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Jim Watson (1928–2025): a genomics visionary

Since James (Jim) Watson’s passing on November 6, 2025, many
remembrances have highlighted his long list of contributions to
genetics and biology, as well as his controversial views and state-
ments. As Editors of Genome Research and part of the Cold Spring
Harbor Laboratory Press, here we emphasize his impact in geno-
mics, with a focus on the Human Genome Project (HGP), in addi-
tion to genetics education and communication.

Jim Watson and Francis Crick shot to fame through their
modeling of the structure of DNA as a double helix (Watson and
Crick 1953), a discovery now regarded as one of the most (if not
the most) significant biological advances of the 20th century.
Their Nature paper was published alongside others by Rosalind
Franklin, Maurice Wilkins, and their collaborators (Franklin and
Gosling 1953; Wilkins et al. 1953), launching the new field of mo-
lecular biology. Watson and Crick’s single-page paper is iconic. It
began modestly “We wish to suggest a structure for the salt of
deoxyribose nucleic acid (D.N.A.)” and ended with the prescient
claim “It has not escaped our notice that the specific pairing we
have postulated immediately suggests a possible copying mecha-
nism for the genetic material.” This paper remains required read-
ing for biologists, not only for its content and historical
importance but also for its unique style.

In 1956, Jim accepted a position atHarvardUniversity that re-
quired him to teach the new molecular biology course to under-
graduate students. His lecture notes became the foundation for
the textbook, Molecular Biology of the Gene, first published in
1965 (Watson 1965). His intent was that the book should explain
how the new discoveries of molecular biology were revealing the
nature of cells and how they divide in normalcy and disease
(e.g., cancer). In it, Jim emphasized and illustrated underlying

principles rather than just focusing on the experiments from
which theywere established. This innovative style changed the na-
ture of science textbooks and became widely emulated in subse-
quent biochemistry and cell biology textbooks. Molecular Biology
of the Gene eventually went through seven editions, which collec-
tively helped to teach generations of biologists the fundamentals
of molecular genetics.

Jim was an exceptional writer. He worked hard to develop his
craft and wanted to be known as much for his books as for his sci-
ence. Over his career, Jim authored or co-authored more than a
dozen books that spanned textbooks, memoirs, and works exam-
ining the implications of genetics for society. In The Double Helix
(Watson 1968), he weaved together an enticing scientific story of
howDNA’s structurewas discovered, interspersedwith the person-
alities, habits, and foibles of the scientists involved. It was captivat-
ing to read even for nonscientists, to whom it offered an
unprecedented glimpse of how science happens and revealed the
human side of scientists. It also irked many in the scientific estab-
lishment for uprooting the conventional expectations for a scien-
tific memoir (see, e.g., Chargaff 1968). The Double Helix became a
perennial bestseller and was lauded as one of the 20th century’s
most important books. Through Jim’s vivid telling, the visceral
thrill of genetics and molecular biology’s discoveries came to be
seen as science’s “Rock and Roll.”

In 1968, Jim became Director of Cold Spring Harbor
Laboratory (CSHL). The impact of Jim’s leadership as Director
and later President of the Laboratory cannot be overstated. He
transformed the small research center into a world-class institu-
tion for molecular biology and genetics, expanding its scientific
mission and influence. Part of the vision he had for the lab in-
volved training new generations of scientists and, to this end, he
is generally credited with the idea of establishing a graduate school
at CSHL. With Jim at the helm, the Laboratory’s scientific meet-
ings and courses also became internationally renowned. Among
the most notable was the May 1986 Cold Spring Harbor
Symposium, for which Jim chose the theme “The Molecular
Biology ofHomo sapiens.” That nowhistoricmeeting is mostmem-
orable for the debate prompted by Jim and led by Paul Berg and
Wally Gilbert, about the feasibility—and the cost—of sequencing
the human genome. Later, a small group of early HGP strategists
advised James Wyngaarden, then Director of the U.S. National
Institutes of Health (NIH) and a key supporter of the project,
that Jim was the ideal choice to lead NIH’s HGP efforts. They ar-
gued that Jim possessed a rare combination of scientific authority
and political credibility that could be used to galvanize support
and funding from the U.S. Congress and simultaneously persuade
a somewhat skeptical scientific community. In 1988, Jim was ap-
pointed the Associate Director for Human Genome Research at
the NIH to lead the HGP and proved to be exceptionally effective
in convincing Congress to position NIH as the lead agency for co-
ordinating and funding the project. Congressional members held
him in extraordinarily high regard owing to his intellectual stature
and career achievements.

James D. Watson 1990 (Image courtesy of Cold Spring Harbor Laboratory Archives).
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Some have since argued that, without Jim’s leadership, the
initial and pivotal Congressional appropriation of approximately
$60 million for NIH’s entry into the HGP in late 1990 would not
have materialized. These funds enabled him, as the inaugural
Director of the National Center for Human Genome Research
(NCHGR, later renamed the National Human Genome Research
Institute, NHGRI), to launch the HGP in October 1990. At the
same time, by securing new and separate funds for the HGP, Jim
helped to head off criticism that the project would “rob science
of support for other initiatives.” Jim also stressed the importance
of committing to being comprehensive in genome analyses, not
limiting the final goals to shortcuts (e.g., cDNA sequencing
only), and strongly advocated for the sequencing ofmodel systems
first, which supported their research communities and ultimately
reduced costs in the HGP.

Jim’s early leadership of theHGPwas highly influential in set-
ting the course for the entire project. At the outset, the HGP did
not have a clear technical path for completing its ambitious goals,
so Jimpromoted innovation and risk. To emphasize that reality, he
briefly interrupted an early HGP grant-reviewmeeting and chided,
“Don’t forget, we can afford to have failures. What we can’t afford
is not to have any successes!” Beyond the expected emphasis on
genome mapping and sequencing, Jim is credited with launching
NCHGR/NHGRI’s Ethical, Legal, and Social Implications (ELSI)
Research Program, which eventually received an earmarked 5%
of the center/institute’s research funds—something that contin-
ues to this day.

The 1986 symposiumwas also notable for the presentation by
the later-Nobelist Kary Mullis, whom Jim invited to speak about
his recently developed method for amplifying specific stretches
of DNA (Saiki et al. 1985; Mullis et al. 1986; Mullis and Faloona
1987). At themeeting,Mullis encountered an audience that imme-
diately grasped the immense potential of the polymerase chain re-
action (PCR) and was eager to exploit it. Jim’s invitation was
prophetic. It was clear that PCR was going to revolutionize geno-
mics and creating a journal to communicate the advances and
challenges presented by PCR’s rapid evolution seemed an exciting
opportunity for the newly formed CSHL Press, which Jim officially
established as an independent operating division of the
Laboratory in 1988. PCR Methods and Applications was born in
August 1991, and four years later, as the applications of PCR broad-
ened, the journal was renamedGenome Research,with its scope ex-
panded to embrace the surging field of genomics.

Jim left his position as NCHGRDirector in 1992 after clashing
with the NIHDirector on thematter of patenting genes, paving the
way for Francis Collins to assume that leadership role. Yet Jim re-
mained ever-present at major HGP gatherings to give input, pro-
vide a challenging counterpoint, and offer an occasional pep
talk. At the critical Bermudameetings, he worked to galvanize sup-
port for free and rapid data release. The resulting Bermuda
Principles (established in 1996 and reaffirmed in 1997) called for
the pre-publication release of HGP-funded genome sequence data
into public databases as a new standard, a philosophy that has
since impacted data access and open science policies across all of
biology. He also attended the June 2000 White House ceremony
announcing the generation of “working draft” sequences of the
human genome by both the HGP and Celera Genomics (founded
by the late J. Craig Venter). He was just as present at the various
April 2003 celebrations associated with the HGP’s successful com-
pletion, never relinquishing his close association with the HGP.

Shortly after completion of the HGP, Jim was approached by
the 454 Life Sciences Corporation, which had developed a new

DNA sequencing platform (Margulies et al. 2005), about having
his genome sequenced. He volunteered readily, becoming the first
person to have their complete diploid genome sequence generated
using “next-generation” DNA sequencing (Wheeler et al. 2008).
The data were analyzed by staff at the Human Genome
Sequencing Center at Baylor College of Medicine and presented
to Jim on a computer hard drive at a Houston ceremony that
drew hundreds of observers. Jim was also the first to release his ge-
nome sequence publicly. In his characteristic thought-provoking
fashion, he opted to redact only his APOE genotype (associated
with Alzheimer’s disease risk), partly for privacy reasons and partly
to stimulate broader discussion about such preferences.

In his later years, Jim’s reputation and influence became over-
shadowed by his public statements about the role of genes in race
and gender. Although he had professed a commitment to the pur-
suit of truth, he disregarded the scientific consensus in these areas,
despite the efforts of many in the research community to persuade
him otherwise. Throughout his life, Jim remained outspoken and
often provocative, but his increasingly inflammatory remarks sub-
stantially tarnished his scientific reputation.

Jim’s pivotal contribution to revealing the mechanism of
DNA’s function in inheritance would alone justify his reputation
as one of humanity’s most important biologists. But he chose to
devote himself to wider causes and moved genetics to larger goals.
The controversies of his later years should not be minimized or
normalized, but neither should they obscure his legacy of inspira-
tion and creativity in research, education, publishing, open sci-
ence, and advocacy. His intellect, ambition, vision, forcefulness,
and influence were fundamental to the success of the HGP and
the establishment of genomics throughout biological research
and, increasingly, its application in medicine.
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