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oo [ 0 M 65.0% G+C Content for the Adh region ranges from 24.5 to 64.5%.

Further details on the GASP project including the annotations can be found at http://www.fruitfly.org/GASP1
The plot with the Adh region annotation has been obtained using the program g££2ps (Abril and Guigé, 2000).
The most recent version of gf £2ps is freely available at http://wwwl.imim.es/~jabril/GFFTOOLS/GFF2PS.html
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