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Aspartate carbamoyltransferase (PyrB)
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Glycyl-tRNA synthetase alpha and beta chains (GlyQS)
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Amidophosphoribosyltransferase (PurF)
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Aspartyl-tRNA synthetase (AspS)
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Histidyl-tRNA synthetase (HisS)
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Adenylosuccinate lyase (PurB)
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