAATC 62
MAP4K4 AW461551 2 102,112,447 102,112,611 11 A 2.03 CAGACAAGGAACACTGGAGCTG CTGGTGCTGTTGAGACTGCCAT 60
MAPRE1 AW267043 20 32,076,314 32,106,885 AI708861 Hs.234279 MAPRE1 20 191.03 13 A 179.36 AGTGCTACCAGCATCCACAAAG GTTTGAGTTAGGAGCGTTTACC 60
MARK2 AW668868 11 63,857,546 63,927,925 NM_004954 Hs.157199 MARK2 11 232.46 29 A 404.09 TGAAGAGCAGTCGAGCGAGA ATTCGCCTATAGTCCGTGGA 60
MB D00409 22 34,274,625 34,291,214 BI822699 Hs.118836 MB 05 A 347.30 AGGGTTTGCTTCTGAGTGTGTG CAGTCAAGCTTCTCATGGTTCC 64
MBD3 AW632312 19 1,516,678 1,532,791 BE737352 Hs.178728 MBD3 07 A 217.45 AGGAAGAGCTGGTGCAGCAAGT TAGACGTGCTCCATCTCTGGGT 60
MBIP AW356421 14 34,757,810 34,779,884 BI963952 Hs.16755 MBIP 14 75.06 21 B 156.42 ACTATTCACTGGCTGAACTTG ATGGAAGGTGACGTGTTG 60
MBL2 D73408 10 54,417,549 54,423,868 AF360991 Hs.2314 MBL2 10 314.43 26 A 43.04 GGGAGAATGAGCCTAAAGTCCT CTCCCACTATTACTGCTGTTGC 60
MC2R X74501 18 13,874,627 13,875,520 NM_000529 Hs.248144 MC2R 24 A 170.72 ACTGAAGCGACTTAGCAGCAGC CAGGTGGACAGAAAGGAGAGCA 60
MCF2L AW465587 13 112,709,452 112,839,500 BC011853 Hs.25515 MCF2L 13 329.65 12 E 10.20 TACAAGCAGTCCCTGAACAT GCGTTGTACCAGATCTCAAA 60
MCL1 AW289401 1 147,322,132 147,327,155 AI341702 Hs.86386 MCL1 1 541.42 03 A 74.03 CAAGACTAAAGGACTGCAGGGT GTAGGGAGAAGAGGCACATGTT
MCM2 AW354958 3 128,598,894 128,622,890 BE902866 Hs.57101 MCM2 3 448.75 22 B 43.80 TCTTTGCCACCGTCATCCTT TGGAGAGGCTGGTGATCATCTT 60
MCM3 AW289423 6 52,142,373 52,142,676 BE891644 Hs.179565 MCM3 6 200.18 23 A 339.54 TGATGTGGATGAATGGGTGAGG TGCTGAATAACTGGGCTGTGGA 60
MDH1 AW479517 2 63,773,452 63,792,037 BG289964 Hs.75375 MDH1 2 194.04 11 A 182.23 AGCCAATACCAACTGCCTGACT AGCTTTAGCTCGGTTGTGATCC 60
MDS027 AW657135 3 10,149,122 10,160,699 AV763639 Hs.273369 MDS027 3 49.54 22 A 119.79 GGTTAAGCAGATCCTCCCTAAGCAGC GCTGTATCATGCAAGGCACAAATGG 62
MDS031 AW621147 X 108,949,494 108,976,702 BI963963 Hs.110853 MDS031 X C 13.47 AGCCCATTTGGGATTCAAGG CCTCAAATTCAACCCGTGGA
ME2 AW289322 18 48,293,429 48,362,259 AL561962 Hs.75342 ME2 18 358.72 24 A 158.87 GTCGAAAGGCAGCAATAGTT CTAAGGACAAGTTGTCAGCATC 53
MEA D17340 6 42,981,384 42,983,027 BC001754 Hs.278362 MEA 6 149.72 23 A 232.30 AGAACCAGCACAGGACTGAACA TGATACATGCTACGGTGGGTTG
MEF2C AW289198 5 88,071,236 88,071,962 07 C 31.80 AGAGCTGGACACAGTTTGACCT CCTGCTAGAGCAAAGACTCAGA
MET AW464296 7 115,853,160 115,977,133 X54559 Hs.285754 MET 7 547.89 04 B 66.07 CTTGCCAGAGACGTGTATGA CTGAGTCTGCAGGCTTTCTA 56
MFAP2 S68064 1 16,253,875 16,260,979 NM_017459 Hs.83551 MFAP2 1 63.45 02 E 217.90 CCACGTTCCTCTCGTCTTGTTA TAGGAGATTCAAGCAGACCAGC 66
MFGE8 S80643 15 87,029,149 87,043,896 AL522540 Hs.3745 MFGE8 15 309.05 21 A 50.96 CCCTCCTGATTGTAGCTGACCT CACGCTCTGTACTTTGCCCTTC 66
MFTC AW266954 8 104,079,660 104,096,277 AW972990 Hs.196270 LOC81034 4 25.88 14 E 13.78 TCAGGAAGGCTAAATAACGGCT AAATGTAATTCTGGATCCACT 56
MGAT1 AW311705 5 180,281,851 180,306,851 BE382846 Hs.151513 MGAT1 5 649.09 07 A 187.43 AAGCTGAACCAGCACTTCGT CACTGGTCCTCACTTTCTCTAC 60
MGC10084 AW289192 4 141,911,511 141,938,033 AA873679 Hs.21857 4 614.66 17 A 141.83 TCGCTCACAACATTCCAAAC ATGTAGTGCAGGTAAGACCCAA 60
MGC10871 AW464526 11 66,663,467 66,683,194 AL050172 Hs.321056 11 255.53 29 A 418.28 CTTTGACCCAGTCTGACTTG CCTACCTGAAAGAGAGCACA 62
MGC12335 BE217489 6 11,776,464 11,776,622 23 A 452.07 Dorroch et al. 2001
MGC13007 AW464552 11 13,448,725 13,523,960 NM_032320 Hs.332382 MGC13007 11 53.09 15 C 11.75 TCGAATGTCTTGGGAGAAGG TATCCAGCTCATCCACTTGC 60
MGC13033 AW347617 2 118,579,961 118,581,284 AW978173 Hs.26118 MGC13033 2 433.92 02 C 0.00 CTACCATGGAATGATCCCTAAG ACTATGCGCACATACAGGAAGT 60
MGC14836 AW289238 9 37,856,106 37,856,457 AK023620 Hs.86043 9 150.50 08 B 131.42 ACCAGCAATCTGAGGCAAAT ACCTGCCTTCTTCTTAAACAGC 56
MGC17330 AW464766 22 30,002,153 30,013,052 BI909256 Hs.26670 MGC17330 22 88.44 17 C 107.40 ATGAAGGAGGTGAGGATGCTGT AGAAGCAGCCTCCAGATCCATA 60
MGC20398 AW359289 17 33,137,222 33,138,781 BC011584 Hs.10487 MGC20398 17 296.46 19 A 23.42 TGACGACCCTGAGATAGATG CCTCTTCTGCAACTATGGCT 60
MGC21874 AW462174 4 7,037,845 7,051,095 BG171707 Hs.6983 4 49.47 06 C 375.58 ATGTACATCCACGGCAACCT GCGTCCTGGTCATACTCGAT 60
MGC23911 AW266891 16 69,112,576 69,121,105 AI244340 Hs.119840 18 B 36.16 TGTGTAGATGAGAGCCATAGAG CCCAATGACTACAGAAACACAG
MGC24976 AW669155 15 97,384,320 97,523,661 BI755824 Hs.56185 15 351.84 21 A 15.87 TCAGTTCTGAAGCTCGATCGTG GCGAGCCCATGTTTACGATT
MGC27076 AW289257 3 198,002,412 198,066,180 BC008589 Hs.13138 3 729.32 01 C 20.92 CCCAACACCACTGATCGGAAAT TCATGGACTGAATCAGCAGGGA 60
MGC3035 AW447613 2 220,006,973 220,013,246 AL551101 Hs.22412 MGC3035 2 682.63 02 E 49.88 CTGAGGACTTCGAGTTGCTC TGACTGTACCAGAGACGGGG 60
MGC33371 AW437796 11 95,686,732 95,686,959 AA382135 Hs.28310 11 319.17 15 B 30.06 GTCATTTTGGCTCCAGTTA CAGGTTCACTGCAGAATG 56
MGC33864 AW289336 2 153,538,453 153,581,716 AA488229 Hs.167073 2 508.45 02 B 10.88 TTGCTACACAGTGCTATCCT GGTGCATATGTGGTTACTTC
MGC34646 AW261136 8 61,923,719 62,137,387 BF213180 Hs.332422 8 397.99 14 B 59.72 TGGCCATAATCATC GACACACATGTTACCACGCA 58
MGC39616 AW462460 10 28,113,926 28,114,334 13 A 49.40 GGCACTTACTGTAACGGCAAC CAAACCTCTTCTTATTTTTAATCATCC 60
MGC39820 AW656446 3 71,537,076 71,608,550 BF057139 Hs.309950 3 211.97 22 A 178.40 AGAGTGAAGAGGAGACCTG GCCACTTTGAGTCCTAAT 56
MGC39851 X66035 10 70,134,844 70,179,632 AL551247 Hs.180408 SLC25A16 10 362.92 28 A 85.52 GTTCCTTCTCAGGCAGTGGCTT CAGTGGTTCCTGTGACAGGGTA 60
MGC40555 AW298829 9 133,802,493 133,812,198 AL555569 Hs.12999 9 419.63 11 C 103.29 GCCGTGTCTTCTACATCTTGAG CTTCACCAGCTTGTAGGAGAAC 60
MGC45417 AW482375 16 89,490,295 89,509,172 AL520729 Hs.284153 FANCA 16 497.98 18 A 132.30 CACACAGAGGTGCGGAACTA GAGGCTTGGCTCCCGAGT 62
MGC4614 AW266864 6 34,567,092 34,567,306 23 A 131.79 GCACGGCATGTGGGATCTCAGT TGCCCGTGAATTTGAAGGAAGG 56
MGC46341 AW289419 6 117,882,140 117,882,714 AA401789 Hs.23120 PIST 6 494.26 09 A 117.88 GGCTTTGCAACAGTTCTCTCCT ACTGTGAGATTCCCATCTGGTG
MGC5149 BE217485 16 53,767,803 53,768,014 18 A 194.25 GGGACACATGAGGATAAAAA CTCCAAGGAGCAGAAAACAA 55
MGC5395 AW289287 11 62,534,263 62,534,785 AI720010 Hs.301417 AHNAK 11 228.95 29 A 329.22 CAGCTTTATTTGCCCTTGACAG TGTAAATTAGGCCACCCACTTG 60
MGC5466 AW289383 15 20,423,754 20,452,813 BG680579 Hs.83724 MGC5466 15 22.56 02 A 85.73 CATTTCAGACTTTCATCACCAG AAATGACGACTCAATACATGGC
MHCLA1 AF317556 6 150,165,628 150,342,430 Bt.7027 MHCLA1 09 B 50.73 ATGACACAGTGGTTGCACCATC ACTGCATCACCCAACACCAAGA
MIA U51437 19 45,957,427 45,959,445 BG766328 Hs.279651 MIA 18 C 40.27 TAGCATCGTACGTGAAGACCA GGGAGAAACAACAGCAATGACA 57
MIG2_(3) AW267158 14 51,317,753 51,318,300 AA384414 Hs.270411 10 A 344.61 GCTGTAGATGGCGGTGCGAG CTCCCTGCAAATTTCTACCCT 64
MIG2_(5) AW266985 14 51,314,031 51,407,904 AI130938 Hs.75260 MIG2 14 121.72 10 A 358.19 AGGATTTTTCTGACTAGCACC TTGCCACAATGTCCTTAACTC 56



MIP K02818 12 56,561,629 56,565,189 NM_012064 Hs.279561 MIP 05 A 302.09 TTCCAGGCCCAGTGAGTCCAAT CCCTCCATGTAAACCCAGAAGC 60
MIP-T3 AW479731 2 239,245,360 239,324,075 NM_015650 Hs.152701 MIP-T3 2 741.40 03 B 121.53 CATCGTCTCCAAGGAAATAG GATGTAGTCCATGATCTTGC 60
MIR AW289405 6 16,191,872 16,211,015 AI281249 Hs.20072 MIR 6 65.64 23 A 435.50 TAACGTAGCTAGTATTGCACCCAG GGGTTTCGGGTTTGTTTGTT
MIZ1 AW336657 18 44,278,910 44,388,115 NM_004671 Hs.111323 PIASX-BETA 18 343.90 24 A 161.91 GATCTGAGGACATGCTTGAG CAGCCATCTTCTGTAAGGGT 60
MLL3_(3) AW289191 7 151,169,425 151,170,025 AC006017 Hs.288971 MLL3 7 675.32 04 E 175.42 CAACAGCTGGGCAGAGAAACAT TAGTGGGAATCGGCTTCTAGGA
MLL3_(5) AW487065 7 151,146,897 151,447,936 AI693624 Hs.288971 MLL3 7 675.32 04 E 191.41 ATTGACCAAATGCTACCAGG AGTCATAGCATACACTCCGTTC 60
MLL5 AW483805 7 104,201,361 104,301,537 BG393525 Hs.15423 HDCMC04P 7 521.67 04 B 38.75 AGGGGGCTGAGTCGGAGACTGTAC GGGGGCACAGAGACAATCAACAGG 60
MLLT10 BE217429 10 22,109,756 22,110,180 AW385516 Hs.167709 13 A 28.46 Dorroch et al. 2001
MLLT2 AW466080 4 88,248,943 88,454,970 L13773 Hs.114765 MLLT2 11 380.57 06 C 186.36 TCCATAGGGTCCCAGTCAAG CTGTTCCCACAGGTCAAAGG
MLLT4 AW463615 6 168,047,073 168,047,271 H24025 Hs.113849 6 651.20 09 B 67.62 CGGTTCCAGAACCCAAGAAT AGGTGCGTGGGTTTAAAGTC 60
MLN AF068196 6 33,763,864 33,773,208 Y00695 Hs.2813 MLN 23 A 151.22 GGAGAAGGTGGACAGAACTTGG GGGATTTGTTTGGGAGAGGGTG 66
MME AW461530 3 156,142,410 156,142,837 01 C 33.95 TTTCCTTCCACAAATGTATCCC ACACATTGCTGTTTTTCAATGC 60
MMP11 AI184253 22 22,439,590 22,451,056 AI184253 Hs.155324 MMP11 22 47.84 17 C 127.16 GCTGTACTGAGGCTGCCAAC TCAGACAGTCGCTGGCAGTG
MMP14 AB010921 14 21,295,921 21,307,094 Z48481 Hs.2399 MMP14 10 A 127.15 GTGATCATCATCGAGGTGGA TGGCAATAGAGCAGTCGCTT 60
MMP2 AW659176 16 55,161,437 55,278,409 AI752103 Hs.111301 MMP2 16 358.01 18 A 191.84 GGCAGCCCTCAGTTCTGTAA TACTTGAGCACAGGGCAGAG 62
MMP20 AF009922 11 102,481,640 102,530,137 NM_004771 Hs.129737 MMP20 15 A 34.70 CCGGACCCAAAGCATACAAAT CTTAGAAGTGAAGGCCATGGGA
MMP7 X58256 11 102,429,758 102,868,942 U78045 Hs.1695 MMP12 11 351.69 15 A 18.30 GAGACTCTGACATTGACAGTGG CTTGGGTATCAGGATGGTAGTG
MO25 AW464908 2 231,541,590 231,649,805 T86658 Hs.6406 LOC51719 2 715.05 02 E 91.38 GACCTCTTTAGAGCACCTTT TAGGACACCTATGACTAGGAAC 60
MOG L21757 6 29,692,451 29,708,015 U64564 Hs.141308 MOG 6 116.89 23 A 389.24 CAGCTGCTAAAAGAGACCATTG TTTCAATTCCATCGCTGCCTCC 57
MPST AW289326 22 35,658,830 35,668,902 NM_021126 Hs.348884 MPST 22 115.02 05 A 356.03 GTGTCACCCAAGTTTCCTGTGT GCAAGCCGGATGTACCTATCTA
MRPL43 M34915 10 102,877,254 102,877,952 BE899458 Hs.151945 MRPL43 10 483.85 26 A 195.71 GTTGACATCCTGAAACCCTGAG CATAGATACAAGGCCTAGCCCA 52
MRPS5 AW336882 2 95,220,395 95,283,106 BE881394 Hs.324527 MRPS5 2 335.84 11 A 2.03 AGCAAGGAAGAGCAAGAAAAGGTGG CCACGAGTTTCCGCTCCATCC 58
MSH2 AW266975 2 47,587,817 47,759,742 AU124664 Hs.78934 MSH2 2 142.50 11 A 135.11 CATATCGCCTACTATTGCCCGT CCGGAATAAAGGTAACTGCGTG 56
MSN AW463275 X 63,120,762 63,195,017 AW867517 Hs.334330 CALM3 19 254.26 X C 98.21 ATCTTCCCACCAGCTGTGCTAT AAAGAGCACACGTGAGACAGAG 60
MSR1 X54183 8 15,740,582 15,825,416 AF037351 Hs.49 MSR1 8 48.15 27 A 95.19 CTGACTCCAGGATTCCCTTGTG ACAGTGGTCATGGAGAGGTGCT 60
MSRA U37150 8 9,782,861 10,157,430 AJ242973 Hs.26458 MSRA 8 33.47 08 A 60.67 CCCATGGCAAGTTGATAACGTG TATTCTCCCAGCTTGGTTCCCT 66
MTHFD2 AW266953 2 74,383,421 74,400,121 AL570764 Hs.154672 MTHFD2 11 A 14.15 CCCAGACATCTTCCCAATGACT GGTCAACTGGTCAAACCAAAGG 56
MTMR6 AW480838 13 24,732,307 24,791,704 BF576665 Hs.79877 MTMR6 13 68.63 12 A 107.11 TACAGCGAGTACGCAGATGAGT CACACAGACCACCCTCACAATA 60
MTNR1A U73327 4 188,039,335 188,040,105 27 A 22.31 TTTCAACAGCTGCCTCAATG GGAGAGGGTTTGCGTTTAAT 53
MTPN AW267090 7 135,013,804 135,064,459 BF899249 Hs.21321 7 613.42 04 E 117.23 TTTCCCTCTCCTCCCAAACATT TGATGGACGGATGGGCTAACAG 60
MUC1 L41543 1 151,933,611 151,940,564 AW369405 Hs.89603 MUC1 1 538.28 03 A 55.63 TGGGCCTCTCAGAGATCAAG TATAACTGGCTGCGTGTGCT 60
MUF1 AW461454 1 46,147,852 46,148,253 03 B 88.32 TTACATGGTGAATGAGGCCA AGTGTCTGTGCTGAACGGC 60
MUT BE217502 6 49,422,825 49,426,853 R25503 Hs.155212 MUT 6 185.24 23 A 304.10 Dorroch et al. 2001
MX1 U88329 21 41,713,278 41,751,974 NM_002462 Hs.76391 MX1 21 227.19 01 C 98.06 CCGTAGTCTCTGCTGTCTCTTA GGAATGACCCTTCTACAGTGCT 64
MYC AW289390 8 128,418,563 128,424,554 AA923634 Hs.79070 MYC 8 494.65 14 A 74.35 CCCAAAGTTGAGGCAGTTTA TCCCTCTGTCAACTCCTTACAT 60
MYF5 X52526 12 81,043,749 81,046,395 NM_005593 Hs.178023 MYF5 12 350.14 05 A 45.61 GGATCGGATCACCAACTCAG TTTGGTACCTCCTTCCTCCT 53
MYH1 AB012850 17 10,338,684 10,363,015 AL596545 Hs.231581 MYH1 17 67.41 19 C 0.00 GCCATGAGTTCAGACCAGGAAA CGATCTTGTCAAACTTGGGAGG
MYO1D AW266956 17 30,668,252 31,052,905 AI674653 Hs.39871 MYO1D 17 283.18 19 A 35.04 ACTTCATTGCATACAATCACTG TCATGATGTCCTGCAAGAACTC 56
MYO3B AW428587 2 171,343,428 222,007,002 AA585483 Hs.37251 02 D 12.85 GAGATGGACGGCAATTGTAA GATTTCCATTCTGGCACAAG 54
MYOG AF091714 1 199,519,571 199,521,430 D38496 Hs.78788 LZTR1 22 29.94 16 A 0.00 AGAGAAGCGCAGACTCAAGAAG CTATGGGAGCTGCATTCACTGG 60
N36938 AW266859 10 23,560,838 23,561,177 N36938 Hs.159204 10 136.29 13 A 39.77 TTAGTTGCAGGTAGAGAGGTTG CAGCACAGAAGGAGGCATTGAG 60
N81015 AW430418 4 79,857,963 79,858,198 N81015 Hs.15420 KIAA1500 4 439.00 06 C 207.06 TCTTGGTGTACCCTAGGTAT CAGAGTCAAGGAATCAGGTT 60
NACA AW462635 12 56,820,921 56,835,861 BF679571 Hs.32916 NACA 17 385.44 05 A 301.56 TGAGACAGGGTCTGGAACAGAA AGCTGAGCTTGTTGTGTGGTTG 60
NAP1L4 AW266993 11 2,924,941 2,972,880 AW250177 Hs.78103 NAP1L4 11 8.42 29 A 419.06 GTTAAGTAAGGCTGAGCACTCT AAAGCCTTGGGTTTCGAGCGAC 60
NAT5 AW415574 20 19,945,760 19,962,814 BF310918 Hs.109253 LOC51126 20 105.26 13 A 56.02 CCAGTTCTGTGATCAGTCTAAG GAGGCGAGTTAATGGGTTAT 60
NAV1 AW479550 1 198,083,905 198,260,910 BI017527 Hs.6298 MGC14961 1 666.51 16 D 143.60 CCATCTCTGTTCTCGGTGCTGC CGCTCTGGGAGGTCTGAGGC 62
NCALD D10884 8 102,367,568 102,797,841 AF251061 Hs.90063 NCALD 8 439.42 14 E 12.32 CTGCCTGTGTTCCCTTTGGATT ACATTCCCACAAGCATCCACGA 64
NCAM1 X16451 11 112,866,018 113,182,479 BC014205 Hs.167988 NCAM1 11 373.57 15 B 101.59 AGTGACACAACAGCTTCTCCAG GTGAGTGCGTAACAAAGGAACC 56
NCDN AW464751 1 35,449,691 35,458,982 AL138268 Hs.94653 KIAA0607 1 108.11 03 B 123.59 AGGCCGTTGACATTGCAGTT GAAGCTCACATGGAAGGAGGTT 60
NCF1 AW657333 7 73,970,671 73,986,105 M25665 Hs.1583 NCF1 7 422.74 25 B 0.00 TGGTATGATGGGCAGCGGGTG TCTGTGGGGAGCTTGAGGTCGTC 62
NCF2 AF079303 1 180,044,956 180,080,269 BC001606 Hs.949 NCF2 1 641.79 16 D 92.71 CGGAAGACTCTAGGATGTTTCA TTCCAGAGGTGTCTCTCAAATG 60
NCK1 AW425735 3 137,862,684 137,949,578 AI075925 Hs.54589 NCK1 3 491.07 01 C 107.53 CGCTCTTCTCTTGCTTCTAA TGCAGAAGTAACTAAGGTGG 60
NCOA5 AW267029 20 45,328,050 45,357,002 Z42714 Hs.288140 CIA 20 257.24 13 A 269.31 CCATGGGCAGAAGAGAGCAGAT CTCCTACCTGTTGCGTTCTAAG 60
NDFIP2 AW289412 13 78,992,031 79,066,848 R82644 Hs.30340 KIAA1165 13 229.88 12 B 0.00 ACACTTTCGCAACACACTCA GGGTATGCCACATTGCTTTA 60
NDP52 AB008852 17 47,250,451 47,284,199 U22897 Hs.154230 NDP52 17 339.74 19 C 58.22 CCAGGCCTCTTGGATCTATACT GCCTTTATGCTAGAGACCCTCA 60
NDUFB6 AW327178 9 32,543,524 32,563,350 AA527456 Hs.109646 NDUFB6 9 123.80 08 A 76.91 GAAGGCGATGGCTGAAAGAT AGAGAGCTCCGTCTTGCAAA 56
NEDD5 AW656363 1 105,396,414 105,396,600 AI361988 Hs.155595 NEDD5 2 744.74 03 B 63.50 AAAAGGGGGTGGGGTGGCAG AAGGGGATCTGGAAGTGTAGGC 58
NEK6 AW267145 9 120,473,555 120,592,374 AW471463 Hs.9625 NEK6 11 C 47.26 CACACAAGAAATCGGCACACTG GGGAAACTGAAGCTCTGAAGGA 60
NEK7 AW482289 1 194,592,593 194,758,003 BF801281 Hs.24119 1 662.05 16 D 171.71 CCCACCAATGAATAATCTTATGCC AAAGCTAACAACAGAGTCTTCGTAG 58
NET1 AW461566 10 5,554,753 5,600,634 AL514663 Hs.25155 NET1 20 21.61 13 A 57.84 AGGGTGGTGGACACACATGAAA CAATTGCCTTCCCTCTTGCT 60
NF1_(3) BE217405 17 29,463,771 29,464,130 19 A 43.16 Dorroch et al. 2001
NF1_(5) G11348 17 29,271,843 29,551,381 M89914 Hs.93207 NF1 17 273.24 19 A 50.99 GAGAGATATATCCAACGTGCAAGTG TGCCCATGAGACACTCGTTTG
NFKB1 AW465881 4 103,815,276 103,931,075 AW500280 Hs.83428 NFKB1 4 494.25 06 A 43.13 GTCATGTTACCAGCCCAGTT TCGTTGGCTCTACCTGTGTAGT 60
NFKBIA BF440215 14 33,860,756 33,864,446 BF756565 Hs.81328 NFKBIA 14 70.07 21 B 117.77 AAGCTCGTCCTCTGTGAACTCT CCTGGTGTCACTCCTATTGAAG
NGFB Y09566 1 114,928,803 114,929,484 AF150960 Hs.2561 NGFB 1 387.14 03 A 103.96 TTCTCGGTGTGCGACAGCAT TCCCGGCACTTGGTCTCAAA 61
NKG7 AW658385 19 56,550,897 56,551,990 BI822929 Hs.10306 NKG7 19 275.75 18 C 161.70 CATGACGGTCTACACCATTGA CAGAGAAAGAGGAGAGTTGAAACC 58
NMI AA908007 2 152,091,010 152,110,596 AW575984 Hs.54483 NMI 2 508.15 02 B 20.09 CAAGCACTGACAGGAAGTTG GAAGAATGGAGGTGGAGAAG
NMP200 AW486109 11 60,909,075 60,924,930 AA775406 Hs.349455 11 NP 29 A 469.01 CTCTCTTCGAGGAGTTGATG GAAACTAGAGCGCTGCTTAC 60
NNT L02543 5 43,602,966 43,705,730 NM_012343 Hs.18136 NNT 20 A 88.36 TGATGCTCTGCAGGCGAAAGTT CGATGGATCGCAGCTCTTGAAA 60
NOL1 AW289388 12 6,545,290 6,556,774 AU150362 Hs.15243 NOL1 12 40.88 05 A 389.28 CCAACCCTGTAACAATGGCAGT GCTGCCTTCCAGAAACAGAATG 60
NOV AF055076 8 120,097,409 120,105,393 AL556435 Hs.235935 NOV 14 D 11.09 CCTGAAAGCACCTGAGTTGAG CCTGACATCAGTAGCATCTCC 57
NP AW462952 14 18,933,447 18,934,867 06 C 181.71 GAAGGCACCTACGTGATGTT GTCCACAGTGTCTTGCGACTAT 56
NP220 AW487346 2 71,516,603 71,619,898 AV711451 Hs.169984 NP220 2 220.18 11 A 37.98 CAGGATGACAGTAGTGATCTGC CTCCATCTTCTTCCTCTCCAAC 56
N-PAC AW289184 16 4,853,514 4,854,249 AA463404 Hs.8750 BM045 16 68.88 25 A 8.63 CGCTAGGATTAGAACAGGCT TGATCAGAACCCAGGATAGG 60
NPC2 X85799 14 72,936,685 72,950,278 BG397837 Hs.119529 NPC2 14 194.26 10 A 440.29 CTGTTCAGTGCCAATGTGTCCA GGAACAGGGTCTTAGACGCTTT 60
NPEPPS AW289329 17 45,950,561 46,042,714 AW068488 Hs.293007 NPEPPS 17 332.59 19 C 60.19 CCCACTTGAGATTATGCACAGA TGAAACTTCCTGAAGCCTTGTC 60
NPR2 X66865 9 35,782,153 35,799,729 NM_003995 Hs.78518 NPR2 9 155.86 08 B 128.57 CCTGGATGAACTTGGATGCT TCGGGTTTTATGCATGGTGA 54
NPTX2 AW632816 7 97,844,204 97,856,776 F06383 Hs.3281 NPTX2 7 514.61 25 B 79.74 GTACGGCAAGATCAAGAAGACGCTG GGGCACGGCATAAGAGAACGG 60
NPY2R U50144 4 156,595,968 156,604,414 U42766 Hs.37125 NPY2R 4 644.70 17 A 34.31 TCCCAACGATTCTTTCACAGAG TGCATGTGCTTCCAATCAAAGG 60
NQO1 AW461897 16 69,478,725 69,496,123 BG330439 Hs.80706 DIA4 16 424.98 18 B 36.16 GATCGTACTGGCCCACTCAG GACGGGATTGAAGTTCATGG 58
NR5A1 D13569 9 120,697,186 120,723,369 NM_004959 Hs.157037 NR5A1 11 C 38.27 AGACTTGAACTCGGGCCAGTGC CCCGCTGATGTCCACTTGACCT 65
NRAS AW267011 1 114,347,188 114,347,536 H28401 Hs.260523 NRAS 1 370.87 03 A 96.82 CTTTCATTTAGGGCCAAGGAGG GAGGAGCTCAGTGAAAGTTGTA 60
NRG1 L12259 8 32,261,953 32,478,311 NM_013958 Hs.172816 NRG1 8 121.95 27 B 3.34 AGTCGGTGCCGCTTTCTTTGTTG TCATTGCACTGGGTGAGAGGGA 60
NRGN S78295 11 124,649,312 124,650,406 AI125174 Hs.26944 NRGN 11 412.09 10 A 400.51 TAGGCCAGGACTGAGCATTT AGAGAATCACAGACACGGCA 53
NRXN1 L14855 2 50,105,197 51,217,330 NM_004801 Hs.22998 NRXN1 2 150.76 11 A 137.34 CTGCCTGTCTTTATGTTGCTGG GTGTTGTGCCTCCTGATGTTGT 60
NRXN3 L27869 14 77,736,499 78,318,779 AF123462 Hs.247837 10 A 456.01 GTACTTGGCAACCTGAGCATCC CTCGGTTAGGTGCATCTTGGTG 60
NSD1 AW463362 5 156,155,767 158,677,334 BC008931 Hs.265855 SETMAR 19 C 29.85 TGATTCTGCACGAAGCCTGACT GGTCGGGCAAATATGCAGATGA 60
NT5C2 U73690 10 104,979,140 105,084,506 D38524 Hs.138593 NT5B 10 482.20 26 A 186.34 TACACAAGTTCTGGCAGGACTC GGATAATACACCACCACACACC 68
NTS M18621 12 86,201,020 86,209,711 BC010918 Hs.80962 NTS 05 A 83.43 CCCAGAAGACCCTACATACTCA GTGCTCTGTCACATTTCCACAC 60
NTT73 AW669970 12 85,186,440 85,239,520 AL583592 Hs.44424 NTT73 12 347.03 05 A 83.57 TAGAACGGTACTTACTCCGA ATCCCATGAACTACCGGCTG 60
NUBP1 AW289327 16 10,804,147 10,829,640 BG054974 Hs.81469 NUBP1 16 98.94 25 A 0.00 TCTTTCACAGCCTCCTGTCTCA TGAATTAAGCCACCTGGGACTC 60
NUCB2 AW428590 11 17,321,041 17,410,675 AI129633 Hs.3164 NUCB2 11 71.49 15 B 155.24 TGATTCTCCACCAGGTGCTGAT CCTACAACGTCAGCATGACCAA 58



NUDC AW437332 1 26,481,269 26,506,406 AW384644 Hs.263812 NUDC 2 556.53 02 E 125.09 CTGTGCCCTTCTGCGTGAACTT CCTCCACCTTCACCTCGTTGTA 60
NUDT2 AW289415 9 34,319,505 34,333,697 AW951451 Hs.14142 NUDT2 9 137.40 08 C 23.21 TCCACCTAGCTCAGATTCTTGC GCCTTCTGAGATGAACTGCCTT
NUMA1 AW463658 11 71,958,155 71,958,474 15 C 96.33 ATCACTTCTCGGCCTGCTT ACCCAGAAGGAACTGTGTGG 60
NUP107 K03534 12 49,407,995 68,817,349 X05421 Hs.247767 05 A 148.49 GCTCCTCGGTTCTCACCTCT CTGGATGCCTGAAGGACAAG 53
NUTF2 AW461589 16 67,616,257 67,641,971 BG821662 Hs.151734 PP15 12 42.90 18 B 33.96 CATAACTACCCTGCCTCATTGG AGAGTGCTGCTTCGGTGTTT 58
OARFCB193 OARFCB193 19 C 79.79 Kappes et al. 1997
OARFCB48 OARFCB48 17 B 34.15 Kappes et al. 1997
OARFCB5 OARFCB5 05 A 140.90 Kappes et al. 1997
OARVH98 OARVH98 17 A 112.83 Kappes et al. 1997
OAZ1 AW289403 19 2,209,523 2,213,330 BE207901 Hs.125078 OAZ1 19 25.82 07 A 92.86 ACAACATGCGGACAAACCAG ATGGCCTACACGTTTGAGAGAG 56
OAZ2 AW312570 15 62,558,675 62,574,353 AL582164 Hs.74563 OAZ2 15 226.54 10 A 279.05 TTATGGCCAGGAGTTCTTGC CCATGAGTCGCTATTCCTCTTC 56
ODC1 M92441 2 10,585,423 10,593,545 X55362 Hs.75212 ODC1 2 44.26 11 C 8.97 CCACTCTTGTAGCTGTTAACTG CCAACCCTACTCACATAGACAT 60
ODF1 X69515 8 103,232,653 103,242,039 AW951615 Hs.159274 ODF1 14 E 13.78 GGCAGCTCTTCCAGTGTTTCTC CTCATCCTTCCAGTGCCCACTA 60
ODZ1 AW344591 X 121,466,607 122,049,942 AF100772 Hs.23796 ODZ1 X A 18.18 GAGCCCATGTTGAGAATTAG TACAATCTGGCCTTGATGAC 60
OLR1 D89049 12 10,211,169 10,225,004 AU135631 Hs.77729 OLR1 12 58.23 05 A 366.35 GTAAACCATTAGAGCCCAGGGA CCAGAAATAGAGCCAGGCATGT 66
OPCML X12672 11 132,321,561 132,846,519 L34774 Hs.99902 OPCML 11 442.75 29 A 193.48 CCTGACTATAATGTACAGATCCCTC GCAGAATGACTAGGAAGGATGGCA 50
OPRM1 U89677 6 154,315,574 154,523,131 NM_000914 Hs.2353 OPRM1 6 604.37 09 B 46.32 TGGAAGATACAGACTGTTTG TTCTTACTGAAGAGTCTGGA 60
ORC5L AW289217 7 103,313,520 103,395,192 AI815060 Hs.153138 ORC5L 04 B 23.37 ATCAAGGAGGCTTAGAGGTGGA ACAGGAGCCTCTGCAGTTGATT 60
ORC6L AW289335 16 46,463,883 46,475,042 AL555549 Hs.49760 ORC6L 18 A 150.32 CACAGAAGCAGTGAACTTGG GTGAAGAGCGGCCTAGATAA 60
ORM1 BE217544 9 110,542,231 110,549,178 08 E 5.90 Dorroch et al. 2001
OSGEP AW657300 14 18,904,698 18,913,351 AB050442 Hs.108894 FLJ20411 14 5.51 10 A 137.45 GTACTCCGGAGGATCTGTGC ACCCTACACCTCCCACAATG 60
OVGP1 D16639 1 111,059,045 111,072,507 NM_002557 Hs.1154 OVGP1 1 356.59 03 A 124.91 GGGTTACTTTGGTCTTGAGACA CTTGGGATCCTTTATTCACAGC 60
OXR1 AW289421 8 107,338,875 107,433,712 N95837 Hs.169111 OXR1 8 446.32 14 E 13.78 GCCCTGCTAAGCTACAAATACG TGGTCTTCAGGTTTGGGCAT 60
OXTR S80966 3 8,783,940 8,803,146 NM_000916 Hs.2820 OXTR 3 42.74 22 A 111.23 TTGGCTTCGATTGTGCGACAGT TGTTAAAGGAAGGCAGCAGTGG 66
P2RY1 X87628 3 153,834,347 153,837,452 NM_002563 Hs.2411 P2RY1 3 561.64 01 C 33.34 TGAGGCAAACTTGCAGTCCA ACGAGGTGTAGGCATTTCCA 60
P38IP AW461565 13 36,520,089 36,570,420 AL043010 Hs.333500 P38IP 2 682.63 12 A 73.15 GCTGTAACACTGGTGCCATAAC TTGAGAGGCTGTCTGCATTG 60
P4HA2 BE217484 5 131,558,394 131,661,871 AL529145 Hs.3622 P4HA2 5 504.30 07 A 169.47 Dorroch et al. 2001
P4HB M17596 17 80,336,857 80,354,262 BC010859 Hs.75655 P4HB 17 530.96 19 C 242.95 GAGGGAGCGTCGATTGGAAATG AGCACACACCCTGACGTCCAAA
p66alpha AW312772 19 19,414,606 19,463,359 AW866710 Hs.118964 FLJ20085 19 105.83 07 A 0.00 AGGGTTTGCGTTTGGGTCTAGT AAGCGCAGACCTGATCCTTTGA 60
PABPC1 U83076 8 101,383,937 101,403,732 AA715721 Hs.172182 PABPC1 8 439.22 14 E 0.00 Ma et al., 1998
PACE-1 AW326638 1 166,518,263 166,559,098 AW853511 Hs.24243 LOC57147 16 C 64.86 AGTGGGACTGGTTTGCTGAT CTTGCTGGGAACCACTGTTT 60
PACSIN2 AW462354 22 41,496,718 41,642,117 M85360 Hs.18842 PACSIN2 22 143.97 05 A 479.52 GCTGGGTTTCCAAGGTGAAT TATGGCGGCTTTAGAGAGGACT 60
PAFAH1B1 D30615 17 2,447,746 2,539,698 NM_000430 Hs.77318 PAFAH1B1 17 42.89 19 B 0.00 AGGGAGTGGGAGAAATAACAGC TGCACCCTCCATTAAACCCT 60
PAFAH1B2 D49678 11 117,048,953 117,072,727 BC000398 Hs.93354 PAFAH1B2 15 B 110.38 GCCTCCTCAGATCAGTTCTCTC GACCAGTTTAGATCCCTCCTCC 64
PAFAH1B3 D30789 19 47,477,234 47,483,747 D63391 Hs.6793 PAFAH1B3 19 242.77 18 C 41.15 GCCACCATGACATGTACGATTA TGTAGGAAGACAGATGCTTAGG 60
PAM AW261180 5 102,232,382 102,396,271 AA860320 Hs.83920 PAM 5 435.42 07 C 72.82 AAAACAGACCAACTGCGGAAGG GGCAGTGAAGAGAAACTTTGTG 56
PANK4 AW462578 1 2,100,188 2,118,248 BG760963 Hs.26156 FLJ10782 1 6.26 16 D 229.66 CTGAAGCTGGCTGTCATCAAGA CAGCTGGGACCTCATACTTGAA 60
PAO AW426132 10 135,108,807 135,121,309 BI757555 Hs.292503 10 561.05 26 A 333.22 GCCAGTCTGTTCTACAGTCTCA TCTTGGTCTCCTCATCCTCT 60
PAP M59794 2 79,341,841 79,344,587 BI715183 Hs.423 PAP 11 A 238.08 ACCCTACGTCTGCAAGTTCACA GGTCAGAATGAAGTGGTTGGGT
PAPSS1 AW261192 4 108,928,028 109,034,693 AI167495 Hs.3833 PAPSS1 4 507.11 06 A 29.68 TAGTTTACACATTGACTCTCAC GGGAAGGAAGAAAGCAGCTTAT 52
PARG U78975 10 50,918,735 51,023,128 AF005043 Hs.91390 PARG 10 297.61 28 A 170.39 CAAGAAGGTGTGACGTGTGAAC GACTGCATCCTTGCCTACAAAC 64
PCBP1 AW266875 2 70,273,685 70,274,004 BE222925 Hs.2853 PCBP1 2 224.15 11 B 116.68 CACCATTAACAGCTGAACAGAG TAACCCTTTCTGCTGTTTTCCC
PDCD4 AW289306 10 112,762,800 112,789,722 BG696991 Hs.296251 PDCD4 26 A 251.32 GGAAGGAGTGGCAGTCAGACAT AGGGTGTAAAGGAGGGACAGAA 60
PDE1B M94867 12 54,660,151 54,689,770 U86078 Hs.203238 PDE1B 12 239.78 05 A 104.47 GCCGAAGACGAGCACAACCA CATGTCCCTCGGAGCAGATG 64
PDE5A L16545 4 120,812,637 120,943,179 AJ004865 Hs.139271 PDE5A 06 A 29.68 CAGAACAGCAGGAGAAGACACT TAGGCATACTGCAGAAGACACC 52
PDE6D U65073 2 232,561,166 232,610,019 BI602286 Hs.48291 PDE6D 02 E 85.96 CCCTGATTCCTTCTACGGCAAA TCAACGGAAGATGGTGGCTTGA
PDE6G X04823 17 80,177,246 80,184,085 BG181713 Hs.1857 PDE6G 17 527.31 19 C 232.72 GGATTGTGTCTGGAGACCCTCA CTGGAAGTTAAGCAGAGCCTGG 56
PDIR AW289373 3 124,067,085 124,162,179 BE502684 Hs.76901 PDIR 3 431.96 01 C 13.63 AACTGTGGTTTGCGGAGAATAC GAAAGTTGACCTGAGTGCAAAG 60
PDLIM2 AW315330 8 22,256,823 22,276,107 BI196797 Hs.19447 LOC59346 8 92.15 08 C 46.75 CGGTGCACAAAGATGTCCAA CACGCCAAACCCATGCTAAT
PECAM1 U35433 17 62,740,676 62,804,803 AL543239 Hs.78146 PECAM1 17 405.42 19 C 178.74 AGATGCCCACATTCCGAGAAGA GTGCTTGGCCTGATGAATTGCT 64
PENK V00109 8 57,072,418 57,082,381 NM_006211 Hs.93557 PENK 8 316.13 14 B 43.04 CTTTCCCATCAGTGACCTGAAG GAACACAGAACCTGGGATCACA 60
PGM1 AW289332 1 63,416,624 63,483,622 BF337237 Hs.1869 PGM1 1 171.78 03 B 11.77 AGAGCTGATTGGAGAGAAGGCA ACTGGAAGATGGAGGTTGAGCA 60
PGM5_(3) AW427130 9 64,715,302 64,715,556 W07283 Hs.46531 9 231.59 08 B 40.67 GCACAATGGCACACTTTCAAC TCGACCCATGTATCAACCCATG 58
PGM5_(5) AW428593 9 64,714,529 64,714,789 AL137698 Hs.46531 9 231.59 08 B 40.67 AGGAAGCAAGAAGGCATGAG TGGGACTGACGTGAGTTGTT 60
PGRMC2_(3) AW267085 4 129,585,581 129,586,844 AV646901 Hs.9071 PGRMC2 4 574.27 03 B 47.76 ATACACAGAATGACARCAAGGT GGCCTTATTTCACTAACATAGA 53
PGRMC2_(5) BE217446 4 129,583,617 129,602,205 AA095675 Hs.9071 PGRMC2 4 574.27 17 B 55.69 ATACACAGAATGACARCAAGGT GGCCTTATTTCACTAACATAGA
PHKA2 AW315171 X 18,112,926 18,204,770 BI335479 Hs.54941 PHKA2 X       92.32 X C 212.81 GACAACCTCCTCAGTGAGCTCT TGTGAGCTGCTTCTGGTGTGAC 60
PHKB AW654244 16 47,235,522 47,474,566 BG430784 Hs.78060 PHKB 16 316.23 18 A 155.44 GCAAAATCAAGCAGCTGG ATAGATTTATTACTTTAG 58
PHLDA3 AW485011 1 197,901,078 197,904,987 AA532444 Hs.268557 PHLDA3 1 666.41 16 D 154.26 TCGTCTGCTGCTTGGGTCC TCATTCGGAGAACAGCGTGG 58
PHYH AF011925 10 13,470,039 13,492,369 AF112977 Hs.172887 PHYH 10 89.53 13 A 39.77 GCCCTTTGCTCAAACTCTTGTC CCCACCATACTGCAGAATTACC 60
PIAS1 BF440257 15 66,038,454 66,038,834 10 A 92.63 CAGGTTCACAAATATTCTTCCAG TGAATTGCCCAGTTGTGATA 60
PICALM BE217537 11 85,892,474 86,002,684 BI087912 Hs.7885 PICALM 11 299.07 29 A 51.22 Dorroch et al. 2001
PIK3R4 AW289259 3 131,700,576 131,701,180 01 C 141.68 AGCGTAGCCATATCACTCAA CCAATGAAGAGTAGTGCAAG
PIK4CA S81577 22 19,386,545 19,517,555 AF012872 Hs.334874 PIK4CA 22 27.53 17 C 127.06 CGTGTGGCCAGAAGGACAATCA GCCTAAGAACGTGCTCCCTGTA 64
PIM1 AF068890 6 37,142,232 37,142,546 NM_002648 Hs.81170 PIM1 6 137.56 23 A 76.18 CTGCTCAAGGACACCGTCTA GATCCACTCTGGAGGGCTAT 62
PKP2 AW425851 12 32,844,055 32,950,041 AA580386 Hs.25051 PKP2 12 134.35 05 A 359.81 TACGTGGTAATCGGGACTAA GTGCTAACTCGGTACTCACA 60
PLA2G1B Y00120 12 120,542,772 120,548,445 BI791451 Hs.992 PLA2G1B 17 C 97.76 AAAGGTGCCATACAACAAGGAG TCAATGGGTGCTTTATTGGAGG 60
PLAGL2 AW326128 20 31,478,307 31,493,531 AU130057 Hs.154104 PLAGL2 20 175.68 13 A 171.35 AGCAGTTTCTGGGCACTTCT GTTCCTTGGTAGTCTGTCCTGA 56
PLAUR S70635 19 48,826,054 48,850,748 AL554548 Hs.179657 PLAUR 19 244.04 18 C 72.97 CCTACCAAATTGCTGTGTGACC TCACATGAACTCTCTCCTGCTG 66
PLCB1 J03137 20 8,061,296 8,897,007 AJ278314 Hs.41143 PLCB1 20 55.21 13 B 44.40 TCATTCCTGCCAGGCCTTCAGA TGACACATGGAGCTTGGGCACA
PLCD3 AW427840 17 43,206,153 43,206,254 BI828021 Hs.80776 PLCD1 3 135.41 22 A 126.51 CCAACCAGGAGCCGATCATCTA CTGCAGTGGTTCTCCAAGGACA 60
PLEKHE1 AW461331 18 60,168,933 60,432,639 BE886240 Hs.38176 SCOP 18 416.03 24 A 219.44 TACTCTGTCAGGTGACTGAA CACTATACAACACGGAGCTA 56
PLG X79402 6 160,956,711 161,007,766 M74220 Hs.75576 PLG 6 622.83 09 B 67.62 GAAGCTGGAACATGGTAGGGAA TGTTGAGGTTTGGCAGAAGACG 60
PLN AW358402 6 118,869,602 118,881,716 BF672383 Hs.85050 PLN 6 496.77 09 A 124.27 CACTTACCACCATCTGCTTA CTCTGTTCCAAATCTTGACC 60
PLOD AF054274 1 11,604,149 11,645,010 L06419 Hs.75093 PLOD 1 51.32 16 D 221.05 GCTCTTGACCTCTCACTGCTTT CACTCTTTCCCTGGAAGACATC 60
PLP1 X03098 X 101,064,703 101,080,475 M54927 Hs.1787 PLP1 X B 219.01 ACAGTGCTGCGTCTCCCATGTT TGCCTCCCTTCTCTCTACCTGA 60
PLS3 AW462747 X 112,831,456 112,920,937 H39532 Hs.4114 PLS3 X       288.40 X C 26.59 CCTGAAATGTGCCCATAGTC TCTAAGCAAGTCCCAAGAGG 60
PNOC AB005251 8 27,995,193 28,021,411 BE378858 Hs.89040 PNOC 8 107.49 08 A 89.01 ATCTGGTTGTCTTTCCCTCCCT CAAACAAGTTACGGCAGTGACG 64
POLR2I BE217411 19 41,280,661 41,282,280 AA594508 Hs.47062 POLR2I 19 216.14 18 B 99.77 AGGCGGTGTTCTTCCAGTCA GTCACAGAACACAGCATTTA 60
POLR3F AW267053 20 18,412,652 18,412,971 13 A 53.36 CCGTTTGGGTTTGAGGTAAGTA GGACGCAGACTTGGAGCATGAG 64
POLS AW654393 5 6,747,464 6,789,894 W76579 Hs.225951 POLS 5 28.06 20 C 22.60 CCGAGCCAAGTAGCACAGTTTG GCGTTTCTTGAGTGGGGG 50
POMT1 AW261140 9 127,731,979 127,752,862 BE315558 Hs.99654 POMT1 9 404.00 11 C 72.39 CCAGAGCAGAATCCCAGCCAAG GATCCGGAAATACTAGTGGGAC 60
POMZP3 U05775 7 75,652,563 75,845,912 X56777 Hs.273790 ZP3A 7 433.14 25 B 22.18 TTAGGCCTGGCTACTGTGATGACC ATTGGGAAGCAGACACAGGGCA 60
PON2 AW289430 7 94,632,403 94,632,935 AI335001 Hs.169857 PON2 7 490.31 04 A 55.98 TGAGTCATAGTGGTCACACTGG CATGTCTGCCTTTCAACTGC 60
POP4 AW464376 19 34,773,239 34,784,189 BC006098 Hs.82238 POP4 19 179.90 18 B 45.19 CCTAGAGGACCACCTGCAAC TGCTGCTCTGGTTTAATGTCA 58
PORIMIN AW289413 11 102,301,137 102,357,829 AL603045 Hs.172089 PORIMIN 11 348.76 15 A 0.00 GAAAGCAGTTCTCCATCTGT CCCTCTGTAATTGCAGTGTT
POU1F1 X12657 NM_000306 Hs.89394 POU1F1 3 263.38 01 B 2.22 GGCTGAAGAACTAAACCTGGAG TAGGAGAGCCTATCTGCATTCG 56
POU5F1 AF022986 6 31,198,430 31,202,232 Z11901 Hs.2860 POU5F1 23 A 347.50 GGAAATTGGGAACACAATGGG AACAGCAACCTTCGTTTCGG
POV1 AW462271 11 57,510,086 57,510,264 BG397532 Hs.18910 POV1 11 206.02 15 C 236.52 GTGGTTAGATCTTGGGCTCGAA GCCCAGCTCTGTAACTATCTCACT 60
PPARBP BE217515 17 37,473,192 37,517,877 AF055994 Hs.15589 PPARBP 17 307.34 19 C 62.42 Dorroch et al. 2001
PPEF1 AW314533 X 17,911,099 18,048,089 R24824 Hs.211589 PPEF1 X       92.32 X C 206.20 AAGCCTAGTGTTGGTCTCTTGG GCTGTACTTTCCTCTGGTGTTC 60
PPIB AW266943 15 62,026,919 62,034,303 H70129 Hs.699 PPIB 15 210.40 10 A 281.40 GGTCAGTGTTGGTAGGAGTTTG TCCCTTTGAGCTACTGTTTGTG 56



PPID L11668 4 160,096,477 160,110,729 L11667 Hs.143482 PPID 4 644.90 17 B 92.71 AACGGCTCCCAGTTCTTCATCA GAATCTTTGCCACACCCATTCC 60
PPIL1 AW267037 6 36,824,020 36,824,408 AW612791 Hs.27693 PPIL1 6 139.16 23 A 195.73 ACTTCCTTTCCCTCACCACTCC CATAAAGGCAGACTGTGAGTTC 64
PPIL2 NM_014337 22 20,344,830 20,375,266 17 C 119.73 AAGCGGGTAGCAGAGGAGGA CTACCACGAGCTGAAATCCC
PPM1B AJ005458 2 44,353,726 44,429,233 AJ271835 Hs.5687 PPM1B 2 136.53 11 A 143.49 GCCACTTGTAGCATTGCCTGTA GGCTTCCAACTTGGTGAACTGA 66
PPP1CB AW266973 2 28,981,286 28,981,604 BC010051 Hs.77876 MGC19595 19 105.07 11 B 48.65 GATTGAACTTTGCACTGCGCTG AGCTTCATAGGGATGGACATCG 56
PPP1R12A AW464052 12 80,101,134 80,262,183 BI063308 Hs.16533 PPP1R12A 12 319.69 05 A 46.28 ACCAGACCTGAAAGCAGACAAC GGCTTCCAGTGACGGTCAATTA 60
PPP1R1B M27444 17 37,693,492 37,703,215 BE409065 Hs.286192 FLJ20940 17 304.32 19 C 60.60 CCTGCATCTCCTGGAAGGAAGT GGCAGACAAGCAAACAAGACC 60
PPP1R2 AW315482 3 196,641,845 196,670,798 AI141367 Hs.267819 PPP1R2 5 591.45 01 C 20.92 GCATCACTGCTGAATTTCAGAC GTCAGTGTTCAGTTCTAGCCAA 60
PPP1R3C BE217524 10 93,519,415 93,524,027 BC012625 Hs.303090 PPP1R3C 10 443.37 26 A 119.13 Dorroch et al. 2001
PPP1R7 AW336101 2 242,108,817 242,142,249 BF435503 Hs.36587 PPP1R7 03 B 121.53 ATGAACGACAACCTCCTGGACTGC CGATCTGCCGCACGCTGGG 60
PPP1R8 Z50748 1 27,390,337 27,411,227 AF061958 Hs.78961 PPP1R8 1 92.76 02 E 117.73 ACCTACTATCCCTGCAAGTCCA TGTGTCCTACCTTCGTCTCCTA 60
PPP2CA X72858 5 133,563,104 133,592,872 BC002657 Hs.91773 PPP2CA 5 503.46 07 A 240.69 CGTGACCACTTTAGAATGAACC CAAAGAACAACATGAGGCTGAG 64
PPP2R2B AW289211 5 145,951,099 146,444,172 AW590555 Hs.7688 PPP2R2B 5 553.53 07 A 279.55 ACTGTTAGCTGGCAGCTCTC GAGTCCAACCTTCCCACATC 60
PPP6C AW267013 9 99,142,685 99,215,047 AU117327 Hs.56 PRPS1 09 B 61.62 TAAAGGGACATGGCTGAACAGA GCTTTGAAGCAGTAGTAGTCAC 66
PRCP AW482119 11 82,758,108 82,834,337 T28884 Hs.75693 PRCP 11 289.83 29 A 118.98 CTTTTCACTGTGTACCTGGT TTGGTCCTTTACCCTCAGCA 60
PRDX3 AW267137 10 121,058,456 121,069,550 BF679982 Hs.75454 PRDX3 10 515.54 26 A 223.91 ATACTGCAATCCCTGGATTC CACAGTGGCAAAGTGACTTAAC 60
PRDX6 AF080228 1 170,027,236 170,049,602 AL552020 Hs.120 KIAA0106 1 623.64 16 D 10.98 TTACGCCATGGAGATGGTTCTG GCAACCTAAAGACCTTGGCTGT 66
PREP AW462014 6 105,725,571 105,851,089 BG108313 Hs.86978 PREP 6 456.47 09 A 237.19 CGCTTCACTCCCTCAAGTTCAT TATCACTTTGGCTGTGGGCTTC 60
PRG4 AF056218 1 182,785,859 182,803,555 U70136 Hs.218791 PRG4 16 D 200.52 ACTGATGGGCGAAGGAAGAACC CAATGGGAGGGAGAGGAGGAAT 60
PRICKLE2 AW652688 3 63,934,450 64,066,038 AW008316 Hs.56340 3 198.02 22 A 226.67 CCTGAGAAGGTAAGGCACACC TGTTCACAACAGTCTCTGGCAG 55
PRKACA X67154 19 14,047,718 14,073,762 X07767 Hs.77271 PRKACA 8 400.81 07 A 54.37 CATGTTCAGTGGGCCACTTGGT GTCCGAAGCCCAAGAGTGAAGA 60
PRKACB J02647 1 83,832,112 83,992,546 M34181 Hs.87773 PRKACB 1 238.27 03 A 142.09 GCTTCCCTTTGGTTCGTCATTC CCTCAAGCAACTGACCAACACA 52
PRKAR1B AW657958 AW162328 Hs.1519 PRKAR1B 7 13.46 25 B 93.55 CCCTCAAGTGCGTGAAGCTG TGAGCGAGATGAAGCTGTTG 59
PRKAR2A AW289375 3 48,601,665 48,602,295 AI208670 Hs.286241 PRKAR2A 3 156.77 22 C 32.45 CGAGCCCTAGAGTTTCCTTT TTGGTCCTGAGTTCTACACG 58
PRKAR2B AW357054 7 106,231,831 106,348,593 R77857 Hs.77439 PRKAR2B 7 529.99 04 B 48.62 TGGATTCTAGGACTACATGACC CCACACTAGCCACAGAATTT 60
PRKCA G11166 17 64,716,071 65,218,976 X52479 Hs.169449 PRKCA 19 E 51.60 GCCTGAAAACTGTAGGGTGGTTG GCCAGATGTCACCTCTACGTCAAG
PRKCB1 M13974 16 23,774,798 24,159,286 M13975 Hs.77202 PRKCB1 16 197.00 25 A 111.63 CCAGCATGTCAGCGATGTAGAT ATACAAGCCAAGCTCCAGGACT 60
PRL V00112 6 22,350,018 22,365,571 AV751666 Hs.1905 PRL 6 90.49 23 A 409.79 CGAGTCCTTATGAGCTTGATTCTT CTGGCCAAATATCATCTCCATGCC
PRM1 M18625 16 11,341,131 11,341,619 BE973536 Hs.2909 PRM1 25 A 0.00 GTCGCTACACCGTCATAAGG GTGGCATGTTCAAGATGTGG 54
PRMT6 AW327015 1 106,756,395 106,758,971 BE272353 Hs.26006 FLJ10559 1 334.44 03 A 90.75 ACCAAAGACTTTGCCATGGA AAAGGGAGACGGAAGATAATGC 60
PROCR L39065 20 34,428,453 34,433,841 BE513203 Hs.82353 PROCR 20 197.34 13 A 184.69 AGGTAGACATGGTACTCGGCTT ACCACTACCTCTATTGCACCAG 60
PRODH NM_005974 22 17,274,849 18,675,659 17 C 147.56 GATGCGGAGCAAACCTACTT AAGATGAGCGGCCTCTCCAC
PROS1 X12891 3 90,130,322 90,171,202 NM_000313 Hs.64016 PROS1 01 B 6.04 GTACAGGTGGATTTGGATGAAG GAGAGCAACAGAGGTAAGAACA 60
PRSS11 AW267015 10 124,352,192 124,405,546 AL578595 Hs.75111 PRSS11 10 529.34 26 A 311.03 ATAACTCAAGTCACTGTGCTCC CCCTTTAACTGAGTCACCATCT 60
PRSS2 D38507 7 141,862,730 141,866,315 AV742391 Hs.241561 PRSS2 04 E 140.45 CTGCAACTACGTGAGCTGGATT AAGTAGTGCGTTCAGGATGGGA 60
PRSS7 U09859 21 18,563,561 18,754,925 NM_002772 Hs.158333 PRSS7 01 A 48.66 CCAAGGTTCACAGAGTGGAT GGCTTGTGACATGAGCTTAC 64
PS1D AW266886 1 31,199,111 31,200,067 02 E 113.00 AGTTGTTCCTGGGAAGTTCTAG TATAACTCACCTAACCAGCAGC 56
PSCD2 AW353027 19 53,648,522 53,658,666 X99753 Hs.303091 PSCD2 19 266.31 18 C 110.69 TCACTGACCTCAACCTGGTG CAGGGTTGCACAAGCAGTAG 58
PSCD3 AW426086 7 5,911,751 6,022,612 AU157280 Hs.7984 PSCD3 7 44.31 25 B 89.48 GTTGACTTCTGGAGTGTTTG CCAGGCTTACCATTCACTTT 60
PSMB10 AW418307 16 67,703,872 67,706,345 AA513638 Hs.9661 PSMB10 16 404.94 18 B 38.26 CACACCTGTCCTGTCCCAGA GCCGAGGTAGGTGTTCGTGT 60
PSMB2 AV595515 1 35,495,348 35,533,773 BI770445 Hs.1390 PSMB2 1 111.15 03 B 125.31 CTACGATGAGCACGAGGGTC GTGTAATATCGGTCCAGG 60
PSMB8 AF068888 6 32,810,015 32,814,001 BF229974 Hs.180062 PSMB8 6 120.03 23 A 104.18 GAATGGTTCTGTAGGATCTC CCTTCTCTCTAATCTCAAGC 62
PSMC5 AF069053 17 62,245,622 62,250,198 BC001932 Hs.79387 PSMC5 17 403.90 19 C 196.07 TTGAGATGGCAGTGGCTAAGGT ACCGGCAGAGCTTTATTTGAGG 66
PSMD13 AW462407 11 945,884 961,888 AL544574 Hs.279554 PSMD13 11 22.62 29 A 430.99 GGTGAATCCTTTGTCCCTGGTA TCACCGATGTTCAGCTTCAGAG 50
PSMD4 AW261142 1 148,002,292 148,015,035 AA085695 Hs.148495 PSMD4 1 550.35 03 A 89.96 CCAAGCATTATTTAGGGCGCAG AGATGGCAAGAAGGACAAGAAG 56
PTBP1 U65789 19 737,411 752,327 BG683625 Hs.172550 PTB 07 A 119.81 AAGAGAGATGTAGCCCTGCTCA TGGGAACAGTCTGTGGACAGTA 60
PTD004 BE217491 2 174,907,989 174,908,151 02 B 77.95 Dorroch et al. 2001
PTGIS D30718 20 48,758,836 48,823,129 D38145 Hs.302085 PTGIS 20 293.47 13 A 278.07 CAACTTCCTGTGCCTGTGTTCA ATTTCATAACGGTGGGAGGAGC 64
PTGS2 AF031699 1 183,160,838 183,169,425 M90100 Hs.196384 PTGS2 1 639.37 16 D 196.54 CCTATGATGCCTGAGAAACAGC GGAATACGTTCTTGGTGTCGAG 64
PTK2 L13616 8 141,352,887 141,695,778 L13616 Hs.740 PTK2 8 541.51 14 A 0.00 ACACGCCGAGTTCAAGTACC CCTGACATCAGTAGCATCTCC 56
PTN X52945 7 136,314,285 136,430,766 AL535180 Hs.44 PTN 7 624.49 04 E 128.31 AGGAGAAGATGCTGGACTAA GTCCCTAGTGGTACTATGGTAT 60
PTP4A2 AW289350 1 31,798,665 31,830,598 L39000 Hs.82911 PTP4A2 1 94.71 02 E 109.93 GGCTTCTCCTATTCCACCTACA CAGCAGAACATGAGCCTCTACA 56
PTP9Q22 AW289429 9 90,162,980 90,163,247 AL360020 Hs.181480 PTP9Q22 9 307.02 08 D 57.22 TAAGAACAGTGCTTCCGAGG CCTGTGCAGTTTGATGTGGT 56
PTPN13 U20807 4 87,908,248 88,129,082 D21209 Hs.211595 PTPN13 4 455.87 06 C 261.67 CAGCTGCTGCAACCTGTGATAA GCGGATGTATAGCATGATGGAG 60
PTPRH AW336910 19 60,368,637 60,396,895 NM_002842 Hs.179770 PTPRH 19 281.76 18 D 6.90 ATGAGGCCTTTGAACTGGAG TCATGACTGTGGCTGAGGAG 60
PTPRM AW462710 18 7,557,819 8,396,854 X58288 Hs.154151 PTPRM 18 57.55 24 A 171.57 GAGCCCTTTGGGTATAACGTGA AGAGGTTGGTGATGGTGTGTTG 60
PTPRZ1 AW430276 7 121,053,887 121,242,789 AU124025 Hs.78867 PTPRZ1 7 564.16 04 E 0.00 GTCATGATAACGAACCTTG CAGAAAGTTCCCATACTC 50
PTTG@ AW336081 8 67,403,061 67,403,432 AW957275 Hs.252587 PTTG1 4 178.39 10 A 453.58 GGAGATCCCAGGTTTCAACA TGAGCGGTCCATTCGTCTTA 60
PUM2 AW289319 2 20,416,154 20,518,298 AI440136 Hs.6151 PUM2 2 75.01 11 B 29.14 AAAGCATTGGCCTCCATGGT GGACATGCTAGGATTTGGGTCA 60
PVRL1 AW289317 11 119,565,615 119,565,961 AI924435 Hs.4213 MGC16207 11 386.00 15 B 142.79 GGTTAGAACCAGGAGAATCTGC TCTTTCGACTCCTGCTGTGA 56
PXMP2 AW267154 12 132,889,165 132,906,549 AI869066 Hs.49912 PXMP2 17 B 128.78 CACCACCTGAGGACAGCGATT AGCCAGGCTTTAGATCATGAG 64
QDPR AW462484 4 17,176,371 17,202,205 AI076118 Hs.75438 QDPR 4 73.05 06 C 343.85 CACTTGGCAACTTCACAGGA GGACATTTGGAGCCTGACTT 60
R32184_3 AW659749 19 946,168 961,141 AL555481 Hs.280666 R32184_3 19 2.40 07 A 220.05 TGTACCACTTTGCCTTCTACG GCAGGATGGCAGGTAGTT 60
RAB10 AW289307 2 26,214,689 26,318,032 BG566566 Hs.236494 RAB10 2 90.83 11 B 38.34 GCTCTCAAACCTTAAGTCACTG CTGCTGTGAACATCCATGAA 60
Rab11-FIP2 BF440307 10 119,914,157 119,914,973 N46433 Hs.46609 26 A 294.92 GCATGCACACTGATACCTGGAT GGTCTGAGTTTGCTGTCCATGA
RAB2 AW289299 8 61,152,680 61,257,623 BI460897 Hs.78305 RAB2 8 327.67 14 B 55.43 GGGCATCTTCTAACCAGGTTGT AAGAGTCCTTCCGTTCCATCA 60
RAB31 AW428566 18 9,698,164 9,852,549 R44632 Hs.223025 RAB31 18 64.87 24 A 176.21 CAGATACAATTGGACAACGTGG GCTTCTGGTTTAACCTTCGTTAC 54
RAC1 AW266890 7 6,124,383 6,153,934 AA620424 Hs.173737 RAC1 25 B 71.19 TGTGCTCGTGCTAACAAAGTTC CTCCACAATTCTGCAACTGTCA 60
RACGAP1 AW479054 12 50,099,692 50,136,025 BI552517 Hs.23900 RACGAP1 12 195.96 05 A 149.94 ACTCATCTAGACTGTCAACC GTAATGAGGGAATTTCAG 56
RALY AW289282 20 33,317,171 33,317,771 13 A 201.91 TCTAGGCTTACGGAGGACTAAC CACTCAGGAGTGAACTGTGAAC
RAMP2 AW484551 17 40,821,977 40,823,819 AL553006 Hs.155106 RAMP2 17 303.84 19 C 91.01 TCGTGGTGTGGAGGAGTAAAGA TGGTGGCAGAGGAAAGGAGTAA 56
RASA1 X12602 5 86,602,414 86,726,445 NM_022650 Hs.758 RASA1 5 397.47 07 C 37.99 CAGTGTTCTGCATGGATTCAGC GAGCAGTTCCCAGCAGAATCTT 60
RASGRP1 AW289370 15 36,359,442 36,436,070 AA807122 Hs.182591 RASGRP1 15 111.95 10 A 159.02 AACAGAAATTCACAAGTGCC TGTCAAGCCTACAGTACAAATC 56
RB1 AW289262 13 47,920,137 47,920,906 12 A 52.31 AACTCAAACCCAGAAACAGC AGCACTATCTACACTGAAACGC 60
RB1CC1 AW289400 8 53,258,203 53,350,176 AA054559 Hs.50421 KIAA0203 8 293.84 14 B 45.46 GCGACCATCTGCTCAAAGTG CTGTGCATTGTGGCCTACGA 60
RBBP1 AW289426 14 56,817,570 56,817,894 BE177801 Hs.91797 RBBP1 10 A 390.97 TCCATTTGACAGAGGTGAGC GCAGTGTTACCGTGTTGAAG 60
RCN1 AW266879 11 32,151,529 32,166,232 R81744 Hs.167791 RCN1 11 122.79 15 C 151.13 CTTTCTTCCAGTTTAGCCAGTG GAAATCCAATCCATTGCCTTGC 56
RDH5 X82262 12 55,830,944 55,835,236 U43559 Hs.172914 RDH5 12 246.39 05 A 302.83 GGTTGCCAGCCTCCTACTTG CCACACACCAGGCAGTACCA 64
RDS J02884 6 42,667,280 42,691,469 M62958 Hs.1937 RDS 6 150.75 23 A 250.69 GTAGTGGACTCCAGGAACTTCG ACCACAGAGTCACCTGCTGAGA 60
REA AF093739 12 6,953,778 6,959,071 BG389266 Hs.7771 REA 12 45.71 05 A 389.28 Ozawa et al. 2000
RET-RGS1 U89254 8 54,487,551 54,594,915 BE873082 Hs.107979 SMP1 1 82.39 14 B 45.56 GGCATGGCTGTGTAGAAAGGTT GGTTGGCAGGCTCTGGTAATAA 64
RFC1 AW484032 4 39,123,714 39,202,630 N62334 Hs.166563 RFC1 4 178.83 06 C 49.86 GCTAACAGCGATATGTCTGG TGTACATGAGCCTGTGAAAC 56
RFXANK AW447133 19 19,148,217 19,157,887 BE561067 Hs.296776 RFXANK 19 104.45 07 A 15.77
RGR S67535 10 86,136,025 86,150,931 U14910 Hs.1544 RGR 10 393.18 28 A 140.49 AGCCAAGCTCCAAACACTCACC GAGTCCGGGCTCATTCCATGTA 64
RGS16 AF011361 1 179,088,017 179,093,765 BC006243 Hs.183601 RGS16 1 634.49 16 D 88.70 GCAAAGCAAGAGAGGACAGCGA TCCTGTTGAGAATGGCCAGAGC 64
RGS6 AW266901 14 70,997,000 70,997,237 10 A 433.49 CAGCTAGATGGCCTTCTCCCTG TCTCTCCTAGGGACCGGTTTGC 62
RGS7 AF011359 1 237,235,402 237,817,065 NM_002924 Hs.79348 RGS7 1 746.18 16 C 65.72 GTACATTAAGGCACTGCCATCT CAATTCTTCCGGTTTGTGAC 62
RHO K00502 3 130,529,093 130,535,798 AA056155 Hs.247565 RHO 3 460.26 22 C 2.17 ACGTGCCTTTCTCCAACAAGAC TCTTGTGCTGGACTGTGACGTA 60
RHOBTB2 AW659347 8 22,665,499 22,698,277 NM_015178 Hs.62113 RHOBTB2 8 99.89 08 C 46.02
RI58 AW289367 10 91,305,562 91,311,969 AA643931 Hs.27610 RI58 10 426.32 26 A 104.62 CAGTTTACCTTGGGCATGTG CTCTGTACCTCCAATGAAGCTC 60
RICH1 AW428603 16 24,858,150 24,954,088 AW516075 Hs.14169 RICH1 16 196.97 25 A 115.32 CGTTCGGTCCTTATCAAGTAGC GTTTCCTCTCCTTCAGACATGC 53
RIPK1 AW466013 6 3,067,057 3,105,418 BE898370 Hs.296327 RIPK1 6 4.99 23 A 462.24 GCGAGATGGACTGAAAGAAA AAGCAGTTGACCAGGTCTAT 60



RLBP1 J04214 15 87,340,588 87,349,158 L34219 Hs.1933 RLBP1 15 309.05 21 A 53.55 TGAGAACATCTCCTGCCATCTG AGCTTGGGAGGAGAATGACATC 52
RLP49 AW462197 19 54,706,896 54,722,910 BE140741 Hs.39619 LOC57333 19 272.69 18 C 144.49 TCAACTTCTTTCCCTGAGACAC GATCCCTCATCTCATCATTTGG 60
RM004 RM004 15 C 186.98 Kappes et al. 1997
RM006 RM006 07 A 111.84 Kappes et al. 1997
RM011 RM011 14 B 57.09 Kappes et al. 1997
RM012 RM012 07 A 45.64 Kappes et al. 1997
RM026 RM026 26 A 258.25 Kappes et al. 1997
RM028 RM028 06 C 111.59 Kappes et al. 1997
RM033 RM033 23 A 202.91 Kappes et al. 1997
RM040 RM040 29 A 229.74 Kappes et al. 1997
RM066 RM066 14 E 15.94 Kappes et al. 1997
RM067 RM067 04 B 76.83 Kappes et al. 1997
RM074 RM074 25 A 4.47 Kappes et al. 1997
RM088 RM088 04 E 140.91 Kappes et al. 1997
RM095 RM095 01 A 57.98 Kappes et al. 1997
RM113 RM113 12 C 0.00 Kappes et al. 1997
RM156 RM156 17 A 46.84 Kappes et al. 1997
RM180 RM180 14 A 91.12 Kappes et al. 1997
RM185 RM185 23 A 402.12 Kappes et al. 1997
RM188 RM188 04 B 66.17 Kappes et al. 1997
RM192 RM192 14 D 7.44 Kappes et al. 1997
RM209 RM209 27 A 49.33 Kappes et al. 1997
RM310 RM310 20 A 49.05 Kappes et al. 1997
RM500 RM500 05 A 226.99 Kappes et al. 1997
RME23 RME23 03 A 75.07 Barendse et al. 1997
RNASE4 AW655683 14 19,142,500 19,158,885 BG562878 Hs.283749 RNASE4 14 5.51 10 A 134.51 TGCCATGAGGGTGTAGTGAG TACCCTCACAGGCAATGACA 60
RNF14 AW289376 5 141,329,557 141,351,899 BF185163 Hs.215857 RNF14 5 528.07 07 A 279.55 TCCAGAAACAGTCCGTGCTCTT TGGTTTGGTGAGTGGGTTGGTA 60
RNF7 AW428600 3 142,738,662 142,746,853 BE747000 Hs.14084 RNF7 01 C 92.38 CCTGTTCCCTGGTCCAAACTTA GGAGTTATTGAAGCGGTTCCGT 60
RNMT AW656233 18 13,716,675 13,754,557 BF085269 Hs.8086 RNMT 18 113.94 24 A 181.11 CCAGGGAATCCAGAAGATGA CAACACCCTAGTGACCTGAA 60
ROBO2 AW653888 3 76,952,785 77,502,281 H19148 Hs.31141 ROBO2 3 216.95 01 A 64.91 GAATTGGCTGTCGATCTG ACCTTTGTTCTGATCAGG 56
ROM1 D83385 11 62,630,160 62,633,471 L07894 Hs.281564 ROM1 11 228.95 29 A 322.07 GGGATCTGGGATTAGAGGGTTA CTTCCCATGTCATTTCTCCAAC 60
ROR2 AW486041 9 87,624,507 88,011,578 BI755277 Hs.155585 ROR2 9 303.18 08 D 51.34 CACTGAGGATGCGCAGAATGTC TGCAGAGTGTCGTTGTCTCCCA 60
RP2 AW464362 X 45,541,691 45,542,164 X C 117.32 AGCCATCGAAGCAAACACTG CAAGTGCACACAACCTGTCA 60
RPE65 X66277 1 68,252,152 68,273,349 NM_000329 Hs.2133 RPE65 1 186.24 03 B 0.00 ATCGTACTTCGTGAGACAGGCA CAGCTGTAGAGGACTTTGGCTT 60
RPL13A AW481051 19 54,666,886 54,674,116 BF344443 Hs.119122 RPL13A 18 C 141.65 TAGGGAGACACGAGGGCGAAG AACCAGTCCAGTTGCAGTATTG
RPL27A AW461903 11 8,743,112 8,747,540 BI670004 Hs.76064 RPL27A 11 41.02 29 A 454.42
RPL28 AW487240 19 60,571,825 60,590,731 BE936766 Hs.4437 RPL28 19 304.91 18 D 19.72 CGAGCCAGCCACTTCCTAC CGGGCGGTACTTGTTCTTC 58
RPLP0 AF013214 12 120,417,363 120,421,767 BG681928 Hs.350108 RPLP0 12 467.31 17 C 60.79 CATTTCACAAATAATGCTGGCCT CCCAGCCATGGTTGAAGCAAAG 58
RPN2 AW261152 20 36,503,481 36,508,444 BC009430 Hs.169476 GAPD 12 42.22 13 A 214.71
RPS17 AW266905 15 80,395,592 80,399,292 M13932 Hs.5174 RPS17 21 B 50.90 TATTACAGCACAGCAGAAAGAC GCTCTTGGACTTTGGCAGTTTG
RPS27A AW266894 2 55,417,249 55,420,889 AI819123 Hs.3297 RPS27A 11 A 290.06 ATTGGCTGTTCTGAAATACTAC TAATGACTGTCAAAGTGACTGG 56
RPS6KA3 AW465031 X 19,371,258 19,486,804 BG775542 Hs.173965 RPS6KA3 X       93.95 X C 199.16 TCAACAGACAGGATGCACCACA TAATACCTCTCCGCTGAGCAAG 62
RPS8 BE217560 1 44,671,077 44,674,514 BE562978 Hs.151604 RPS8 03 B 68.48 Dorroch et al. 2001
RRAD AW312225 16 66,691,053 66,694,884 AJ346146 Hs.1027 RRAD 18 B 29.57 TCTAGACCCTGGGGCACTTG CTGGGCAGCACTGTCTGTCT 60
RRM1 AW244890 11 4,075,284 4,119,378 AU152072 Hs.2934 RRM1 11 38.68 15 C 87.10 ATGACCTATTTAGACCACACCC GTTTTTATCACCCATCTGGCAC 56
RRM2 AW289345 2 10,267,650 10,276,455 BE870132 Hs.75319 RRM2 2 46.30 11 C 15.83 CTGATGTCTTCCTACAGCCTTG CAGGCTAGCTGAACAGGACTTA 60
RTN3 AW484109 11 63,699,857 63,778,259 AW576545 Hs.252831 RTN3 11 235.00 29 A 399.50 ATGCACTCTCCACCTTCATTCC CTGAACACAGCAGTGACAAAGC 60
RUNXBP2 AW358694 8 41,529,220 41,650,452 N36014 Hs.82210 ZNF220 8 172.43 27 B 43.44 GGTTCTGAACTGCAAGTCCATC TCCCATCACAGCTACATGAACG 56
RXRA AW461710 9 130,854,493 130,854,770 11 C 92.17 CGAGGCCGAGGAATGAATACGA AGCTTCCAAGGAAACGCCCAGT 60
S100A12 D49548 1 150,121,279 150,123,220 AW952195 Hs.19413 S100A12 1 552.71 03 A 63.01 GTCAGCTTTGAGGAATTCGTAGTC TTAATTCTCTCTTCCCTCGGGT
S100A4 D89056 1 150,343,148 150,345,457 BE789649 Hs.81256 S100A4 1 552.78 03 A 57.54 AAAGTGAAGGCTCCTCAGGTGT GTTCAGTATGGTGCTCACGTCT 64
S100A6 AW462018 1 150,334,171 150,335,790 BF245843 Hs.275243 S100A6 03 A 56.96 CCATAGCCCTTTAAGTCTCAGC TAGAGCCACTTGTAAGCCTCAC 60
S100A7 D49550 1 150,205,316 150,208,272 BE715341 Hs.112408 S100A7 1 541.76 03 A 58.50 TATTGTTTCTTGGGTTGTCCGGAG CATAGCCACAGACTATCACAACCAC 64
S164 AW289321 14 71,515,291 71,578,061 AW188923 Hs.180789 S164 14 189.25 10 A 444.15 TCAGACATGGGAATAGCTGCAC TAGATCAGGACTTCACCAGGGA 53
SACM1L AW462454 3 45,550,087 45,606,133 AA249382 Hs.5867 SAC1 3 146.51 22 C 17.03 TGATCTGGTGTTAACTGCCTTG TAGGTTCCTTCCATTCTGTGAG 56
SACM2L AW461740 6 33,221,111 33,233,289 AL524313 Hs.169407 SACM2L 23 A 129.88 ATCAATCAGACGATTCCCAACG ATCAGAAACACAAGCTGCTCCT 60
SAD1_(3) AW289187 2 85,833,760 85,834,114 11 A 323.34 TGGAAGAAGGGTGTTACTGG TGTCACTCAGCTGGTCTTTG 60
SAD1_(5) AW267095 2 85,790,093 85,790,256 AI078617 Hs.16959 2 294.16 11 A 331.79 CCACACAGCAGGAACATTGGAA CAGGGCCACCAGAATGAGGAAC 64
SAG J02955 2 234,232,819 234,272,043 NM_000541 Hs.32721 SAG 2 722.50 03 B 112.20 AAGGAAGAGAAGACAGACCA ACGTCACTAAAGGGCTAACT 56
SAH BE217476 6 36,015,252 36,015,457 BI826935 Hs.181345 SAH 23 A 202.91 Dorroch et al. 2001
SAT AW266989 X 23,003,344 23,006,379 AL542813 Hs.28491 SAT X       101.24 X C 179.75 AAACATGCAACAACGCCACTG GTGAGGAGTGCTGGTGTAGAA 58
SC4MOL AW267122 4 166,715,045 166,730,305 T64660 Hs.239926 SC4MOL 4 662.14 17 A 36.64 TCAGGACACTGCTTTAAGTACA TGATCAGTTCGAAATGACTC 60
SCAMP2 AW289207 15 72,711,998 72,741,629 AI365534 Hs.238030 SCAMP2 15 258.61 21 B 68.30 GGTCACTGCCATCATCATTC AACCTGTATCCTGTGCTCCA 60
SCARB1 AF019384 12 124,986,118 125,072,462 Z22555 Hs.180616 CD36L1 12 484.96 17 C 18.75 AGGTGTGTGCAGATACTCAGGA GCCTGTGGATTACTTGGAGAGA 60
SCARB2 AW462095 4 77,472,988 77,473,340 AI357056 Hs.349656 4 437.56 06 C 303.71 TGTTATCCTAGACAGGCTCCCA TTCCTGTCCTGTGTTCAACTCC 60
SCG2 AW447344 2 224,425,679 224,431,140 NM_003469 Hs.75426 SCG2 2 697.35 02 E 45.70 GGCTCAACTGAAGATGATCGAC TTGCTTACCGAGGCCAGTTT
SCIN D26549 7 12,320,540 12,403,564 AF276507 Hs.210473 SCIN 7 60.21 04 B 66.17 CATGAGCCACCTACTTTCACAG ATATGTCAGCATCCAGCAGAGC 64
SCML1 AW289428 X 16,957,646 16,975,156 N67580 Hs.109655 SCML1 X       88.99 X C 217.52 GGCACAGCATCTTCACAAACAG CACTTCAGGGTTTCCATACAGG
SCNN1A U14944 12 6,335,647 6,364,292 Z92978 Hs.2794 SCNN1A 12 37.53 05 A 390.19 GGAGATGAAGCAGCATGGATAG CAGAGATCCAAGTTTGGCTCAG 60
SDCBP_(3) AW289422 8 59,188,919 59,218,602 AI302820 Hs.8180 SDCBP 8 322.13 14 B 18.51 GTGTCATTCTTTGAGCAGGGAG AGTGGGCTAAGACCTGATTGTG 60
SDCBP_(5) AW261148 8 59,218,271 70,581,022 14 B 0.00 GGGAGGAGGCAGGAAATGGAAC GTAGATTAAGTGGGCTAAGACC
SDHD U50987 11 111,991,523 112,024,066 BG779642 Hs.168289 SDHD 11 367.60 15 B 91.26 TGATTGTACACCTCCTTGCCTC TCCATCCTAGCCAAACACAGAC 62
SDR1 AF061742 1 12,208,899 12,258,779 BC002730 Hs.17144 SDR1 1 51.32 16 D 214.33 AAAGACAGGACGGAGAAACAGG GGTCAGAGTTATGCCCATCAGT 64
SEC10L1 AW289333 14 55,663,564 55,725,652 AW014402 Hs.29494 PRO1912 14 130.35 10 A 376.70 TGGCAACAGTACAGCACATGAC GCCCAGTGTTATCAAGGTAAGC 60
SEC23A AW354499 14 37,491,162 37,562,478 AW967503 Hs.272927 SEC23A 14 85.96 21 B 188.65 TGCATGCTTTTGTTATTTCCTT CTGTTCACGAAATGGAAGCA 60
SEL1L AF013068 14 79,927,934 79,990,225 AA593667 Hs.181300 SEL1L 14 218.09 10 A 457.45 GGTGTTCTTTCCAATGTCAG TCATCTCACAGCACCAGTTT 60
SELE L12039 1 166,387,814 166,399,235 NM_000450 Hs.89546 SELE 1 611.10 16 C 65.72 CTACTGCATCCACCGGCTACAT CCAGTAGCCATTCTTCCCTTCC 60
SELL X62882 1 166,355,840 166,376,871 X17519 Hs.82848 SELL 1 611.10 16 C 65.72 GCCTGCAGCAGGGAGTTTAATA GAAGCTGGAAGCCAGAATCAAG 60
SEMA4D AW437778 9 85,576,665 85,679,318 AW499893 Hs.79089 SEMA4D 9 297.91 08 D 69.89 CTATGCCGGTTCCAACTCAG ATGAGGCAGGGCAAGTGGAT 60
SEMA5A AW655667 5 7,964,013 9,074,650 20 C 18.30 CAGCGTGTTGCTGTGCATAC TAGGTGGGTGGGAAGGCAG 60
SENP1 AW356797 12 48,154,092 48,216,382 AA489050 Hs.66450 SENP1 12 197.09 05 A 159.42 ATTGGAGATGGGGTTCGGTT CATCGTAGAGGGGGTGGAAA 60
SEPP1 D25220 5 42,799,833 42,826,139 AU138630 Hs.3314 SEPP1 5 155.37 20 A 93.41 GCGTTTGGTTAGCATGTCTTTC GCCAGTCCTGTTCTACATTTCT
SEPT8 AW462320 5 132,117,380 132,144,366 AA618218 Hs.80712 KIAA0202 5 511.26 07 A 107.96 CTGCAAGTGGCTTAACTCTAGGGT GGTCATTGAGCCTCATCTTCAG 60
SERPINA1 X63129 14 92,834,740 92,847,037 AV651787 Hs.297681 SERPINA1 14 252.33 21 B 215.47 CTTCGTGGGAAAGGTGGTGAAT CTTTAATCACATGGAGGGAGTG 52
SERPINB2 U78861 18 61,339,916 61,356,094 Y00630 Hs.75716 SERPINB2 24 A 46.23
SERPINB2 U78863 18 61,339,916 61,356,094 Y00630 Hs.75716 SERPINB2 24 A 106.40
SERPINB6 D55670 6 2,938,393 2,962,398 BI772650 Hs.41072 SERPINB6 6 20.58 23 A 459.21 TCTTCATTCAGCACAGCAAGAC GCTCTTTATTTGTGGACCTTCG
SERPINE1 X16383 7 100,316,784 100,328,878 NM_000602 Hs.82085 SERPINE1 7 517.07 25 B 42.39 CTTTCATGCCAAGGTCCATCTG CAAAGGGAACACGGTGAACAAG 60
SERPINF1 U48229 17 1,616,070 1,631,667 BC000522 Hs.173594 SERPINF1 17 24.28 19 A 107.41 CTCTGGACTATCACCTTAAC AGTTGGAGTACTAAGTGCC 62
SERPINF2 X78436 17 1,596,940 1,609,369 NM_000934 Hs.159509 SERPINF2 17 24.52 19 A 103.43 GACCAACATCTCAACTCGTGTG CAAGAGGAGACAAGAGAACGCT 52
SERPING1 AW428604 11 57,615,864 57,633,202 AI829387 Hs.151242 SERPING1 11 214.67 15 C 236.62 CCGCTGTATCTGTACCAGAGAAGG TGGGACCAGCAGCACAAGTT 60
SERPINH1 AW653706 11 75,505,520 75,506,008 BG028129 Hs.9930 SERPINH2 11 273.87 15 C 101.99 ATCTACAGGACCAGCTTCCC GAGAGACGACAAGTAGCCC 60



SFPQ X73730 1 35,070,436 35,070,868 AA329695 Hs.180610 SFPQ 1 109.64 03 B 125.31 AAACTCAGGTTCCTTGCTGTCC CCGTGCCACAGTACACAACAAT
SFRP2_(3) AV592376 4 155,168,924 155,175,943 17 A 31.10 AGTGCCACCCGGACACCAA AAGGCGGACATGACTGGAGC 67
SFRP2_(5) AW266882 4 155,167,931 155,176,406 AI536580 Hs.31386 SFRP2 17 A 21.89 ACAACTTTTTGGGGTCAACTAC GATTGACCCGACTACTTTAAAC 50
SFRS12 AW289180 5 65,410,609 65,447,163 AW304908 Hs.47274 5 337.30 20 A 44.86 CTTTCCATATGCACCCAAGC CCAAGTAATGAAGCCCGGTT 60
SFRS3 AW289216 6 36,563,075 36,574,696 BG112226 Hs.167460 SFRS3 6 137.76 23 A 180.39 GCACAGTAACTCAATTCAGCTC AAGGTTGTCCAGTTGGTGTAGA 60
SFRS7 AW464949 2 38,928,453 38,936,267 BF881152 Hs.184167 SFRS7 2 121.38 11 A 144.60 GACGTCCCTTTGATCCCAAT AGGCGACTGACTCAAACGAA 62
SGKL AW478271 8 67,348,140 67,497,440 AA423971 Hs.24131 8 358.38 14 C 15.23 TTGATGCCTCAAGAACAAGC AGCAGAACTTACAGTAGTGCCA 60
SH3BP5            AW461956 3 15,288,218 15,374,753 AW673562 Hs.109150 SH3BP5 3 67.51 01 C 129.65 CTTGTTGATGGCCCGCTTGA AGCGAGTTGGTGCACAAGGA 60
SIAHBP1 AW462639 8 144,674,090 144,687,108 AL525703 Hs.74562 SIAHBP1 8 563.83 14 A 13.95 CCTTTGGGCCTATCAAGAGCAT CCCAGCATCACGGAATTCAT 60
SILV M81193 12 56,064,637 56,076,553 S73003 Hs.95972 SILV 12 245.85 05 A 303.10 AGTGGACAGCAGGTCTGAGT GGCAATGGTAGTCTCTGAGG 60
SIPA1 AW289407 11 65,655,739 65,668,545 BF683752 Hs.7019 SIPA1 11 237.88 29 A 409.63 ACACAAAGAGCAGTGGCTTC CCCATTATTCGGTGACACAG 60
SLC17A3 BE217488 6 25,938,411 25,938,616 23 A 390.33 Dorroch et al. 2001
SLC18A2 U02876 10 119,131,830 119,170,167 L14269 Hs.1813 SLC18A2 26 A 291.54 ACTCATCCCTGGTGAAAGTC CTGGAAGTGTCTCGGAGATA 60
SLC1A3 D82056 5 36,606,831 36,688,574 D26443 Hs.75379 SLC1A3 5 124.36 20 A 107.22 TAGGCCTCAGTGTTCCCATCTA CTGCTTTGAAAGTCCCATGCTC 60
SLC20A2 AW464753 8 42,014,940 42,138,015 L20852 Hs.347527 SLC20A2 8 189.24 27 B 35.99 CTGCAGGCTTAGGAATCAGA TCTTTGTGTGTCCGTGGATG 60
SLC24A1 AF025664 15 63,482,603 63,527,106 NM_004727 Hs.173092 SLC24A1 15 220.32 10 A 47.20 ATCCTGCCCTGTATCTGTCTGA GTGACGAGAGGTGCAGTAACTT 64
SLC25A3 X77338 12 98,920,412 98,928,434 X60036 Hs.78713 SLC25A3 12 384.31 05 A 318.16
SLC25A4 M24102 4 186,648,872 186,652,876 BC008664 Hs.2043 SLC25A4 4 683.27 27 A 13.84 TTTCTTCAAAGGTGCCTGGT CCCTCTGAGGTATTCCTTTCAA 52
SLC25A6 M24103 X 1,081,075 1,092,269 BC008935 Hs.164280 SLC25A6 X D 49.88 ACGGACCACCGACTTCGAGAAA CATAATCGCGCGTATTCGGCTG 50
SLC2A4 AB005286 17 7,127,864 7,133,960 NM_001042 Hs.95958 SLC2A4 17 53.83 19 B 30.70 ATTTGGGAAAGCTGGAGGGAAC AGAGTCTGGGCAAGAATTCCGA 64
SLC30A6 AW358065 2 32,348,643 32,406,878 BG497249 Hs.23248 CARD12 2 128.20 11 A 65.29 GCCACTCTATGCATGTCTTCTC AGCACCTTTGGAAGGACAAC 60
SLC34A1 AJ224334 5 176,747,058 176,761,440 NM_003052 Hs.936 SLC34A1 5 636.94 07 A 191.06 GGCTGCAGACATGGGACTTCCT GAGTCTAGAGACGGGTGGCGTT 66
SLC3A2 AW653167 11 62,874,459 62,907,227 BG284627 Hs.79748 SLC3A2 11 230.44 29 A 357.31 ACAAATCGACCCCATTTTTG AGGGTTCTGGCCCTTGTAGT 60
SLC4A7 AW289250 3 27,264,015 27,348,045 AV715408 Hs.132904 SLC4A7 3 116.82 22 A 37.82 TACATCCGAAATCTGAGCAC GTGGTTTCTGAAACAGAGGT
SLC6A2 U09198 16 55,428,371 55,475,612 M65105 Hs.78036 SLC6A2 16 354.28 18 A 194.25 AGCCTGTCTCTTGCCAAAGGAT GCAGCCTGGCACAACTCTAAAT 60
SLC6A8 AF027197 X 150,539,095 150,547,743 BC012355 Hs.187958 SLC6A8 X       350.51 X B 142.45 AGCAAGGTGGTGGTGGTGGAAA GCGTGTGCACCAGCTTGGTTAT 60
SLC7A5 AW437331 16 87,604,485 87,643,949 AB017908 Hs.184601 SLC7A5 16 487.67 18 A 135.11 ACACTGACCCCCGAACAGAT AGCCTGGAGGACGTGAAGAG 60
SLC7A8 AW462183 14 21,584,634 21,642,984 AA812880 Hs.22891 SLC7A8 14 18.62 10 A 127.25 GTTTGCGGACTTGGAGCTAT CTTAGCACAACAGATGAGGTGG 56
SLIT2 BF652805 4 19,943,231 20,309,137 BE799037 Hs.29802 SLIT2 06 B 51.40 GTCCGGCCTCAAACAAACAT GGATTCCACTGTCTTCATCT
SMAP1 AW289346 6 71,327,637 71,521,872 BE550679 Hs.4273 FLJ13159 6 308.66 09 A 23.95 TGGATACACCTCAAGGACGAGT GCTTAACAGGGAACGTGGTTAG 60
SMARCAL1 AW418211 2 217,241,218 217,311,798 BE677496 Hs.16933 SMARCAL1 2 671.89 02 E 0.00 ACAATTGAGCTCCGTGAGCA CGGCTTCACCCAGAACTTTA 60
SMARCF1 BE217576 1 26,304,662 26,305,105 02 E 121.93 Dorroch et al. 2001
SMHC SMHC 23 A 385.13 Barendse et al. 1997
SMN1 AF035323 5 69,032,127 69,060,194 U18423 Hs.288986 SMN1 5 346.96 20 A 32.07 TAAGCACGCTCTGAAGAACG CTGCTTTGAAGGACTTGTGG 60
SMTN AW462393 22 29,818,764 29,819,107 17 C 107.40 CCTCCATTTCCTCATCTCCAGT CCGATGTGCTAACAGCAATGGT 60
SNAP23 X73745 15 40,416,332 40,416,670 AW137407 Hs.184376 SNAP23 15 142.17 10 A 180.11 TCCTCAGACCCACCTCCATATT CCACAGAGCATCCTCAGTGATT 56
SNAP29 NM_004782 22 19,537,846 19,568,663 17 C 124.65 TGGACCTGAAGTAATTGACG TGGAGCGCACAGAGGAAGATG
SNRP70 AW483979 19 54,264,547 54,287,889 AW261951 Hs.174051 SNRP70 19 269.13 18 C 123.93 CTCGAGGGTCTGGGCAAC GCGCAGCCTCCATCAGATA 58
SNRPB2 AW462538 20 16,658,606 16,670,419 BG575779 Hs.82575 SNRPB2 20 88.78 13 B 0.00 ACCAATGCGAATCCAGTATGCC CAGTTGTTGCAGTCTGTTCCAC 60
SNX10 AW346349 7 26,039,787 26,122,221 AV691722 Hs.106260 SNX10 7 111.81 04 B 99.39 GGTTGCTTGTTACTTTAAG CAAGTTCATATCCTCTTC 50
SNX5 AW428402 20 17,870,244 17,897,490 BG718033 Hs.71935 LOC58495 20 92.91 13 A 51.32 TCTGTTCCATCTCGCTGCCCAA TCTTCACCTGGCTGTGGCACTT 60
SOC AW261188 1 25,840,863 25,877,898 H46429 Hs.109051 SH3BGRL3 02 E 121.93 CAGAGCCTTGGCTAATGGAATC TTCAGCAGCAACATTCCTCACC
SOD2_(3) S67819 6 159,948,615 159,948,700 09 B 67.36 GGGACACAAGCGCATCGTCT GCTCGCGACAACATGGTGGA 64
SOD2_(5) BE217584 6 159,933,587 159,933,851 09 B 67.36 Dorroch et al. 2001
SP1 AW267153 12 53,490,726 53,522,340 BE940420 Hs.2021 SP1 12 227.68 05 A 147.97 ATTCTGCTGCTGGGACTAAGGA TGGGATCAGCTTCTTGCACTCT 65
SP140 AW431833 2 231,054,465 231,141,949 AV760490 Hs.309943 SP140 2 712.72 02 E 94.45 ATGATCACAGAGGACCAGAACC CTGCGATCTCCACCTTCTTT 60
SPARC AW266930 5 151,025,155 151,050,041 AA877083 Hs.111779 SPARC 5 584.80 07 B 0.00 GTCAAACTCTTCACACCGTGGC TTCAAAATCAATGGGATGGTCG 60
SPARCL1 AW427728 4 88,787,270 88,843,383 AI459767 Hs.75445 SPARCL1 06 C 266.58 CCATGGAACACTGCATAACG TAATTTCAAAGCAGTGGCCC
SPF30 AW289377 10 112,184,025 112,195,923 BI714835 Hs.79968 SPF30 10 497.34 26 A 253.65 GGCTTAAACTCAACTCAGGA GAAACCATGTTTAGGACCAG 60
SPG7 AW631728 16 89,276,899 89,327,164 AL553563 Hs.296847 SPG7 16 490.14 18 A 141.32 GGACCAGATGTACCGAGAGC GCACGAAGTCATTCCAGGAG 62
SPIN AW312157 9 84,558,360 84,648,633 AI354808 Hs.289043 SPIN 9 299.54 08 D 64.99 GCAGCATTTGAAGGGACTGT AGACTCAAGCCCAATGCACT 60
SPINL AW462620 16 28,984,618 28,994,385 BG830647 Hs.293860 LOC83985 16 222.53 25 A 118.97 GATTCAGACTCAGGCAAGGA CAGGTCTATCTAGGCACAGAAC 60
Spir-1 AW326764 18 12,436,514 12,647,966 AW665407 Hs.16758 Spir-1 18 95.74 24 A 170.72 TTGGTATTTGGAGGGCATTC CTCCTACATGACAACTTTCTGG 60
SPOCK AW359237 5 136,341,852 136,865,858 AW381962 Hs.349671 SPOCK 5 494.29 07 A 252.02 TCCCAGGAAGGTAATGAGAT CTTACCAAAGTGAGGCATGA 56
SPON1 AW289310 11 14,325,485 14,325,676 15 C 18.03 GGACAGCAAAGCACTAGAGGAA GACAGCAGCCACTCAAATAAGC 60
SPP1 S45840 4 89,289,590 89,297,342 BF130155 Hs.313 SPP1 4 437.59 06 B 11.34 GCCTTGAAGACAAGCTAGACCT AGGGTGTTACCATGAAGCCA 64
SPRY2 AW266964 13 79,846,749 79,851,724 BG055247 Hs.18676 SPRY2 13 230.54 12 A 154.29 AACCCCTCATTGGCAGCAACT AAGACTCTGATTTCCCTTTGG 64
SPS2 AW428592 16 30,451,898 30,454,209 AU158221 Hs.118725 SPS2 25 A 142.71 TCTGCCTCTCCCAGTCCTTAAA CTCTGGACAAGAATTGAGCAGC 59
SPTBN1 AW266915 2 54,711,216 54,854,520 AA947498 Hs.324648 2 162.57 11 A 290.06 GGTACAGGTCATACAACTGAA CCTTGCTGTTTGAAACATAGTG
SQLE AF098865 8 125,679,522 125,703,323 AF098865 Hs.71465 SQLE 8 474.73 14 A 132.24 GACCCAGAAGTTATCATCGTG TCTACTTTGGCTGCAGTGCTT 52
SR140 AW289396 3 144,001,992 144,060,636 BG031836 Hs.7976 KIAA0332 3 516.41 01 C 94.50 TACTACTGCCAGCAGATCCA CTGCATCTGTAGACCTGTTG 60
SREBF1 AW462480 17 17,657,720 17,683,350 BF726660 Hs.166 SREBF1 17 103.48 19 C 37.65 TCGAGCTTCGTGGTTTCCAGAG TGCGATCCAGAAGCTGGTGTGT 50
SRP72 AF013091 4 57,183,425 57,219,762 AA872737 Hs.237825 SRP72 6 616.27 06 C 92.56 CCTACTTGTACCACCTTGCTTC CACCAGATCAGCACACAAAGAG 60
SRP9 AW289228 1 222,384,995 222,385,601 BG178488 Hs.349541 16 C 50.49 CTGACCTCTCTGAAACATGCCA CCAGCCCGTTTCTGTCTTTACT 56
SS18L2 AW483510 3 42,442,574 42,455,722 AA553690 Hs.9774 SS18L2 3 120.18 22 A 176.11 TCAGTTGGCTGTTGTGAGGAGT GCCACAGAGGTTCCATTCACAT 60
SSR1_(3) AW266906 6 7,279,427 7,279,726 23 A 418.01 GGGAGGGTTTCTGAAGGTGTGC TACGGCTAGTATTCTAAAGGCG
SSR1_(5) AW267016 6 7,277,802 7,303,546 BE814318 Hs.250773 SSR1 6 40.68 23 A 421.88 CAACACGTTACTCTCACAAG ATTAATTTGCTGCACCAACC 47
STAT1 AW289395 2 191,797,784 191,842,959 BF692353 Hs.21486 STAT1 2 616.74 02 D 16.30 ATTCTCAAGGCAGTTACACAGG ACAGCTCTCTTAAGGCAAATCC 56
STAU2 AW267147 8 74,162,799 74,465,892 R39788 Hs.96870 STAU2 8 374.87 14 D 0.00 AAATGTCTATGGGCACAGAAGG TAGAAATGATAGGGCCAGCTTG 64
STCH_(3) AW289402 21 14,667,202 14,667,643 BE538875 Hs.288799 STCH 01 A 66.45 CTGGAGAATGCAGGTTACATGA CTGTAAACATTGCCTAGTGCCA 56
STCH_(5) AW267080 21 14,665,471 14,665,566 AA045519 Hs.288799 STCH 01 A 66.45 TGATCTTCAGAACACGTCATAC GTGAATGAATGTTTGGTGTCAG
STE X56395 4 70,956,861 70,975,800 AI340082 Hs.54576 STE 4 420.42 06 C 176.41 TTGTTCTTTCACCCTTCCTCAC GGATAGAAGGAACCCTAAAGCA 60
STK13 AW426488 19 62,419,764 62,420,937 AC005261 Hs.117077 ZNF264 19 287.82 18 D 0.00 CCAGACACCCCAATATCCTG TGGCTGTACGCTGTTCATCA 58
STK17A AW461403 7 43,329,444 43,372,502 NM_004760 Hs.9075 STK17A 7 208.89 04 D 0.00 GACCAGTGTGTTGCAGATAGAG CATCATGAGCGTGTAGGAAG 60
STK24 AW462658 13 97,941,052 98,065,980 N44256 Hs.168913 STK24 13 280.20 12 D 5.82 AGTGGTGGAGGAACTTCATC TCTTCAGCGGAGTCAGCAAA 60
STK38 AW289334 6 36,463,085 36,516,669 BC012085 Hs.8724 NDR 6 134.05 23 A 199.15 CTTGGCTACGACACTCTGCAAT AGCTGCCACCACCTTTAGAGAA
STXBP1 L26088 9 123,828,238 123,911,124 AF004562 Hs.239356 STXBP1 9 385.65 11 C 55.60 CTGCGTTCTCGTGTTTGGTGAT CCCAAACGTCTACCTTCCCATA 60
SUCLG1 AW437438 2 84,608,365 84,644,880 BG338231 Hs.7043 SUCLG1 2 290.42 11 A 259.69 TGTGAAGGAGGCCAAAGAAC GATACCTTCGGTGATGCACA 56
SUGT1 AW631701 13 52,163,519 52,199,070 BC000911 Hs.5169 SGT1 13 157.96 12 A 9.50 AGGCTTTGGAGCAGAAACCAG TTACTTATAGAGACAATG 48
SULF1 AW484132 8 70,102,044 70,296,332 AI129060 Hs.70823 KIAA1077 8 369.56 14 C 39.40 ACCGGCTGAATGACAGATGA CCTCTAGACTTTCCTGAAGCCA 60
SULT1A1 AW267059 16 28,443,816 28,448,215 AA910602 Hs.142 SULT1A1 25 A 142.71 ATGCCTCCAGAGGACCACTCAC CATGACCAAGTACAGCACCATA 56
SUPT16H AW487190 14 19,809,766 19,842,553 BG387459 Hs.14963 FACTP140 14 11.76 10 A 142.05 GTCACTGCTGCTCCTTGTTT GAGGGAGGATGGCAAGATAA 60
SV2A S47919 1 146,649,969 146,664,529 NM_014849 Hs.7979 SV2 1 552.71 03 A 85.48 GAGACCAACAATTCCCTCTTCC CTACTTTCCCAGCATCCAACAG 64
SVIL AF025996 10 29,896,516 30,174,969 NM_021738 Hs.154567 SVIL 10 173.27 13 A 43.73 CCTGGGTGGTCACTTTCAATAC GAGAGCTGGTCACTTCAGGTTT 64
SYCP3 BE217470 12 102,063,936 102,064,030 05 A 327.35 Dorroch et al. 2001
SYN1 M27811 X 46,257,630 46,305,631 NM_006950 Hs.225936 SYN1 X       141.56 X C 107.86 TTAGCCAGGACGAGGTGAAAGC AATGCACTCGGAGGGTTGAGGT 56
SYNJ2BP X73772 14 68,828,915 68,873,841 BF764249 Hs.109654 FLJ11271 14 174.43 10 A 423.83 TCTCCTGCCAGTCTTCCATAAC GACACTGCCTTTACTCTCCCAT 56
SYP M22967 X 47,850,846 47,863,233 X06389 Hs.75667 SYP X       144.93 X C 107.86 ACCTTGGGCAAGCCTAGAAGTG CAGCCAAGCTTCTCATCCTACC 64
SYT4 BE217507 18 40,737,730 40,737,968 24 A 58.08 Dorroch et al. 2001
TAC1 X00076 7 96,959,149 96,967,711 BG714365 Hs.2563 TAC1 7 506.28 04 A 45.23 TGTGTCAGTGGTCAAGGAAAGG GCTGATGTGACTGCTTCCAAGA 60
TACR2 X06295 10 71,056,060 71,069,024 NM_001057 Hs.161305 TACR2 28 A 79.74 GCACCCTTGAGAAGTAGCCAGT AGAGGATCAGTCACATGGCAGC 60
TACTILE AW289280 3 112,542,085 112,652,445 NM_005816 Hs.142023 TACTILE 3 402.51 01 C 0.00 TTGTAGACTGCACTGGTGGAAC GGAGTCCATTGGAAGTGATCTG 60



TAF2_(3) BE217511 8 120,411,813 120,513,872 NM_003184 Hs.122752 TAF2B 14 F 0.00 CTGGGAAGAAGTATTCTGTC CCCTCAGCGTGAGTATACC
TAF2_(5) AW267130 8 120,411,813 120,513,872 BG654590 Hs.122752 TAF2B 14 F 15.20 CTGGGAAGAAGTATTCTGTC CCCTCAGCGTGAGTATACC 60
TAMLS113 TAMLS113 23 A 393.36 Barendse et al. 1997
TANK AW425378 2 161,957,490 162,056,706 BE929369 Hs.146847 TANK 2 537.23 02 B 54.30 CTTGGGTTTCTAGTTAGAAC CACTGAGCAACTAATGTT 56
TBC1D1 AW659593 4 37,850,891 37,975,438 BF971677 Hs.278586 TBC1D1 4 180.02 06 C 22.11 AACCGTGCTGTGTGAGTCTTC TGTCTCATACCCTGTGGAAGG 55
TBCD U61233 17 81,239,652 81,429,122 19 C 217.59 TGTGAGGGACCCGGTGTCTGTT GGGATGAGGACAGAAGCACCGA 60
TBL1X AW314864 X 8,777,817 9,034,225 AI652642 Hs.76536 TBL1 X       83.98 X D 12.22 GCGTGTTAGATCTGCGAAAG TTCGGAGCTGACGGAATTGT 60
TCF4 AW266895 18 52,829,119 52,829,212 24 A 192.72 AAGAGTTCAGCTTTCCCGCGAG GCAGCATGGGTGGTAAGATGAG 56
TCN1 AW478378 11 59,871,167 59,884,931 AA155640 Hs.2012 TCN1 11 221.63 15 C 243.88 ACCTCTGTTCAGGGCATAAAG CAGCTGAGGAAGGTTTGA 56
TCTEL1 AW261144 6 158,890,935 158,899,196 AA101848 Hs.266940 TCTEL1 6 614.82 09 B 67.36 TTGTGGCACTCTCAACATGTAG TTGTGGCACTCTCAACATGTAG
TDE1L AW289241 6 122,688,161 122,728,123 BF379551 Hs.146668 KIAA1253 6 504.30 09 A 171.18 CCAACACAATAGAAGGTGAGGA TTCTACACACAAACTGAGGCCA
TEGT AF093741 12 49,852,058 49,875,256 AI627375 Hs.74637 TEGT 12 218.94 05 A 151.54 CCACCTGTAATGTGTGCAAAGA AAGCTCATGATGATCCTGGCTA 56
TEK X71424 9 27,099,237 27,220,172 NM_000459 Hs.89640 TEK 9 80.71 08 A 112.02 CTGGAATCAGAATGCCTGTGGT AGGACTGATTTGTTGGCTCTGG 60
TERF2 AW426516 16 69,124,947 69,155,289 AI244609 Hs.100030 TERF2 16 412.79 18 B 40.61 CCTCTGTAGGCAGGTTTA GCTAAAAAGACAGTCGTT 56
TEXAN2 TEXAN2 02 B 66.18 Kappes et al. 1997
TF U02564 3 134,746,710 134,779,460 BG700910 Hs.284176 TF 3 473.70 01 C 101.92 GCATGCACTTTCCACAAACC ACTCAGACCAGCGAAACCAGAT 60
TG X02815 8 133,550,129 133,818,041 U93033 Hs.305916 TG 8 515.63 14 A 46.54 GTCAGCCTATTCCTGGAACTCGAAG CCCAGCGTTCATACCACTCAAAGGC 54
TGFBR3 AW289380 1 91,485,511 91,709,087 AW304739 Hs.342874 TGFBR3 1 259.83 03 A 142.09 CTCAAACTGGCCACAGGGAT TTGTTGGGTGACTCGTGCGT 58
TGLA10 TGLA10 08 B 9.43 Kappes et al. 1997
TGLA126 TGLA126 20 A 62.06 Kappes et al. 1997
TGLA159 TGLA159 04 E 153.28 Kappes et al. 1997
TGLA176 TGLA176 07 A 47.95 Kappes et al. 1997
TGLA179 TGLA179 27 A 0.00 Kappes et al. 1997
TGLA226 TGLA226 02 D 34.73 Kappes et al. 1997
TGLA227 TGLA227 18 D 48.95 Kappes et al. 1997
TGLA263 TGLA263 03 A 128.29 Kappes et al. 1997
TGLA337 TGLA337 21 B 139.46 Kappes et al. 1997
TGLA377 TGLA377 02 B 84.45 Kappes et al. 1997
TGLA4 TGLA4 10 A 167.13 Kappes et al. 1997
TGLA431 TGLA431 02 A 68.35 Kappes et al. 1997
TGLA44 TGLA44 02 A 38.53 Kappes et al. 1997
TGLA53 TGLA53 16 B 81.29 Kappes et al. 1997
TGLA57 TGLA57 01 B 17.29 Kappes et al. 1997
TGM2 X60686 20 37,395,292 37,428,431 M55153 Hs.8265 TGM2 20 231.85 13 A 228.98 GGGCCCTTTGGAATCGAATGTA CAATCAGTTTGGTGGGTGGTCA 64
TGOLN2 AW465358 2 85,506,728 85,513,118 AA148440 Hs.14894 TGOLN2 11 A 266.18 AACAAGGAGTCCACCAAGCTTC GGGCTCCACATCTTCAGTTAGT 60
THBD M14657 20 22,974,635 22,978,683 M16552 Hs.2030 THBD 20 112.03 13 A 52.74 GCACCTTAGCTGGCGTCAGAAT ATCCCTGCTCGCTTGTCTGATG 64
THOC2_(3) AW326904 X 120,687,199 120,687,446 AV682692 Hs.81376 X       299.80 X A 18.18
THOC2_(5) AW289303 X 118,751,796 120,688,453 AA448288 Hs.81376 X       299.80 X A 18.18 AAATCAGAGCTAGAAGGGTC CATCAGTGATGAACAGGAAC 60
THRA G11172 17 38,129,401 38,160,456 X55005 Hs.724 THRA 17 309.38 19 C 72.96 GCTGTGCCGCTTCAAGAAG CGCCTCTGTTTCCAATGG
TIC AW428019 2 113,838,389 113,867,305 BF844053 Hs.110121 TIC 2 412.66 11 A 336.69 AGCACTGCCCAGGAGATGACTT GATGGGACGGACGAATTTGCAC 60
TIE X71423 1 43,196,495 43,218,609 X60957 Hs.78824 TIE 1 130.22 03 B 88.26 CACATATGCAGGCATTGACG AACCAATTCCTTGAGGCAGC 56
TIMP3 U77588 22 31,522,195 31,580,958 D38524 Hs.138593 NT5B 10 482.20 05 A 330.61 CCCTTCCCACTGAGCTTCCCTT CTATCTGCTGGCTGCCCTTGAC 64
TJP1 AW447393 15 27,572,440 27,694,790 AI982712 Hs.74614 TJP1 15 55.49 21 B 0.00 GATCACCCAGAAGAAAATA AAGAAACTTGGTTTTATG 56
TJP2 AW485499 9 65,359,200 65,440,237 BE870806 Hs.75608 TJP2 9 219.51 08 B 37.53 AAGGCCCTGCCAGACTTTAT AATTCTGTGTCCCGGTATCG 60
TK1 M15205 17 76,631,221 76,644,206 K02581 Hs.105097 TK1 17 501.01 19 D 0.00 GACATCATGGAGTTCTGCGAGG TGCCGAGCCTCTTGGTATAGG
TK2 AW669082 16 66,280,194 66,321,184 BI759097 Hs.274701 TK2 16 396.70 18 B 22.44 CGAAGGAACGTCAGTTGCTG ACCAAGCTTCCGATTCTCCA 60
TLK1 AW289208 2 171,812,594 171,981,434 AF162666 Hs.18895 TLK1 2 565.75 02 B 84.45 TTATTCAGGGTCCATGATCCAC TTCAGGCACCTTACACATGGCT 52
TLOC1 AW289224 3 171,086,025 171,114,157 AA236805 Hs.8146 TLOC1 3 628.46 01 C 33.23 CATAGCAGTTCTCCTGATCTGA GTGATCTTTCTACAGCAGCTTC
TMEM2 AF013070 9 67,868,402 67,953,527 AA866026 Hs.160417 TMEM2 9 252.75 08 B 60.59 GGTAGCACTCTGAGGTAGCATA GAACATGGTCAGGCTGTCTT 60
TNF AF011926 6 31,602,214 31,604,976 NM_000594 Hs.241570 TNF 6 118.32 23 A 347.40 TCTCAAGCCTCAAGTAACAAGC ATGAGGTAAAGCCCGTCAGC 57
TNFRSF25 AW289372 1 6,117,948 6,122,987 BE670189 Hs.180338 TNFRSF12 1 25.38 16 D 244.11 GGCCTCAACCAAATACAAGC GTACGGTTACTTGATGCGTG 60
TNFSF5 Z48469 X 133,675,149 133,687,329 NM_000074 Hs.652 TNFSF5 X       320.00 X A 22.24 CTGATCCAAGTCAAGTGAGCCA TTGTGAAGACCACCAGCATCAG 60
TNNT1 AW445656 19 60,328,294 60,329,311 18 D 26.23 TACCTCCTCTGATCCCGCCAAA CTGCTCAAAGTGGACGTCGATG 60
TNXB_(3) Y11915 6 32,034,938 32,103,182 NM_019105 Hs.169886 TNXB 6 145.45 23 A 358.73 GCTGGTACTACTGGAAGGGCTTCG TCCGCTGGTGGCTTGATGGT
TNXB_(5) K01333 6 32,032,943 32,035,421 AL049547 Hs.278430 CYP21A2 6 143.95 23 A 347.40 Barendse et al. 1994
TOX BE217422 8 59,441,162 59,754,952 AA877084 Hs.184297 KIAA0808 8 323.87 14 B 52.10 Dorroch et al. 2001
TP53 BE217496 17 7,514,550 7,533,728 M14695 Hs.1846 TP53 17 53.63 19 B 45.60 Yang and Womack, 1995
TP53BPL AW632065 9 32,530,825 32,542,602 NM_005802 Hs.179982 TP53BPL 9 121.03 08 A 89.41
TPBG AW484355 6 83,023,695 83,026,802 AW189939 Hs.82128 TPBG 6 365.09 09 A 89.53 CAAGGTGTAGCAAGTGTACTCT GTCTGCAGGCAGTTTATGAA 60
TPM1 AW289408 15 60,913,787 60,943,010 AL048451 Hs.77899 TPM1 15 212.72 10 A 291.40 TGGTGCCCACATCTTTCACT GAAGCTTTGTAAGCCACTGTGC 60
TPS1 X94982 16 1,218,338 1,220,215 AF206667 Hs.347933 TPSB1 16 30.02 25 A 26.66 TACACCCGCGTCACCTCCTA GGTCATCAGGTGTGGGCACT 58
TPST1 AW430163 7 65,068,128 65,223,243 BI824307 Hs.17279 TPST1 7 376.36 25 A 148.24 AGGCCAATAAAACCTTTG TATCTGCTTCAAAGCCAG 50
TRAD AW353439 3 125,585,155 125,721,265 NM_007064 Hs.162189 TRAD 3 443.76 01 C 12.32 GCGAGGAAAGGATAAAATC ACATTTTTCCAGTTCACC 60
TRADD AW426031 16 66,923,569 66,929,270 BE326626 Hs.89862 TRADD 16 404.27 18 B 0.00 TGTACGGGGCTCTCCAGACT CTGAAACGCAGTTGCACGAT 65
TRAF5 AW432047 1 208,139,146 208,187,390 AW836251 Hs.29736 TRAF5 1 694.61 16 D 192.56 CGTGGGAAGTTATTAGGTCAAACCAC GAAAAGGACACTCTTCTTAGCCATCG 53
TRAP25 AW464786 8 118,201,750 118,221,299 BF732927 Hs.336898 8 466.59 14 D 11.19 GATCACCTTCGCCAACTTTC GTTGCTCTACTGGAATGGGA 50
TRBV30 AJ006347 7 141,904,352 141,904,626 BG201301 Hs.303157 TRB@ 7 653.50 04 B 66.17 AGCTCTTCTACTCTGTTAGTGC CTTAGACTCAGGGTAAACTGG
TRHR D83964 8 109,768,532 109,800,606 NM_003301 Hs.3022 TRHR 8 445.64 14 E 13.78 GAACTGAACCAAACACAGCTT GGGTCCTCATGTGCTTGGTC 56
TRIM11 AW485469 1 224,966,920 224,980,083 BE280813 Hs.13543 TRIM11 1 720.07 07 A 23.49 TGCAGGACATCAGGGACACACT CTGTGTCAGGATCCAGGGTCAT 56
TRPC1 AF012901 3 143,724,877 143,808,338 X89066 Hs.250687 TRPC1 3 516.31 01 C 97.34 TCGCTACTTGACTTCCATGAGA AGTCCGAAAGCCAAGTAAATCC 64
TRPC2 AJ006304 11 3,606,922 3,618,062 X89067 Hs.131910 TRPC2 15 C 90.76 GGTCATTTCCCTTCTGTTGCTG TCACATCCTCTGGAGACATCTG 64
TRPC4 X99792 13 37,147,431 37,380,575 AF063822 Hs.262960 TRPC4 12 A 75.63 CAGACACCATCACCCACGAAGA ACCACCCAGCTCACTACGGAAA
TSHB K01939 1 114,672,560 114,677,003 NM_000549 Hs.53213 TSHB 1 373.68 03 A 112.62 GACTTCATGTACAAGACTGC GTCAGTATTACACTTGCCAC 54
TST M58561 22 35,649,946 35,659,265 D87292 Hs.248267 TST 22 115.04 05 A 359.81 TTTGAAAAGAGCCCAGAGGA GCTGGATCACTCTACCAGCA 54
TTC3 AW352731 21 37,456,839 37,458,441 AA554904 Hs.349774 01 C 129.21 TGGTCCCTTGGACATGAGTAAC GGAGAAACGCTTTCAAGCCT 60
TU12B1-TY AW484933 12 104,099,060 104,099,339 R43395 Hs.6341 TU12B1-TY 12 410.35 05 A 326.80 CTGTAAACTTCCCGTGTGAG GCACCATCTGTCCTTCTACT 60
TUBB AW487663 6 3,144,777 3,216,042 BE901133 Hs.251653 TUBB2 X       295.67 11 C 96.47 TGCAGTAGGTCTCGTCTGTGTT CAGCAAGATTCGGGAGGAGTAT 62
TUFM L38996 16 28,851,526 28,856,638 X84694 Hs.12084 TUFM 25 A 140.78 TGGAGTTGAGTCTGGACCTCTG ATTGACCTACCTCACCTGGCTG 58
TUFT1 M64924 1 148,287,876 148,331,153 AF254260 Hs.283009 TUFT1 1 544.14 03 A 63.01 GTCTTCTCTTGCGGTGTTTGGA CGGGATAACAAACTGATGGTGG 64
TWSG1 AW267141 18 9,324,767 9,392,419 N91767 Hs.247302 TSG 18 62.26 24 A 167.86 TGGCTGTTTACATTTACC CTGAAGTTTCAGAAAGCA 52
TYRP1 AF136926 9 12,683,408 12,700,258 NM_000550 Hs.75219 TYRP1 9 53.57 08 A 168.12 GTGTGCTACCATTGAGGCTTTG TGTCCTGTTGAAGAAGCGTGTG 60
U68143 U68143 X B 142.65 CCATCCTTCTGCGAGTTCATGG GGATGTCAGAAACGAGAGGGAG 56
U96014 U96014 NM_005101 Hs.833 ISG15 1 15.89 16 D 231.59 AAAGGAGCGTGTACAAGCAGAC CTTTATTCACTGCGCTGCATGG 65
UAP1 BE217503 1 159,227,355 159,265,658 AW073081 Hs.21293 UAP1 1 592.58 03 A 1.62 Dorroch et al. 2001
UBA2 AW461623 19 39,595,317 39,636,844 BI089659 Hs.4311 UBA2 19 206.63 18 B 57.31
UBE1C AW289243 3 68,927,597 68,953,235 AA401653 Hs.154320 UBE1C 3 209.09 22 A 201.33 GAAAGCATCAGTGGTAATGG GAACACCTGTGCATGGAAAT 53
UBE2D3 AW266941 4 104,109,974 104,183,200 BF594116 Hs.118797 UBE2D3 06 A 75.74 CAGACAACGAGTAAGATTGCAC GGGCATTATCATTCTTCACCCT 56
UBE2H AW289176 7 129,009,788 129,131,994 BF196795 Hs.28505 UBE2H 7 590.09 04 E 22.30 CACAATGCAAGGAGAAACGTGG CAGACCTGCGTTTCTTTGGACT 60
UBE2N AW289427 12 93,735,095 93,768,986 AA490124 Hs.75355 UBE2N 12 358.28 05 A 118.39 GGTTCCAACCCACAGGTTAACA TTCCTTAGAGGGCATCAGATCC 56
UBL3 AW289323 13 29,268,546 29,354,753 NM_007106 Hs.173091 UBL3 13 87.52 12 A 88.09 TGCAAACTCCAAGTCTTGTG TATGCTTTGTTGACTGGCTC 53
UBQLN1 AW289196 9 79,830,829 79,831,533 AL538459 Hs.9589 UBQLN1 9 272.95 25 A 81.99 CCATACTGAGGCATAAGGCAGA CCACCATTTCGTGCACTGTT
UCP3 AF092048 11 73,934,035 73,942,828 AF001787 Hs.101337 UCP3 11 271.12 15 C 120.44 TGATGCTGACTCAAGAGACAGA TTCCACCTTGTCAGTGCAAA 60



UGCGL1 BF440558 2 128,753,721 128,855,019 BF880772 Hs.105794 UGCGL1 2 461.65 02 A 52.00 TGGAAGAATAAAGGAGCTGAGG GGAGATGCAAGAATCGAATACC
UGDH AF095792 4 39,335,023 39,363,863 NM_003359 Hs.28309 UGDH 4 190.66 06 C 57.44 CCCAGAGTATAGACATTGCCGT AGTGTCACTCCCGTTACCATTC 60
UGP2 L14019 2 64,025,806 64,076,401 NM_006759 Hs.77837 UGP2 2 198.21 11 A 192.30 TGACCGAATTGACATCCCACCT GAATTCCGGGCCCATAATGAGT 52
UMOD S75958 16 20,271,812 20,291,474 M15881 Hs.1137 UMOD 25 A 107.10 GGAAATCCTGTACTCTGTGGCT GGGCCTCATGAACAGACATATC 60
UMPS X65125 3 125,730,816 125,745,231 BC007511 Hs.2057 UMPS 3 439.65 01 C 13.63 TGTGTGGAACTGGAGTTACCGT AAGGTCTGATCTGGAGATGGTG 60
UNC13 AW336355 9 35,152,060 35,395,332 BF569286 Hs.155001 UNC13 9 139.17 08 B 128.67 AGAAGGAGTCCTGTTCACCTATG GCTGACCTAAATGAAAGGGAG 55
UQCRC1 X59692 3 48,455,672 48,466,706 AL517411 Hs.119251 UQCRC1 3 158.02 22 C 26.16 ATCCGTAGTGGCATGTTCTGG TATTGGTTGGTGAGTCAGCAGC 66
UQCRFS1 S58789 19 34,374,216 34,380,163 BC010035 Hs.3712 UQCRFS1 18 A 4.29 CTCTCAACCTTGAAGTTCC GGCTTGTTCTCAAGTAACTC
URB002 URB002 17 C 33.46 Kappes et al. 1997
URB007 URB007 13 A 73.32 Kappes et al. 1997
URB010 URB010 X A 46.38 Kappes et al. 1997
URB031 URB031 24 A 195.56 Ma et al. 1997
URB038 URB038 01 C 33.23 Kappes et al. 1997
URB048 URB048 17 A 35.31 Ma et al. 1997
URB052 URB052 05 A 365.73 Ma et al. 1997
URB060 URB060 05 A 481.11 Ma et al. 1997
URB062 URB062 17 A 108.55 Ma et al. 1997
UREB1 AW428599 X 52,213,987 52,214,075 X C 111.12 ATTTGGCTGTGCTGGGTCTTAG AAGAGCAGGCAGGATATGGACT 60
URF2 AW289235 AL133480 Hs.348602 URF2 9 27.18 08 B 0.00 CCCGTCAGGTTCAGTGATTTGT GGGAATGGACTGCTTGATCTTG 60
USP14 AW461839 18 148,520 202,601 U30888 Hs.75981 USP14 18 14.70 24 A 101.36 GTCAGCATTGTAACACCAGAGG CCATTATTTCCACTCTGCGAGG 60
UWCA1 UWCA1 23 A 261.06 Kappes et al. 1997
UWCA20 UWCA20 07 A 181.24 Kappes et al. 1997
UWCA26 UWCA26 20 C 36.60 Kappes et al. 1997
UWCA4 UWCA4 21 B 63.16 Kappes et al. 1997
UWCA9 UWCA9 09 A 222.80 Kappes et al. 1997
VARS2 AW428568 6 31,804,135 31,822,428 BI253778 Hs.159637 VARS2 23 A 351.29 TCTGCGTCACTGCCTACCCA GTTGATGCCAGGGCACCTGT 64
VASP AW289225 19 50,686,077 50,706,287 BM005975 Hs.93183 VASP 18 C 73.28 ATTCCAAGTCGAGTTGAGGCAG GAGGTGAGGAAGGAATTGCAGA 60
VAV3 AW417792 1 107,270,846 107,664,595 BG032179 Hs.267659 VAV3 1 335.99 03 A 142.09 AAGGTGTCTCTTGGAGTGGA TGCTCTCTGGTAACAGTTGG 60
VCAM1 BF440476 1 100,476,478 100,495,780 AI033696 Hs.109225 VCAM1 1 293.76 03 A 138.21 AAACCCTGGCATCTTTACAC CTGTAGCAAGGTTGTTTGGA 54
VDAC1 X75068 5 133,338,429 133,371,687 L06132 Hs.149155 VDAC1 07 A 237.23 GTCTGGGATGCAAGTATTGCT TTCCACTTGCCGCCATTTCTA 60
VEGF M33750 6 43,746,614 43,754,061 S85192 Hs.73793 VEGF 6 164.53 23 A 254.77
VIL2 AW266923 6 159,020,204 159,073,870 AW575707 Hs.155191 VIL2 6 620.15 09 B 74.70 ATCCAGCGTTGTTTATCCTGAG CATCGTGGCTTATATTCTGTGC 53
VIM AW266932 10 8,706,981 17,422,154 AU121411 Hs.297753 VIM 10 104.78 13 A 39.87 GCCCAGATTCAAGAACAGCATG CATTGTTGCGGTTAGCAGCTTC 56
VLDLR AF016537 9 2,611,803 2,644,485 D16494 Hs.73729 VLDLR 9 22.03 08 B 32.61 TCCCATCCACATTCTCCTTCAG TATGGCTTTCGAGGGAAAGTGC 64
VRK2 AW426546 2 58,092,495 58,344,712 AA291143 Hs.82771 VRK2 11 A 281.61 CAGAAGTGATGCCACCAAGA ACCAAATCCTCCAGAGCCAA 60
VTI1A AW289417 10 114,342,728 114,342,880 26 A 247.95 TCAACATGACAGCTCCAGAACC GAAGAAGCTGTGACGTTCATCC 60
WAC AW658318 10 28,971,939 29,059,706 AA424883 Hs.70333 MGC10753 10 191.68 13 A 43.53 TCTTGGAAAGGAGGTGCTTAAC CCCCTCCCCTTTGAAATAAT 55
WARS X52113 14 98,790,168 98,832,689 X59892 Hs.82030 WARS 14 276.43 21 B 228.78 GCTGGCCCTAGGCTCTATCAAA CTAAAACGCCTCTTGTGCCCAT 64
WASF2 AW289353 1 26,965,170 27,049,704 AI110628 Hs.350166 RPS6 9 64.15 02 E 121.15 ATGCATAAGTAGAGCCCAGAGG CTAGGGTTTCGATGTGCTGTGT
WBP1 AW356828 2 74,643,151 74,645,719 BE906705 Hs.7709 WBP1 2 228.94 11 A 92.90 AGCTGTGCCCAGGAGTGAACAA GCCAGAACCACCAGAGCTCATA 50
WBSCR22 BE217402 7 72,496,193 72,517,786 AI978935 Hs.155020 HASJ4442 25 B 14.71 AAGTAGGCACTTCAATAGAGAG TCTGCCCTGACACCCAGTACAC
WDFY3 AW464739 4 85,983,475 86,246,300 BC015214 Hs.198135 KIAA0993 4 451.61 06 C 249.11 ACAGCCACCTGGTATAACGACA CTGGCCCTCTGAATAGTTCACA 60
WDR1_(3) AW428597 4 9,764,485 9,764,784 06 C 282.00 AGCACAAGAGTGAACTGGTGAG CTTAATCCATGCCTGTCCGT 60
WDR1_(5) AW428598 4 9,764,312 9,807,006 BG251596 Hs.85100 WDR1 4 61.23 17 C 103.51 AGCACAAGAGTGAACTGGTGAG CTTAATCCATGCCTGTCCGT 60
WDR5B BF440429 3 123,412,410 123,416,140 AI911326 Hs.71584 01 C 13.63 GAGCTCATCATCTACTGGACAC GCTCGTCTGAGTAGTAAAGCCT
WRN BE217410 8 30,856,388 30,856,740 27 B 0.00 Dorroch et al. 2001
X85961 X85961 8 37,697,698 37,700,524 NM_000025 Hs.2549 ADRB3 8 156.44 27 B 56.00 GGAACCTTTGGAAAGCCTCTGG GGCGGCAGAAGGAACAGAATGA 60
XBM111 XBM111 X B 116.91 Kappes et al. 1997
XBM16 XBM16 X C 145.67 Kappes et al. 1997
XBM361 XBM361 X B 126.29 Kappes et al. 1997
XBM38 XBM38 X C 202.68 Kappes et al. 1997
XBM451 XBM451 X D 24.71 Kappes et al. 1997
XBM73 XBM73 X C 107.86 Kappes et al. 1997
XDH X98491 2 31,515,982 31,595,323 D11456 Hs.250 XDH 2 211.00 11 A 55.42 AAGATGGAACTTGCCCTGCAGA TTGAGGAAGACACCCAGGCTTA 64
XTP2 BE217459 1 168,061,951 168,143,429 AW177845 Hs.69559 KIAA1096 1 623.40 16 D 218.11 Dorroch et al. 2001
YES1 Z71822 18 711,743 802,542 BF969916 Hs.194148 YES1 18 0.58 24 A 109.54 CACGGGTGTAAGTGTCTAGCAA ACACAGGAACCACAGCACAGAA
YWHAB BE217556 20 44,173,091 44,173,572 AI541131 Hs.279920 YWHAB 20 250.56 13 A 269.20 Dorroch et al. 2001
YWHAG AF043737 7 75,554,404 75,586,603 AB024334 Hs.25001 YWHAG 7 430.50 25 B 0.00
ZDHHC2 AW289399 8 16,823,231 16,889,636 BI468564 Hs.5943 LOC51201 8 46.17 27 A 102.17 GGTAGCTGACAGCCAACTAATG GAGTCAGACACAAGGATGGATG 56
ZF AW462786 11 85,591,563 85,598,873 BG259798 Hs.29417 ZF 11 298.62 29 A 68.21 AAAGTTCGGACGTAGTCTTC TCTTCATGTCCCTTACACTG 56
ZFP36 L42319 19 44,573,536 44,576,094 AL542249 Hs.343586 ZFP36 19 235.06 18 C 19.72 AGTAGCCAAAGCCATTGCCA AATACAAGGGAAGCAGACGACC 56
ZIM2_(3) AW464096 19 61,997,679 61,998,157 AA447919 Hs.139033 PEG3 19 284.01 18 D 22.15 ACCGTGGTGAATATGTGTGC CAAAACACCAAAGATCATTCAAG 58
ZIM2_(5) AW464212 19 62,002,259 62,002,555 18 D 23.70 TCTATGGCTGTAAGGACTGT AGGCAATCTTTCTGGTACTC 60
ZMPSTE24_(3) BE217447 1 40,192,669 40,192,911 03 B 69.06 Dorroch et al. 2001
ZMPSTE24_(5) AW657081 1 38,825,703 40,210,143 BF061454 Hs.237323 AGM1 6 367.36 26 A 156.09 CCGCAATTACTTTTGCACC ATGCAGGCACAACCCATC 55
ZNF132 AW487252 19 39,801,238 63,621,777 18 D 23.49 CACCTCATTAGGCACCAGAA TTTGACGTCTCCCTCTCTACAG 60
ZNF189 AW261182 9 97,618,629 97,630,396 AI702883 Hs.50123 ZNF189 08 D 64.99 TCTCCTAGCGTAGACTCCAGGT AGATATTTGTAGTCCTAGACAG 52
ZNF192 AW266852 6 28,172,158 28,186,333 NM_006298 Hs.57679 ZNF192 23 A 394.67 CTACATGGTTCCCTGACTTT AACAAGTTCCCTACCATGAC 56
ZNF236 AW428605 18 74,299,098 74,445,662 BG287737 Hs.283619 ZNF236 18 474.48 24 A 12.92 TGGTTATGCAGGAGACTAGA GCACAGCCTGTTTAAGTAAG 53
ZNF24 AW358730 18 32,803,951 32,812,423 AI277717 Hs.183593 ZNF24 18 268.83 24 A 84.62 GATGGAACTCCTGCTGAATG GAGAAATCCCTCCCGAAAGA 56
ZNF277 AW465204 7 111,393,372 111,529,880 BF727443 Hs.42636 ZNF277 7 541.09 04 B 79.98 CCACCAGCTTAGAAGGTTC AACCAACTTGACATCAGC 50
ZNF302 AW267155 19 39,844,616 39,853,348 AV709828 Hs.125287 ZNF302 19 209.21 18 B 68.68 TTTGTCTCCGACCCAGCAGCA GCGTAGCTGTAGCGAACAAAG 64
ZNF313 AW289276 20 49,194,380 49,194,684 13 A 283.87 AAGAGATCATGAGGGCCTGACT TACCTTACCTCAGCATTGCCAC 64
ZNF33A AW289245 10 38,496,809 38,497,211 28 A 59.94 TTCCTGGTTTCCTACAATGG TGGAACTAGAGCAGTGCTTT 53
ZNF350 BE217409 19 57,165,637 57,165,780 18 C 87.62 TGAGATGACCCAGGCACACC GTTTGCGTTGGGGGTGTCCT 60
ZNFN1A4 AW289281 12 56,129,851 56,148,367 AI857519 Hs.302031 ZNFN1A4 12 247.74 05 A 301.56 TCTAGGTCACCCAAATAGCCAG TGTTCTTAGGATCAGTGGCAGG 60
ZWINT AW326775 10 58,009,600 58,013,421 BI461992 Hs.42650 ZWINT 10 342.16 26 A 19.97 GCAGCCAGCTTCAAGGAGTA CTTTGGCTTCAAGTGCCTTC 55
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