Body weight at 1 day of age
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Body weight at 8 days of age
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Body weight at 46 days of age
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Body weight at 112 days of age
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Epistatic model selected for QTL pair



Body weight at 200 days of age
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Growth from 1 to 8 days of age
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Growth from 8 to 46 days of age
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Growth from 46 to 112 days of age
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Growth from 112 to 200 days of age
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