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The authors would like to correct an error in the Natural Science Basic Research Program of Shaanxi research
grant number in the Acknowledgments section of the published article. The corrected text is as follows:

This studywas supported by research grants from theNational Key R&DProgramof China (2022YFF1000100),
the National Natural Science Foundation of China (U21A20247, 31822052), and the Livestock Breeding
Program of Shaanxi (2022GD-TSLD-46) to Y.J., S.Q.G. (31760662, 31860639), and R.L. (31802027), Natural
Science Basic Research Program of Shaanxi (2021JCW-11) to Y.J., and China Postdoctoral Science
Foundation to W.W. Fu (No. 2021M702690).

This article has been corrected in both the PDF and full-text HTML files online.
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