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Erratum

Genome Research 7: 522-531

The Organization of the y-Glutamyl Transferase Genes and Other Low Copy Repeats in
Human Chromosome 22ql1l
John E. Collins, Andrew J. Mungall, Karen L. Badcock, Joanne M. Fay, and lan Dunham

During preparation of Figure 1 of the above manuscript, a mistake was introduced into the alignment
of the referenced genetic map. This resulted in the position of three markers being incorrect relative to
the repeat contigs described. The revised figure is shown below. With reference to the line labeled 2211
on the left side of the diagram, the marker F8VWFP should be on the right side of the contig containing
GGT.1, the marker COMT should be on the right side of the contig containing only D225131, and the
marker TOP1P2 should be on the right side of the contig containing GGT.5. This positions the markers
correctly relative to the long-range map described in the paper.
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